A

Abb Organism
Bacillus/Clostridium

Ban Bacillus anthracis

Bce Bacillus cereus

Bce Bacillus cereus

Bha Bacillus halodurans

Bha Bacillus halodurans

Bha Bacillus halodurans

Bsu Bacilus subtilis

Cac Clostridium acetobutylicum

Cac Clostridium acetobutylicum

Cth Clostridium thermocellum

Efa Enterococcus faecalis

Lga Lactobacillus gasseri

Lin Listeria innocua

Lmo Listeria monocytogenes

Tte Thermoanaerobacter tengcongensis
Actinobacteria

Mbo Mycobacterium bovis

Mle Mycobacterium leprae

Msm Mycobacterium smegmatis

Accession Position Genes

NC_003997.3 + 1510409 1510555 BA1605
NC_004722.1 + 1527922 1528069 BC1581
NC_004722.1 + 4103599 4103748 BC4140 BC4141
NC_002570.1 + 2041950 2042097 BH1946 COG3464 BH1947
NC_002570.1 - 3340848 3340994 BH3226 -—--=--- BH3225
NC_002570.1 - 3340396 3340541 BH3225 C0G1285 BH3224
NC_000964.1 + 1395090 1395237 ykokK

NC_003030.1 + 789416 789571 CAC0683 —-—=——-—- CAC0684
NC_003030.1 - 3501692 3501837 CAC3329
NZz_AABG02000025.1 + 30891 31039 chtel267 COG0598
NC_004668.1 + 1268274 1268425 EF1304
ZP_00046151.1 + 78545 78693 Lgas0315

NC_003212.1
NC_003210.1
NC_003869.1 -

NC_002945.3 +
NC_002677.1 -

(gnl|TIGR_246196|contig:3312:m smegmatis)

Mtu Mycobacterium tuberculosis
Beta Proteobacteria

Cvi Chromobacterium violaceum
Gamma Proteobacteria

NC 000962.1 +

NC_005085.1 +

Vch Vibrio cholerae chr I

NC 002505.1
Description

GGIEPPEE] BS ykoK Mg/Co/Ni transporter MgtE (contains CBS domain)

COoG Gene
mntA
CO0G1285 yhiD
mgtA
0GO7 72 3 ¥-174
CO0G0598 corA
C0G3464 -

Mn2+ and Fe2+ transporters of the NRAMP family
Uncharacterized membrane protein

Cation transport ATPase

Bacterial cell division membrane protein

Mg2+ and Co2+ transporters

Transposase and inactivated derivatives

- 2855176 2855325 1in2836 UYL 1in2835
- 2765947 2766095 Imo2689 UYL 1mo2688
2397961 2398107 TTE2510 ---——-- TTE2509
1719531 1719680 Mb1562  ———----
3196999 3197092 ML2667 |[COGIONE
- 1484907 1485062 (mgta) 0G0474
1735516 1735665 Rv1535  ——————-
3525136 3525282 mgtE c0G2239)
+ 1786711 1786862 VC1655  [OIFFEE

C0G1285

00622 35)
€0G1285

E

0G07 72
0G0772|

BH1948
BH3224

CAC0685

Lin2834
Imo2687

C0G2239
C0G2239

COG0772
COG0772
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Consensus  ssiseseasns yYy .GuUaGGuUGAGgCucCURYRY .RRA.AyYA.GCcYRcug.yc...r.RAYRUC.ARAGAYGcc.a. . .gg.u. .rac.Agr. .yyrY¥YCgR. .uyaaGGy .yy.yyY.ra.guRgeU. . s s s et svvsvsaraannas a.GYY.R
Ban BA1605 AAAAUAAGIHGY-GUUAGGUGAHESUCHIEIN-YEAGAAAUGCUACUGCCCA- - AAAAUGUCGAGAGACGCCAA - -UGGEU -CAAC - YW EGAA -UUA AU - AACGUAGCUGGUA - - - ~AUG—————— UAC---GEI-2
Bece BC1581 AAAAUAAGHIEN-GUUAGGUGASUCHII - TEAGAAAUGCUACUGCCCA- - AAAAUGUCGAGAGACGCCAA - ~-UGGEU - CAAC - YT VT NiEGA A - UUAA T UEIIiY - AACGUAGCU-GGUA- - ~-AUG- - - - — UACCUAUGH-F
Bce BC4140 GAAUAUGEI[HIMT-GUUAGGUGAESUCHIEN\Ij-FYEAGAAACGCUGCUGCCCA--AAAAUGUCGAGAGACGCCAA - —-UGGGU - CAAC-IYI VN E[ieGGAAUGAA T[T - AAUGUAGCU-GGU -~ -UUCAGU- - - -ACCUAUGH-
Bha BH1946 UUGAAUCA{JHI[&-GUUAGGUGAMUCHI I qUlCAGAUACGCUGCUGCCCA-- - AAAACGUCCAAAGACGCCAA - ~-UGGEY - CAAC - YL VNI Ni[eGAC - AUAAT L 11 i - AACGUAGCU-GG- - - ~-CUUCGU- - —— -CCUAUG[d-
Bha BH3226 ATGAGUUGHYIJI[S-GUUAGGUGASUCHI[]i[{qUE[6AGAUACCCUGCUGCCCA- - AAAACGUCCAAAGACGCCAA - ~-UGGEU - CAAC -FY VYN[ FNi{eGAC - AUAAI[F\i[ijijiji - AAUGUAGCU-GGA- - - ~UGAU- - - -~ UCCUAUG[d-
Bha BH3225 GUACAACCAMIIE-GUUAGGUGAEGUCHIE/Nij-[€AGAUAUGCUGCUGCCCA--AAAACGUCCARAGACGCCAA--UGGGU-CAAC-IYT Y YNJNi{eGAC-AUAAEE [T - AAUGUAGCU-GG-C~--AAU- -— - —GUCCUAUGE-T;

Bsu ykoK AAUUAGGAAMIIs- GUUAGGUGAELMUCH NI~ lEAGAUACGCUGCUGCCCA- - ARAAUGUCCARAGACGCCAA - -UGGGU-CAAC - XN VN NeGAC- AUAA TN - AAUGCAGCU-GGAU- - -GCUU - - - ~GUCCUAUG[E-1;
Cac CAC0683 AAGAARAAGUU-GUUAGGUGAEESUCHTTNY]-TYEAUAUACGCUACUGCCCA- - GAAACAUCGAGAGAUGCCARAUUGEEU - CAGC -YE UL LEGAA-UCAAENUCTLYTET - AAUGUAGCU-GGAUUUAUAGUUUUAAUCU - ARG[HY -
Cac CAC3329 UUAAUAAUGIZNNY-GUUAGGUGAHEGUCHIZNNI--YEAUAUAUGCUACUGCCCA-- - AAAAUAUCGARAGAUGCCAA - -UGGEU -UAAC -[YII\CULYLEGA A -UUA AEUUILYEIT - AAUGUAGCU-GGG -~ - ~AUUA CCCAAAGHT-E
Cth chtel267AUUGANENIIIT - GUUAGGUGASUCHIEN/Y-FTEAAAGACGCUGCUGCCCE - - GAAACGUCGAAAGACGCCAA - ~-UGGEUA- AAC - F\CUINTEGGA - UUAA LUV T - AAUGCAGCU-GGU - - -GUUGCA- - -—-GCCUAAG[HT -
Efa EF1304 UUAARUAAGA[T-GUUAGGUGAQUCHIZNI Y-V ACAUAGGCUACUGCCCA- - AAAAUGUCGAGAGACGCCAA - -UGGGUAGA AC - LV\CU[EEGAA - UGAAE[MUULIT - AAGGUAGCU-AAAAGC -AAUC—-GCUUUUUACG-|
Lga Lgas0315AAGCAAAUGALNEY-GUUAGGUGAESUCHYIIl-FYIAUAUACGCUGAUGCCCA --GCAACAUCUAGAGAUGCCAA - ~CEGGUUAAAC - AV \UU[EAAC-UUA A SUUIIEC -AG-UCAGCUAGUUAA - ~-ARAAC- - UUCAC - - - G-
Lin 1in2836 UGUAGUUUUGHE-GUUAGGUGAHLSUCHIENIY-FEACACAGGCCACUGCCCA- - AAAAUGUCCAAAGACGCCAA - ~-UGGEUAGAAC -G U EGCA - UUAAL LSV U LAT - AAUGUGGCU-AAGAG - -UAA - - - - UUCUUUACG[iij-
Lmo Imo2689 UGUAGUUUUGHYT-GUUAGGUGAEMUCHZNId F¥IACACAGGCCACUGCCCA-- AAAAUGUCCARAGACGCCAA - -UGGGUAGA AC-G NI EGGA-UUAAL[SUUIAl - AAUGUGGCU-AARGA- - -GUAU-- - —UCUUUACGII-|
Tte TTE2510 AAAUUUAAUAMEVCGUUAGGUGAECIUCHILNYY-FTEAUACAGGCUGCUGCCCE--GAAACAUCGAGAGAUGGUAR - -CGGEUG-AAC -[IITWULUGAA~UCAA LUVl - AAUGCAGCU-GGAG- - ~-UUUU-- -—CUCCAAAGHT-
Mbo Mb1562 CGGUAAGCAHHIY-GUUAGGUGA[UGEeF X Xe - IACAUAGGCCACUGACCC- - CGAACGUCGAGAGACGCCCC- -GEEUCAGGAC - Al i[qUU[{LeGGC-UUAA L GUUNe[8C -CAGGUGGCU-UCCGG - ~CUUA -~ -CCGGACACGis-
Mle ML2667 AUGCAAGCAMIE - GGUAGGUGAL[UUUMITNi]-E[EAUAUAGGCCA--CCEAUCCCGGACGUCGAGAGAUGC—— -~ AUCGGGUCAAE-AACUEIUAGGGUU- - EUCCAAUCAAGUGGUU-UCUGGACGUUG-GUCCAGAUAUGHT -
Msm (mgtA) AAAACCHIE-GUUAGGUGALIISUCEIAMYE-FFIACACAGGCCACUGAUCC-GACGACGUCGAGAGACGCCCA- -GEEUUACGAC - ALLUSUIEGGC - CUAA W NI[EC -GAAGUGGCU-UCCCACCUCAA - GEUGGGACACG]iE-
Mtu Rvi535 CGGUAAGCAMGE-GUUAGGUGALIUGEHATEI Y- FRACAUAGGCCACUGACCECE- - CGAACGUCGAGAGACGCCCC--GEGUCAGGAC - ALHUUHHHGGC -UUAATIEUUENEIEC -CAGCGUGGCU-UCCEE - -~ CUUA - -CCGGACACGY-

AR R R I B R IR R

Vch VC1655 AUUACAGENIEE-GUUAGGCGALHUCHI i H-TEACAUAGGCCACUGAUCU-CACGACAUCCAGAGAUGCCCA--AGAUCAGGAC - AEUUNIEGGA-UUAA I EUULYEC-CAAGUGGCU-UUCGC - ~-GUGA -~ -GCGARUACG[IT-
Cvi mgtE GAUGCAGUHIIE-GUUCGGCGAUCHEd-TEACACAGGUCACUGAUCU-GACGACGUCGAGAGACGCCCA - -AGGUUACGAC - AL[qUULTIEGGA -UUAASUUNEIEC-AAAGUGACU-UCC -~ - —~AAC-——— -~ GGAUACGii
*
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Ban BA1605 [EWEEU-EHUAARACUC-GGCGAGE--HEEYEGUCCGUAGAUUUCUAAUUGUAUUAGGAAUCGUUUAUUUGUGUAUGUCAU --GGCCUUUACUCUUUUCAGAGUAAAGGUCUUUUUGUUAC
Bce BC1581 [XXcU-EGiAAAACUC-GGUGAGGG-FIENE[NCCGUAGAUUUCUAAUUAUAUUAGARAUCGUUUAUUUGUGUAUGUAAU -~ — = == — = = mm o e e GGCCGCUACUCUCUUAAGGGUAGGGGCCUUUUUUGUUA
Bece BC4140 [LWUXeU-EdiAAAACUC-AACGAGGG-YE iGCAUGUAUUUUGUCAUACACAAAAACUGUUUUUAUUUAUGUCUACUAACAGUCUUUGUUGUGGACUCUUUUAACUGCGARUUCAGACCUUUACUCGUUU-UGAGUAAAGGUCUUUUUACGUC
Bha BH1946 [GEYeU-[EMUAAAGCUC-UACGAAUG-EEY\GUUUGGUGAUCAUUAGUCAUGCUUUUUUUGUGCUGCUCAUGUUGA = —— = = = = = — o e e o CACCUUCCA---UUCG---UGGAGGGUGUUUUUUGUUU
Bha BH3226 [JXIXcU-[[MUAAAGCUC-UACGAAU--[aCACAGUGGCCAUUGCCAUCGCUA —— === ————— oo oo --GGGCAUCUUUACGAU
Bha BH3225 [LGEXEU-[EMUAAAGCUC-UACGAAU--¥YEGGAAUCUCGCUCAUAGAACAUGAGUGUGUUUGGGGA- GCCUACCUUUAUUUGUA-GAAGGUAGGCUUUUUGCACU
Bsu ykoK [EXeU - {SiAAAGCUC-UACGAUU - - ¥ X GCGCCCGCACGCUUUUUUUGCCGUGCUUCUUUCA == = mmmmm e e e e e e e e e mm = m = e = CCUUC = = = = = = AAUCCC = = = = = = GAAGGCUUUUUUUAU
Cac CAC0683 [INIEU-EHIAAAGCUC-UACUGUC- - UUUCGUAUUAGAGUUUAUGAGUGA- — = = == = = = = o o e e e e e e e e -GCC---~----UUUGAU- -~ -~~~ .GGCUUUUUUUUAU
Cac CAC3329 [ENEYCU-[EMUAAAGCUC-AACGAAA--[XT\GUGUAUUUUUGUUGUUGUUUUAUAGA - -~ -——~—~ --GGGGCUUUUUUUAUU
Cth chtel267(ENENCU-EHUAAAGCUC-AACGAGGG-LEY LN \A AUAAGAUUGUAUUUUAAUGGGCUUUAUAA - -UGGAAGUUUUUUAUUU
Efa EF1304 - GCUC-AACGAU- - -FYXEAACGAUVUAUUCUUU -~~~ — = —m oo mmm e mmm e GACACGUUGA- -GUUU--UCAGCGUGUCUUUUUUUGUG
Lga Lga50315m—mCUG—MCGACG——' URA AUCGCUARAGUU A ~ — — = = = o e GACCAAUGCAG-UUU--UUGCGUUGGUCUUUUUGUUUG
Lin 1in2836 [EUEYEU-EHEAAAACUUUAGCGAG- - -fAGUCUGUUUUAGUAUGCGUAUGAAUUCAGAA ~= == = m o = o e e e e e e e e e e e e e e e e e e e GUCCUUGCCAA-GGUU-UUGGUAAGGACUUUUUUCAUG

Lmo 1mo2689 [FNEEU-EHUAAAACUUUAGCGAG---EEEAGUCUGUUUUAGUAUGCGUAUARACUCAGAA - GUCCUUGCCAR-GGUU-UUGGUAAGGACUUUUUUUCAU

Tte TTE2510 [LULNEU-[E(QUAAAGCUC-AACGA -~ ~~[YEARAUUGGAUGGARA - == = —m —m m e e e e o o e o e o e o e e e e GCCUCUUUC-UUUCGUU--GAGAGAGGCUUUUUAAAUU
Mbo Mbi562 [l -EHdEGARGCUCUGACGA - - --EEX{EGGUGCGGAUUUCCGGCAGUUGCCGGCAUCUCUGUACUCCUGUGACGCGCUUUAUCGUGCGGACAACCGUACGUGUCGUGGCCGUGAGGAGGUGAGGGACGCAUGAGUUCCGGUGACAGUCCGGA
Mle ML2667 [He&XaU-{EdSUAAGCUCCGGCGAUGA~[EEREBAUG — — — = = = = m o e e e e e e e e e e e e CGUUCGGCGG--UUUC--CUGCUGAAUGUUUCUGCUUC
Msm (mgtA) [HECEEU-EdE8AAAGCUCUGAUGAG- -~ YGIHUCGCGCCACUCGECEC === == = = = e o e e e e e e e e e e e e e e e .GUCCGGC----- CAUGU----GCCCGACUUCCUCUUCA

Mtu Rv1535 [~ dEIGAAGCUCUGACGA - - - -[EEEGGUGCGGAUUUCCGGCAGUUGCCGGCAUCUCUGUACUCCUGUGACGCGCUUUAUCGUGCGGACAACCGUACGUGUCGUGGCCGUGAGGAGGUGAGGGACGCAUGAGUUCCGGUGACAGUCCGGA
Vch vC1655 [EXEU-[dUGAAGCUGGGACUCG- - - U[CAAGUCUUUUUCAUACCAUUUCCUUUUCGCUCGUCCAARUUACUGCUGUUUUCUUGCAUCARAGUUCARACARUUCAGGUCUGUCCUGAGUCACAUGAGGUAUGUGUGAUGARUGUARUGARAA
Cvi mgtE NYeu - ddAARACCUAGACGCG- - - FNICGCUUUCUGCACUCUCCUCCUGGUUGUCGCCCCCAUUGAGAACUGUUUGCGGUUCAAACAGCUAAACGGGGARUUUCUCACCAUGACUUACGUAGCAAGCCACACCCUCGCCGCCGGCCARGC
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