Abb Organism Accession Position

Bacillus/Clostridium

Bsu Bacillus subtilis NC_000964.1 1568613 1568720  ylbH y1bI

Bha Bacillus halodurans NC_002570.1 2714092 2714204 BH2590 kdtB
2

Oih Oceanobacillus iheyensis NC_004193.1 1488363 1488474  0B1450 coaD
Tte Thermoanaerobacter tencongensis  NC_003869.1 1456665 1456775  TTE1487 CoaD
Ban Bacillus anthracis NC_003997.3 3795608 3795711  BA4140

Bce Bacillus cereus NC 004722.1 3913434 3913537 BC3930

Description

[CIELIE¥] yhhF Né-adenine-specific methylase
kdtB Phosphopantetheine adenylyltransferase
phop yly

Structure
Consensus

Bsu
Bha
Oih
Tte
Ban
Bce

y1bH
BH2590
0B1450
TTE1487
BA4140
BC3930

Structure
Consensus

Bsu
Bha
Oih
Tte
Ban
Bce

y1bH
BH2590
0B1450
TTE1487
BA4140
BC3930

*

................................... [K<<<<<<<<< PSS 333 35 > > I S SO 0L <L L R 20 T
.Fauu.y.rr....gg.a....... AuAAaaaa..ccy.g..... - PO Yergg..eeeeaeeeannns YCC.U....UY.¥. .FeoUerernnnnnnnn r.r..

CGAUUAUAARRUC-GGCAUAUAGCUAUAAAAAAAUNYIIFIIE- CA- -~ ~{[qUggdgee -~ -UCCUU-CUAUUCCUUARA - UAUG:

UGUGUCGAGUUGU-GGCA -CCCGUG-A-UCAUACG-UUC-~---~- UGUAUGUA-C

GUAUUUUAUACAU-GGAA ECCUGCAGAGR:AIZ:V.EECUCUGCAGG I EEEEEE R CCCUUU-G-UUUU-CAUAUGAAAAAC----BARR- -

AGAUGGCUAGCAAAGGGACUUGGAAAUAA-———- GGGAGGCCUR.V.V.V. 2 UUUUAAAUUUUUAAUCCAG ----GCAGE-AGUUCG--—————-| CCUGC--

CAAUUUUUAAAUGAAAAGUAGACAAAGAAAAAAA-IIlelel- — —~AAA~——— -] IGC A GGG R CCCUUCUUAUACUAGCAUGUA- -~ —— -] CUAGUAAG

CACUUUUUAAAUGAAAAGCACACAAAGAAAAAAAAIIITS. AUA R CCAGGCH CCUUCUUAUACUAGCAUGUA- -~ - ——-| CUAGUAAG
*

..... P I A S S S R e

.aGGc . a .GGGAGAGGAGAAACCGgAGGAAGAACUUa. . GGGGAAaYguaagucUUC.uCCGY.r. .. .UUg...CAAC...a....F.eeeuunn yr.uy.U.rU.ru
AAGGCARAGGGAGAGGAGAAACCGGAGGAAGAACUUAU-GGGGAAACGUAAGUCUUC-UCCGCGG- -UUGG--CAACAACAUCCUCUAGAUGCUGUUGCUUAUAGU
GAGGCUAUGGGAGAGGAGAAACCGGAGGAAGAACUUAU-GGGGAAACGUAAGCCUUC-UCCGCGG——————= UUGUG-CAACAUUCAUCGAAUGCUGCUAGUCCUAGUAUG
-AGGCAAAGGGAGAGGAGAAACCGGAGGAAGAACUUAU-GGGGAAGUGUAAGUCUUCUUCCGUU - ——————~ UUACAUCAACCAAACGAUGUUUAGUUGAAUCAUUAUGAU
CUGGA-CUGGGAGAGGAGAAAUUGAAGGAAGAA-UU---GGGGAAAU--UUCUAUUC - -CCGUUAAUAUUAUUUGC--CAACUCAAAAAAGUUUUAUACAUGUUUUUUUGU
AAGGCAAAGGGAGAGGAGAAACCGGAGGAAGAACUUA-UGGGGAAACGUAAGUCUUC-UCCGCGG- -UUGG--CAACAACAUCGAAGGUGAUGUUGUUAUAGUUAU
AAGGCARAGGGAGAGGAGAAACCGGAGGAAGAACUUA-UGGGGARACGUAAGUCUUC-UCCGCGG-—————~ ‘UUGG--CAACAACAUCGAAGGUGAUGUUGUUAUAAUUAU




B. subtilis

13008 W m i L I B
LN RRRRE LT TR | TR
W orrmmaan I |

G20 »

A 5. A A A a - "
g 5 R 3 £ 8 @ 2 5
a g ¥ 2 £ 3 5 3 5
Q9 o (L U]

i

=

(s}

0

-

T

—00<<0<0 @B <@ sus50 220%@

(4] 0
® ODCCWD © D20 DOLO

100
v

5
cCAAEREEARACc@@® AA
80
@Cg
CCUUAA@@

o
¢ |3
e
= - -
< = M‘
o e
0 o -
b4 3 °-
s @ e
= . o<coc g
=2 m .. Vo
= goou320Q .0
= s @
< A@CUGCGGGG
< @y, 0000000 ¢
: S
=]
° @
Gret @
® S
CEeREEERER®



