
Table 1: Pairwise comparisons of performance for various protein database search
algorithms. Each row in the table compares the ROC50 scores of two algorithms. The
final three entries in each row list the number of times that the algorithm listed in the first
column performs respectively better, the same as, or worse than the algorithm listed in the
second column. This data summarizes the results shown in Figures 1 and 2.

Algorithm Algorithm Win Tie Lose
BLAST PSI-BLAST(SCOP) 8.11% 40.63% 51.26%
BLAST PSI-BLAST(SCOP+SPROT) 6.14% 35.29% 58.57%
BLAST RankProp 4.21% 27.46% 68.33%

PSI-BLAST(SCOP) PSI-BLAST(SCOP+SPROT) 10.18% 40.32% 49.50%
PSI-BLAST(SCOP) RankProp 6.73% 31.36% 61.92%

PSI-BLAST(SCOP+SPROT) RankProp 9.73% 34.98% 55.29%
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Figure 4: Scatter plot of ROC-50 results: PSI-BLAST (SCOP + SPROT) vs.
RankProp for different values of σ on the validation set. The RankProp parameter
σ controls the rate of propagation through the network. The value of σ is selected using a
validation set. The figure illustrates the results on the validation set for σ = 1, 10, 100, 1000
. Each plot compares the RankProp ROC50 versus the ROC50 score from the underyling
PSI-BLAST network. The value σ = 100 was chosen because it yields few failures (i.e.
when RankProp performs much worse than the base distance measure) while still giving a
large improvement overall.
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