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Figure 14: Improvement from RankProp is not solely due to the immunoglobins.
We present error rates excluding the immunoglobin family, to show that the improvement
over PSI-BLAST is not solely from taking advantages of special properties of this family.
The top two plots are for ROC-50, the bottom left is ROC-10 and bottom right is ROC-
5. All show a significant improvement in RankProp over PSI-BLAST(+SPROT) using
the Wilcoxon signed rank test with significance level 0.05. In fact at the ROC-5 level, by
comparing with Figure 7 one can see that the immunoglobin superfamily contains some of
the worst errors made by RankProp.
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