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Figure 20: Comparison of algorithms using the ROC1 score. The graph plots the
fraction of the true homologs that are recovered prior to the first false positive (ROC1),
for different values of σ = 10, 100, 1000 (left to right). The top six figures show results
including the immunoglobins (the largest superfamily in the data set), and the bottom six
show results without the immunoglobins. In general RankProp performs better on smaller
superfamilies for small σ, and better on larger superfamilies for large σ (the same is observed
on the training set). This observations leads to a proposed improvement in the algorithm
(see the following figures.)
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