Supplementary information, Table S1 A complete list of somatic mutations identified in 63 colon cancer cells by single-cell exomic sequencing.

chr pos reference normal mutate region gene transcript chain function base substitution AA substitution dbsnp132
chr1 1946244 G G A CDSs GABRD NM_000815 + synonymous c.72G>A p-A24A novel
chr1 2525223 C C T CDSs MMELA1 NM_033467 - missense c.1001G>A p.R334Q novel
chr1 7922550 C C T CDSs TNFRSF9 NM_001561 - missense c.92G>A p.C31Y novel
chr1 12829995 T T A CDS LOC649330 NM_001146181 - missense c.735A>T p.E245D novel
chr1 22775608 C C T CDSs EPHAS8 NM_001006943 + synonymous c471C>T p-A157A novel
chr1 33009474 A A G CDS KIAA1522 NM_020888 + missense c.2107A>G p.S703G novel
chr1 45566228 C C T CDSs HPDL NM_032756 + missense c.821C>T p.A274V novel
chr1 74845141 C C T CDSs C1orf173 NM_001002912 - synonymous c.1221G>A p.P407P novel
chr1 85371114 T T C intron WDR63 NM_145172 + novel
chr1 89298430 G G A intron GBP1 NM_002053 - novel
chr1 100118749 G G T intron AGL NM_000645 + novel
chr1 109241230 G G A CDs GPSM2 NM_013296 + missense c.278G>A p.R9O3K novel
chr1 150046753 G G A intron RORC NM_001001523 - novel
chr1 152514509 G G A CDS HAX1 NM_001018837 + missense c.536G>A p.R179Q novel
chr1 154304809 C C T CDS RAB25 NM_020387 + missense c.364C>T p.L122F novel
chr1 158449920 G G C utr PEA15 NM_003768 + novel
chr1 172047037 C C G CDS CENPL NM_033319 - missense c.24G>C p.ES8D novel
chr1 184324040 A A G intron HMCN1 NM_031935 + novel
chri 199284428 A A C CDS CACNA1S NM_000069 - missense c.4346T>G p.V1449G novel
chr1 234969455 G G A CDS ACTN2 NM_001103 + synonymous c.1107G>A p.S369S novel
chri0 17796636 A A C CDS STAM NM_003473 + missense c.1474A>C p.T492P novel
chri0 63522710 G G A CDS ARID5B NM_032199 + missense c.3482G>A p.S1161N novel
chri0 97086714 C C T CDS SORBS1 NM_001034954 - missense c.3193G>A p.A1065T novel
chr11 1575979 A A G CDS KRTAP5-2  NM_001004325 - synonymous c.78T>C p.S26S novel
chr11 1575999 T T C CDS KRTAPS5-2 ~ NM_001004325 - missense c.58A>G p.S20G novel
chr11 1576066 G G A utr KRTAPS5-2 ~ NM_001004325 - novel
chr11 1900825 T T C intron TNNT3 NM_006757 + novel
chr11 4860562 C C T CDS OR51T1 NM_001004759 + missense c.938C>T p.P313L novel
chri1 40093225 C C T CDS LRRC4C NM_020929 - synonymous c.1194G>A p.A398A novel
chri1 51268507 C C T CDS OR4A5 NM_001005272 - synonymous c.465G>A p.A155A novel
chr11 55335655 T T C CDS OR5L1 NM_001004738 + missense c.137T>C p.l146T novel
chr11 59613806 C C T CDS MS4A2 NM_000139 + missense c.122C>T p.S41L novel
chr11 59617597 C C T CDSs MS4A2 NM_000139 + missense c.527C>T p.S176F novel
chr11 61714343 C C T CDSs SCGB1D1 NM_006552 + missense c.11C>T p.S4L novel
chr11 67189375 G G A CDSs ALDH3B2 NM_001031615 - synonymous c.663C>T p.R221R novel
chri1 71184774 G G A CDS FAM86C NM_152563 + missense c.223G>A p.A75T rs6423769
chr12 48230370 G G A CDSs KCNH3 NM_012284 + missense c.1909G>A p.A637T novel
chr12 54045631 C C G CDSs OR6C75 NM_001005497 + missense c.470C>G p.P157R novel
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chré6 146762230 G G A CDS GRM1 NM_001114329 + missense €.2362G>A p.A788T novel
chr6 151399951 G G A intron MTHFD1L NM_015440 + novel
chr6 152772411 C C G CDS SYNE1 NM_033071 - missense c.6378G>C p.E2126D novel
chr7 5296881 G G T intron SLC29A4 NM_153247 + rs73051947 novel
chr7 5888628 T T A intron OCM NM_001097622 + novel
chr7 63805765 A A G CDS ZNF107 NM_016220 + missense c.1648A>G p.K550E novel
chr7 70438532 C C T CDSs WBSCR17 NM_022479 + missense c.299C>T p.P100L novel
chr7 76078825 G G A CDS POMZP3 NM_012230 - synonymous c.457C>T p.L153L rs72508677
chr7 99924803 C C T CDSs C7orf51 NM_173564 + missense c.1523C>T p.P508L novel
chr7 100625939 G G A utr MOGAT3 NM_178176 novel
chr7 103155828 A A T CDSs RELN NM_173054 - missense c.719T>A p.V240D novel
chr7 114055884 G G T CDSs FOXP2 NM_148898 + missense c.387G>T p.M129I novel
chr7 129749771 C C T utr CPA4 NM_001163446 + novel
chr7 149664919 C C G CDSs LRRC61 NM_001142928 + synonymous c.36C>G p.G12G novel
chr7 151575993 G G A CDSs MLL3 NM_170606 - missense c.2459C>T p.T820I rs932840
chr7 151601792 C C A CDSs MLL3 NM_170606 - missense c.943G>T p.G315C novel
chr7 151601810 G G A CDSs MLL3 NM_170606 - missense c.925C>T p.P309S novel
chr8 41909356 C C A CDS MYST3 NM_001099413 - missense ¢.5539G>T p.G1847W novel
chr8 52895518 C C T CDS PCMTD1 NM_052937 - synonymous c.1020G>A p.K340K novel
chr8 101786396 C C T CDS PABPC1 NM_002568 - missense c.1752G>A p.M584| novel
chr8 101794213 A A G intron PABPC1 NM_002568 - novel
chr9 33374977 T T G utr AQP7 NM_001170 - rs11555075 novel
chr9 33786660 T T C CDS PRSS3 NM_007343 + synonymous c.231T>C p.D77D novel
chr9 34647114 C C T CDS IL11RA NM_001142784 + synonymous c.414C>T p.S138S novel
chr9 107464632 C C A CDS TAL2 NM_005421 + synonymous c.34C>A p.R12R novel
chr9 122707234 T T C CDS TRAF1 NM_005658 - missense c.1136A>G p.N379S novel
chr9 124681927 A A G CDS RC3H2 NM_001100588 - synonymous c.1140T>C p.A380A novel
chrX 3252292 C C G CDS MXRA5 NM_015419 - missense c.1434G>C p.M478I novel
chrX 100694666 G G A CDS ARMCX1 NM_016608 + missense c.97G>A p.E33K novel
chrX 102750956 A A G CDS TCEAL3 NM_032926 + missense c.308A>G p.E103G novel
chrX 135313145 G G A CDS GPR112 NM_153834 + synonymous €.8652G>A p.P2884P novel




