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Figure Sup_1. The Human ARTEMIS Protein

Conserved Residues in the Metallo-p-lactamase/B-CASP Domain of ARTEMIS and
Related Proteins. GenBank accession numbers of the sequences used were
NM_022487 for human (hum) ARTEMIS, BAC34960 for murine (mu) ARTEMIS,
AAMB9124 for rat ARTEMIS, NM_014881 for human SNM1, AAF64472 for murine
SNM1, NM_022836 for human SNM1B, BAC33550 for murine SNM1B, P30620 for
yeast (sc) SNM1 and AJ251815 for Stenotrophomonas maltophilia (sm) L1. Highly
conserved residues chosen for mutagenesis are indicated by black boxes. The
numbering of mutagenized amino acids refers to positions in the human ARTEMIS

protein (also see Callebaut et al. 2002).



