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Figure 5: Distribution of FPKMs in adult, IPS and ESCs. Distribution of log10 (FPKM+1)
for all known protein coding genes from ENSEMBL. Each line shows the distribution for a
single sample, with the heavier line showing the mean for each cell type. Inset shows the
probability that gene is classified as coming from the low/repressed mode of the FPKM distri-
bution estimated using a two component Gaussian mixture model to classify genes into active
or repressed. Left panel shows distribution for all genes, right panel excluding the top 1%
expression genes
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