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Figure 8: Variance component analysis and differential expression (DE) analysis excluding
highly expressed genes (upper 5%-tile). (a) Correlation heatmap without upper 5%-tile highly
expressed genes (b) Result of variance component analysis without upper 5%-tile highly ex-
pressed genes. (c) P-value comparison with original DE analysis. Each panel shows scatter plot
of the DE minimum P-values without upper 5%-tile highly expressed genes (X-axis) against
original minimum DE P-values (Y-axis) for each tissue. Gray vertical and horizontal lines
show 5% FDR.
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