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Supplementary Figure 1 - Comparison of mapped epitopes and peptides identied in immuno-SILAC screening of polyclonal antibodies.
The upper part of each panel shows the binding intensities to overlapping 12-mer peptides in the epitope mapping, where epitopes show as clusters of bound peptides. Blue horizontal 
bars in the lower part show the locations of peptides identi ed in immuno-SILAC screening on their corresponding antigen and grey vertical lines indicate trypsin cleavage sites.


