
b

a

GL21.T Let-7g-miR

GL21.T-let

up- and down-regulated genes  (≥ ±1.5) 

-4 -3 -2 -1 0

protein polymerization
macromolecular complex assembly
wound healing
macromolecular complex subunit organizati
protein complex biogenesis
protein complex assembly
tissue regeneration
regeneration
membrane invagination
endocytosis
developmental growth
membrane organization
regulation of body fluid levels
defense response
blood coagulation
coagulation
chemotaxis
taxis
cell death
nuclear division
mitosis
cellular protein complex assembly
death
hemostasis
M phase of mitotic cell cycle
response to oxidative stress
vesicle-mediated transport
organelle fission
mitotic cell cycle
growth
epidermis development
cellular macromolecular complex assembly
inflammatory response
ectoderm development
cell cycle process
cell cycle phase
response to inorganic substance
locomotory behavior
regulation of blood coagulation

Log p value

Figure S4. Illumina array analyses. (a) Venn diagram of down-regulated or up-regulated (≥ ±1.5) genes 

following let-7g-miR-transfection, GL21.T- and GL21.T-let-treatment is shown. (b) Gene ontology analyses 

of significantly down-regulated or up-regulated (≥ ±1.5) genes from Illumina analyses following GL21.T-let-

treatment.  

 


