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Oligonucleotide sequences used for recombination (

(%)

denote removed nucleotides

from the wild-type sequence):

CAN1 Mutagenesis

CAN1.can1-100.90.COD

ACACACCACAGACGTGGGTCAATACCATTGAAAGATGAG
AAAAGTIAAGAATTGTATCCATTGCGCTCTTTCCCGACGA
GAGTAAATGGC

CAN1.can1-100.90.NCOD

GCCATTTACTCTCGTCGGGAAAGAGCGCAATGGATACAA
TTCTTAACTTTTCTCATCTTTCAATGGTATTGACCCACGT
CTGTGGTGTGT

GCCATTTACTCTCGTCGGGAAAGAGCGCAATGGATACAA

CAN1.can1- TTCTCAACTTTTCTCATCTTTCAATGGTATTGACCCACGT
2MM.90.NCOD CTGTGGTGTGT
GCCATTTACTCTCGTCGGGAAAGAGCGCAATGGATACAA
CAN1.can1- TTCTCACTATTTCTCATCTTTCAATGGTATTGACCCACGT
5MM.90.NCOD CTGTGGTGTGT
GCCATTTACTCTCGTCGGGAAAGAGCGCAATGGATACAA
CAN1.can1- TCAGCACTATTTCTCATCTTTCAATGGTATTGACCCACGT
8MM.90.NCOD CTGTGGTGTGT
TCGCCATTTACTCTCGTCGGGAAAGAGCGCAATGGATAC
CAN1.can1- AATT**CTACTTTTCTCATCTTTCAATGGTATTGACCCACG
2DE.90.NCOD TCTGTGGTGTGT
CGCCATTTACTCTCGTCGGGAAAGAGCGCAATGGATACA
CAN1.can1- ATT™**CTTTTCTCATCTTTCAATGGTATTGACCCACGTC
5DE.90.NCOD TGTGGTGTGTTTGT
CGCCATTTACTCTCGTCGGGAAAGAGCGCAATGGATACA
CAN1.can1- ATT*****TTCTCATCTTTCAATGGTATTGACCCACGTCT
8DE.90.NCOD GTGGTGTGTTTGTGAA

CAN1.can1-2IN.90.NCOD

CTCGCCATTTACTCTCGTCGGGAAAGAGCGCAATGGATA
CAATTCCATTTTACTTTTCTCATCTTTCAATGGTATTGACC
CACGTCTGTG

CAN1.can1-5IN.90.NCOD

TCGCCATTTACTCTCGTCGGGAAAGAGCGCAATGGATAC
AATTCGGCATTTTACTTTTCTCATCTTTCAATGGTATTGA
CCCACGTCTGT

CAN1.can1-8IN.90.NCOD

GCCATTTACTCTCGTCGGGAAAGAGCGCAATGGATACAA
TTCGGCATGTCTTTACTTTTCTCATCTTTCAATGGTATTG
ACCCACGTCTG

ade2-1 Correction

ade2.ADE2.90.NCOD

GAACATCAACATGCTCAATCTCAATCGTTAGCACATCAC
ATTTTTCAGCTAGTTTTTCGATATCAAGAGGATTGGAAAA
GGAGCCATTAA

ade2.ADE2.90.COD

TTAATGGCTCCTTTTCCAATCCTCTTGATATCGAAAAACT
AGCTGAAAAATGTGATGTGCTAACGATTGAGATTGAGCA
TGTTGATGTTC




ade2.ADE2.15.NCOD

GCACATCACATTTTTCAGCTAGTTTTTCGA

ade2.ADE2.25.NCOD

TCAATCGTTAGCACATCACATTTTTCAGCTAGTTTTTCGA
TATCAAGAGG

ade2.ADE2.180.NCOD

AATTTTTAATTTGGGATGTTTTACTTGAAGATTCTTTAGTG
TAGGAACATCAACATGCTCAATCTCAATCGTTAGCACAT
CACATTTTTCAGCTAGTTTTTCGATATCAAGAGGATTGGA
AAAGGAGCCATTAACGTGGTCATTGGAGTTGCTTATTTG
TTTGGCAGGAGAATTTTCAGC

URA3 Mutagenesis

URAS3.ura3-1.45.Lag

CCGTGGATGATGTGGTCTCTACAGGATCTGACATTATTA
TTGTTGaAAGAGGACTATTTGCAAAGGGAAGGGATGCTA
AGGTAGAGGGTG

URAS.ura3-1.45.Lead

CACCCTCTACCTTAGCATCCCTTCCCTTTGCAAATAGTC
CTCTTTCAACAATAATAATGTCAGATCCTGTAGAGACCAC
ATCATCCACGG

LYP1 Mutagenesis

LYP1.lyp1.TAA.90.COD

AAATGGGACGAGAAACAAAACAACATTGGCGAACAGAG
CATGCAGTAATTACCAGAAGACCAGATAGAACATGAGAT
GGAAGCAATAGAT

LYP1.lyp1.TAA.90.NCOD

ATCTATTGCTTCCATCTCATGTTCTATCTGGTCTTCTGGT
AATTACTGCATGCTCTGTTCGCCAATGTTGTTTTGTTTCT
CGTCCCATTT

LEU2 mutagenesis and
correction

LEUZ2.leu2.90.COD.TAG

TATATATATATATTTCAAGGATATACCATTCTAATGTCTGC
CCCTTAGAAGATCGTCGTTTTGCCAGGTGACCACGTTGG
TCAAGAAATC

LEU2.leu2.90.NCOD.TAG

GATTTCTTGACCAACGTGGTCACCTGGCAAAACGACGAT
CTTCTAAGGGGCAGACATTAGAATGGTATATCCTTGAAA
TATATATATATA

leu2.LEU2.90.COD.TAG

ATATATATATATTTCAAGGATATACCATTCTAATGTCTGC
CCCTAAGAAGATCGTCGTTTTGCCAGGTGACCACGTTGG
TCAAGAAATCA

leu2.LEU2.90.NCOD.TAG

TGATTTCTTGACCAACGTGGTCACCTGGCAAAACGACGA
TCTTCTTAGGGGCAGACATTAGAATGGTATATCCTTGAA
ATATATATATAT




