-

—»

A = | B =
-ll-—<:wz—< YIR003C} -u-— LEU2 YIR003Cl

120 - 120 -

¥eD T —E YPD

— MPP10

[y

o

o
|

YJROO3C

(80)
o
1

Relative Expression (/ACT1)
o (o)}
o o
1 1
—
i ——

1 1
20
0 T T T 3 L ! 0 T T T T T ]
0 5 10 15 20 25 30 0 5 10 15 20 25 30
Time (mins) Time (mins)

Supplemental Figure 1. Insertions of active RNA pol Il transcribed genes can abrogate
AGC. Strains were grown in YPD media, subjected to a 37°C heat shock, and monitored
for their expression profiles at the EBP2, MPP10, and YJRO0O3C genes by RT-PCR. The
profiles of the leftward oriented MPP10.LEU2 insert (YMM554) and rightward oriented
MPP10.LEUZ2 insert (YMM559) are presented in A and B respectively.
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Supplemental Figure 2. The inserted LEU2 gene is not subject to heat shock. Strain
YMMS554 (MPP10.LEU2) was grown in either SC-leucine (active conditions) or YPD
media (repressed conditions), subjected to a 37°C heat shock, and monitored for
LEUZ2 expression by RT-PCR. Overall expression levels in the two conditions are
presented at the zero time in A), and over the heat shock time course in B), and C).
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Supplemental Figure 3. Nucleosome mapping at the MPP10 and YJRO03C promoter
regions in a snf24 mutant. A) Nucleosome positions were determined across both the
MPP10 and YJROO3C promoters by a nucleosome scanning assay in the snf2A mutant
strain YMM593 before and after a 10 min heat shock at 37°C. B) Previously published
nucleosome positions at the MPP10 and YJRO0O3C promoters as determined by ChlIP are
represented as blue ovals (35).



