
Figure S8: Scatter plots comparing the expression levels of genes measured in 

corresponding tissues by any two methods out of HPA, GNF and RNA-seq. Top 

panel: HPA vs. GNF r=0.085, p=1.51e-59. Middle panel: HPA vs. RNA-seq r=0.085, 

p=6.62e-233. Bottom panel: GNF vs. RNA-Seq r=0.32, p=0.0. All correlations were 

measured using Kendall's tau rank correlation. Transcript levels correlated despite 

differences in samples and technique (bottom panel). The poor correlations observed 

for HPA may stem from the qualitative nature of protein abundance measurements 

(proteins abundance is either 'low', 'medium' or 'high' and determined based on 

manual assessment of antibody staining).  
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