Tfp pilus assembly protein, ATPase PilU
Trehalose utilization protein
Phosphoribulokinase

Putative Ser protein kinase

Predicted ATPase (AAA+ superfamily)
Isocitrate lyase

Transcriptional accessory protein

Tartrate dehydratase alpha subunit/Fumarate hydratase class I, N-terminal domain
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Cobalamin biosynthesis protein CbiD
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ATP-dependent protease HsIVU (ClpYQ), ATPase subunit
Transcription termination factor
Pantothenate kinase
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