Ratio Firmicutes/Bacteroidetes abundance

P-value = 0.00021
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log10(Bacteria abundance) - HMP method

Correlation of bacteria abundance

rho = 0.97
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log10(Bacteria abundance) — MetaHit method




log10(Gene abundance) - HMP method

s

Correlation of gene abundance - Individual A
rho = 0.94
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Counts

10883
10203
9523
8843
8162
7482
6802
6122
5442
4762
4082
3402
2722
2041
1361
681
1



