Table S4: Candidate proteins from cytoskeleton, translation, nNRNA, membrane, and release protein groups
Candidate proteins from Figure 3B: proteins that increased at least 1.2 fold once, with at least 2 experiments showing an increase that are

classified as cytoskeletal-related (blue), translation-related (yellow), vesicle release-related (purple), mRNA-related (green) or membrane-related
(red). Coloring corresponds to that shown in Figure 3B. classification







40S ribosomal protein S11;Ribosomal protein S11

40S ribosomal protein S13

40S ribosomal protein S15;RIG protein;S15 ribosomal protein

40S ribosomal protein S24

40S ribosomal protein S8;Ribosomal protein S8

60 kDa chaperonin;60 kDa heat shock protein, mitochondrial;Chaperonin 60;Heat shock protein 60;HSP-65;Mitochondrial matrix protein P1
60S acidic ribosomal protein P1

60S acidic ribosomal protein P2

Alanyl-tRNA synthetase, cytoplasmic;69 kDa protein

Arginyl-tRNA--protein transferase 1

Aspartyl-tRNA synthetase

CALBP;Calcium-binding protein 3;Calregulin;Calreticulin; CRP55;Endoplasmic reticulum resident protein 60;HACBP
CCT-alpha;T-complex protein 1 subunit alpha

CCT-delta; T-complex protein 1 subunit delta

CCT-gamma;T-complex protein 1 subunit gamma

IP100365169

D-tyrosyl-tRNA deacylase 1

eeF1A

elF-4D;Eukaryotic initiation factor 5A isoform 1;Eukaryotic translation initiation factor 5A-1;Eukaryotic translation initiation factor 5A isoform |l
eiflb

eif2a

translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation



elF3 p40 subunit;elF-3-gamma;Eukaryotic translation initiation factor 3 subunit 3;Eukaryotic translation initiation factor 3 subunit H

Eif3d;Eif3s7

Eif3j;Eif3s1

Eif4g2 protein

Emc6

Epoxide hydrolase 1

IPI00876578

ER membrane protein complex subunit 2

Eukaryotic translation initiation factor 4A1;Translation initiation factor 4A, isoform 1

Eukaryotic translation initiation factor 4H;Williams-Beuren syndrome chromosomal region 1 protein homolog

Fkbp1;Fkbp1a

Guanine nucleotide-binding protein subunit beta-2-like 1

Guanine nucleotide-binding protein-like 1;Gnl1 protein

Heat shock 70 kDa protein 4;lschemia responsive 94 kDa protein
Heat shock 70 kDa protein 9;

Hspad4l

IP100870393

Leucine-rich repeat-containing protein 47

methionyl-tRNA synthetase

microsomal gst

NADPH--cytochrome P450 reductase

neutral alpha-glucosidase AB

Nucleolin

Ppig

Prefoldin subunit 2

Proliferation-associated 2G4

Protein transport protein Sec61 subunit alpha isoform 1

Psat1

Qars

Reticulon-1

Rpl3

Rpl8

Rps6

Rrbp1 ribosome binding protein 1

Serine--tRNA ligase;Seryl-tRNA synthetase, cytoplasmic;Seryl-tRNA(Ser/Sec) synthetase
TCP1-chaperonin cofactor A;Tubulin-folding cofactor A; Tubulin-specific chaperone A
Transmembrane protein 43

translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation



TRM1 tRNA methyltransferase 1 homolog (S. cerevisiae)
Tubulin folding cofactor C

Ubiquitin-like domain-containing CTD phosphatase 1
Vacuole membrane protein 1

Valine--tRNA ligase;Valyl-tRNA synthetase;Vars protein
Rcn2

Retinol dehydrogenase 11

ADP-ribosylation factor-like 6 interacting protein 1
Deoxyhypusine hydroxylase

B-cell receptor-associated protein 31
Transmembrane emp24 domain-containing protein 7
Adaptin ear-binding coat-associated protein 1
GTP-binding protein Rab-3D

Synapsin |;Synapsin-1

Synapsin-3

synaptogyrin 3

Synaptogyrin-1

granulins

Proenkephalin-A

Pleiotrophin

complexin 2

translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
release
release
release
release
release
release
release
release
release
release


http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0005689







Medium stringency candidate proteins: proteins that increased at least 1.2 fold once, with all measured experiments showing an increase (2/2 or 3/3) that are
classified as cytoskeletal-related (blue), translation-related (yellow), vesicle release-related (purple), mRNA-related (green) or membrane-related (red).
Coloring corresponds to that shown in Figure 3B. classification




40S ribosomal protein S8;Ribosomal protein S8

Qars

CALBP;Calcium-binding protein 3;Calregulin;Calreticulin;CRP55;Endoplasmic reticulum resident protein 60;HACBP
eif2a

Ppig

Emc6

eiflb

60S acidic ribosomal protein P1

neutral alpha-glucosidase AB

Prefoldin subunit 2

microsomal gst

Tubulin folding cofactor C

Epoxide hydrolase 1

Vacuole membrane protein 1

elF-4D;Eukaryotic initiation factor 5A isoform 1;Eukaryotic translation initiation factor 5A-1;Eukaryotic translation initiation factor 5A isoform Il
Reticulon-1

Guanine nucleotide-binding protein-like 1;Gnl1 protein

Guanine nucleotide-binding protein subunit beta-2-like 1

NADPH--cytochrome P450 reductase

translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation
translation



Protein transport protein Sec61 subunit alpha isoform 1 translation

Fkbp1;Fkbp1a translation
Nucleolin translation
60 kDa chaperonin;60 kDa heat shock protein, mitochondrial;Chaperonin 60;Heat shock protein 60;HSP-65;Mitochondrial matrix protein P1 translation
Transmembrane protein 43 translation
Alanyl-tRNA synthetase, cytoplasmic;69 kDa protein translation
Eif3j;Eif3s1 translation
IP100365169 translation
ER membrane protein complex subunit 2 translation
Eif3d;Eif3s7 translation
Eukaryotic translation initiation factor 4H;Williams-Beuren syndrome chromosomal region 1 protein homolog translation
Arginyl-tRNA--protein transferase 1 translation
Proliferation-associated 2G4 translation
TRM1 tRNA methyltransferase 1 homolog (S. cerevisiae) translation
Hspa4l translation
Ubiquitin-like domain-containing CTD phosphatase 1 translation
Valine--tRNA ligase;Valyl-tRNA synthetase;Vars protein translation
Serine--tRNA ligase;Seryl-tRNA synthetase, cytoplasmic;Seryl-tRNA(Ser/Sec) synthetase translation
Heat shock 70 kDa protein 4;lschemia responsive 94 kDa protein translation
Rpl3 translation
TCP1-chaperonin cofactor A;Tubulin-folding cofactor A; Tubulin-specific chaperone A translation
Leucine-rich repeat-containing protein 47 translation
40S ribosomal protein S13 translation
Rrbp1 ribosome binding protein 1 translation
IP100870393 translation
IPI00876578 translation
Eif4g2 protein translation
40S ribosomal protein S11;Ribosomal protein S11 translation
Psat1 translation
Synapsin |;Synapsin-1 release

Synaptogyrin-1 release

Synapsin-3 release

granulins release

Proenkephalin-A release

Pleiotrophin release

complexin 2 release










High stringency candidate proteins: proteins that increased at least 1.2 fold in at least 2 experiments that are cytoskeletal-related (blue),
translation-related (yellow), vesicle release-related (purple), mRNA-related (green) or membrane-related (red). Coloring corresponds to that
shown in Figure 3B. classification

Ppig translation
eiflb translation
60S acidic ribosomal protein P1 translation
IP100365169 translation
ER membrane protein complex subunit 2 translation
Eukaryotic translation initiation factor 4H;Williams-Beuren syndrome chromosomal region 1 protein homolog translation
Rrbp1 ribosome binding protein 1 translation
IP100870393 translation
IP100876578 translation
Psat1 translation



Pleiotrophin release
complexin 2 release




Proteins measured in the brains of human patients treated with low dose antipsychotics in Chan et al. (2011) Molec Psych. Proteins
detcted in common with previously published reports. The direction of change with haloperidol treatment in the 5 hour and 48 hour studies
is that which was measured at least 2/3 times. Candidate refers to low stringency candidates noted in Figure 3B and listed in the first tab of
this table. Candidate criteria means that the protein met the low stringency candidate criteria but were from a different protein class than

is included in the first part of this table. The class is noted.

Protein name Reported Change 5 hour MS Screen 48hrs MS Study

NCAM1 increased decreased decreased

SNAP91 increased not detected decreased

ST13 decreased increased decreased

HSP90AA1 decreased increased variable, decreased to unchanged
SH3GL2 increased decreased increased

GAP43 increased increased increased

GNB4 increased not detected increased

PRDX6 decreased not detected increased

RTN1 increased increased increased, candidate

SYN2 increased not detected increased, candidate

OPA1 increased not detected increased, candidate level, metabolism
GLUD1 increased not detected increased, candidate level, metabolism
GNAO1 increased increased increased, candidate level, signaling
GNB1 increased not detected increased, candidate level, signaling
PDHA1 increased increased increased, detected once

RAP2A increased not detected increased, detected once

STX1A increased not detected increased, detected once

NEFM decreased not detected increased, detected once

GAPDH decreased increased not detected

MARCKS increased increased variable

Total detected in common

19



# detected in same directior 5 13
in common/total 0.5 0.684210526
# candidate criteria 6



Proteins measured in rats treated intraperitoneally with haloperidol for 21 days in Ma et al. (2009) J Proteome Research. Proteins detcted in common with
previously published reports. The direction of change with haloperidol treatment in the 5 hour and 48 hour studies is that which was measured at least 2/3 times.
Candidate refers to low stringency candidates noted in Figure 3B and listed in the first tab of this table. Candidate criteria means that the protein met the low stringency

Protein name Reported Change 5 hour MS Screen 48hrs MS Study

SOD2 increased not detected increaased, candidate criteria, metabolism protein
ATP1A1/ATP1A3 increased increased increased

ATP5B increased not detected increased

CAP1 increased not detected increased

HKI increased not detected increased

MLLT4 increased not detected increased

VAMP3 increased not detected increased

VDAC1 increased not detected increased

AMPH increased unchanged increased

MYH10 increased decreased increased

ACTN4 increased increased increased

BASP1 increased increased increased

DNM1 increased decreased increased, candidate

EEF1A2 increased increased increased, candidate

HSPA9 increased increased increased, candidate

MAP2 increased increased increased, candidate

SYN1 increased increased increased, candidate

GNB2L1 increased not detected increased, candidate

TAGLN3 increased not detected increased, candidate

EHD3 increased decreased increased, candidate criteria, endocytosis protein
MDH2 increased increased increased, candidate criteria, metabolism protein
GLUD1 increased not detected increased, candidate criteria, metabolism protein
PPP3CB increased increased increased, candidate criteria, signaling protein
Mapt increased increased increased, detected once

MAPT increased increased increased, detected once

STXBP1 increased increased increased, detected once

ALDH5A1 increased not detected increased, detected once



JUP
SNAP91
MAPK1
ALDOA
CAMKV
IDH3A
SNCA
BIN1

Increased
increased
increased
increased
increased
increased
increased
increased

Detected in commor
Same direction

% overlap
% candidates

increased not detected

not detected variable, increased to decreased

variable, unchange decreased

decreased decreased

not detected variable, unchanged to decreased

not detected variable, increased to decreased

not detected variable,decreased to increased

not detected variable, unchanged to slightly increased
19 34
13 27

0.684210526 0.794117647

0.352941176



