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ATGGACCCAGTTACGGTGATTTTGACGATTTTCGTGGGCCTAACGGGGCTCGTCTACTTCTTTCTGAGGCGGGAGCAGCAGAAATGGCCA
mbDPVTVILTIFVGLTGLVYYFFLRREGQKWP

CGATTAGGCGTTCCGTTCGCGAAGAATCCTCACCTACTATTCGGGAACGTTCGAGGAATATTCCAGAAAGAGCACAGCTGCGAAATCCTC
RLGVPFAKNPHLLFGNYVRGTIFO GQ@KEHSTC CETIIL

CAGCGATTGTACTGGGAGTTCAAGGGCCGAGGATTGAAGCTCGGTGGAATTATGAACTTCTTCCAGCCGGCAGTGCTGGTTATCGATCCG
QRLYWEFKGRGLKLGGIMNTFFOQPAVLVIDP

GAGATCAGCAAGAGTATCCTGGTAAAAGATTTCAACAAGTTTCATGATCGCGGAATTTTCGTGGATCCGGCGGGGGATCCTCTGAGTGCC
ET SKSITLVKDFNKFHDRGTIFVDPAGDFPLSA

AATCTGTTCAGCCTGGAGGGAGCCCAGTGGAAGGCAATGCGTACGAAGATGTCTCCGACGTTCACCTCGGGGAAGATGAAGTACATGTTC
NLFSLEGAQWKAMRTIKMSPTFTSGKMKYMEF

GAGTCGGTTCTGAACGTGGCCGAGCGGTTGAAGGACTATTTGGCGGAGAATTGCCTGAAGGAGGACATCGAGCTGAAGAACATTCTGCAG
ESVLNVAERLKDYLAENGCGCLEKTEDTIELZEKNTILAQ

CGGTTTACGATGGACGTGATTGGTAATGTGGCGTTCGGGGTTGAGTGTAACTCGATTAAGAACCCGAGTTCGGAGTTCCGGTTGATGGGC
RFTMDVIGNVAFGVECGCNSTIEKNPSSETFRLMEG

TTAAAGGCGAACCGGTTTGACGGGGTAAGGTTTTTGAAGTTCTTCATCGGAGGCGCCTACAAAAACT TTGCGAAGAAGATCAAGCTGAAG
LKANRFDGVRFLKFFTIGGAY KNTFAKEKTIZKTLK

GTCGTGGAGGACGACGTTCACAAGTTCTTCATGAGTTTGGTGCACAGTACGGTGCATTACAGGGAAGGGAACAACGTGAAAAGAAACGAC
VVEDDVHKFFMSLVHSTVHYRESGNNYKRND

TTTTTGAATTTGCTGATGGAGATCAAGAACAAGGGAAAGTTCAGCGATGAACCCAATTCGGGCGGCGAGGGAATCACGATGAACGAGATA
FLNLLMETIKNKSGKTFSDEPNSGGET GTITMNEI

GCCGCGCAGTGTTTCATTTTCTTCACGGCCGGTTTCGAGAGTTCGTCCACCACAATCAACTTCTGTCTGTACGAGTTGGCTAACAATCCG
AANQCFITFFTAGFETSSTTINFC GCLYELANNP

GATATTCAGGATCGATTGCGGAATGAGATTGAAGATGTAGTCGCTAAGGACGGAGGAGAGT TGAAATACGATACTCTGCTAGGTATGAAC
D IT@DRLRNETIEDVYVYVAKDG®GGETLSEKYHDTLLGMN

TATCTGGATCGAGTTGTCAGTGAAACCCTACGGAAGTACTCGGCGGTGGACAACCTCTTCCGCATCTCCAACTCGCCGTACACTCCGGAC
YLDRVVSETLRKYSAVDNLFRTIZSNSPYTPD

GGCTGCAACTTCACCATCCCTGCAGGAACCCTGTTCCAAATTCCCATCCACTCGATGCACCACGATCCGGAGTACTTCCCTGACCCAGGT
GCNFTIPAGTLFQIPIHSMHHDPEYTFPDTPSG
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1261 CGTTTCGATCCGGATCGATTCCTACCGGAAGTGGCCAAATCCCGACACCCATACTGCTACCTGCCCTTCGGTGAAGGACCCCGCGTTTGC 1350
RFDPDRFLPEVAKSRHPY CYLPFGEGPRVCEC

1351 ATCGGGATGCGATTCGGGTTGATGCAGACCAAGATCGGATTGGTTACGTTGCTGCGGAACTTCCGCTTCGGGCCCCGGTCCGAGACTCCG 1440
I GMRFGLMOTKTIOGLVYTLLRNFRFGPRSETTP

1441 GACCGATTGCAGTTTGAAGCGAAGACGTTTGTGCTGACGCCGCAGACCGGGATATACCTGAAGATTGAACCGATCGGGATATGAaggagt 1530
DRLQFEAKTFVLTPQTGTIYLKTIEPTIGTI *
6BB2F21 primer

1531 gaytgtgtagagtagcttgcagagcsttegatctaaaaaccccaaaaaataaagetettagecttccageatccatcacagataagctat 1620
6BB2R22 primer poly(A) addition signal

Figure S3 Full length cDNA and deduced amino acid sequence of CYP6BB2 from
SP and SMK strains of Aedes aegypti. The red letter indicates the only nucleotide
differentiate between SP (cytosine) and SMK (thymidine) in this region. The
6BB2F21 and 6BB2R22 primers were used for genotyping. The poly(A) addition
signal (aataaa) is also underlined.



