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Figure S6. DEGs related to low-K tolerance were mapped to the starch and sucrose

metabolism pathway. The column marked in color indicating that enzymes with

differentially expressed. Four small squares from left to right represent different

treatment time of the two varieties (XZ153-6h, XZ153-48h, XZ141-6h, XZ141-48h).

Gene expression is displayed by different colors and the relative levels of expression

are showed by a color gradient from low (blue) to high (red).



