Proline hydroxylation site 1 in the ODDD

Bf Hifa(L) GFFWDGEQAMRDSEEDMIR EBAVMPECFPSADVLFGSSSLPRTS
Bf Hifa(s) GFgWDGEQ---——--—————F+4————————————— DVLFG-SSLPBTS
Hs HIF1A SL[gDK---- AP 1 [JSEBFGSNDTETDDQQLEEVP
Mm Hifla CLFDK---- pA T I[|S[MYF-GSDDTETEDQQLERVP
X1 Hifla CLFDK---- Pa cF I [|P[E-SSGD---SDKPYERVP
Dr Hifla TLNK---~ A ACEA 1ISEYENNSDS--DIQLLKIEVP
Sp Hifl PLMLAGCNSS TACR\MEMYPSDSQRMDLTSEFK[EFN
Tc Hifla SDEEPGLTM ZVA )\ CYPEBDHPFLTDKMLDDFLLRD
Pp Hifla PEDQPYGVE

Proline hydroxylation site 2 in the ODDD

a
BFf Hifa(L) PSLELBIGOP IENNIRTKAAGKLTKRPLTAEEESYRERIEAYQMPLNPPINA
Bf Hifa(s) PSLALBYGOP ISNNIRTTAAGKLTKRPLTAESNSYR
Hs HIF1IA = KLFAERY--EARNPFSTQDT-———————-
Mm Hifla  KLFAERM--EAMNPFSTQDT—————————
X1 Hifla  KLFAIRU--EANAPFTTQET————————-
Dr Hifla  KLFAIR--EANTPFSTQPM-———————
Sp Hifl  —omomoom D
Tc Hifla  DSLSDED---RLSTFMNLHTE--—--—- PY 1gvY

Pp Hifla  NETEHESYVNIBLKVENQNMD---—————

The CTAD, highlighting asparagine hydroxylation site

|
Bf Hifa(L) DLDDDF------ P 10BTNNL LQGNDLMS
Bf Hifa(s) ALDDDF------ P 1OETNAL LOGNDL MY L DO R=
Hs HIFIA  SMDESG------ P10JesSaNL LQGIEEL L. L DOV
Mm Hifla  SMDESG-——--- P10JESENL LQGISEL L. L DOV
Xl Hifla  SFDGTV----—- PVEETEINL LQGISEL L{z. L DOE -
Dr Hifla  SLEGSGG PVODPREEL L QGEEL L DO/ -
Sp Hif MPLGAV-————~ PLENTNEL LQGEDL LS. L D=
Tc Hifla LSLLDPDAT I PSIELDIIQQ =Y NAYN - - L [HRele Tio/MBTAMS 1 NCP 1 -
Pp Hifla LLLvDPDLT 1 PS{ESEREQLNARYNAGEAN- 1 CNERGE MRy ANGA - - -
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