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Supplementary Figure 1. Transmembrane helix prediction for selected SLC
members. Transmembrane helices were predicted using (a) TMHMM (v. 2.0)"3, (b)
MEMSAT-SVM™, and (c) TOPCONS™ for the (i) organic solute transporter subunit
(SLC51B), (ii) low affinity Na*-glucose co-transporter SLC5A4, (iii) riboflavin transporter 2
(SLC52A3), and (iv) equilibrative nucleoside transporter 2 (SLC29A2). The predicted
transmembrane helices are indicated by red bars (TMHMM), white/gray rectangles
(MEMSAT-SVM), and yellow bars (TOPCONS). SLC51B, SLC5A4, SLC52A3, and
SLC29A2 are predicted to have 1, 14, 11, and 11 transmembrane helices, respectively, by

the three predictors.
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Supplementary Table 1: Selected SLC families (which contain drug targets) that can be
modeled based on a template structures.

a  Family marks the human SLC family, as annotated by the Bioparadigms database®. The
number of human protein sequences in the family is provided in parenthesis.

b Function gives the function of the human family, as described in the Bioparadigms database

C Template Structure describes the most related atomic structure to the family. Structures with
the MFS and NSS folds are marked with ** and *, respectively.

d Percent Sequence Identity provides the percent sequence identity of the best scoring hit
from each family; E-value is given in parenthesis.

e Representative Ligands gives examples of small molecules that interacts with the
transporter. A small molecule ligand can be one of the following:
'Clinical drug that is an inhibitor of the transporter.
“Clinical drug that is a substrate of the transporter.

*Endogenous compound that is substrate of the transporter.




