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Experiment on Nextera long mate pair (LMP) data for Arabidopsis Thaliana 

1.a) command for trimming adapters from Nextera Long Mate Pair library [ENA:ERR365834] by NextClip: 

$ time -p nextclip -i ERR365834_1.fastq -j ERR365834_2.fastq -o nextcliped 

1.b) command for assembling paired-end library [ENA:SRR519624] and NextClip-trimmed Nextera Long 
Mate Pair library [ENA:ERR365834]: 

$ abyss-pe k=39 name=athaliana lib='pe1' mp='mp1 mp2 mp3' pe1=' 
SRR519624_1.fastq SRR519624_2.fastq' mp1='nextcliped_A_R1.fastq 
nextcliped_A_R2.fastq' mp2='nextcliped_B_R1.fastq nextcliped_B_R2.fastq' 
mp3='nextcliped_C_R1.fastq nextcliped_C_R2.fastq' 

2.a) commands for trimming adapters from Nextera Long Mate Pair library [ENA:ERR365834] by skewer: 

$ time -p skewer -m mp ERR365834_1.fastq ERR365834_2.fastq -t 8 -o 
ERR365834-trimmed 

2.b) command for assembling paired-end library [ENA:SRR519624] and skewer-trimmed Nextera Long Mate 
Pair library [ENA:ERR365834]: 

$ abyss-pe k=39 name=athaliana lib='pe1' mp='mp1' pe1='SRR519624_1.fastq 
SRR519624_2.fastq' mp1='ERR365834-trimmed-pair1.fastq 
ERR365834-trimmed-pair2.fastq'
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