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Streptomyces sp. FORMS, 16S-Sequenz

GACTTCGTCCCAATCGCCAGTCCCACCTTCGACAGCTCCCTCCCGCGAACGGGTTGGGCCACCGGCTT
CGGGTGTTACCGACTTTCGTGACGTGACGGGCGGTGTGTACAAGGCCCGGGAACGTATTCACCGCAGC
AATGCTGATCTGCGATTACTAGCGACTCCGACTTCATGGGGTCGAGTTGCAGACCCCAATCCGAACTG
AGACCGGCTTTTTGAGATTCGCTCCACCTCACGGTATCGCAGCTCATTGTACCGGCCATTGTAGCACG
TGTGCAGCCCAAGACATAAGGGGCATGATGACTTGACGTCGTCCCCACCTTCCTCCGAGTTGACCCCG
GCGGTCTCCCGTGAGTCCCCAGCACCACAAGGGCCTGCTGGCAACACGGGACAAGGGTTGCGCTCGTT
GCGGGACTTAACCCAACATCTCACGACACGAGCTGACGACAGCCATGCACCACCTGTACACCGACCAC
AAGGGGGCGCCCATCTCTGGACGTTTCCGGTGTATGTCAAGCCTTGGTAAGGTTCTTCGCGTTGCGTC
GAATTAAGCCACATGCTCCGCCGCTTGTGCGGGCCCCCGTCAATTCCTTTGAGTTTTAGCCTTGCGGC
CGTACTCCCCAGGCGGGGCACTTAATGCGTTAGCTGCGGCACGGACAACGTGGAATGTTGCCCACACC
TAGTGCCCACCGTTTACGGCGTGGACTACCAGGGTATCTAATCCTGTTCGCTCCCCACGCTTTCGCTC
CTCAGCGTCAGTATCGGCCCAGAGATCCGCCTTCGCCACCGGTGTTCCTCCTGATATCTGCGCATTTC
ACCGCTACACCAGGAATTCCGATCTCCCCTACCGAACTCTAGCCTGCCCGTATCGACTGCAGACCCGG
GGTTAAGCCCCGGGCTTTCACAACCGACGTGACAAGCCGCCTACGAGCTCTTTACGCCCAATAATTCC
GGACAACGCTTGCGCCCTACGTATTACCGCGGCTGCTGGCACGTAGTTAGCCGGCGCTTCTTCTGCAG
GTACCGTCACTTTCGCTTCTTCCCTGCTGAAAGAGGTTTACAACCCGAAGGCCGTCATCCCTCACGCG
GCGTCGCTGCATCAGGCTTTCGCCCATTGTGCAATATTCCCCACTGCTGCCTCCCGTAGGAGTCTGGG
CCGTGTCTCAGTCCCAGTGTGGCCGGTCGCCCTCTCAGGCCGGCTACCCGTCGTCGCCTTGGTGAGCC
GTTACCTCACCAACAAGCTGATAGGCCGCGGGCTCATCCTGCACCGCCGGAGCTTTACAGAACCAAGG
ATGCCCAAGGCTCTCATATCCGGTATTAGACCCCGTTTCCAGGGCTTGTCCCAGAGTGCAGGGCAGAT
TGCCCACGTGTTACTCACCCGTTCGCCACTAATCCCCACCGAAGTGGTTCATCGTTCGACTGCATGTG
TTAAGCACGCCGCCAGCGTTCGTCT

Sequence alignment results

Sequences producing significant alignments:

Accession ‘ Description Max score Total score Duery coverage | - E value Max ident
AB164419.1 Streptornyces griseospareus gene for 165 rRNA, partial sequence, strail ZE606 2606 99% o.o 99%
AB1G43561.2 Streptornyces wiridis gene for 165 rRNA, partial sequence, strain: NBRC 2599 2599 9% 0.0 5%
G0214030.1 Streptomyces sp, ZG0650 165 ribosomal RMA gene, partial sequence 2593 2593 9% 0.0 5%
SULE0108.1 Streptomnyces sp, 172618 165 ribosomal RMA gene, partial sequence 25382 2582 9% 0.0 95%
Go2id4028.1 Streptornyces sp, ZG0737 165 ribosomal RNA gene, partial sequence 2582 2582 99%, 0.0 FELS
LB1E4E48.1 Streptornyces cinereospinus gene for 165 rRMA, partial sequence, strair 2580 2580 99% 0.0 98%
AB1E4549.1 Streptornyces coeruleorubidus gene for 165 rRMA, partial sequence, str 2577 2577 EEE o.o &Y
GO924534.1 Streptornyces sp. ACT-0094 165 ribosomal RMA gene, partial sequence 2571 Z571 9% 0.0 5%
F14239553.1 Uncultured Streptomyces sp. clone 2440 165 ribosomal RMA& gene, parti 2571 2571 9% 0.0 5%
EF063473.1 Streptornyces sp. 558(1) 165 ribosornal RMA gene, partial sequence 2571 2571 99% 0.0 98%
AB184584.1 Streptornyces thermocoerulescens gene for 165 rRNA, partial sequence 2571 2571 9% 0.0 98%
AB1B4EFF .1 Streptornyces iakyrus gene far 165 rRMA, partial sequence, strain: NER 2569 2569 99% o.o 98
AB1G4504.1 sStreptornyces kagoshimanus gene for 165 rRMNA, partial sequence, strai 2569 2569 9% 0.0 5%
ATI9REFIL Streptornyces grisecsporeus strain A5 4,1540 165 ribosormal RMA gene, Z567 Z567 LA 0.0 99%
F1429558.1 Uncultured Streptomyces sp. clane 2509 165 ribosomal RMA gene, part 2566 2566 9% 0.0 95%
EU741215.1 Streptornyces iakyrus strain 136671 165 ribosomal RMA gene, partial se 2564 2564 9% 0.0 98%
EFD56498.1 Streptornyces sp, 1401629 165 ribosornal RNA gene, complete sequenc 2564 2564 99% o.o 98
AB1B4526.1 Streptornyces parvulus gene for 165 rRMA, partial sequence, strain: MB 2564 2564 EEE o.o &Y
EF063495.1 Streptornyces sp. P3562 165 ribosomal RMA gene, partial sequence 2562 2562 9% 0.0 5%
AJ7E1562.1 Streptomyces purpurascens 165 rRMA gene, type strain LMG 20526 2562 2562 EEE 0.0 8%
HM3E7E77.1 Streptornyces sp. Ank289 165 ribosornal RNA gene, partial sequence 2560 2560 99% 0.0 98%
GU433228.1 Streptornyces sp, ABRIINW 111 165 ribosomal RNA gene, comnplete seq 2560 2560 9% 0.0 98%
509258021 Streptomyces albogriseolus strain ABRIINW EA1145 163 ribosomal RMA 2560 2560 99%, 0.0 98%:
DO6E63193.1 Streptornyces sp. 3176 165 ribosomal RNA gene, partial sequence Z560 2560 9% 0.0 5%
ABZ49954.1 Streptornyces malachitospinus gene for 165 rRMA, partial sequence, str 2560 2560 A9% 0.0 Q&
ABO45EES.1 Streptomyces purpurascens gene for 165 rRMA 2560 2560 99% 0.0 98%
ABD4SEES.1 Streptornyces heterormorphus gene for 165 rRNA 2560 2560 99% 0.0 98%
Fl626660.1 Streptornyces sp. MH105 165 ribosornal RMA gene, partial sequence 2558 2558 99% 0.0 95%
EF012115.1 Streptornyces sp. 1401536 165 ribosomal RNA gene, partial sequence 2558 2558 9% 0.0 5%
AB1G4E659.1 Streptornyces purpurascens gene for 165 rRMNA, partial sequence, strair 2558 2558 9% 0.0 5%
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These data were provided by R. Miiller (pers. commun.). The data were obtained with the method
described in: Raju, R., Gromyko, O., Fedorenko, V., Luzhetskyy, A. and Miiller, R., Oleaceran: A
novel spiro[isobenzofuran-1,2'-naptho[1,8-bcfuran] isolated from a terrestrial Streptomyces sp, Org.
Lett. 2013, 15, 3487-3489.
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Figure S1: Total ion chromatogram of the headspace extract of Streptomyces sp. FORMS. Nomination

refers to Table 1. Artifacts are marked with *.
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Figure S2: Total ion chromatogram of the O-extract of Streptomyces sp. FORMS.
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Figure S3: Total ion chromatogram of the E-extract of Streptomyces sp. FORMS.
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Figure S4: EI-Mass spectra of synthetic 2-pentenylpiperidines. I: retention index.
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Figure S5: EI-Mass spectrum of streptazolin and high resolution MS data.
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Figure S6: EI-Mass spectrum and high resolution MS data of 2-(1E,3E)-1,3-petadienyl)piperidine

(20).
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Figure S7: EI-Mass spectra of piperidine derivatives and a streptazolin stereoisomer. The structures

are tentatively assigned basing on the discussion in the main text.
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Figure S8: 'H NMR (CDCls, 400 MHz) and *C NMR (CDCls, 100 MHz) spectrum of compound 6.
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Figure S9: 'H NMR (CDCls, 400 MHz) and *C NMR (CDCls, 100 MHz) spectrum of compound 7.
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Figure S10: 'H NMR (CDCls, 400 MHz) and **C NMR (CDCls;, 100 MHz) spectrum of compound 8.
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Figure S11: *H NMR (CDCls, 400 MHz) and **C NMR (CDCls, 100 MHz) spectrum of compound 9.
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Figure S12: 'H NMR (CDCls, 400 MHz) and **C NMR (CDCls, 100 MHz) spectrum of compound
12.
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Figure S13: *H NMR (CDCls, 400 MHz), **C NMR (CDCl;, 100 MHz) and **P NMR spectrum of
compound 18.
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