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Grieb et al., Figure S2

TIP48: amino acid coverage = 33.0% (153/463)
MATVTATTKVPEIRDVTRIERIGAHSHIRGLGLDDALEPRQASQGMVGQLAARRAAG
VVLEMIREGKIAGRAVLIAGQPGTGKTAIAMGMAQALGPDTPFTATIAGSEIFSLEMS
KTEALTQAFRRSIGVRIKEETEIIEGEVVEIQIDRPATGTGSKVGKLTLKTTEMET I
YDLGTKMIESLTKDKVQAGDVITIDKATGKISKLGRSFTRARDYDAMGSQTKEVQCP
DGELQOKRKEVVHTVSLHEIDVINSRTQGFLALFSGDTGEIKSEVREQINAKVAEWRE
EGKAEIIPGVLFIDEVHMLDIESFSFLNRALESDMAPVLIMATNRGITRIRGTSYQS
PHGIPIDLLDRLLIVSTTPYSEKDTKQILRIRCEEEDVEMSEDAYTVLTRIGLETSL
RYATIQLITAASLVCRKRKGTEVQVDDIKRVYSLFLDESRSTQYMKEYQDAFLEFNELK
GETMDTS

TIP49: amino acid coverage = 57.9% (264/456)
MKIEEVKSTTKTQRIASHSHVKGLGLDESGLAKQAASGLVGQENAREACGVIVEL
IKSKKMAGRAVLLAGPPGTGKTALALATAQELGSKVPFCPMVGSEVYSTEIKKTE
VLMENFRRAIGLRIKETKEVYEGEVTELTPCETENPMGGYGKTISHVIIGLKTAK
GTKQLKLDPSIFESLOKERVEAGDVIYIEANSGAVKRQGRCDTYATEFDLEAEEY
VPLPKGDVHKKKEI IQDVTLHDLDVANARPQGGQDILSMMGQLMKPKKTE I TDKL
RGEINKVVNKYIDQGIAELVPGVLFVDEVHMLDIECFTYLHRALESSTIAPIVIFA
SNRGNCVIRGTEDITSPHGIPLDLLDRVMIIRTMLYTPQEMKQIIKIRAQTEGIN
ISEEALNHLGEIGTKTTLRYSVQLLTPANLLAKINGKDSIEKEHVEEISELFYDA
KSSAKILADQQDKYMK




YFP + RFP

Grieb et al., Figure S3
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Grieb et al., Figure S4
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Grieb et al., Figure S5
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Grieb et al., Figure S6
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Grieb et al., Figure S8
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Grieb et al., Figure S9
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