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Figure S6 Alignment of DNA sequences from the scaffold 161275 SINE amongst asian leopard cat lineage species, with NADHS

haplotypes for each individual indicated in parentheses. Yellow-highlighted regions mark target site duplications and gray-shaded

regions denote the A and B RNA polymersase III recognition sequences. The 2 rusty-spotted cat (P. rubiginosa) individuals have

SINE sequences that differ from each other and are found amongst the asian Leopard cat (P. bengalensis). Thus it cannot be

determined whether the rusty-spotted cats acquired their SINEs through incomplete lineage sorting of ancestral polymorphisms or

through hybridization with the asian leopard cat.



