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5’TSD     Pol A Box             Pol B Box 

Domestic       CACACTCACTTGAGAGCTCACTCAGTTATTGCTGCAAAAAATAGGGGCGCCTGGGTGGCTCAGTCGGTTAAGCGTCCGACTTTGGCTCAGGTCATGATCTCGCGGTATGTGAGTTCGAGCCCTGCGTCGG    
Asian_Leopard  ............................................................................T.................C........T..........................    
Lynx           ..........................................................................G.......C...........C...AC......................CA......    
Puma           ...................G...........T......................A...G......-.......TG.T.....C..A........C....................T......C.......    
Ocelot         ...................G.....................................C........................C...........C...........................C....T..    
Caracal        ...................G...............-----------------------------------------------------------------------------------------------    
Bay            ...................G..........................................................G...............C...........................C....T.A    
Panthera       ..................TG...............-----------------------------------------------------------------------------------------------    
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        >>>>>>>CT Rich Region>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>**Poly AT tail************    
Domestic       GCTCTGTGCTGACTGCTCAGAGCCTGGAGTCTGTTTCAGATTCTGTGTCTCCCTCTCTCTCTGACCCTCTCCCGTTCATGCTCTGTCTCTCTCTGTCTCAA----AAATAAATGTTAAAAAAAA-TAAAA     
Asian_Leopard  .............................C.......................................................................----...........-.......T.....     
Lynx           .............................C.................................................------................AAAT...................-.....     
Puma           .............................C..........................M.A.Y...............................S........AAAT...........T.......T.....     
Ocelot         .............................C................................T..........A.....T.....................AAAT...................T.....     
Caracal        -------------------------------------------------------------------------------------------------------------------------------...     
Bay            ..--.........................C.......................................................................AAAT...................A.....     
Panthera       -------------------------------------------------------------------------------------------------------------------------------...     
   
                          270    280       290      300       310       320  
               3’TSD  
Domestic       AAATAGATATTTATTTATTGATGCCTAGAAGTTATCCCAAAATTCAATAGTCTAAAACGACCGTTATATA     
Asian_Leopard  ..............................A...........C.T.G........M.....T........     
Lynx           ..........................................C.T.G..............T........     
Puma           ...............----.......................C.T.GW.............T........     
Ocelot         ...............----.......................C.T.G..............T........     
Caracal        .................................G........C.T.G..............T........     
Bay            ..........................................C.T.G..............T........     
Panthera       ................................G.........C.T.G............G.T........     
 

Figure S8 Alignment of a SINE insertion at locus 214534, which occurred during the initial Felidae radiation.  Sequence from one 

species represents each lineage.  The insertion is present in all lineages except the Panthera lineage.  Within the Caracal lineage, the 

insertion is unfixed within the African Golden Cat species but absent in multiple Caracal and Serval individuals. Yellow-highlighted 

regions mark target site duplications and gray-shaded regions denote the A and B RNA polymerase III recognition sequences. 
 

 


