Figure S2

This view shows ScanProsite results together with ProRule-based predicted intra-
domain features.

Hits by patterns: [3 hits (by 3 distinct patterns) on 1 sequence]

USERSEQI1

(140 aa)  lle

USERPAT1 :
Pattern (1 - 60): MGFHSFDVFYFFFLSCPNPNFCFSLSLSNFQKKSRDKEREIQTN
YPTFKKSKKNTKPRKK

USERPAT?2 :
Pattern (61 -120): KARKKMGKYSELIDAGVRIAARFHSHCPQTARMY YHPPPPT
TAESG PTQRYPPDGGVLG

USERPAT3 :
Pattern (121 - 140): CKGSSSGVDITKDLILHSIC




