
P r o t e i n - P r o t e i n  b i n d i n g  d o m a i n

>query: strech=5 crowd_predictions=7 gap=20 itr=0

MGFHSFDVFYFFFLSCPNPNFCFSLSLSNFQKKSRDKERE

PP-PP-----P--------P--------------------

Figure S4 
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