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G0:0043067~regulation of programmed cell death
G0:0048518~positive regulation of biological process
G0:0042981~regulation of apoptosis
G0:0046697~decidualization
G0:0043065~positive regulation of apoptosis
G0:0010942~positive regulation of cell death
G0:0031328~positive regulation of cellular biosynthetic
G0:0022402~cell cycle process
G0:0007005~mitochondrion organization
G0:0016070~RNA metabolic process
G0:0022403~cell cycle phase
G0:0044085~cellular component biogenesis
G0:0000278~mitotic cell cycle
G0:0042254~ribosome biogenesis
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