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Supplementary Figure 3
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Supplementary Figure 4
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Supplementary Figure 5

Relative GATAT mRNA Abundance
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Supplementary Figure 6
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Supplementary Figure 7
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Supplementary Figure 8
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Supplementary Figure 9
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Supplementary Figure 10
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CD11b / CD41a

Supplementary Figure 11

)
lostiald bl

0 102

T
10°

50pM

T
10*

15.23

1.15

CD235a

DMSO

60pM

6.28

1.23

10uM

70uM

17.26

0.937

23.9
T

10°

25uM

40uM

4.47

1.19

0 10% 10° 10% 105
105 {841 0.966 1051106 0.988
10% 10% 4
10° 4
102 4
0
e s 3 S X:]
o 10t 10° w0t 10 104 10°




Supplementary Figure 12
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Supplementary Figure 13
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Supplementary Figure 14
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Supplementary Figure 15
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Supplementary Figure 16
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Supplementary Figure 17
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Supplementary Figure 18




Supplementary Figure 19
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Supplementary Figure 20
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