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664 ----------------------------------KSPVSS--------YSHSSNSSQCCSSETQ-----------------------------LNSGATT 692
659 ----------------------------------KSPGSS--------CSHSSS----CSSETQ-----------------------------VIKEDPT 683
596 -----------------------------VHVPPKSPPSS-------SGSQSSSGSSTCCSSEE------------------------------------ 623
720 ---------------------------LEKVFNDKGPRRIRTGSGS-SEDSTNPTSHGSCYGSPPIESSH-VKDISITSNNERCVVPRGSPESSPLQPIN 790
657 ----------------------------PLS--NLQDVKIENRDAE--DSAGSSTSRASCKVN------------------------------------- 687
711 ---------------------------EPNGSPELPPSNGHKRSRTVDESAGTPTSHGSCDGNQ-------LDEPKVPNQDPLFTVGGSPGLLFPPYSRD 776
725 --------------------------TMNQAR-PGSFMEVNASGQPWAWMAKESGLNGSEGI------------------------KSVCN---LSSVEI 770
670 --------------------------ETNHQAGPGSLKK------PWTWISKQSGLIYSDDTDIG--------KRSEEVNKDK---EDLCVRRCLSSVAL 726
734 -----------------GKLKKTNASLVDCCEDSKSMAMDDRSSHSSSLWTKAQGSSEQASLGSD------LAKRDKWVLNNDGLRVENLKCNTVGQSSG 810
733 GNQLVHSTSVLMSNSYEGELKIDNASSADGSEDSKSMAVDD--------VTKAQDCPEQNSLGSV-----LEKEGDQWSLNKYGMGVENSIHDIVCNTNS 819
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718 DVLMTE-SPPVPEALLSRRDHCEEAELLNNASIQEDTKR--------FSRPKS-----QTLPP-------LSDSSGWNSLETG----------------- 779
756 HVVMTENPTGAPLGVDHAFMHASNINIQDYHQLQEDLDTKQ--LLLHFNNNN------QILPPRPTVAWNNNNSSSSTLLERG----------------- 830
742 HLVMTE-NLAAPSAVDALMQHASTINIQDYQQLQEDHDTKQ--LLLHFNNNNNNNSNNQTLPPRPTVTWNNNNSSSSGLLERG----------------- 821
746 ---NIL---VAEDADAVLKRAHSEAQLHNVNQEETKCLART------QSHKT------FKEPLVLDNSSPLTGSSNTSLRARG----------------- 810
791 TTSNTVTTLMAENASAILKRARSEVRLHTMNQDETKSLSRT------LSHKT------FSEHPLFENPPRLPENSSRKLKAGG----------------- 861
745 VACNKDPVVGKDSADVVLKRIRSEAELKSHSENKAKLFPRSLSQET------------LGEHTKTEYQSYLLKTCHKATPKED----------------- 815
693 DPPSTD-------VGGALKKTSSEIELQSSSLDETILTLSSLENIP------------QGTNLLSS-QDDD----------------------------- 743
684 D------------------KTR----LVSRSFKET-----------------------QTTHLSPSSQEDD----------------------------- 709
624 -----------QQLGGFQKPALSHPQLLTLSSMHEDQRPVRVT---------------SSLPPLPSATTPRKAKD------------------------- 672
791 TLNSPSPIPIPDIVLTELQEPFGGMLIEDAGSS-KDLRNLCPS----------AAEAILEDQVPEACPTNNPPGCSSLAPKRPVDTLGKTVTPFAAKKEM 879
688 -PICETRFRLPTHNQ----EPSRQVALDDSDSSSKNMTNFWA-------------HLTCQDTASPTILQHK----------------------------- 740
777 HDVSAASFAMPNRLLGSI-DHFRGMLIEDAGSS-KDLRNLCP-------------TAAFDDKFQDTNWMNNDNNSNNNLYAPPKEEAIANVACEPSGSEM 861
771 SD-GMDPTIRCS-GSIVEPNQSMSCSISDSSNGSGAVLRGSSS---------------TSMED-WNQMRTHNSNSSESGST------------------- 833
727 AGDGMNTRIERGNGTV-EPNHSISSSMSDSSNSSGAVLLGSSS---------------ASLEQNWNQIRTHN-NSGESGSSS------------------ 791
811 SFTDDEMGIDVDNDEVVELNHPTCSSLTGSSNGSSPMIHGSS----------------SSSQSFENQ--SKGKSTTV-DRGS------------------ 873
820 SISLIELSGDGGNGAD-EHNHPTSSSMTDSSNGSGSMTLGCS----------------SGSQSFENQKKSKAKSACVVDSGS------------------ 884

780 -AFRVKATFADEKIRFSLQPIWGFS-DLQLEIARRFNLNDVTN---ILLKYLDDDGEWVVLACDGDLEECKDIHRSSQSR-TIRLSLFQASPLN-LANTF 872
831 -AFRVKATFADEKIRFSLQAMWGFR-DLQLEIARRFNLTDMNN---LVLKYLDDEGEWVVLSCDADLEECKDLHTSSHTR-TIRLSLFQASPLN-LPNTF 923
822 -AFRVKATFADEKIRFSLQAVWCFR-DLQLEIARRFNLNDMNN---LVLKYLDDEGEWVVLACDSDLEECKDLHTSSHTR-TIRLSLFQASPLNNLANSF 915
811 -AIKVKATFGEARIRFTLLPSWGFA-ELKQEIARRFNIDDISW---FDLKYLDDDKEWVLLTCEADLVECIDIYRLTQTH-TIKISLNEASQVK-LSGSF 903
862 -ASKVKATFGEAKVRFTLLPTWGFR-ELQHEIARRFNIDNIAP---FDLKYLDDDKEWVLLTCEADLEECIDIYRSSQSR-TIKISVHEASQVK-LGGSF 954
816 -AHRVKVTYGDEKTRFRMPKSWSYE-HLLQEIARRFNVSDMSK---FDVKYLDDDLEWVLLTCDADLEECIDVCLSSESS-TIKLCIQASSG---MRS-- 904
744 -FLRIKVSYGEEKIRLRMRNSRRLR-DLLWEIGKRFSIEDMSR---YDLKYLDEDNEWVLLTCDEDVEECVDVCRTTPSH-TIKLLLQASSHHFPERSSA 837
710 -FLRVKVSYEEEKIRFKMRNSHRLK-DLLWEIAKRFSIEDVSR---YDLKYLDEDNEWVLLRCDDDVEECVDVCRSFPGQ-TIKLLLQLSSSYLPERSSV 803
673 -GMKVKAMFGDSMLRMSLLPHSRLT-DLRREIAKRFGMDDVLRSN-FSLKYLDDDQEWVLLTCDADLEECIQVYKSSSLKETIRILVHHPLSRPSFGS-- 767
880 KTVTIKATYREDIIRFRVSLTCGIV-ELKEEVSKRLKLEVGT----FDIKYLDDDQEWVLIACDADLQECIDVSRSSASH-IIRVLVHDITSNLGSSCES 973
741 -LVSIKATYREDIIRFKISPESVSITELKQQVAKRLKLETAA----FELKYLDDDREWVSVSCDADLSECLDTSAAKANT--LRLSVHDVTFNFGSSCES 833
862 RTVTIKASYKDDIIRFRISSGSGIM-ELKDEVAKRLKVDAGT----FDIKYLDDDNEWVLIACDADLQECLEIPRSSRTK-IVRLLVHDVTTNLGSSCES 955
834 -TLIVKASYREDTVRFKFEPSV-GCPQLYKEVGKRFKLQDGS----FQLKYLDDEEEWVMLVTDSDLQECLEILHGMGKH-SVKFLVRDLSAP-LGSSGG 925
792 -TLTVKATYREDTVRFKLDPYVVGCSQLYREVAKRFKLQEGA----FQLKYLDDEEEWVMLVTDSDLHECFEILNGMRKH-TVKFLVRDIPNTAMGSSAG 885
874 -KIIVKATYRKDIIRFKFDPSAGCF-KLYEEVAARFKLQNGT----FQLKYLDDEEEWVMLVSDSDLQECVDILDDIGTR-SVRFLVRDLPCVSEAVSTE 966
885 -KMVVKATYRGDTIRFKFDPSAGCF-QLYEEVATRFKLQNGS----FQLRYLDDEEEWVMMVNDSDLQECVEILGDIGAT-CVKFLVRDTTGVLRSRSSN 977

873 RNSSPS---- 878
924 RNSSSSSPSS 933
916 RNNSSS-PSS 924
904 GNTGLS---- 909
955 GSIGLGPSL- 963
904 ---------- 904
838 TEYSLWH--- 844
804 SGCLS----- 808
767 ---------- 767
974 SGE------- 976
834 SEETMMCL-- 841
956 TGEL------ 959
926 SNGYLGTGL- 934
886 SNGYLGTGT- 894
967 A-AHSEL--- 972
978 S-CFLSESS- 985
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