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EWS101
EWS103
EWS104
EWS105
EWS106
EWS107
EWS108
EWS109 Expression Loss
EWS110
EWS111
EWS112
EWS113
EWS115
EWS116
EWS119
EWS120
EWS121
EWS122
EWS123
EWS125
EWS126
EWS127 Mutation
EWS129
EWS132
EWS133
EWS135
EWS136
EWS137
EWS138
EWS139
EWS2001
EWS2004
EWS2005
EWS2006
EWS2008
EWS2009
EWS2012
EWS2013
EWS2016
EWS2017
EWS2019
EWS2020 Mutation
EWS2023
NCI0039
NCI0041
NCI0047
NCI0050 Mutation
NCI0071 Expression Loss
NCI0074
NCI0097 Mutation
NCI0115
NCI0135
NCI0150
NCI0167
NCI0198
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6647 mutation
A673 truncating mutation
CHLA-25 mutation
CHLA-258
CHLA-32 truncating mutation
CHLA-352 mutation
CHLA-9
CHP100L truncating mutation
ES-1 mutation
ES-2 mutation
ES-4
ES-6 expression loss
ES-7 mutation
ES-8 mutation
EW-8 mutation
RD-ES mutation
SK-ES-1 mutation
SK-NEP-1 mutation
SK-N-MC expression loss
SK-PNET-Li mutation
TC-106 truncating mutation
TC-138
TC-215 mutation
TC-240 mutation
TC-248 mutation
TC-253 mutation
TC-32
TC-4C mutation
TC-71 truncating mutation
TTC-547 mutation
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