Table S1 RT-PCR Primers used in this study

Gene Forward Reverse

RpL3 5' TCGTCATCGTGGTAAGGTCAA 3' 5S'TTTGTATCCTTTGCCCTTGGT 3'
FPPS1 5' CAATGGAGAAATACGAAGCGAT 3' 5'TCCCCGAAGCAGTCCAGAA 3
FPPS2 5' CATAGACTGCTTCGGTGATGAAATAAAA 3' 5'TTCACTGCTACCATAACAGGCTTTGA 3'
FPPS3 5' CGGTTGTTCTAGGCTTGATCC 3' 5' CGGTCCCTTTTTTCCCTGTAA 3'

JHAMT 5' TGGCTGCGACATAAGCGAAGA 3' 5' CCTTGTTTCAGGTCTGCGGTCAA 3'
JHAMT-I1 5'CCTTTTCCAACATTTGCCCA 3' 5' TGAGGGACCCAATGGAACG 3'
JHAMT-I2 5'ATCACTAGATGCATTCGCTCCA 3' 5'TAAGTCCTTTTTTGTCATTGTCAC 3'
JHAMT-I3 5'AGTAGAAAGATTTTGTTGGGCTGC 3' 5' GGTTCCGAATCCAATGTAATGTGT 3'
JHAMT-l4 5 TAGGATGTGGCGACGGAAGT 3' 5' CAGCTCATCGGGAATATCACCT 3'
JHAMT-IS 5'AGTTTTACCATGAACGATGACGC 3' 5' CAGATTTAACGTTCACGTCGCA 3'
JHAMT-16 5 GACTTGATGGCAAAGGACGG 3' 5' AAGCCAACTTTCTCCAATAACGA 3'
FAMeT-11 5 GCCGATGCCACCAATGTCT 3' 5" ACTTCCGTCCCAGCCTTCA 3'
FAMeT-12 5 AGAGCGTCATCAGGAAAAATAGA 3' 5' AAACTGGGAAAGGTTCGGGA 3'
FAMeT-13 5 TGTGACTATTGGGTTGTCCTTG 3' 5' ACTCCAGTTTCATAATGGGTTCT 3'
FAMeT-14 5 AGTCGTCGGTGGTTACTCAGAAG 3' 5' AGAGACCACGCCTTACATTTTTC 3'
FAMeT-15 5 TGTTCCCGCCAAGGTTATTC 3' 5' TCGGCTGTGACACCAAAGTT 3'
FAMeT-16 5' CTCCCCCACACGGGTTTCCT 3' 5' CGCTTCGGCTTCTTCCAC 3'
FAMeT-17 5 CCCAGTGATGATGCCGATGT 3' 5' TAGTCGTAGCAGGTGGCGGT 3'

JHE 5' CCGAGGAAGGTCCAGTTTGC 3' 5' AGACCAGGCTTCGTAGGCGT 3'
JHE-I1 5' GGGAGACCCTAAGCGAGTGAC 3' 5' ATTGGGGACGAGCTATAGAAGTTT 3'
JHE-I2 5' TGAAACCTAAAGGCATGAGTGAAG 3' 5' CAGAGGCAAGAGACAAGTATCCAA 3'
JHE-I3 5' CGTCGGTTGTGGTGTATTCTGC 3' 5' CTGGCTCCTGTGGGTGGTTTCC 3'
JHDK 5' AGTCAGAAAAAAGAAACTGCTCCA 3' 5' GATGTCGTAGGTGGGGCTTC 3'

JHDK-I1 5'TTCAGAAAAAAGAAGTTGTTGCT 3' 5'TGCTACTTCTAAGGCAGGGCT 3'

JHDK-I2 5' GCAGCGGAACCATTGATAAAA 3' 5' CCCAGACCTTCAAAAGCGTGT 3'

JHEH 5' TATGGCCACCTTGTTCCCTG 3' 5' CCCAATCGTATCTGGTTTCGTAG 3'

JHEH-11 5'CTTCTTTTTATCGCCTTGCCG 3' 5'GTTCTTTTACCATCGTTTCACTG 3'

JHEH-12 5' CTTTGAAGTCATAGTCCCGAGTC 3' 5' CCAATCTCCCCCTTGTATGTAAA 3'

JHEH-I3 5' TAATAATCATCGCAAACCCGTG 3' 5' AATAAAATGTATGTCCAATCCCTGT 3'

JHEH-14 5' CCTACAGCCACCCTTAGAAAATG 3' 5' AGACCAGCAATGTTCTTAGGTTTTA 3'

JHEH-IS

5' CTCCTGGGCGGATTGTTGTG 3'

5' TCCTAAGGCTACCGGTGAATCA 3'




