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Supplementary table I. Bach1 knockout signature in mice liver

Upregulated entities

Agilent probe ID Fold change p—value (Corr) Gene Symbol Genbank Accession

A 55 P2044653 32.6 2.2.E-02 Cyp2b10 NM_009999

A 55 P2408588 20.9 2.1.E-02 At/ NM_007489

A 55 P2059931 124 2.1.E-02 Prom1 NM_001163577
A 52 P329367 9.7 4.3.E-02 Chka NM_001025566
A 55 P2044143 9.7 3.8.E-02 Loxl4 NM_001164311
A 52 P321140 8.3 3.5.E-02 Defb1 NM_007843

A 55 P1962516 8.1 2.1.E-02 Fam19a2 NM_182807

A 55 P1980214 1.2 2.2.E-02 N/A N/A

A 51 P480119 6.8 2.1.E-02 Prelid2? NM_029942

A 66 P124179 6.8 3.8.E-02 Atpbv0d2 NM_175406

A 55 P2030524 6.8 49.E-02 Vidlr NM_013703
A_55_P2020072 6.7 2.3.E-02 N/A N/A

A 55 P2156062 6.3 3.7.E-02 PickT AKO090155

A 55 P2429480 6.1 2.3.E-02 Atad? NM_027435

A 51_P362066 2.9 3.7.E-02 Chi3l1 NM_007695
A_51_P440047 9.8 3.2.E-02 1110067D22Rik NM_173752

A 51_P248666 2.6 3.2.E-02 Cd274 NM_021893

A 52 P48681 2.4 3.1.E-02 Cldn1 NM_016674

A 51 P142923 2.4 3.2.E-02 Chka NM_013490

A 55 P2111508 2.4 2.5.E-02 Ttyh1 NM_021324
A_55_P2072005 9.3 3.6.E-02 Ctsc AK152524

A 55 P2030938 5.0 2.9.E-02 Trim59 NM_025863

A 55 P1962224 5.0 3.5.E-02 Afapl/2 NM_146102

A 55 P2091191 5.0 3.0.E-02 Slc28a2 NM_172980

A 55 P2214348 48 3.9.E-02 4930469K13Rik AKO037310

A 51 P257675 48 5.0.E-02 Tspyl4 NM_030203

A_ 52 P140005 4.7 2.1.E-02 Nipall NM_001081205
A 66 P114381 4.7 2.1.E-02 Ypel2 NM_001005341
A 52 P350537 4.6 2.7.E-02 Mtmr11 NM_181409

A 51_P423709 4.5 3.4.E-02 Famé84a NM_029007

A 55 P1964871 44 2.1.E-02 Gmb549 XM_485313

A 55 P2072771 44 4.1.E-02 Cd3g NM_009850

A 52 P402786 43 4.3.E-02 Prom1 NM_008935

A 51 P286748 43 3.8.E-02 Frzb NM_011356

A 51 P467448 4.2 2.6.E-02 Pif1 NM_172453

A 51 P247637 4.1 3.2.E-02 Rnf144a NM_080563

A 55 P2161055 4.0 2.1.E-02 Trp63 NM_001127261
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A 51 P488196
A_55_P1965836
A 51_P424810
A 55 P2059010
A 55 P2090874
A 55 P2177911
A 55 P1983152
A 55 P2073377
A 52 P54280

A 55 P2112360
A 51_P386899
A 51_P304683
A 55 P1955637
A 55 P2039274
A 51 P314186
A 55 P1953723
A 52 P488437
A 55 P2107207
A 51 P267354
A 55 P1954231
A 55 P2072493
A 55 P2102350
A 55 P2152427
A 55 P2105152
A _51_P253803
A 55 P2095103
A_51_P405606
A 55 P1954798
A 55 P2119772
A 52 P131353
A 52 P102248
A 66 P111191
A 55 P2351505
A 51 P331288
A 52 P354373
A 51 P415546
A 55 P2128869
A_55_P2448776
A_52 P89477

A 55 P2110245
A 55 P2156524

4.0
3.9
3.9
3.8
3.8
3.8
3.8
3.8
3.7
3.7
3.7
3.6
3.6
3.9
3.9
3.9
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3.4
3.4
3.3
3.3
3.3
3.3
3.3
3.3
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.1
3.1
3.1
3.1
3.1
3.0
3.0
3.0
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2.3.E-02
2.1.E-02
4.1.E-02
3.2.E-02
4.5.E-02
4.7.E-02
4.3.E-02
3.5.E-02
4.3.E-02
2.3.E-02
2.3.E-02
3.8.E-02
49.E-02
3.8.E-02
3.1.E-02
49.E-02
2.1.E-02
2.3.E-02
3.1.E-02
4.2.E-02
2.1.E-02
3.5.E-02
4.3.E-02
4.2.E-02
4.2.E-02
4.3.E-02
3.2.E-02
3.7.E-02
3.9.E-02
4.4 E-02
3.1.E-02
4.0.E-02
3.7.E-02
2.1.E-02
2.1.E-02
3.5.E-02
3.2.E-02
3.3.E-02
4.4 E-02
4.1.E-02
4.2.E-02

Bmper
Crebbp
Ncapg?
Rbp1
Ysk4
Lepr
Gramd4
Mki67
Adck3
Arhgap17
Mfsd7c
Clpx
Trpb3i11
Hspb3
Synel
Rab13
Plek2
Gpri137b
Lrfn3
Lrtm2
F8
Stambpl1
Zwilch
Trim59
Mki67
Gucyla?
Ndrg1
Gm15292
Scn3a
Camkld
Mex3b
N/A
Dhx9
Akrib7
1190002F15Rik
Defb6
Ccdc80
MdnT
Bcl9
Fignl1
N/A

NM_028472
NM_001025432
NM_133762
NM_011254
NM_011737
NM_010704
NM_001205353
NM_001081117
NM_023341
NM_144529
NM_145447
NM_011802
NM_001025246
NM_019960
NM_001079686
AK080805
NM_013738
AKO009736
NM_175478
NM_172492
NM_001161374
NM_029682
NM_026507
NM_025863
NM_001081117
NM_001033322
NM_008681
NM_001177487
NM_018732
NM_177343
NM_175366
748592
NM_007842
NM_009731
NR_037956
NM_054074
NM_026439
NM_001081392
AK147659
NM_001163359
N/A
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A 55 P1983773
A 51 P144349
A 55 P1992247
A 55 P2316041
A 55 P2251974
A 55 P2103026
A 55 P2045741
A_55_P1980636
A_55_P2003483
A 55 P2133225
A 51_P352594
A 51_P302358
A_55_P2080956
A 52 P476731
A 55 P1967500
A 55 P2061779
A _52 P354682
A 55 P2033041
A_66_P139683
A 52 P186937
A 52 P235861
A 51 P391454
A_55_P1956083
A 55 P2169064
A 51 P314397
A 55 P2050226
A_55_P1985070
A_55_P2098598
A 55 P2102624
A 52 P1076124
A_55_P1983883
A 51_P228295
A 52 P534583
A _51_P520966
A 55 P1960197
A 55 P2108784
A 51 P199135
A _51_P204402
A 51 P112355
A 55 P1970110
A 55 P1954086

3.0
3.0
3.0
3.0
3.0
3.0
3.0
2.9
2.9
2.9
2.9
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.6
2.6
2.6
2.6
2.6
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.4
2.4
2.4
2.4
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2.3.E-02
3.6.E-02
4.1.E-02
2.7.E-02
3.2.E-02
49.E-02
4.2.E-02
4.3.E-02
3.4.E-02
2.1.E-02
2.5.E-02
2.3.E-02
4.1.E-02
4.1.E-02
4.6.E-02
2.8.E-02
3.2.E-02
49.E-02
2.3.E-02
2.4E-02
4.1.E-02
3.0.E-02
3.0.E-02
4.2.E-02
3.9.E-02
3.3.E-02
4.6.E-02
2.3.E-02
3.4.E-02
4.1.E-02
4.8.E-02
2.3.E-02
4.7.E-02
4.4 E-02
3.1.E-02
4.2.E-02
3.8.E-02
3.4.E-02
2.3.E-02
3.2.E-02
4.7.E-02

Birch
Dtx4
Rergl
N/A
A930038B10Rik
Sema3d
Fyb
Aurka
Gldc
Mmgt2
Std

Ltb
Chka
Fam110c
Nell1
Zfp456
Elovl7
Sirpb1b
Zbp1
Cmpk2
Peg3

117
Gpr68
Olfr1474
Crip2
Ccerll
Robo1
Btgl
Eaf2
N/A
Vps37a
MpzI1
Ahsp
Icosl/
P2ry14
Arhgap22
Cd83
Shebp1
Igtp
Gm281
Postn

NM_001012273
NM_172442
NM_001128090
BC050972
AKO044736
NM_028882
NM_011815
NM_011497
NM_138595
NM_175002
NM_001001326
NM_008518
NM_013490
NM_027828
NM_001037906
NM_001001186
NM_029001
NM_001173460
NM_021394
NM_020557
NM_008817
NM_008371
NM_175493
NM_001011842
NM_024223
AY072938
NM_019413
NM_007569
NM_001113401
AKO053814
NM_033560
NM_001001880
NM_133245
NM_015790
NM_133200
NM_153800
NM_009856
NM_011369
NM_018738
XM_138893
NM_001198766
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A_55_P2472435
A 55 P2003221
A 52 P180373
A 52 P502771
A 51 P234956
A 55 P2079991
A _51_P505493
A 55 P2137611
A 51 P484111
A 55 P2158404
A 55 P2077901
A 55 P1982499
A 55 P1975045
A 66 P118513
A 51 P181565
A_51_P335569
A 55 P2030752
A 55 P2022678
A 55 P2293007
A 55 P1981455
A 55 P2072980
A 55 P2106106
A 55 P1964327
A 51 P446825
A 51 P439876
A 52 P1044655
A 55 P1982201
A 51 P215077
A 51 P246773
A 51 P321341
A 55 P2007273
A 55 P2136678
A 55 P2109227
A 51 P451346
A 55 P2035286
A 66 P101519
A 55 P2133266
A 55 P2028259
A 55 P2273656
A 51 P349192
A 55 P1963454

2.4
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.1
2.1
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2.0
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4.0.E-02
3.6.E-02
3.5.E-02
3.7.E-02
3.0.E-02
3.8.E-02
3.7.E-02
2.7.E-02
3.8.E-02
4.1.E-02
49.E-02
4.8.E-02
5.0.E-02
3.0.E-02
4.5.E-02
4.4 E-02
4.2.E-02
4.1.E-02
4.3.E-02
4.2.E-02
5.0.E-02
4.1.E-02
5.0.E-02
4.5.E-02
4.7.E-02
4.3.E-02
3.4.E-02
4.1.E-02
4.8.E-02
5.0.E-02
4.2.E-02
3.5.E-02
3.5.E-02
3.3.E-02
3.3.E-02
3.5.E-02
4.1.E-02
4.6.E-02
4.1.E-02
49.E-02
3.4.E-02

Gbp3
Gimap3
Mpegl
Rad54b
Xcll
Gipc3
Elovl5
Irgm2
Matn2
Cmpk2
Cd?
Gldn
Sgcg
Septl11
Hbegf
Slcola4
Nedd4/
Clqgtnfl
Al662175
N/A
Spna?
Gpr77
Ppowd1
6430573F11Rik
Map4k4
Vcan
Sgsm2
Mgst3
Sesn3
Sultial
Pole
N/A
Gltid1
Kif6
Uhrf1
Abcc9
Cxxlc
Rhbdf2
N/A
2210013021Rik
Cenpg

NM_018734
NM_031247
NM_010821
NM_001039556
NM_008510
NM_148951
NM_134255
NM_019440
NM_016762
NM_020557
NM_013486
NM_177350
NM_011892
NM_001009818
NM_010415
NM_030687
NM_031881
NM_001204129
AK139019
N/A
NM_001177668
NM_176912
NM_172807
NM_176952
NM_008696
NM_172955
NM_197943
NM_025569
NM_030261
NM_133670
NM_011132
XR_108249
NM_177005
NM_011803
NM_010931
NM_021041
NM_028375
NM_172572
AKO015069
NR_ 028432
NM_031863
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A_55_P2109857 2.0 4.3 E-02 Rgs2 NM_009061
A_52 P493091 2.0 45E-02 Fmri NM_008031
A_55_P2031357 2.0 4.3 E-02 Zfom2 NM_011766
A_66_P106905 1.9 4.6.E-02 N/A AK144962
A_52 P229943 1.9 45E-02 Ostb NM_178933
A_55_P2096883 1.9 4.0.E-02 Steap3 NM_001085409
A_51_P323531 1.9 4.6.E-02 Fam71el NM_028169
A_55_P2036007 1.9 4.3 E-02 Rai2 NM_198409
A_55_P2042655 1.9 4.9.E-02 2210013021Rik NR_028432
A_55_P1994939 1.9 4.4 E-02 Hmgb2 NM_008252
A_52 P1831 1.9 4.2 E-02 Zfp60 NM_009560
A_55_P1988246 1.9 4.1E-02 N/A N/A
A_51_P382152 1.9 4.3 E-02 Procr NM_011171
A_55_P2097808 1.8 45E-02 P4hat NM_011030
A_55_P2166501 1.8 45E-02 Cd44 NM_009851
Downregulated entities

Agilent probe ID Fold change p—value (Corr) Gene Symbol Genbank Accession
A_55_P2032079 22.8 4.9.E-02 Dbp NM_016974
A_51_P211351 16.0 2.1.E-02 Olfr677 NM_146358

A 51_P173976 14.6 2.1.E-02 OIfr935 NM_146746
A_55_P2156219 13.2 45E-02 Gm10549 AK141051
A_55_P1989738 10.6 2.2.E-02 4930426L09Rik NR_024323

A 55 P1966635 10.1 1.6.E-02 Vmn2r75 NM_001102578
A_55_P2055834 9.5 1.6.E-02 N/A AK090145
A_55 P2135153 9.0 2.4E-02 Leni3 NM_153558
A_55_P2221236 8.1 2.1.E-02 AU024180 AKO085976
A_55_P1985788 7.8 3.9.E-02 Usp2 NM_198092
A_66_P130650 14 2.1.E-02 Gm9979 XM_003085861
A_55_P1989149 7.3 3.1.E-02 OIfr394 NM_147007
A_55_P2053704 6.9 2.1.E-02 Pglyrp4 NM_001165968
A_55_P2032423 6.9 2.1.E-02 N/A N/A
A_55_P2103033 6.9 2.3.E-02 N/A N/A

A_52 P248013 6.5 2.1.E-02 Chsy3 NM_001081328
A_55_P2356263 6.4 2.3.E-02 Anks1b AK036288
A_55_P2007646 6.4 2.2.E-02 Cryaa NM_013501
A_55 P1971744 6.3 2.2.E-02 4921511M17Rik NM_001201358
A_66_P129763 6.2 2.3.E-02 Gm6329 AK144087
A_55_P2142334 6.2 2.1.E-02 Ly6h NM_011837
A_55_P2140731 6.1 3.9.E-02 Gm10876 XM_003085005
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A 55 P2169410
A _51_P208987

A 55 P2069760
A 55 P2125557
A 55 P2111267
A 55 P1952935
A 55 P2057430
A 55 P2110542
A 55 P2134725
A 55 P2116165
A 55 P2073094
A 52 P347942

A 55 P2158663
A 51_P243418

A 55 P2075127
A 55 P2122300
A 55 P2018594
A 51 P102122

A 55 P2069679
A 55 P2207186
A 66_P122730

A 55 P1987117
A_55_P2344593
A 51 P218953

A 55 P1994733
A 51 P151246

A 55 P2143683
A 55 P1975682
A 52 P329398

A 55 P1973447
A 51 P228159

A 55 P2091413
A 55 P2136788
A 52 P529660

A 66 P126877

A 55 P2160691
A_55_P2036585
A 55 P1979893
A 55 P2391185
A 55 P2119907
A 55 P2027708

6.1
6.1
6.0
6.0
5.9
5.9
5.9
5.8
5.8
5.7
5.7
5.7
5.7
5.6
5.6
55
55
5.4
5.4
5.3
5.1
5.1
5.1
5.1
5.1
5.0
5.0
5.0
49
49
49
49
49
48
47
47
47
47
47
46
46
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2.1.E-02
2.3.E-02
2.1.E-02
2.1.E-02
2.1.E-02
2.3.E-02
2.3.E-02
2.7.E-02
2.1.E-02
2.3.E-02
2.1.E-02
2.1.E-02
2.1.E-02
2.1.E-02
2.3.E-02
2.1.E-02
2.1.E-02
2.3.E-02
3.5.E-02
2.3.E-02
2.3.E-02
2.3.E-02
2.1.E-02
2.3.E-02
2.3.E-02
2.1.E-02
2.1.E-02
2.3.E-02
3.0.E-02
3.1.E-02
2.1.E-02
5.0.E-02
2.1.E-02
2.3.E-02
2.3.E-02
2.1.E-02
3.5.E-02
3.9.E-02
2.1.E-02
2.1.E-02
2.1.E-02

4930583109Rik
Pgm3
Sprr2b
Irx2

Lhx9
Olfr151
Lipn

N/A

N/A
Pfkfb3
Trex2
Olfr1384
Cldn7
Clec2g
Pax2

Cirl

N/A
Myog
Olfr746
Slc30a7
N/A
Slc22a16
N/A
Zfpb36
Tmem14a
Olfr924
Gm9927
Rhox2e
Atp12a
Ybx2
4930430022Rik
N/A

N/A
Lrreb2
Vmnir214
N/A
Gm13547
Tef
Al195381
Dnahcl11
5830416P10Rik

XM_128729
NM_028352
NM_011469
NM_010574
NM_001042577
NM_207664
NM_027340
N/A

N/A
NM_001177753
NM_011907
NM_146472
N/A
NM_027562
NM_011037
NM_025854
XM_888852
NM_031189
NM_146298
NM_023214
AK138367
NM_027572
AKO016119
NM_172385
AKO17734
NM_207560
AKO034060
NM_001085348
NM_138652
N/A
XM_003085348
XM_978485
N/A
NM_001013382
NM_134214
CKO031974
AK133213
NM_017376
DV044254
NM_010060
NR_ 028427
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A 55 P2106068
A 55 P2128195
A_55_P1958798
A 55 P2062171
A 55 P2159717
A 55 P1999187
A_55_P1954393
A 55 P2122479
A 52 P262930

A_55_P1956598
A 51_P392429

A 66 P122621

A 66_P138178

A 51 P514256

A 55 P2058761
A 55 P1997345
A_55_P2086730
A_55_P2083186
A _55_P2094108
A 51 P263965

A_55_P2083307
A 55 P2145977
A_55_P2023988
A_55_P2083909
A 66 P130813

A 55 P1994147
A_55_P2099947
A_52 P536494

A 52 P514352

A 55 P2177371
A 55 P2173288
A 66 P101561

A _51_P409637

A_55_P2256393
A_55_P2369400
A 66_P120732

A 55 P2187076
A 55 P1981195
A_55_P2040071
A 55 P2167171
A 55 P2068125

4.5
4.5
4.5
4.5
4.5
4.5
4.5
4.5
4.5
44
44
44
44
44
44
44
43
43
43
43
43
4.2
4.2
4.2
4.2
4.1
4.1
4.1
4.1
4.0
4.0
4.0
4.0
3.8
3.8
3.8
3.8
3.8
3.8
3.8
3.7
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2.7.E-02
3.3.E-02
2.1.E-02
3.4.E-02
2.1.E-02
3.1.E-02
2.1.E-02
2.3.E-02
3.1.E-02
3.3.E-02
2.1.E-02
4.1.E-02
2.1.E-02
2.1.E-02
2.1.E-02
2.1.E-02
2.3.E-02
2.3.E-02
2.1.E-02
2.1.E-02
5.0.E-02
2.1.E-02
2.1.E-02
2.1.E-02
2.1.E-02
2.3.E-02
3.0.E-02
49.E-02
2.1.E-02
2.1.E-02
2.4E-02
2.3.E-02
2.3.E-02
2.2.E-02
2.3.E-02
2.3.E-02
2.3.E-02
3.1.E-02
4.0.E-02
2.1.E-02
2.1.E-02

Myh2

Pm20d2

Mobp

Odf3

Gm5591

Cdki2

Susd4

N/A
2310081J21Rik
N/A

Mrgpre
Gm9889
Gm4107
Tubb2b

G6pc?
Gm11568
Olfr910
LOC100009614
N/A

Hmox1

Capn8

Fbxw1b
Gm8008

N/A

Samd4

Zarl

Gdf1

Mycn

Kenkb

Gm3086
Pcdhb1
Gm2176
4930505A04Rik
1700030L22Rik
1700066022Rik
Gpr45

Sncg

N/A

Eddm3b

N/A

Myct1

NM_001039545
NM_001034867
NM_008614
AK005883
NM_001013810
NM_026952
NM_144796
DV656125
AK036683
BC019489
NM_175534
AKO038322
AKO041437
NM_023716
NM_021331
NM_001205030
NM_146811
NM_001081452
N/A
NM_010442
NM_130890
NM_199036
XM_001477516
N/A
NM_001037221
NM_174877
NM_001163282
NM_008709
NM_021542
NR_036607
NM_053126
NR_ 028424
NM_001100394
BU961976
NR_015541
NM_053107
NM_011430
N/A
NM_203508
N/A
NM_026793
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A 66 P132787
A 55 P2217851
A 52 P11402

A 55 P2058220
A 55 P2012439
A 55 P2034033
A 55 P2132800
A 51 P121962
A 55 P2156727
A 55 P2378030
A 55 P2128113
A 55 P2118604
A 55 P2012779
A 52 P217240
A 51 P184681
A 55 P2097773
A 52 P402127
A 55 P2039514
A 55 P2156780
A 51 P229664
A 55 P2230154
A 55 P2033381
A 52 P275069
A 55 P2069197
A 55 P1973926
A_55_P2364755
A 51 P377228
A 52 P520341
A 55 P2055112
A_55_P2289824
A _66_P103052
A 55 P2061104
A 51 P153423
A 55 P2131168
A _55_P2089488
A 55 P2019520
A 55 P2122896
A_55_P2000007
A 52 P502226
A_51_P450505
A 55 P2425801

3.7
3.6
3.6
3.6
3.6
3.6
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2

8/14 R—

3.1.E-02
2.7.E-02
2.3.E-02
4.0.E-02
3.8.E-02
2.1.E-02
2.3.E-02
3.9.E-02
3.3.E-02
2.1.E-02
2.2.E-02
2.3.E-02
2.7.E-02
2.1.E-02
2.1.E-02
4.1.E-02
3.2.E-02
3.0.E-02
2.1.E-02
2.1.E-02
2.1.E-02
2.1.E-02
3.2.E-02
2.5.E-02
3.0.E-02
3.7.E-02
4.2.E-02
2.1.E-02
3.2.E-02
3.3.E-02
2.1.E-02
3.2.E-02
3.1.E-02
2.3.E-02
5.0.E-02
2.4E-02
2.1.E-02
2.3.E-02
3.7.E-02
3.3.E-02
3.2.E-02

N/A
4930453L07Rik
Lrrc24

Prihr

Tnfrsfl19
I112rb1

Zfp367

Lphn3
Gm16509
4933439N14Rik
Tbcldi12
St6galnac1
Rnf167

Ppmel

Olfr675

Msh4

Mup9

N/A

N/A

Cdz7
A730046J19Rik
1810041L15Rik
Gm6792
Tas2r125
Ipol13

N/A

N/A

N/A

Prss44
1700121L16Rik
N/A

Mup6

Fndc1

SvZc

Coq10b

CmaZ2

N/A

N/A
2810429104Rik
OIfr835

Fmni

M11859
AKO015455
NM_198119
NM_201615
NM_013869
NM_008353
AKO041361
AKO051766
XM_001473385
AKO019859
NM_145952
NM_011371
NM_027445
NM_028292
NM_001011848
NM_031870
NM_001126319
N/A

CJ236021
NM_001033126
NR_040271
NM_001163145
NM_001177416
NM_207027
NM_146152
XM_003086948
AKO044378
AK088084
AB047758
AKO007232

N/A
NM_001081285
NM_001081416
NM_029210
NM_001039710
NM_001024714
N/A

N/A
NR_015522
NM_001012266
NM_010230



Suppl. Tablel

A 55 P2079569
A 66 P112495

A 55 P2103756
A 55 P2370384
A_55_P1960659
A 55 P2059732
A 51 P467668

A 51 P167843

A 55 P1966874
A_55_P2008996
A 52 P627269

A_55_P2000289
A 51_P224593

A 52 P195246

A 55 P2169247
A 55 P2007703
A 55 P2150328
A 55 P2067757
A 52 P318361

A 51 P417876

A 55 P2041082
A 55 P2013710
A 51 P226527

A 55 P2065671
A 55 P2208463
A 55 P2142488
A 51 P517145

A 55 P2124712
A_55_P2234889
A 55 P2007816
A 55 P2186302
A 55 P2104587
A 51 P396163

A 55 P1997585
A 55 P2089840
A 55 P2236291
A 51_P288010

A_55_P2005501
A 55 P2290378
A 55 P2109327
A_55_P2099363

3.2
3.2
3.2
3.2
3.2
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.8
2.8
2.8
2.8
2.8
2.8

9/14 R—

2.1.E-02
2.3.E-02
2.1.E-02
3.0.E-02
2.3.E-02
2.5.E-02
4.3.E-02
2.3.E-02
2.1.E-02
4.8.E-02
2.3.E-02
3.0.E-02
2.1.E-02
2.1.E-02
4.7.E-02
3.3.E-02
3.2.E-02
3.5.E-02
2.1.E-02
2.1.E-02
2.3.E-02
3.5.E-02
4.3.E-02
3.2.E-02
2.3.E-02
3.2.E-02
3.2.E-02
2.3.E-02
3.1.E-02
4.1.E-02
4.3.E-02
3.3.E-02
4.4 E-02
3.5.E-02
2.3.E-02
2.3.E-02
2.6.E-02
4.4 E-02
3.3.E-02
2.1.E-02
4.6.E-02

Gm10555
Scn4b
Hic2
1600029114Rik
Ferll6
N/A

Ick
Timm17a
Rtbdn
Gm10034
CesZb
Mab21/2
Arl8a
Esyt3
Gm15056
Nanogpd
N/A
Psg27
CesZc
Smyd5
N/A
Apoc3
Vmn1r85
Cenbl
6820426E19Rik
Spry3
Sort1
CesZc
C78704
Mup4
Gm9866
N/A
Mdm1
N/A
Eif2d
Ppap2a
Chrng
Olfr392
AUO019176
Ache
Stac2

XM_003086208
NM_001013390
NM_178922
NR 028123
XM_905719
N/A
NM_019987
NM_011590
NM_144929
AK164250
NM_198171
NM_011839
NM_026823
NM_177775
NM_001177471
NM_001080945
N/A
NM_001037168
NM_145603
NM_144918
N/A

N/A
NM_145847
NM_172301
XR_105017
NM_001030293
NM_019972
NM_145603
CA882486
NM_008648
XR_035276
N/A

M20824

N/A
NM_001136070
NM_008903
NM_009604
NM_147006
BM228091
NM_009599
NM_146028



Suppl. Tablel

A 55 P2046671
A 55 P2092501
A 55 P1969131
A_55_P2006930
A_55_P2275249
A 55 P2041668
A 51 P516119
A 51 P377812
A 51_P340668
A 52 P233305
A 55 P2082454
A 55 P2152240
A 55 P1959891
A 55 P2440441
A 55 P2182392
A _55_P2335723
A 52 P676255
A 66_P114449
A 55 P2127243
A _51_P500661
A 55 P2039289
A 55 P2038882
A 55 P2205760
A 55 P2370160
A 55 P2180086
A 55 P2116794
A 51 P228971
A 55 P2146789
A 55 P2037930
A 52 P272145
A 55 P2250164
A 55 P2130438
A 51 P316199
A 55 P2166069
A 52 P395242
A 66 P112593
A 55 P2032868
A 55 P2023391
A 52 P204618
A 55 P2083257
A 55 P2100281

2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6

10/14 R—

3.0.E-02
3.7.E-02
4.3.E-02
3.4.E-02
3.0.E-02
4.3.E-02
2.7.E-02
2.1.E-02
3.2.E-02
3.3.E-02
3.7.E-02
2.3.E-02
2.9.E-02
3.2.E-02
2.3.E-02
3.8.E-02
3.4.E-02
3.2.E-02
3.2.E-02
3.3.E-02
3.2.E-02
2.4E-02
2.3.E-02
49.E-02
3.9.E-02
3.3.E-02
3.2.E-02
3.7.E-02
4.1.E-02
4.5.E-02
2.1.E-02
3.3.E-02
3.3.E-02
3.7.E-02
2.3.E-02
4.0.E-02
2.2.E-02
2.3.E-02
2.3.E-02
49.E-02
4.1.E-02

N/A

Med1

Cidec
2610005L07Rik
Th

Fox/2

Olfr1148
1700011E24Rik
Bcl9l
Adamts12

N/A

Gm10383

N/A

Wdhd1

Adat3
2900009J06Rik
Itpripl1

Vps39

Tpsb2

Rnf182

Hspb6

Niacr1

C88045
C130009A20Rik
Lrre28

N/A

Slcba4b

N/A

N/A

N/A

Pcdhgeh
6530409C15Rik
Olfr73
2310079G19Rik
Map2k6
Sec61b
4932412H11Rik
Grhl3

Rnf222

A3galt?

Defb30

N/A
NM_134027
NM_178373
BC025151
NM_009377
NM_012020
NM_001011519
NM_029298
NM_030256
NM_175501
N/A
AK156988
N/A
NM_172598
NM_001100606
AA986756
NM_001163527
NM_147153
NM_010781
NM_183204
NM_001012401
NM_030701
C86380
AK142864
NM_175124
N/A
NM_023219
N/A

N/A

N/A
NM_033583
XM_987873
NM_054090
NM_027173
AKO086722
NM_024171
NM_172879
NM_001013756
NM_177060
NM_001009819
DQ141309



Suppl. Tablel

A 55 P2024634
A 55 P2074015
A 52 P388164
A 55 P2124361
A 66_P134539
A 55 P2066862
A_55_P2009439
A 55 P2138422
A 55 P2169445
A_52 P682996
A 55 P2022778
A 51_P271068
A 55 P1987953
A 55 P2070938
A 55 P2157537
A 55 P2044803
A 55 P2034091
A 55 P2008141
A 52 P1092823
A 55 P1958532
A 55 P1955871
A 52 P15377

A 55 P2037737
A 55 P2045859
A 52 P150988
A 55 P1967578
A 52 P628212
A 51 P330144
A 55 P2009684
A_51_P398069
A 51 P219483
A 51_P250571
A 55 P2157952
A 55 P1965821
A 51 P313503
A 55 P2116674
A 55 P2127194
A _66_P135403
A 55 P2074045
A 55 P2181216
A 55 P2082519

2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4

11/14 R—

3.2.E-02
4.1.E-02
2.3.E-02
3.4.E-02
2.3.E-02
3.2.E-02
3.1.E-02
3.4.E-02
2.3.E-02
3.5.E-02
49.E-02
2.3.E-02
3.1.E-02
4.8.E-02
3.8.E-02
3.2.E-02
4.6.E-02
2.1.E-02
2.3.E-02
3.0.E-02
2.2.E-02
3.6.E-02
3.4.E-02
4.3.E-02
2.3.E-02
4.1.E-02
2.3.E-02
5.0.E-02
2.7.E-02
5.0.E-02
3.2.E-02
3.6.E-02
3.1.E-02
3.1.E-02
3.2.E-02
4.1.E-02
3.1.E-02
2.3.E-02
49.E-02
3.2.E-02
3.5.E-02

N/A

N/A
OIfr608
N/A
A430110L20Rik
Nsun7
N/A
Obox1
Mfsd6
N/A
Troc2
Kif17
Gmb938
N/A
Gm10866
N/A

N/A
Gm10857
Irx1

Hr

Nirp4f
Wnt9b
N/A

N/A
Txndc11
OIfr893
Esrrb
Ift140
Zmiz1
OIfr992
Tsku
Tas2r140
Gm10755
Uprt
Olfr577
N/A

N/A
Al481877
N/A

N/A
OIfr883

XR_104688
N/A
NM_146756
N/A
XM_003084469
NM_027602
N/A
NM_027802
NM_133829
N/A
NM_011644
NM_029416
NM_001085534
N/A
XM_003085086
AK085886
N/A
NR_033470
NM_010573
NM_021877
NM_175290
NM_011719
N/A

N/A
NM_029582
NM_146336
AKO044339
NM_134126
AK169397
NM_146865
NM_001024619
NM_021562
XM_003086133
NM_001081189
NM_147109
N/A

N/A
AK135748
N/A

N/A
NM_146419



Suppl. Tablel

A 51_P201308
A 55 P1972001
A_55_P1963006
A 55 P2182112
A 66_P104751
A 51 P262489
A 55 P2085518
A 55 P1974917
A 55 P1974522
A 52 P344290
A 51_P408199
A 55 P2026385
A 66_P137048
A 51 P521052
A 55 P2107647
A 66 P117534
A 55 P2054708
A 51_P259318
A 52 P647607
A 55 P1958227
A 55 P2114110
A 55 P1993148
A 52 P523368
A 52 P1045316
A 55 P1961400
A 55 P2091274
A 55 P2151675
A 51 P186956
A 55 P1996344
A 55 P2283207
A 51 P429366
A 55 P2154450
A 55 P2019428
A _51_P496309
A 52 P179785
A 55 P1952882
A 66 P107482
A 55 P2182586
A 51 P146149
A 52 P81693

A 52 P496726

2.4
2.4
2.4
2.4
2.4
2.4
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2

12/14 R—

3.4.E-02
3.3.E-02
49.E-02
3.2.E-02
4.1.E-02
3.0.E-02
3.9.E-02
2.3.E-02
3.2.E-02
4.3.E-02
4.1.E-02
3.7.E-02
4.1.E-02
3.8.E-02
4.2.E-02
2.5.E-02
3.2.E-02
2.1.E-02
5.0.E-02
3.7.E-02
5.0.E-02
4.7.E-02
3.2.E-02
2.1.E-02
3.2.E-02
3.5.E-02
3.9.E-02
3.5.E-02
4.1.E-02
3.0.E-02
3.6.E-02
3.7.E-02
3.8.E-02
4.1.E-02
3.2.E-02
3.2.E-02
3.9.E-02
4.5.E-02
4.1.E-02
3.8.E-02
5.0.E-02

Moxd2
LOC100039183
N/A

4833439L 19Rik
2210404J11Rik
Sst

N/A

OIfr368
A530099J19Rik
F2r

Krtap4-2

N/A

MenT

Ly6k

N/A
E030025P04Rik
N/A

Fbrs

Ubr4

N/A

Cadm4

Ascl4

Psapl1

Gm428

Grid2ip

Sly

N/A

Adam2

N/A

Maz

Hes6

Xkr6

Htrid

Rfx4

Ripk2

Cyp4fi8
Arhgef33

Esrpl

Napsa
LOC100502592
Rasd1

NM_139296
XM_003086064
N/A
NM_133797
AKO019108
NM_009215
N/A
NM_146374
NM_175688
NM_010169
NM_026807
N/A
NM_008583
NM_029627
N/A
NR_037978
AK143362
NM_010183
NM_001160319
AK135304
NM_153112
NM_001163614
NM_175249
NM_001081644
NM_133355
NM_201530
AK164979
NM_009618
N/A
NM_010772
NM_019479
NM_173393
NM_008309
NM_001024918
NM_138952
AF233647
NM_001145452
NM_194055
NM_008437
XM_003084652
NM_009026



Suppl. Tablel

A 55 P2061899
A 55 P2077263
A 55 P1978895
A 55 P1964237
A 55 P2141058
A 55 P1963767
A 65 P18756

A 55 P2101939
A 66 P115959
A 55 P2044054
A 55 P1954511
A 51 P356842
A 55 P2016976
A 55 P2182931
A 55 P2153923
A_55_P1959985
A 55 P2017343
A_55_P2039530
A 55 P2067747
A 55 P1991069
A 51 P443514
A 51_P448784
A _55_P2246665
A 55 P2002642
A 52 P660422
A 52 P362917
A _51_P342307
A 51 P358316
A 55 P2136817
A_55_P2398995
A 52 P203770
A 55 P2139878
A 51 P102421
A 55 P2020911
A 52 P466853
A 55 P2078257
A 55 P2168736
A 55 P2312741
A 55 P2013470
A 51 P264444
A 55 P2290388

2.2
2.2
2.2
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
1.9
1.9
1.9

13/14 R—

4.1.E-02
4.1.E-02
3.2.E-02
3.7.E-02
3.9.E-02
3.6.E-02
3.9.E-02
3.3.E-02
3.8.E-02
3.4.E-02
4.3.E-02
4.6.E-02
3.3.E-02
4.1.E-02
3.9.E-02
4.5.E-02
3.3.E-02
4.1.E-02
3.8.E-02
4.3.E-02
4.4 E-02
4.8.E-02
3.8.E-02
3.8.E-02
4.5.E-02
4.8.E-02
4.6.E-02
49.E-02
4.5.E-02
4.2.E-02
4.5.E-02
4.3.E-02
3.5.E-02
4.0.E-02
3.7.E-02
4.7.E-02
4.3.E-02
4.8.E-02
5.0.E-02
4.0.E-02
49.E-02

N/A

Cenpk

Skint3
4932418E24Rik
LOC100504710
Npr2

Kif17

Zfpll2
1700016H13Rik
AA465934
Btbd10

Olfr320
Ab30054K11Rik
Sim2

Slc17a5

Alas1

Olfr767
Gm10724
Psg21

Gm885
1700001K19Rik
Nrsni
4833422M21Rik
Ccdcb7

Mip

Pfkfb3

Olfr732

Chga

Coro2b

Lelpl

Vmn2r61

N/A

Clcf1

Rps6kab

Bmyc

Gm10183

Relb

AU046084
Gm14743
Ralgapa2

Rorb

N/A
NM_021790
NM_177578
NM_177841
NM_001201389
NM_173788
NM_029416
NM_021307
NM_001163550
BB850827
NM_133700
NM_207230
NM_183146
NM_011377
NM_172773
NM_020559
NM_146318
XM_003086271
NM_027403
NM_001033435
NM_025488
NM_009513
AKO014752
NM_181816
NM_008600
NM_133232
NM_146665
NM_007693
NM_175484
NM_027042
NM_001105058
N/A
NM_019952
NM_025949
NM_023326
AK172566
NM_009046
BG072043
NM_001126321
AK038838
NM_001043354



Suppl. Tablel

A 51 P171616
A 66 P133213
A 55 P1967391
A 51 P161554

1.9
1.9
1.9
1.9

14/14 R—

4.1.E-02
4.1.E-02
4.8.E-02
4.7.E-02

Wnt10a
Slc35f1
Antxrl
Arid3b

NM_009518
NM_178675
AKO013005

NM_019689



Suppl. Table2 1/68 R—

Supplementary table Il. Aging signature in Bach1 knockout mice liver

Upregulated entities

Agilent probe ID Fold change p—value (Corr) Gene Symbol Genbank Accession

A 55 P1952517 27076.3 2.1.E-06 Sult2al NM_001111296
A 55 P1952512 21192.4 2.1.E-06 Sult2a2 NM_009286

A 55 P1952507 9372.0 2.1.E-06 Sult2a4 NM_001101534
A 55 P2172532 7475.3 2.1.E-06 Sult2a6 NM_001081325
A 55 P2107223 7304.4 2.1.E-06 Sult2a6 NM_001081325
A_52 P73552 2459.9 2.0.E-05 ATlbg NM_001081067
A 52 P218833 1143.4 2.0.E-05 Sult2a3 NM_001101586
A 52 P366803 9354 8.3.E-05 Cyp3a44 NM_177380

A 55 P1989248 9274 2.1.E-06 N/A N/A

A 51_P269404 340.1 2.5.E-03 Fmo3 NM_008030

A 55 P1991841 281.8 1.1.E-04 Slc22a27 NM_134256

A 55 P2020428 240.3 1.9.E-05 Slc22a26 NM_146232

A 51 P114722 150.7 8.3.E-05 Hao2 NM_019545

A 55 P2129449 117.6 1.5.E-02 Sult3al NM_020565

A 51 P144531 105.1 2.3.E-05 Slc22a29 NM_172776

A 55 P2107225 70.3 8.3.E-05 Sult2a6 NM_001081325
A 55 P2044653 61.0 1.4E-05 Cyp2b10 NM_009999

A 52 P293682 96.8 2.2.E-03 Sult2a7 NM_001184981
A 52 P289091 95.6 4.3.E-04 Cyp2b13 NM_007813

A 55 P2034531 51.3 5.6.E-05 N/A N/A

A 52 P256914 45.2 1.9.E-05 Cyp2b9 NM_010000

A 52 P493477 420 1.2.E-03 Serpinbic NM_173051

A 55 P2060138 33.5 1.1.E-03 Cyp2a22 NM_001101467
A 55 P2165091 32.7 1.5.E-03 Acnat2 NM_145368

A 55 P2075263 32.6 1.5.E-03 Acnat2 NM_145368

A 55 P1962516 32.4 2.5.E-04 Fam19a2 NM_182807

A 55 P2408588 29.7 8.4E-04 Arnt/ NM_007489

A 51 P269792 28.2 4.9.E-03 Radb1l1 NM_009014

A 55 P2098175 25.9 4 .3.E-04 OIfr701 NM_028910

A 51_P362066 25.1 2.1.E-03 Chi3lT NM_007695

A 51 P461067 243 1.3.E-03 N/A X87228

A 55 P1955861 23.3 1.5.E-03 Cux2 NM_007804

A 55 P2071906 23.2 6.1.E-05 N/A N/A

A 51_P386648 22.7 5.5.E-03 Glod5 NM_027227

A 55 P2030524 21.6 1.7.E-03 VidIr NM_013703

A 66_P107818 21.2 6.6.E-04 Gdf3 NM_008108
A_55_P2006008 20.7 2.1.E-03 Serpinbla NM_025429



Suppl. Table2

A 52 P574668
A 51 P485421
A_55_P2060897
A 55 P2038347
A_55_P2059931
A_55_P2069907
A 51 P480119
A 52 P113537
A 51 P469951
A 55 P1999162
A _55_P2008437
A 52 P122649
A 52 P235347
A 55 P1978666
A 55 P1980214
A 51 P212782
A 55 P2151609
A 55 P2001780
A 55 P1998471
A 51 P271984
A 51 P256827
A_55_P2058028
A 65 P07626

A 51 _P150710
A 55 P2126850
A_51_P440047
A _52 P483336
A 52 P21486

A 52 P230167
A 66 P122699
A 52 P301602
A _51_P350453
A 52 P71686

A 55 P2145059
A 51_P248666
A _51_P249302
A 55 P1983448
A 55 P1973417
A_52 P457567
A 55 P2019601
A 55 P2156062

19.9
18.8
18.7
18.5
18.0
15.3
15.3
14.4
143
14.2
14.1
14.0
13.0
13.0
12.9
12.1
11.9
11.6
113
11.2
10.7
10.6
10.4
10.1
10.0
9.7
9.6
9.6
9.3
9.1
9.0
8.8
8.7
8.4
8.4
8.4
8.2
8.2
8.1
8.1
8.1

2/68 R—

1.0.E-03 Ntbe
1.8.E-03 N/A
1.9.E-04 N/A
8.1.E-03 Acot3
3.4E-04 Proml
1.9.E-02 Acot3
5.2.E-04 Prelid2
4.2 E-03 Xist
7.9.E-04 Srgap3
42.E-03 N/A
3.8.E-03 Cdkn2a
2.5.E-03 Dmrtal
1.5.E-02 Fgf21
4.2 E-04 Sybu
4.6.E-03 N/A
1.9.E-02 II1b
2.3.E-03 Sorll
1.5.E-03 Cyp3a4ib
5.4.E-03 S7100a9
4.2.E-03 Tmem45b
5.9.E-03 S700a8
7.7.E-03 N/A
1.9.E-03 N/A
1.2.E-03 Ig
3.8.E-03 Nudt11

NM_011851
AK088666
AM910933
NM_134246
NM_001163577
NM_134246
NM_029942
NR_001463
NM_080448
XR_030524
NM_009877
NM_175647
NM_020013
NM_176998
N/A
NM_008361
NM_011436
NM_001105159
NM_009114
NM_144936
NM_013650
X79554
U30234
NM_152839
NM_021431

9.1.E-04 1770067D22RilNM_173752

2.4E-03 Ms4al
1.2.E-02 Hamp2
3.2.E-03 SetbpT
1.3.E-03 Cux2
48.E-02 Gm4794
6.2.E-03 Pdk4
6.5.E-03 Atp6v0d2
3.5.E-03 Gbpd
1.3.E-02 Cd274
5.2.E-04 Abcd?
2.9.E-03 S700a4
2.4E-03 N/A
4.7.E-03 Slc4a4
2.1.E-03 Csprs
7.9.E-04 Pick1

NM_007641
NM_183257
NM_053099
AK139469
NM_001101452
NM_013743
NM_175406
AF487898
NM_021893
NM_011994
NM_011311
BC048373
NM_018760
NM_033616
AK090155



Suppl. Table2

A 55 P1987406
A 51_P467448
A_51_P204080
A_52 P425839
A 51 P477121
A 55 P1963134
A 66 P124179
A 51 P281333
A 55 P1961736
A 51 P311958
A 55 P2179027
A 52 P468564
A 51 P488196
A 55 P2080210
A 55 P1982186
A 55 P2091191
A 66_P109397
A 55 P2058040
A _51_P509573
A 55 P2137688
A 52 P449871
A 55 P2044143
A 55 P1971076
A 51 P414879
A 55 P2174836
A 55 P2033041
A 51 P375146
A 51 P238576
A 52 P402786
A 51 P247637
A 52 P16232

A 55 P2064771
A_55_P2083609
A 55 P2103011
A 55 P2055158
A _51_P304683
A 52 P244803
A 55 P2296088
A_55_P2063508
A 55 P1978033
A 66 P114381

8.0
7.9
7.9
7.9
7.9
1.7
1.7
1.6
74
1.3
1.3
1.2
1.2
1.2
71
6.8
6.8
6.8
6.7
6.7
6.6
6.5
6.4
6.4
6.4
6.4
6.4
6.4
6.3
6.2
6.1
6.0
6.0
2.9
2.9
2.9
2.9
2.9
2.9
2.8
2.8

3/68 R—

5.1.E-03 N/A
6.1.E-03 Pif1

4.2 E-03 Hk2
4.6.E-03 Retnlg
3.8.E-03 Pmaip1
6.5.E-03 N/A
9.5.E-03 Atp6v0d2
8.4E-04 St3gal6
2.1.E-03 Rcan2
5.4E-04 Orm3
1.0.E-02 Gem
1.2.E-03 Cyp2c38
4.6.E-03 Bmper
2.5.E-03 Crisp4
5.7.E-03 Sgsm1T
5.3.E-03 S/c28a2
7.4E-03 Cdh19
8.9.E-03 N/A
2.4E-03 Ccl4
42 E-03 Cga
2.5.E-03 Id4
3.0.E-03 Lox/4
41.E-03 Atplia
7.1.E-03 N/A
3.1.E-03 VidIr
3.5.E-03 Sirpb1b
1.5.E-03 Cd36

4 5E-03 Cyp4ail4
2.5.E-03 PromT1
1.6.E-03 Rnf144a
7.8.E-03 Gabbri
40.E-03 Ly6ecl
4.1.E-03 Dkk3
2.6.E-03 Sema4d
4.7 E-03 Apod
4.2.E-03 Clpx

AY679096
NM_172453
NM_013820
NM_181596
NM_021451
N/A
NM_175406
NM_018784
NM_207649
NM_013623
NM_010276
NM_010002
NM_028472
NM_030033
NM_172718
NM_172980
NM_001081386
X06519
NM_013652
NM_009889
NM_031166
NM_001164311
NM_015804
S60874
NM_013703
NM_001173460
NM_007643
NM_007822
NM_008935
NM_080563
NM_019439
NM_010741
NM_015814
NM_013660
NM_007470
NM_011802

1.1.E-02 D630033011Ri AK052711

1.1.E-02 Sp3
4.2.E-03 Gm4131
2.5.E-03 N/A
3.8.E-03 Ypel2

NM_001018042
BY732610
HQO015080
NM_001005341



Suppl. Table2

A 55 P1995512
A_55_P2130535
A 52 P413947
A_55_P2070869
A_51_P386899
A 52 P398925
A 55 P2082929
A 55 P2001274
A _51_P509679
A_55_P1995537
A_55_P1993807
A 66_P139387
A_55_P2066505
A_55_P1965836
A 55 P1977850
A 52 P329367
A 55 P2112360
A 55 P2041614
A _66_P130887
A 55 P2161055
A 55 P2186220
A 51 P142923
A 55 P2125786
A 51 P286737
A 55 P2186978
A 55 P2145224
A 55 P2049771
A_55_P2183369
A_55_P2058023
A 55 P1962224
A 51 P378789
A_55_P1988994
A _51_P345649
A 52 P420500
A 51 P231320
A 51 P267354
A_55_P2058550
A_55_P2006499
A 51 P199135
A _66_P122086
A 55 P2077901

2.8
2.8
2.8
9.7
2.6
2.6
2.6
2.9
2.9
2.4
2.4
2.4
2.4
2.4
2.4
2.3
9.2
9.2
9.2
9.2
5.1
5.1
5.0
5.0
5.0
49
49
48
48
48
48
4.7
4.7
4.7
4.7
4.7
4.7
4.7
4.7
4.7
4.7

4/68 R—

1.1.E-02 Tmem139

3.5.E-03 Dnmt3b
1.4.E-03 Mthfr
2.1.E-03 Lcn2
7.3.E-03 Mfsd7c
4.7E-03 Stfa2ll
8.9.E-03 H2-0b
4.0.E-03 N/A
7.3.E-03 N/A
3.9.E-02 Mpo
4.9.E-03 Nudt10
2.6.E-03 Prir
1.8.E-02 Mpo
6.7.E-03 Crebbp
1.2.E-03 Sall1
4.6.E-03 Chka

7.0.E-03 Arhgapi17

7.9.E-03 Cerkl
1.2.E-02 Pcdh18
6.6.E-03 Trp63
2.1.E-03 N/A
9.2.E-03 Chka
1.2.E-02 Lrrc8e
5.7.E-03 Ccl2
1.5.E-02 N/A
3.8.E-03 N/A
2.3.E-03 N/A
7.4E-03 N/A
1.4E-02 N/A
8.6.E—03 Afapl1/2
6.4.E-03 Cxcl13
5.5.E-03 N/A
2.5.E-03 Pdgfra
1.1.E-02 CryfT
4.4E-02 Mmp8
2.5.E-03 Lrn3
4.7.E-03 Raetlc
8.9.E-03 Esrrg
2.9.E-02 Cd83

NM_175408
NM_001003961
NM_010840
NM_008491
NM_145447
NM_173869
NM_010389
AY114394
XM_003085465
NM_010824
NM_001031664
NM_011169
AY500847
NM_001025432
NM_021390
NM_001025566
NM_144529
NM_001048176
NM_130448
NM_001127261
XM_001472058
NM_013490
NM_028175
NM_011333
u19317
AF290571

N/A

u18577
U18569
NM_146102
NM_018866
AY816714
NM_011058
NM_007771
NM_008611
NM_175478
NM_009018
NM_011935
NM_009856

5.6.E-03 9030619P08RifNM_001039720

2.0.E-03 Cd2

NM_013486



Suppl. Table2

A _51_P440743
A 55 P2010271
A 55 P1983152
A 66 P101261
A_51_P507801
A 55 P2178510
A 52 P237077
A 51_P423709
A 55 P1956418
A 55 P1971074
A 55 P1964282
A _65_P03874

A 52 P93910

A 55 P1982902
A_55_P2072005
A 52 P60353

A 55 P1968433
A 55 P2043627
A 52 P15388

A 52 P413584
A 55 P2074521
A 51_P229498
A 55 P2127387
A 51_P302358
A 51 P169516
A_ 52 P140005
A 55 P2168048
A 55 P1991079
A 51 P257885
A 51 P483576
A _55_P2048779
A 51 P315042
A 55 P2107207
A 55 P2058433
A 52 P321140
A 55 P1960148
A 51 P172054
A 55 P1976743
A 52 P213483
A _65_P19089

A 55 P1985070

4.6
4.6
4.6
4.6
4.6
4.6
4.6
4.6
4.5
4.5
4.5
4.5
44
44
44
44
44
43
43
43
43
43
43
43
4.2
4.2
4.2
4.1
4.1
4.1
4.1
4.1
4.1
4.1
4.1
4.0
4.0
4.0
4.0
4.0
4.0

5/68 R—

1.0.E-02 Celsri
7.9.E-03 Samsni
3.9.E-03 Gramd4
6.3.E-03 Gm3367
1.0.E-02 F13al
9.3.E-03 Mc3r
8.7.E-03 Esri
1.5.E-02 Fam84a
1.2.E-02 Efr3b
3.3.E-03 Atplia
42 E-03 Gm1078
9.1.E-03 Nav2
4.7E-03 Nrp2
4.7.E-03 Tceal3
4.7E-03 Ctsc
4.6.E-03 Grebll
4.2 E-03 Agpat9
7.0.E-03 Fam89a
79.E-03 Ltf
5.0.E-03 Nrip1
2.5.E-02 Psg28
1.5.E-02 Lrfn2
2.4E-02 OIfr1023
5.5.E-03 Ltb
9.2.E-03 Pppir3d
8.7.E-03 Nipall
1.6.E-02 Gramd4
4.7E-03 Phf21b
4.0.E-03 Mmd2
3.0.E-03 N/A
9.5.E-03 Fam84b
8.9.E-03 Awpria
7.0.E-03 Gpri137b
6.4.E-03 Cyp2c68
42E-02 Defbl
1.2E-02 N/A
1.5.E-03 Gas6
1.9.E-02 N/A
7.2.E-03 N/A
6.3.E-03 Esrrg
9.5.E-03 Robol

NM_009886
NM_023380
NM_001205353
BX517038
NM_028784
NM_008561
NM_007956
NM_029007
NM_001082483
NM_015804
NM_001200041
NM_175272
NM_001077403
NM_001029978
AK152524
NM_001083628
NM_172715
NM_001081120
NM_008522
AKO078829
NM_054063
NM_027452
NM_146587
NM_008518
NM_001085501
NM_001081205
NM_001205353
NM_001081166
NM_175217
AF138742
NM_001162926
NM_016847
AK009736
NM_001039555
NM_007843
XM_001472091
NM_019521
CJ206873
AF045501
NM_011935
NM_019413



Suppl. Table2

A_55_P1969650
A 55 P2102936
A 55 P2090874
A 51_P290074
A 55 P2047589
A 55 P2002963
A 51 P439876
A 55 P1965045
A 55 P2079390
A 51 P343517
A 52 P54280

A 52 P294510
A 66_P106148
A 55 P1967286
A 55 P2131060
A 65 P15245

A 51 P136294
A 52 P195839
A 55 P2015670
A 51_P229602
A_65_P08239
A_52_P458000
A 51 P286748
A_52 P638459
A 55 P1982291
A 55 P2017914
A 51_P498631
A 51_P303424
A 51_P424810
A 52 P357611
A 52 P335064
A 55 P2017362
A 55 P1955147
A 55 P2059110
A 55 P2102350
A 51 P151732
A_55_P1993001
A 55 P2035320
A_55_P2095039
A_52 P57622

A 55 P2111322

4.0
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.8
3.8
3.8
3.8
3.8
3.8
3.8
3.8
3.8
3.8
3.8
3.7
3.7
3.7
3.7
3.7
3.7
3.7
3.7
3.7
3.7
3.7
3.6
3.6
3.6
3.6
3.6
3.6
3.6

6/68 R—

5.0.E-03 Rasgrpl

1.3.E-02 Pnrci
1.3.E-02 Ysk4
1.3.E-02 Fabp7
8.1.E-03 N/A

24.E-03 Corola
4.6.E-03 Map4k4
1.5.E-02 Slc47a2

NM_011246
NM_001033225
NM_011737
NM_021272
X75105
NM_009898
NM_008696
NM_001033542

9.3.E-03 4930579G24RiiNM_029482

5.1.E-03 Ly6d
1.3.E-02 Adck3
7.3.E-03 Fgll
8.6.E-03 Raetlc
7.7.E-03 N/A

NM_010742
NM_023341
BC029734

NM_009018
XM_357633

5.4.E-03 9530053H05Ril AK020608

1.0.E-02 Nrp2

1.7.E-02 Ms4a4b

6.3.E-03 Ctsc
5.5.E-03 ltgab
8.7.E-03 PIxna2
1.9.E-02 Mef2a

4.7E-03 Al467606

1.1.E-02 Frzb
8.3.E-03 Ccld
1.8.E-02 Clcal
6.1.E-03 CsfT
9.5.E-03 Dfnad
1.0.E-02 Itgax

1.1.E-02 Ncapg?

5.8.E-03 Neu3

9.2.E-03 Mustnl1
6.7.E-03 BC068157
4 3.E-03 Camklid

9.3.E-03 SkapT

3.6.E-03 Stambpl1

1.1.E-02 PkpT
1.1.E-02 N/A
7.6.E-03 Nfil3

NM_001077406
NM_021718
NM_009982
NM_008397
NM_008882
NM_001033713
NM_178901
NM_011356
NM_013653
NM_009899
NM_001113530
NM_018769
NM_021334
NM_133762
NM_016720
NM_181390
NM_207203
NM_177343
NM_001033186
NM_029682
NM_019645
AF303868
NM_017373

2.0.E-02 A330049MO8RINM_001168500

7.5.E-03 Acss3

NM_198636

7.3.E-03 LOCT10050535¢ XR_105809



Suppl. Table2

A 66_P100268
A 51 P453111
A 52 P525183
A_55_P1996983
A 51 P314397
A 55 P1988148
A 55 P2045741
A 66_P128918
A 66_P119034
A 55 P2056542
A 51 P111612
A 52 P340073
A 52 P447439
A 66 P121446
A 55 P2340448
A 55 P2181271
A 55 P2350022
A 66 P107231
A 52 P502849
A_55_P1968600
A _66_P105032
A 51 P515965
A_55_P2030756
A 52 P165455
A 51 P110381
A 55 P2115955
A 55 P1982201
A 52 P429876
A_51_P386539
A 55 P1973033
A 55 P2137077
A 55 P2176266
A 55 P2169669
A_55_P2033362
A _55_P2004447
A_51_P359603
A 55 P2181928
A 55 P1957459
A_66_P139683
A 55 P2071970
A 51 P164296

3.6
3.6
3.6
3.6
3.6
3.6
3.6
3.6
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.3

7/68 R—

2.7E-02 N/A
4.6.E-03 Hexb
7.9.E-03 Acot2?

AKO087888
NM_010422
NM_134188

9.5.E-03 4930430D24RiiNM_001034856

4.0.E-03 Crip2
9.5.E-03 Tox
9.4E-03 Fyb
1.7.E-02 Hacl1
3.5.E-03 Plazg7
2.1.E-02 Nin
1.4E-02 Arrdc4
8.6.E-03 Efnb2
6.1.E-03 Prss43
3.0.E-02 Gm7969

4.1.E-03 B230114P17Ri

7.1.E-03 Nhsl2
3.2.E-02 Akapb
48 E-02 Loxl/4
4.6.E-03 N/A
7.2.E-03 N/A
1.0.E-02 Gm13889
3.0.E-03 Nfe2
1.5.E-02 Nedd4/
4.9.E-02 WwpT
1.4E-03 Cd207
1.3.E-02 Raetle
24E-03 Sgsm?2
1.3.E-02 Tbx20
1.4E-02 Rnf125
7.8.E-03 LtbpT
47E-03 N/A
8.8.E-03 N/A
4.3 E-03 Csf1
7.3.E-03 Egr2
8.0.E-03 Fgl1
1.7.E-02 Itgb7
8.5.E-03 Slc45a3
1.9.E-02 Lilrb4
1.2.E-02 Zbp1
1.3.E-02 Nav2

6.3.E-03 Adamdec1

NM_024223
AK162821
NM_011815
NM_019975
NM_013737
NM_008697
NM_001042592
NM_010111
NM_199471
XM_982175
AKO045415
NM_001163610
NM_198111
NM_001164311
BC108385
N/A
NM_001145034
NM_008685
NM_031881
NM_177327
NM_144943
NM_198193
NM_197943
NM_194263
NM_026301
NM_019919
AK139759
N/A
NM_001113530
NM_010118
NM_145594
NM_013566
NM_145977
NM_013532
NM_021394
NM_175272
NM_021475



Suppl. Table2

A_55_P1965659
A 66 P119376
A 55 P2192662
A 52 P765764
A 52 P102248
A 55 P2334058
A 51 P391454
A 51 P121915
A 55 P2175146
A 52 P305053
A_55_P2036007
A 51_P368496
A 55 P2175579
A_55_P2098598
A _55_P2008016
A 51 P157083
A 51 P317505
A 55 P1978681
A 55 P2039044
A 52 P386627
A 55 P2072661
A 51 P176156
A 51 P446512
A 55 P2137611
A 51 P479818
A 51_P222475
A 55 P2003221
A_52 P594756
A 55 P1990495
A 55 P2045451
A 52 P215170
A 52 P161488
A 52 P458279
A 55 P1974845
A 55 P2123841
A 51 P112355
A 55 P2133225
A 55 P2164085
A 55 P2257670
A 55 P2003483
A 52 P330289

3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2

8/68 R—

2.2.E-02 Haver2
4.1.E-03 Kctd12
1.1.E-02 Lepr
1.9.E-02 N/A
1.9.E-02 Mex3b

NM_134250
NM_177715
NM_001122899
AF316510
NM_175366

2.1.E-02 4930401C15Rii AKO15032

9.1.E-03 117

6.5.E-03 BC089597

2.8.E-02 N/A

NM_008371
NM_145424
N/A

1.1.E-02 B330016D10Ri NR_030695

4.6.E-03 Rai2
6.5.E-03 Tmem98
1.2.E-02 OIfr1466
4.7E-03 Btgl
1.3.E-02 Armc3
3.9.E-03 GasT
1.5.E-02 Nat1
3.0.E-02 Tspan8
4.6.E-03 Cyp3a59
6.6.E-03 Irak3
4.2.E-03 PrexT

NM_198409
NM_029537
NM_146694
NM_007569
NM_001081083
NM_008086
NM_008673
NM_146010
NM_001105160
NM_028679
NM_177782

1.4E-02 LOC10003894.NM_001173459
2.6.E-02 2370016G11Ri XM_001003421

1.9.E-02 Irgm2
1.3.E-02 Lonrf3
4.2 E-03 Ehbpll1
2.1.E-02 Gimap3
45E-03 Asb4
45E-03 Statba
1.3.E-02 OIfr906
1.5.E-02 Acot4
5.3.E-03 Clec4e
3.6.E-03 Prir
6.1.E-03 Pdela
1.4 E-02 Zfhx4
2.2.E-02 Igtp
3.9.E-03 Mmgt2
1.9.E-02 Raetla

NM_019440
NM_028894
NM_053252
NM_031247
NM_023048
NM_011488
NM_146803
NM_134247
NM_019948
NM_011169
NM_001009978
NM_030708
NM_018738
NM_175002
NM_009016

9.5.E-03 A030001D16Ri AKO37146

7.9.E-03 Gldc
1.3.E-02 Inpp4b

NM_138595
NM_001024617



Suppl. Table2

A 52 P382149
A 51_P108459
A 51 P181565
A 55 P2013236
A 55 P2148071
A 55 P2185178
A 51 P215077
A 55 P1984830
A 55 P1955325
A 52 P298165
A 55 P2061779
A 51_P235801
A 55 P1956179
A 55 P1959228
A 55 P2014882
A 51 P144349
A 55 P2043718
A 55 P2119772
A 55 P2170034
A 55 P2150734
A 55 P2194958
A 51 P152797
A 55 P2039541
A 55 P1969416
A 55 P1967776
A 51_P286488
A 51 P151126
A 52 P476731
A 55 P2052897
A 55 P2081116
A 55 P2176325
A 52 P240542
A 55 P1987186
A 55 P1957249
A 55 P2032966
A 55 P2032388
A 66 P112305
A 55 P2148171
A 51 P337125
A 51 P382849
A 51_P352594

3.2
3.2
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0

9/68 R—

2.9.E-02
1.5.E-02
9.4.E-03
2.5.E-02
1.2.E-02
2.4E-02
4.6.E-03
1.0.E-02

Cyp26al
Gpr65
Hbegf
S100g
N/A
Tmem28
Mgst3
Fgll

1.2E-02 Zfp820

3.3.E-02

N/A

1.3.E-03 Zfp456
1.7.E-02 Zfp36l1

2.7.E-02
1.5.E-02
8.6.E-03
9.1.E-03
1.4E-02
1.2.E-02
7.3.E-03
1.5.E-02
1.6.E-02

Git2
Slc4ad
Dhrs9
Dtx4
Cacnalf
Scn3a
Rgll1
N/A

Nfia

NM_007811
NM_008152
NM_010415
NM_009789
N/A

N/A
NM_025569
NM_145594
NM_029281
XR_106194
NM_001001186
NM_007564
NM_019834
NM_018760
NM_175512
NM_172442
NM_019582
NM_018732
NM_016846
JF690609
NM_010905

2.0.E-02 2810039B14Rit XR_105719

1.1.E-02 Arhgap15

9.5.E-03
1.1.E-02

Sntgl
Slc4a4

2.8.E-02 Jler3

6.7.E-03
8.1.E-03

1.0.E-02 Arhgap30

5.8.E-03

Cdb52
Fam110c

Fam89a

8.9.E-03 PrexT
4.6.E-02 Id2
2.6.E-02 TtlI9
7.9.E-03 Pdgfrb

4.7 E-03 Hmgesl1

1.6.E-02 Trim24
1.5.E-02 Myolf

NM_153820
NM_027671
NM_018760
NM_133662
NM_013706
NM_027828
NM_001005508
NM_001081120
NM_177782
NM_010496
NM_001083618
NM_001146268
NM_145942
NM_145076
NM_053214

1.9.E-02 A330049M0O8Ri NM_001168500

1.3.E-02 Inppbd
5.3.E-03 Emb
7.8.E-03 St5

NM_010566
NM_010330
NM_001001326



Suppl. Table2

A 55 P1972720
A 51_P219888
A 51 P497882
A _51_P265806
A _51_P292008
A 55 P1954643
A 55 P2098734
A 55 P1953723
A 55 P2027653
A 51_P424532
A 55 P2018611
A 55 P1978424
A 55 P2026748
A 52 P48681

A _51_P195506
A 51_P371051
A 66_P107578
A_55_P1969506
A 55 P2072035
A 55 P1962661
A 55 P2094611
A 51 P446825
A 55 P1978502
A_55_P2034655
A 51_P335770
A 52 P350537
A 55 P1984391
A 66_P106661
A 55 P1974095
A 55 P1975045
A 55 P2093770
A 55 P2184897
A 55 P2096917
A 51_P424338
A 55 P2126940
A 55 P2027083
A _52 P883557
A 55 P2072284
A 51 P451346
A 51_P364485
A 52 P175028

3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9

10/68 R—

5.0.E-03 Pmm1
71.3.E-03 OIfr599
3.4E-02 Creb3/4
2.0.E-02 Clcaz
2.6.E-02 Gpx3

NM_013872
NM_146731
NM_030080
NM_030601
NM_008161

3.1.E-02 23710081J21Ril AKO36683

9.9.E-03 Ttc21b
1.4E-02 Rab13

8.3.E-03 Arhgap25

9.3.E-03 Vnni
1.8.E-02 Igfbp7
1.7.E-02 Bcl2ald
1.0.E-02 Zmat1
2.8.E-02 CldnT
7.7.E-03 Csf1
5.3.E-03 Glipr1
8.7.E-03 Nirp9c
1.5.E-02 Sici17al
1.4E-02 Thyl
1.2.E-02 Cyp2Zc67
5.7.E-03 N/A

NM_001047604
AK080805
NM_001037727
NM_011704
NM_001159518
NM_007536
NM_175446
NM_016674
NM_007778
NM_028608
AY360472
NM_009198
NM_009382
NM_001024719
N/A

1.0.E-02 6430573F11RikNM_176952

9.6.E-03 H2-Q1
7.8.E-03 N/A
1.2.E-02 AfapT
3.6.E-02 Mtmri1
4.0.E-02 Depdch
4.2.E-03 Slc7al
5.0.E-03 N/A
8.4 E-03 Sgcg
7.9.E-03 N/A
9.1.E-03 Lbr
8.1.E-03 Mreg
5.4.E-03 Ngofl
2.1.E-02 N/A
1.1.E-02 Kcnj10

2.3.E-02 S/c30a10

NM_010390
AKO007918
NM_027373
NM_181409
NM_177786
NM_007513
N/A
NM_011892
N/A
NM_133815
NM_001005423
NM_008706
N/A
NM_001039484
NM_001033286

1.2.E-02 6030429G01RiiNM_001033548

4.3.E-03 KIf6
1.0.E-02 Tnfaip2
7.7.E-03 Cachd1

NM_011803
NM_009396
AKO046180



Suppl. Table2

A 55 P1956718
A 51 P114966
A_55_P2472435
A 55 P1966194
A 51_P339540
A 55 P2004532
A 51_P459108
A_55_P2059586
A 66_P101538
A 55 P1978186
A 52 P364130
A 55 P2099014
A 51 P377856
A 55 P2126695
A 55 P2022743
A 55 P2115836
A 51 P236267
A 55 P2003746
A 51_P239654
A 55 P2073432
A 51_P293938
A 51 P162955
A 55 P2007447
A 55 P2302848
A 55 P2048493
A_55_P1983968
A 51_P432520
A 55 P2043657
A 51_P422124
A 52 P332788
A_55_P2083919
A 55 P2175318
A_55_P2140002
A_55_P2030186
A 55 P2075200
A 51_P381260
A 55 P2065074
A 52 P491244
A 52 P308413
A 51 P326685
A 51 P138923

2.9
2.9
2.9
2.9
2.9
2.9
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8

11/68 R—

8.7.E-03 Rab38
9.2E-03 Prss37
2.3.E-02 Gbp3
9.5.E-03 Plek

9.3.E-03 Cdknic

NM_028238
NM_026317
NM_018734
NM_019549
NM_009876

2.1.E-02 C530028021RiNM_175696

6.2.E-03 Insl6
3.3.E-02 Fmo3
59.E-03 Lrrk2

6.4.E-03 BC089597
6.3.E-03 Map3ki4

6.5.E-03 N/A
5.7.E-03 Gstt3
1.9.E-02 N/A
1.9.E-02 Odz3
5.1.E-03 Acnatl

1.3.E-02 St8sia4
2.0.E-02 Serpinb3a

3.1.E-02 Nr4al
8.9.E-03 Wnt8a

5.5.E-03 Rasl11b
2.0.E-02 Serpina7

5.5.E-03 Abhd3

NM_013754
NM_008030
NM_025730
NM_145424
NM_016896
AK143337
NM_133994
XM_619114
NM_001145937
NM_001164565
NM_009183
NM_009126
NM_010444
NM_009290
NM_026878
NM_177920
NM_134130

1.2.E-02 9430065F17Rit AKO21377
9.9.E-03 4931440P22Ri}NR_027955

3.3.E-02 Slc24a6

5.2.E-03 Wrnip1
1.3.E-02 Zfp677

5.5.E-03 Fami126a

NM_001177594
NM_030215
NM_172486
NM_053090

6.1.E-03 C130026121Rik AKO16231

1.4 E-02 Robo?
1.8.E-02 Dfnad

9.5.E-03 Tnfaip8

6.5.E-03 Ifna7
7.3.E-03 Tor3a
6.2.E-03 Fxyd5
9.1.E-03 N/A
4.3.E-03 Zfp287

NM_175549
AK155135
NM_134131
NM_008334
NM_023141
NM_008761
XM_003084896
NM_133208

5.3.E-03 78700171H11Ri¥NM_001163616

3.6.E-02 Lrtm1
47E-02 Pegi2

NM_176920
NM_013788



Suppl. Table2

A 55 P2147315
A_55_P1993955
A 55 P2048767
A _51_P383032
A 55 P1994289
A 55 P1974019
A 55 P1995195
A 55 P2039274
A 55 P2111790
A 55 P2072776
A _51_P505823
A 55 P2024046
A 55 P2031068
A 52 P650028
A 52 P497021
A 55 P1962771
A 55 P2032659
A 55 P2106106
A 51 P295315
A 55 P2105858
A 52 P322141
A 55 P1955637
A 55 P2114133
A 51_P375987
A 55 P2178423
A 51 P142989
A 52 P450934
A 55 P2103026
A 55 P2098697
A 51 P513311
A 52 P131353
A 55 P2292046
A 55 P2028568
A 52 P456750
A 52 P246698
A 51_P341130
A 51 P143468
A 55 P2109857
A 55 P2106763
A 55 P2293007
A 55 P2060592

2.8
2.8
2.8
2.8
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7

12/68 R—

9.1.E-03 OIfr1441 NM_146683
1.3.E-02 Pltp NM_011125
1.2.E-02 Efemp1 NM_146015
1.9.E-02 Clec4d NM_010819
9.1.E-03 Gm10791 XM_003085113
1.2.E-02 Dapk1 NM_029653
1.4E-02 Fosl2 NM_008037
3.3.E-02 Hspb3 NM_019960
1.9.E-02 Gem NM_010276
8.0.E-03 Fpgs NM_010236
1.0.E-02 Endod1 NM_028013
1.9.E-02 Sic16a5 NM_001080934
14E-02 N/A N/A

2.4 E-02 Dockl10 NM_175291
1.0.E-02 Spred3 NM_182927
1.0.E-02 Cyfip2 NM_133769
9.9.E-03 Tox NM_145711
8.7.E-03 Gpr77 NM_176912
1.1.E-02 Ankrd2 NM_020033
9.1.E-03 Atf5 NM_030693
1.7.E-02 Ccdc88b NM_001081291
2.2E-02 Trpb3i11 NM_001025246
1.8.E-02 Garnl3 NM_178888
2.6.E-02 Fign NM_021716
4.1.E-02 N/A N/A

9.2.E-03 Zfp429 NM_001080941
1.0.E-02 Pagr9 NM_198414
7.9.E-03 Sema3d NM_028882
1.6.E-02 Tnfaip2 NM_009396
8.6.E-03 Rxrg NM_009107
2.3.E-02 Camkid NM_177343
1.1.E-02 D230018H15Ri AK084291
1.1.E-02 Gm6993 XM_894578
1.2.E-02 Aphib NM_177583
1.9.E-02 Fam126a NM_053090
6.5.E-03 Iggap1 NM_016721
6.5.E-03 KIhl26 NM_178771
1.1.E-02 Rgs2 NM_009061
7.3.E-03 71300014I06Rik NM_025831
1.2.E-02 AI662175 AK139019
1.1.E-02 Hoxal NM_010449



Suppl. Table2

A 51 P230624
A 51 P342652
A 55 P2143251
A 51 P377452
A 51_P483324
A 52 P13815

A 52 P596008
A 66_P124659
A 51_P244303
A _66_P140699
A 55 P2024366
A_55_P1969058
A_55_P1960053
A 55 P2137121
A 55 P1982499
A 55 P2001218
A 55 P2023314
A 55 P2057283
A 55 P2113210
A 55 P2315012
A 55 P1984243
A 52 P421897
A 52 P199614
A 51 P295816
A_55_P1983588
A 55 P2166501
A 55 P2121456
A 52 P304128
A 52 P428745
A 55 P1998421
A 55 P2093143
A 52 P65077
A_52 P99848

A 55 P2214348
A 51_P228295
A 55 P2171116
A 51 P382152
A 51 P235123
A 55 P2030752
A 51_P450278
A 55 P2085779

2.7
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6

13/68 R—

1.3.E-02 20710109K11Ri*NM_001162903

1.5.E-02 Cd79b
8.9.E-03 Rims3
7.4 E-03 Ncf4

2.1.E-02 Ptpn22
3.7.E-02 Laptmb

9.1.E-03 Zeb2
8.3.E-03 Marki
7.9.E-03 Smcib

1.8.E-02 Gm6403
2.2.E-02 Raver?

2.0.E-02 Epha7
5.0.E-03 Hvenl
8.2E-03 Sp140
1.5.E-02 Gldn

3.3.E-02 Cd80
6.5.E-03 CaszT
1.2E-02 N/A

1.0.E-02 Cyth4

NM_008339
AK163492
NM_008677
NM_008979
NM_010686
NM_015753
NM_145515
NM_080470
AKO032775
NM_183024
NM_001122889
NM_001042489
NM_001013817
NM_177350
NM_009855
NM_001159344
AY170502
NM_028195

1.5.E-02 4930458D05Ril XR_106287

7.0.E-03 Naip2
29.E-02 Morc4
1.7.E-02 Wdfy4

9.0.E-03
1.1.E-02
6.9.E-03
1.9.E-02
1.1.E-02
5.1.E-03

Cep192
Pmepal
Cd44
Fam43a
Mmpi14
Camk2d

1.6.E-02 N/A

2.7.E-02 Casd1
3.5.E-02 zZp820
1.7.E-02 Pik3cd

NM_010872
AK164017
NM_001146022
NM_027556
NM_022995
NM_009851
NM_177632
NM_008608
NM_001025439
N/A
NM_145398
NM_029281
NM_008840

1.7.E-02 4930469K13Rit AKO37310

5.5.E-03 Mpz/1
9.5.E-03 Lgals3
1.5.E-02 Procr
9.4 E-03 Nfkbie
8.7.E-03 Nedd4/

NM_001001880
NM_001145953
NM_011171
NM_008690
NM_031881

1.3.E-02 20710003K11Ri!NM_027237

6.8.E-03 Ifi2712b

NM_145449



Suppl. Table2

A_55_P1955308
A 51_P435968
A 55 P2036813
A 55 P2130388
A 55 P1994112
A_55_P2007601
A 51 P331288
A 55 P1962937
A 51 P117581
A 55 P1999648
A 52 P186937
A 55 P1970788
A_52 P489295
A 51 P511482
A 55 P2146177
A 55 P2337074
A 55 P2023637
A 52 P299771
A 55 P2065601
A 52 P451073
A 55 P2140271
A _51_P383340
A 55 P2019098
A _51_P399071
A 52 P24690

A 51 P163173
A 55 P2074796
A_55_P2425437
A 52 P408736
A 55 P1960291
A 55 P2184189
A 55 P2118037
A 52 P585124
A_52 P557293
A 55 P1994927
A 55 P2028259
A 52 P584188
A 52 P188261
A 51 P301636
A 55 P2181738
A 55 P2051656

2.6
2.6
2.6
2.6
2.6
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5

14/68 R—

7.7.E-03
9.9.E-03
1.2.E-02
7.5.E-03
1.0.E-02
2.1.E-02

Sirpb1a
Tnfaip8
Hist3h2ba
Micall
Semadb
Sftpd

2.6.E-02 Akrib7

1.5.E-02
1.7.E-02
1.4E-02
6.5.E-03
7.5.E-03

Trem2
Cables1
Plin2
Cmpk2
Gpr77

5.3.E-03 AdamtsT
1.4E-02 Ift57

8.0.E-03
2.2.E-02
8.1.E-03
4.3.E-02
2.6.E-02
1.4E-02
4.5.E-02
2.2.E-02
1.7.E-02

Cerk

Mid1

Prg4

Bcl2alc

Sytl5

Tnfrsf21
Gm6083
4930513006Rii
N/A

4.2.E-02 Anp32a

3.3.E-02
2.0.E-02
1.6.E-02
2.5.E-02
2.0.E-02
2.0.E-02
1.3.E-02
7.1.E-03
49.E-02
1.4E-02
9.9.E-03
9.2.E-03
2.5.E-02
1.9.E-02
2.1.E-02
1.5.E-02
7.2.E-03

N/A

Rbm12b
CdknZc
D030036P13Ri
Slc16a7

Tp3

Ncf2

Sirpa

Cxcrd

Tmprss2
Rab3il1

Rhbdf2

Frat1

Camk2d
9030409G11Ri
Lyz1

Shank2

NM_001002898
NM_134131
NM_030082
NM_138315
NM_013661
NM_009160
NM_009731
NM_031254
NM_022021
NM_007408
NM_020557
NM_176912
NM_009621
NM_028680
NM_145475
NM_183151
NM_021400
NM_007535
NM_177704
NM_178589
BG071895
XM_136059
N/A
NM_009672
AK038006
NM_028226
NM_007671
AK083507
AK085398
NM_013769
BC003730
NM_007547
NM_009911
NM_015775
NM_144538
NM_172572
NM_008043
NM_001025439
NM_001109685
NM_013590
NM_001113373



Suppl. Table2

A 52 P467449
A 55 P2068501
A 52 P11618

A 55 P1967500
A _51_P520966
A 51 P511315
A 55 P2055607
A 51_P464918
A 51 P361492
A 55 P1992099
A 51 P405167
A 51 P275591
A 51_P183630
A 52 P607128
A 51 P111488
A 55 P2076085
A 66_P113268
A 52 P274496
A 66 P123167
A 55 P2087840
A 51 P234956
A 55 P2027102
A 51 P161830
A 55 P2021167
A 55 P1997604
A 55 P2097508
A 52 P139788
A 52 P156190
A 51 P281593
A 55 P2146495
A 55 P2071132
A 55 P2072373
A 52 P488437
A 66_P105736
A 55 P2026268
A 55 P2114994
A 51_P401668
A 55 P2401403
A 55 P2032818
A 52 P180373
A 55 P2021565

2.5
2.5
2.5
2.5
2.5
2.5
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4

15/68 R—

1.2E-02 Alox12

NM_007440

1.2.E-02 4921508M14Ri. XM_001480797

2.5.E-02 Duspi19

2.0.E-02 Nelll
2.5.E-02 Icosl/

1.7.E-02 Pstpip1

9.7.E-03 Enppl
2.1.E-02 Mefv
1.5.E-02 Pou2f1
1.7.E-02 Ptprj
6.3.E-03 Maf
9.5.E-03 Zfp292
2.1.E-02 Bcor
2.0.E-02 Msri
1.8.E-02 Gfod2?
1.7E-02 N/A
9.9.E-03 Mme

3.9.E-02 Tspani8
3.6.E-02 Thsd7b

2.5.E-02 Gpr50
1.6.E-02 Xcl1

1.8.E-02 Rgs3
8.9.E-03 Enpep
1.5.E-02 Srpki

2.9.E-02 PlaZg4a

2.0.E-02 Mcc

8.6.E-03 Adamtsl1

1.1.E-02 Ednra

8.0.E-03 Ppapdcib
2.5E-02 Gm10554
2.8.E-02 Tnfrsf23

8.9.E-03 Msn
1.4E-02 Plek2
1.1.E-02 Net1
1.5.E-02 N/A
2.5.E-02 N/A

2.1.E-02 Laptmb
3.5.E-02 C030046G05

2.2.E-02 Trim2
8.3.E-03 Mpegli
1.7.E-02 Ntf3

NM_024438
NM_001037906
NM_015790
NM_011193
NM_008813
NM_019453
NM_198934
NM_008982
NM_001025577
NM_013889
NM_029510
NM_031195
NM_027469
XM_001480985
NM_008604
NM_183180
AKO051714
NM_010340
NM_008510
NM_134257
NM_007934
N/A
NM_008869
NM_001085373
AKO020115
NM_010332
NM_028000
XM_003085214
NM_024290
NM_010833
NM_013738
NM_019671
M34528

N/A
NM_010686
AKO081287
NM_030706
NM_010821
NM_001164034



Suppl. Table2

A 52 P435118
A 52 P577748
A 51_P451588
A 55 P1999102
A 55 P1972490
A 55 P1987620
A 52 P134639
A 55 P2005552
A 55 P2129348
A 51 P515120
A 52 P528600
A 55 P2174661
A 55 P1972719
A 55 P2035843
A 55 P2091551
A 55 P1959174
A 55 P2051308
A 55 P1955015
A 55 P1963463
A_52 P78257

A 66_P124755
A 55 P2056342
A_51_P335569
A 55 P2040170
A 52 P175242
A 66 P120612
A 51 P391727
A_55_P2090557
A 55 P2066230
A 55 P2146254
A 55 P2028986
A _51_P348456
A_52 P595824
A 55 P2063283
A 55 P2083014
A 52 P534810
A 66 P101519
A 52 P248604
A 55 P2082733
A 52 P185162
A 51 P262925

2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3

16/68 R—

3.8.E-02 Stard13
7.4.E-03 Lpxn
3.0.E-02 Plekhb1
714E-03 Pi16
3.6.E-02 Gm4055
9.1.E-03 Cyp4a32
1.4E-02 Tgoln2
1.2.E-02 Arhgef10/
1.2.E-02 Pilra
2.0.E-02 Hs3st3al
1.2.E-02 Hhex
1.6.E-02 Tmsb15/
1.7.E-02 Pmm1
1.1.E-02 N/A
1.5.E-02 Arhgap9
3.0.E-02 Pmepal
1.7.E-02 OIfr1357
1.4E-02 Myolg
1.7.E-02 Gabra3
2.8.E-02 Plekha2
1.1.E-02 Fut8
9.1.E-03 Mgst3
2.1.E-02 Slcola4
8.8.E-03 Pmp22
3.5.E-02 Irst
2.0.E-02 Vax2Zosl1
8.8.E-03 Slc3al
2.6.E-02 BC046404
2.0.E-02 Hck
1.2.E-02 Ifitm]
3.6.E-02 Lbp
1.1.E-02 Rest
8.9.E-03 Cpeb4
2.5.E-02 N/A
1.2E-02 N/A
44E-02 Gmb97
7.7.E-03 Abcc9
8.0.E-03 Cdhd
2.1.E-02 Cybb
1.2.E-02 Sic26a3

NM_146258
NM_134152
NM_013746
NM_023734
BC058988
NM_001100181
NM_009444
NM_172415
NM_153510
NM_178870
NM_008245
NM_207267
NM_013872
N/A
NM_146011
NM_022995
NM_001011737
NM_178440
NM_008067
NM_031257
NM_016893
NM_025569
NM_030687
NM_008885
NM_010570
NR_002873
NM_009205
NM_198861
NM_001172117
NM_001112715
N/A
NM_011263
NM_026252
GQ984290
FM179715
NM_001013750
NM_021041
NM_009868
NM_007807
BC037066

1.1.E-02 7700018F24Rit NM_027069



Suppl. Table2

A 55 P1981167
A 55 P1971938
A 52 P821

A 51 P479321
A_55_P1986630
A _52 P645862
A 51_P469285
A 55 P2102065
A 55 P2011111
A 55 P2016888
A 55 P2064043
A_55_P2259456
A 52 P469502
A 55 P2135031
A 55 P1999715
A 51_P265495
A 55 P2077558
A 55 P1987914
A 51_P513568
A 55 P2250246
A 55 P1984406
A 55 P2123706
A 55 P2012201
A 55 P1973254
A 55 P1958165
A 55 P2076631
A 55 P2057070
A 55 P2029581
A 66_P128997
A 52 P244702
A 55 P2099760
A 51_P408584
A 55 P2135331
A 55 P2044582
A 51 P257419
A 52 P633883
A 55 P2074381
A 51 P321341
A 52 P471282
A 55 P1971951
A 51 P223929

2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3

17/68 R—

8.9.E-03 C130026121RikNM_175219

1.9.E-02 Atp2b2 NM_009723
9.1.E-03 Fli1 NM_008026
1.1.E-02 AcssT NM_080575
1.3.E-02 N/A N/A

8.6.E-03 Agtria NM_177322
1.9.E-02 Nrp1 NM_008737
2.5.E-02 Gm10639 NM_001122660
1.6.E-02 Cyp4al0 NM_010011
1.1.E-02 LOC10050387¢N/A

714E-03 Cd44 NM_009851
2.8.E-02 4933425B07Ril AKO16907
2.4E-02 Cda NM_028176
3.1.E-02 N/A N/A

1.6.E-02 N/A M97158
3.7.E-02 Lyb6a NM_010738
1.6.E-02 Sod3 NM_011435
2.1.E-02 Map4k4 NM_008696
2.0.E-02 Stx11 NM_029075
1.6.E-02 Taok3 NM_001199685
2.5.E-02 Lrrk2 NM_025730
3.3.E-02 Plekhb1 NM_013746
1.0.E-02 App NM_001198823
9.5.E-03 Cmtm7 NM_133978

2.2.E-02 Ms4a7
9.6.E-03 Gypc
1.4 E-02 Magix
2.5.E-02 N/A
1.5.E-02 Pml
41.E-02 Tcf7
1.4E-02 N/A
3.5.E-02 Enppl
1.6.E-02 Ev/
1.6.E-02 Iglon5
8.9.E-03 Lhx2
2.5.E-02 Zbtb6
8.6.E-03 N/A

1.8.E-02 Sultial

1.6.E-02 Fmo4
2.1.E-02 Cd86
1.4E-02 Ashll

NM_001025610
NM_001048207
NM_018832
N/A
NM_178087
NM_009331
N/A
AKO014707
NM_001163394
NM_001164518
NM_010710
NM_146253
N/A
NM_133670
NM_144878
NM_019388
NM_138679



Suppl. Table2

A 52 P52128

A 51 P491987
A 51_P352968
A_55_P1963533
A 55 P2110758
A 55 P1968738
A 52 P235861
A 51 P333274
A 55 P2124976
A 55 P2038757
A 55 P1994832
A 55 P2181538
A 55 P2022369
A 52 P586141
A 51_P304109
A 52 P547187
A _51_P336049
A 66_P129236
A 52 P597634
A 52 P662098
A 52 P630867
A 66 P111224
A 55 P2077546
A_52 P93837

A 51 P461319
A 55 P2158592
A 55 P2025490
A 51_P194658
A 55 P2036567
A 55 P2172396
A 55 P2075070
A 52 P679101
A 55 P2128929
A 55 P1954577
A 52 P648688
A 52 P325116
A 55 P2116054
A 55 P1957353
A 51 P133562
A _51_P374900
A 55 P2260094

2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2

18/68 R—

2.6.E-02 Leol NM_001039522
3.5.E-02 Ripk3 NM_019955
1.5.E-02 Marcks NM_008538
1.5.E-02 Pcdhac2? NM_001003672
1.7.E-02 B430306NO3Ri NM_177083
4.7E-02 Nfkb1 NM_008689
3.5.E-02 Peg3 NM_008817
1.6.E-02 Gzmb NM_013542
4.0.E-02 Grhl1 NM_145890
1.7.E-02 FblimT NM_133754
2.1.E-02 Zbtb42 NM_001100460
1.7.E-02 Sultid1 NM_016771
1.2.E-02 Lbh NM_029999
3.3.E-02 Adcy7 NM_001037724
1.6.E-02 Cyp2c39 NM_010003
1.1.E-02 Tab2 NM_138667
4.9.E-02 Krt33b NM_013570
1.5.E-02 Raverl NM_027911
8.8.E-03 Fzd1 NM_021457
3.1.E-02 Net1 NM_019671
1.8.E-02 Abcc4 NM_001033336
2.7.E-02 N/A N/A

2.6.E-02 N/A N/A

1.5.E-02 Mme NM_008604
1.9.E-02 Gatm NM_025961
2.5.E-02 Sirpblia AKO041165
2.8.E-02 Tnfrsfl18 NM_009400
40E-02 Gk2 NM_010294
1.8.E-02 VavT NM_011691
3.5.E-02 A530064D06Ri NM_178796
1.3.E-02 STprd NM_053190
1.7.E-02 Tjp2 NM_011597
1.8.E-02 Cc2d2a NM_172274
1.4E-02 Sval2 NM_032542
1.5.E-02 Zc3h12d NM_172785
1.5.E-02 Gramdib BC070451
3.1.E-02 Caprini NM_016739
1.5.E-02 N/A N/A

24.E-02 Serpinab NM_007618
1.2.E-02 P2ry13 NM_028808
2.3.E-02 Tcf7I12 NM_001142918



Suppl. Table2

A 51 P392214
A_52 P467389
A 55 P2017759
A_55_P2061565
A 55 P2185826
A _51_P400543
A 55 P2031043
A_55_P2033055
A 55 P2054628
A_55_P2053466
A 52 P295067
A 55 P2118268
A 51_P462428
A 51 P355753
A_55_P1983668
A_55_P2006869
A 52 P220879
A_55_P2019699
A 55 P2019312
A 55 P1954061
A 55 P2128303
A 55 P2024689
A_55_P2079560
A 51 P196925
A 55 P2050426
A 55 P2137309
A_55_P2006158
A 55 P2042988
A_55_P2066299
A _51_P294555
A 55 P2044257
A 55 P2071466
A 55 P2118804
A_55_P2080956
A 55 P2027979
A 51_P309158
A_55_P2062936
A 52 P551856
A_66_P108965
A 55 P2273705
A 51 P203182

2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2

19/68 R—

1.4E-02 7810048J11Ri*NM_026327

3.6.E-02 Sic15a3

1.9.E-02 Evi2a
2.2.E-02 Zfp229

2.2.E-02 Cyp3ail3

7.8.E-03 Aifl
1.1.E-02 Statdb
1.5.E-02 Pdp1
9.9.E-03 Nrxnt
1.6.E-02 N/A
3.2E-02 Snn
2.7.E-02 Chpf

2.3.E-02 Galntl2

2.6.E-02 Hicl

8.7.E-03 Gmé6377

1.5.E-02 Fyb
1.3.E-02 Tgm2

41 E-02 Samhd1

3.5.E-02 Cari12
4.8.E-02 Nrxn2
8.7.E-03 Ids

1.9.E-02 RsbnT
2.4E-02 Lilra6
1.9.E-02 Cx3cl1

2.0.E-02 Ankrd50

2.5.E-02 Kctd11
1.2.E-02 N/A
1.5.E-02 Aoah

3.2.E-02 Gpr137b

9.4.E-03 Ifitm6
48.E-02 Crem
1.4 E-02 Ncfi

NM_023044
NM_001033711
NM_001164676
NM_007819
NM_019467
NM_011489
NM_001098230
NM_020252
N/A
NM_009223
NM_001001565
AKO019470
NM_010430
NM_001037917
NM_011815
NM_009373
NM_001139520
NM_178396
NM_001205234
NM_010498
NM_172684
NM_011090
NM_009142
NM_001167883
NM_153143
N/A
NM_012054
NM_031999
NM_001033632
NM_001110851
NM_010876

1.9.E-02 2370057N15RiINM_027170

2.6.E-02 Chka
1.2.E-02 Impg2
2.3.E-02 Snx20
2.5.E-02 Abca3
2.5.E-02 Rnft1

1.5.E-02 SmpdI3b
1.8.E-02 A330044H09

2.1.E-02 Apobr

NM_013490
NM_174876
NM_027840
NM_013855
NM_029788
NM_133888
AKO039451

NM_138310



Suppl. Table2

A 55 P2023542
A 55 P2162910
A 55 P2087265
A 55 P2091928
A 51 P462918
A _51_P490747
A 55 P1992959
A 52 P379337
A 55 P2141068
A 51_P448814
A_55_P2033660
A 55 P1996314
A 55 P2113703
A 55 P2087607
A 51_P254895
A 55 P1968703
A 55 P1952618
A 51 P513776
A 51 P478172
A 55 P1966721
A 52 P377416
A _52 P354682
A_52 P539632
A 55 P2073705
A 66_P132446
A 55 P1958554
A 55 P2074085
A 51_P389751
A 55 P2021266
A 51 P285749
A 55 P2031045
A 55 P2170737
A 55 P2104487
A 51 P167360
A 51_P201480
A _66_P129800
A_55_P2056606
A _51_P408363
A 55 P1976869
A 55 P2129172
A 52 P359621

2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1

20/68 R—

1.4.E-02 Ccr7 NM_007719
1.1.E-02 Rtnl NM_153457
1.6.E-02 Ifitm1 BC090258
2.2.E-02 Raetlb NM_009017
1.5.E-02 Ehhadh NM_023737
2.8.E-02 AI593442 NM_178906
1.4 E-02 Pfkfb4 NM_173019
2.2.E-02 Rtn4 NM_194054
1.9.E-02 Ccdc109a NM_001033259
1.3.E-02 Zfp90 NM_011764
1.7.E-02 Crlis1 NM_001024385
1.7.E-02 AmyZ2a5 NM_001042711
2.8.E-02 Spib NM_019866
39.E-02 Cp NM_001042611
2.6.E-02 Cyp4alo NM_010011
1.2.E-02 Gfra2 NM_008115
2.2.E-02 Ear? NM_007895
3.3.E-02 N/A AF296427
2.8.E-02 N/A U07661
1.9.E-02 9930105H17RiiBC027236
1.0.E-02 Disp1 NM_026866
4.0.E-02 Elovi7 NM_029001
2.3.E-02 PIxna3 NM_008883
3.3.E-02 Tfdp2 NM_178667
49E-02 Uspl1d NM_027604
1.7.E-02 Ar NM_013476
1.9.E-02 Gimap8 NM_001077410
1.3.E-02 Relb NM_009046
1.5.E-02 Hpse NM_152803
1.5.E-02 OIfr1175-ps XM_621555
1.2.E-02 Statbb NM_011489
2.7.E-02 Igf2bp2 NM_183029
1.8.E-02 PId1 NM_001164056
2.9.E-02 Ptpn7 NM_177081
1.1.E-02 Stat3 NM_213659
1.9.E-02 Rab8b NM_173413
2.8.E-02 N/A N/A

1.1.E-02 Cfp NM_008823
1.5.E-02 Hsdl2 NM_024255
2.2.E-02 Rab40b NM_139147
42E-02 Luzpl NM_024452



Suppl. Table2

A 55 P2129000
A 55 P1952235
A 55 P2005475
A 55 P2105472
A _51_P285206
A 51 P167292
A 55 P2111770
A_52 P299832
A 55 P2142430
A 66_P120567
A 55 P2004179
A 52 P282905
A 52 P487362
A 55 P1976224
A 51_P270899
A 55 P2059010
A 55 P1981455
A 51 P176752
A 51 P104418
A 55 P1960197
A 55 P2133266
A 51_P288138
A 55 P2061737
A_55_P1989698
A 55 P2127884
A 51 P161037
A 51 P275496
A 66_P106497
A 55 P2027999
A_51_P389988
A_55_P2009001
A 51 P297679
A 55 P2081488
A 51_P338878
A 55 P2149896
A 55 P2051879
A 55 P1962305
A _51_P240269
A 55 P1980421
A 55 P2134022
A 52 P106766

2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1

21/68 R—

1.5.E-02 Cyyri NM_144853
1.2.E-02 Spryl NM_011896
2.3.E-02 Sultial NM_133670
2.1.E-02 Omg NM_019409
44E-02 Cd3d NM_013487
3.9.E-02 Chi3I3 NM_009892
1.0.E-02 Kihl13 NM_026167
1.2.E-02 Pixncl NM_018797
2.1.E-02 Bank1 NM_001033350
1.5.E-02 Anxal NM_010730
1.0.E-02 Col2al NM_001113515
1.4E-02 Ceslb NM_001081372
2.1.E-02 Ppp4r4 NM_028980
1.7.E-02 Ckb NM_021273
2.6.E-02 Zfp61 NM_009561
45E-02 Rbpl NM_011254
1.6.E-02 N/A N/A

1.7.E-02 4930483J18Ril NR_015603
4.1E-02 Dusp10 NM_022019
2.1.E-02 P2ryi14 NM_133200
1.2.E-02 Cxxlc NM_028375
2.5.E-02 Fpr2 NM_008039
1.6.E-02 Tmsb4x NM_021278
2.6.E-02 Mmp11 NM_008606
2.1.E-02 Btbd1 NM_146193
2.5.E-02 Cep170 NM_001099637
1.7.E-02 BC026762 BC029971
3.7.E-02 N/A U29575
1.7.E-02 Hk1 NM_001146100
1.4 E-02 Sic40al NM_016917
1.8.E-02 Gprcbd NM_001205396
1.9.E-02 Hcls1 NM_008225
2.6.E-02 Pglyrp1 NM_009402
1.3.E-02 P2ryi2 NM_027571
4.7E-02 BC046404 NM_198861
2.1.E-02 4930473A06RiiNM_001081012
1.7.E-02 Plac8 NM_139198
3.9.E-02 Fam199x NM_146261
1.1.E-02 Wdr81 NM_138950
44E-02 Cftr NM_021050
4.7E-02 Gkb5 NM_177352



Suppl. Table2

A 55 P2140118
A 66_P101600
A 55 P1993719
A 51 P170911
A _51_P302566
A 55 P2038747
A 55 P1994132
A 55 P2050628
A 52 P527800
A 55 P2143446
A 55 P1971278
A 55 P2031989
A 55 P2066827
A 55 P2031167
A_55_P2030938
A_55_P2093889
A 66_P104422
A_55_P1953938
A _51_P505493
A_52 P89477

A 51 P447866
A 52 P456640
A 52 P240796
A 55 P1980262
A 55 P2148828
A_55_P2269894
A 55 P2134236
A 55 P2167347
A 55 P2011385
A 55 P2034864
A 51 P319022
A 55 P2079579
A 52 P325443
A 55 P1964483
A 52 P641758
A 52 P591166
A 55 P2073754
A 55 P2113165
A 55 P2096314
A 55 P2170454
A 51 P442719

2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0

22/68 R—

1.0.E-02 Qpct
2.3.E-02 Lamb1
1.3.E-02 Tmem216
1.7.E-02 Ptpn9
1.1.E-02 Maob
1.6.E-02 Anofl
1.3.E-02 Tmem184a
2.9.E-02 Cyp4a3il
3.6.E-02 Emilin2
2.1.E-02 N/A
2.7.E-02 KdmZ2a
2.8.E-02 Rin2
45.E-02 Hexim2
2.5.E-02 Efnal
2.0.E-02 Trim59
1.5.E-02 Arhgef19
2.9.E-02 Ckap4

NM_027455
NM_008482
NM_026798
NM_019651
NM_172778
NM_178642
AK148454
NM_201640
NM_145158
N/A
NM_001001984
NM_028724
NM_027658
NM_010107
NM_025863
NM_172520
NM_175451

1.9.E-02 7700057K13Rit NM_028540

1.5.E-02 Elovlb
3.8.E-02 Bcl9
3.0.E-02 Sash3
1.2.E-02 Fgr
1.6.E-02 Rdh16
1.0.E-02 Cxx1b
2.1.E-02 Pfpl

NM_134255
AK147659
NM_028773
NM_010208
NM_009040
NM_001018063
NM_019540

3.9.E-02 4833417C18Rii AK133925

2.8.E-02 Foxa2
2.9.E-02 N/A
2.5.E-02 N/A
1.5.E-02 Tubb2b
2.8.E-02 Cxcr3
2.1.E-02 Pira7
1.5.E-02 Arhgap29
1.1.E-02 Cyp2c37
1.9.E-02 Ggct
1.5.E-02 Dpysi?
3.0.E-02 Adam23
1.7.E-02 Camkkl1
2.0.E-02 Rnf130
1.8.E-02 Gsta2
1.7.E-02 Uspbnl/

NM_010446
X93355
N/A
NM_023716
NM_009910
NM_011094
NM_172525
NM_010001
NM_026637
NM_009955
NM_011780
NM_018883
N/A
NM_008182
NM_181399



Suppl. Table2

A_52 P496655
A 55 P2010152
A 55 P2055257
A 52 P441974
A 55 P1983523
A 55 P2185821
A 52 P597461
A 52 P62444

A 55 P2048348
A 51 P413916
A_55_P2256646
A 52 P94521

A 55 P2038101
A 52 P408025
A 55 P1961270
A 55 P2038767
A_55_P1999958
A 51 P121891
A 66_P124677
A 55 P1991773
A 52 P527917
A 55 P2084308
A_55_P2398788
A_55_P2082989
A 55 P2061991
A 55 P1958246
A 55 P2027259
A 51 P327796
A_55_P2030383
A 55 P1979341
A 52 P244496
A 55 P2067772
A_55_P2030899
A _66_P108709
A _51_P148037
A 52 P326150
A 51_P490817
A 51 P211131
A 51 P282144
A 51 P316553
A 55 P2072493

2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0

23/68 R—

4.3.E-02
1.9.E-02
1.4E-02
4.1.E-02
3.8.E-02
1.8.E-02
1.1.E-02
2.1.E-02

Leprotl!1
Sell
Maoa
Evc2
Cd300ld
Cyp3al3
Skil
Syn2

1.3.E-02 Aig!

1.8.E-02
1.6.E-02

3.5.E-02
3.1.E-02
2.0.E-02
1.2.E-02
3.5.E-02
1.7.E-02

Pgrmc2

NM_026609
NM_001164059
NM_173740
NM_145920
NM_145437
NM_007819
NM_011386
NM_013681
NM_025446
NM_027558

C130078N14 AK081811
1.4E-02 25710009E07Rit NM_001001881

Dock11
Mpped2
Cd72
Fam49a
N/A
Rac2

4.3.E-02 JpcefT
2.7.E-02 Icos

1.3.E-02
1.9.E-02
4.1.E-02
2.6.E-02
1.7.E-02
2.5.E-02

Slc16a10
Nid1
Rnf112

NM_001009947
NM_001143683
NM_001110320
NM_029758
XM_003086868
NM_009008
NM_001170801
NM_017480
NM_028247
NM_010917
NM_009548

5430435G22RiiNM_145509

Pnldc1
Tcofl

3.3.E-02 Zcchc?
2.2.E-02 Itgb5

4.7.E-02
1.2.E-02

Frmd4a
Cyba

NM_001034866
NM_001198984
NM_001122675
NM_010580
NM_001177843
NM_007806

2.9.E-02 26707071N10Ri¥NM_001114977
2.1.E-02 24710089E03Rit NM_001162906

4.6.E-02
1.4E-02
2.6.E-02
1.9.E-02
1.6.E-02
2.1.E-02

N/A
Gm8439
Sh3pxd2b
Samd15
Me2
Traf3ip2

1.4E-02 Adam23

1.5.E-02
4.0.E-02

Kdr
F8

N/A
NM_001101603
NM_177364
XM_138106
NM_145494
NM_134000
NM_011780
NM_010612
NM_001161374



Suppl. Table2

A _51_P498882
A 66 P138137
A _55_P2245852
A 55 P2026753
A_55_P1966608
A 55 P2020128
A 55 P2014690
A 55 P2070194
A_55_P2088385
A 66 P118592
A 51_P334308
A 55 P2158404
A 52 P209311
A 55 P2184796
A 55 P2047155
A 55 P2078735
A 55 P1960416
A 55 P2177911
A 66 P102163
A 55 P2088425
A 55 P1980180
A 51_P293982
A 66_P118600
A 55 P1977473
A 51 P196158
A 52 P263095
A 55 P2126805
A 55 P2098911
A 51 P119429
A 52 P307961
A 52 P354823
A 55 P2046348
A 55 P1999269
A 55 P2129316
A 52 P515057
A 52 P563617
A 55 P1970474
A 51_P288295
A 55 P1981035
A_55_P2035509
A 55 P1970665

2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0

24/68 R—

1.3.E-02 CypZc37

2.6.E-02 Pnp

2.1.E-02 Tspan32

1.8.E-02 Zmatl1

NM_010001
NM_013632
NM_001128080
NM_175446

2.5.E-02 LOC10050500¢ XM_003086781

1.2.E-02 Dhrs3
3.1.E-02 Taok3

1.8.E-02 Caprinl

1.9.E-02 Tnntl
2.1.E-02 Atrx

2.0.E-02 Tspani4

2.0.E-02 Cmpk2
1.3.E-02 Snx12

4.1.E-02 Pcdhb18

1.9.E-02 Meis2

3.7.E-02 Al662270

2.6.E-02 Lrre33
1.7.E-02 Lepr
1.6.E-02 N/A
1.2.E-02 Tcn2
2.9.E-02 Tardbp

2.9.E-02 Plekho2

1.5.E-02 Lamal
1.9.E-02 Dab2
1.6.E-02 Btd
3.5.E-02 Ahnak
1.5.E-02 Wdr81
3.9.E-02 Lrrecl

1.4 E-02 Nckapl!

1.8.E-02 Abcab
2.5.E-02 Irf8
1.4 E-02 Itpripl2
2.8.E-02 Adrbki
3.1.E-02 N/A

1.5.E-02 Slc25a24

1.3.E-02 Ssbp4

24E-02 Tmem67

1.9.E-02 N/A
2.6.E-02 N/A
1.9.E-02 PyhinT
3.1.E-02 Kdm3b

NM_011303
N/A
NM_016739
NM_011618
NM_009530
NM_145928
NM_020557
NM_001110310
NM_053143
NM_001159569
NR 015519
NM_146069
NM_010704
N/A
NM_015749
NM_145556
NM_153119
NM_008480
NM_023118
NM_025295
NM_009643
NM_138950
NM_028915
NM_153505
NM_147219
NM_008320
NM_001033380
NM_130863
N/A
NM_172685
NM_133772
NM_177861
FM179740
N/A
NM_175026
NM_001081256



Suppl. Table2

A_55_P1993358
A 51 P118763
A 51_P270558
A 52 P114282
A_66_P105801
A 51 P487918
A_52 P552589
A 51_P204740
A 51 P239737
A 66 P117251
A 51 P219505
A 55 P1995337
A 51 P445473
A 52 P624107
A 55 P2038362
A 55 P2364738
A 51 P126437
A 52 P110070
A_55_P2000833
A 51_P406204
A 51_P418420
A _65_P06572

A 52 P17146

A 51_P349888
A 55 P1956812
A 52 P277104
A 55 P2072980
A _51_P418560
A 55 P1992572
A 51 P311785
A 55 P1984886
A 51 P312437
A 66 P110914
A 52 P305995
A 51_P390538
A 55 P2235911
A_52 P8922

A 55 P2229098
A 51 P114616
A 51 P143190
A 51_P225427

2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9

25/68 R—

3.3.E-02

N/A

1.9.E-02 Ahctfl
41.E-02 2210409D07Ril AKOO8868
24.E-02 Armcx5

XR_030524
NM_026375

NM_001009575

2.0.E-02 Igfir NM_010513
2.1.E-02 Rin/ NM_177158
1.8.E-02 Map4ki NM_008279
29.E-02 Cd34 NM_133654
1.3.E-02 Pigr NM_011082
3.8.E-02 Snx6 NM_026998
2.0.E-02 Sic4ia2 NM_177388
3.5.E-02 Btnl5 NR_004051
2.3.E-02 Fut7 NM_013524
2.8.E-02 Gmb5039 NR_003647
2.6.E-02 Acots NM_145444
4.7E-02 Pixdc1 NM_001163608
3.4E-02 Enct NM_007930
1.5.E-02 5730416F02Ril NR_033596
3.3.E-02 E2f8 NM_001013368
3.4E-02 OIfr822 NM_146671
2.3.E-02 Ddx3x NM_010028
2.9.E-02 Smadb NM_001164041
1.3.E-02 Bmpria NM_009758
29.E-02 Ang2 NM_007449
2.6.E-02 Fam83g NM_178618
1.5.E-02 Bank1 NM_001033350
2.1.E-02 Spna2 NM_001177668
1.9.E-02 Lnx2 NM_080795
1.9.E-02 Celf4 NM_001146292
2.3.E-02 Man2b2 NM_008550
1.3.E-02 Hecst NM_011827
2.6.E-02 Dhrs7 NM_025522
2.8.E-02 9930032022RiiNM_177162
4.0.E-02 Ammecrl1 NM_019496
3.3.E-02 Mpegl NM_010821
3.5.E-02 0670009E02Rit AKO75572
2.8.E-02 Sntb2 NM_009229
2.1.E-02 LOC629206 AK090054
1.4 E-02 Batf NM_016767
2.0.E-02 Lyl NM_008535
1.9.E-02 Pkp2 NM_026163



Suppl. Table2

A 55 P2106404
A 52 P367520
A 55 P1984730
A 52 P1020860
A_55_P2056926
A _66_P136801
A 55 P2132902
A_55_P2452259
A 55 P1976097
A _51_P246066
A 66 P105175
A 55 P2042356
A 51 P246653
A 51 P256384
A 52 P51548
A_55_P2064955
A 55 P1954258
A 51 P215995
A 51 P162676
A 66_P104296
A_51_P389885
A 55 P2124736
A_55_P2035018
A_51_P405606
A 55 P1953311
A 55 P2128853
A 51 P112734
A 52 P391983
A 55 P1973046
A 52 P143477
A _51_P449325
A 55 P2001048
A 55 P2110037
A 55 P2024654
A_55_P1954086
A 55 P2126391
A 55 P2067518
A_52 P559975
A_55_P1993463
A 55 P2019300
A 51_P487690

1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9

26/68 R—

2.3.E-02 N/A N/A

1.3.E-02 Nexn NM_199465
1.3.E-02 Sgpl1 NM_009163
2.0.E-02 AWT112010 NM_001177351
2.5.E-02 Mtssll NM_198625
2.9.E-02 Pegli3 NR_002864
3.7.E-02 Gpraspl NM_026081
2.1.E-02 GIs NM_001113383
1.7.E-02 Fads3 AK162624
1.7.E-02 Slamf9 NM_029612
2.2.E-02 Bche NM_009738
2.71.E-02 Rftnl NM_181397
2.3.E-02 Clec7a NM_020008
1.7.E-02 Atp2b2 NM_009723
2.9.E-02 Pard3 NM_033620
2.7.E-02 Gm3728 AK053416
4.7E-02 Zfp652 NM_201609
2.4E-02 Zswim6 NM_145456
1.6.E-02 Armc7 NM_177778
3.3.E-02 7700112E06Rit NM_028275
3.4E-02 Spic NM_011461
2.8.E-02 Col14al NM_181277
1.6.E-02 Clec4n NM_020001
3.3.E-02 Ndrgi NM_008681
3.0.E-02 Stx2 NM_007941
40E-02 Eari2 NM_001012766
1.6.E-02 Slc7a8 NM_016972
3.1.E-02 Ntbc2 NM_029810
2.0.E-02 Cttnbp2nl NM_030249
3.8.E-02 Tgoini NM_009443
1.6.E-02 H2-Oa NM_008206
42E-02 RomT NM_009073
2.8.E-02 Akap7 NM_018747
3.8.E-02 Trrap NM_001081362
2.9.E-02 Postn NM_001198766
2.8.E-02 Srl NM_175347
45E-02 Sic13a3 NM_054055
3.1.E-02 Cxcr2 NM_009909
4.1.E-02 N/A N/A

1.5.E-02 Aim1] NM_001162970
3.3.E-02 Ifi44 NM_133871



Suppl. Table2

A 55 P2108678
A 55 P2066173
A 55 P2065991
A 52 P637282
A 55 P2128492
A 52 P305279
A 51_P240864
A 55 P2012021
A 51 P334104
A 52 P238902
A_55_P2008860
A_55_P2059958
A 55 P2162152
A 55 P2410586
A 55 P2118799
A 51_P388478
A 51 P185247
A 51_P205779
A _51_P501803
A 55 P1961084
A 51 P343913
A_55_P2065866
A 52 P550843
A 55 P2107347
A _51_P423008
A 65 P18948

A 55 P2060922
A 66_P134474
A 55 P2043782
A 55 P2011084
A 51 P264695
A 55 P2034998
A_55_P1986053
A 51 P212754
A 55 P2181976
A 51 P519251
A 51 P253481
A 55 P2048398
A 55 P2169694
A 55 P2212733
A 51_P222467

1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9

27/68 R—

47E-02 N/A N/A

48E-02 N/A S77453
2.0.E-02 S100at11 NM_016740
1.5.E-02 Wipf1 NM_153138
2.6.E-02 Rapla NM_145541
1.7.E-02 Spatal3 NM_001033272
2.2.E-02 Sppl3 NM_029012
2.9.E-02 OIfr1370 NM_146535
2.5.E-02 Dcn NM_007833
3.2.E-02 72000711M11Ri:NM_024262
2.5.E-02 N/A AKO077358
1.8.E-02 Snx7 NM_029655
3.6.E-02 N/A N/A

2.6.E-02 9330156P08Ril AKO34105
2.4E-02 Rmil NM_001168248
1.8.E-02 Efnb1 NM_010110
29.E-02 Gdf10 NM_145741
3.4E-02 Cdb/ NM_009690
2.4E-02 HoxaZ NM_010451
2.8.E-02 Map3k1 NM_011945
3.4E-02 Parp4 NM_001145978
1.9.E-02 Cygb NM_030206
2.0.E-02 Pppdel NM_024282
4.9.E-02 Trove2 NM_013835
2.2.E-02 KiInl7 NM_026448
3.8.E-02 Pomih NM_001110218
3.9.E-02 Uncba NM_153131
2.7.E-02 Ang3 NM_001123394
45E-02 Troml NM_001039104
3.6.E-02 LOC10004663: XM_001476227
2.6.E-02 Crym NM_016669
2.1.E-02 Tjp1 NM_009386
3.0.E-02 Pcnx NM_018814
2.1.E-02 Tgfbi NM_009369
4.1E-02 Akapl1l NM_001164503
3.0.E-02 Nuprt NM_019738
3.0.E-02 Ceslig NM_021456
2.4E-02 Suv420h1 NM_001167885
2.7.E-02 N/A N/A

4.1E-02 C80012 BG079846
3.6.E-02 Abcgl NM_009593



Suppl. Table2

A 51 P354165
A 55 P2090798
A 55 P2151685
A 55 P2450933
A 55 P2022678
A 55 P1987396
A 52 P551707
A 51_P382970
A 55 P2013833
A 52 P302071
A 55 P2081055
A 55 P2128672
A 55 P2028268
A 55 P2123381
A 55 P2142499
A 51 _P100625
A 55 P2051229
A 51_P308844
A 51_P489452
A 55 P2068233
A 55 P2074972
A 51 P246166
A 55 P2087295
A 55 P2182273
A 66_P110798
A 55 P2062602
A 55 P2107192
A 51 P323531
A 52 P672803
A 55 P2046550
A 55 P1954216
A 55 P1999561
A 55 P2033282
A 51_P249215
A 52 P311853
A 55 P2109382
A 55 P1992475
A_52 P99888

A 52 P177293
A 52 P275627
A 55 P1997837

1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8

28/68 R—

1.9.E-02 Apcs NM_011318
3.6.E-02 MtusT NM_001005863
3.0.E-02 Pirall NM_011088
1.8.E-02 N4bp2/2 NM_201369
48 E-02 Cligtnfl NM_001204129
2.0.E-02 Tblixrl NM_030732
2.4E-02 Kdmé6a NM_009483
3.2.E-02 [tga9 NM_133721
3.4E-02 Ddx3x NM_010028
2.7.E-02 N/A N/A

4.4E-02 1700056E22Rit NM_028516
3.5.E-02 Ikbip NM_027078
3.3.E-02 Pik3cd NM_001164051
3.5.E-02 Fga NM_010196
3.3.E-02 N/A FM179586
3.0.E-02 Apon NM_133996
29.E-02 Gpr132 NM_019925
1.8.E-02 NrnT NM_153529
2.3.E-02 Cdo1 NM_033037
3.3.E-02 Phactri NM_001005748
2.0.E-02 Zswim6 NM_145456
2.6.E-02 Expi NM_007969
2.9.E-02 Gm4022 AK015147
2.4E-02 N/A N/A

3.1.E-02 N/A AK145507
2.7.E-02 4932438A13RilNM_172679
2.1.E-02 N/A N/A

2.1.E-02 Fam71el NM_028169
2.8.E-02 Ctsa NM_008906
48 E-02 Adamts8 NM_013906
2.1.E-02 Ugt3al NM_207216
3.6.E-02 Pram1 NM_001002842
3.0.E-02 Cept1 NM_133869
2.5.E-02 Ptger? NM_008964
2.5.E-02 Ddit4l NM_030143
1.6.E-02 AdoraZa NM_009630
2.3.E-02 N/A N/A

2.0.E-02 Cxcl16 NM_023158
1.9.E-02 Snx24 NM_029394
2.6.E-02 Kpnb1 NM_008379
1.9.E-02 Osbp2 NM_152818



Suppl. Table2

A 55 P2011937
A 55 P1955632
A 55 P1962011
A_52_P653966
A 55 P1957413
A 55 P2067366
A 51 P142153
A 55 P2146034
A 55 P2171658
A 55 P1971483
A_52 P459929
A 66_P107038
A 55 P1994042
A 52 P289213
A 52 P97670
A_55_P2010003
A 55 P2189461
A 55 P2104327
A 52 P111963
A_66_P105689
A _51_P455647
A 52 P506529
A 55 P1954569
A 55 P2109033
A 55 P2115364
A 51 P192089
A 55 P2163928
A 52 P637812
A_55_P2000623
A 55 P2007964
A 52 P66199
A_55_P1960097
A 52 P465129
A 55 P2024461
A 55 P2005145
A 51 P410918
A 55 P2159600
A 55 P1991219
A_55_P1966863
A 55 P2021465
A 51 P402193

1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8

29/68 R—

4.4E-02 Fignl1
29.E-02 Trpb3i11
45E-02 Cleclb
2.8.E-02 Atf7ip
24E-02 Lspl
29.E-02 Zfp827
1.9.E-02 Filip1/
2.2.E-02 Abca4
3.2E-02 Stx3
2.9.E-02 4932438A13Ril
2.4E-02 Itgal
2.5.E-02 Prcp
2.1.E-02 Zbp1

44 E-02 Notch2?
4.0.E-02 Atad2?b
2.1E-02 Zfp113
3.1.E-02 LOC10050469¢
3.5.E-02 Pxdn
2.9.E-02 7810030007Rii
4.9.E-02 Trim34a
2.5.E-02 Car2
3.4.E-02 Rabgapl/
24.E-02 Hmges1
2.0.E-02 Hmgcs2
4.1.E-02 N/A
3.3.E-02 Pinx1
3.6.E-02 CxxlIc
2.6.E-02 Prrg4
24.E-02 Stagl
2.9.E-02 Cx3cri
2.2E-02 Fbxoll1
2.1.E-02 Epb4.113
3.2E-02 N/A
2.5.E-02 Tbkbpl
4.2.E-02 Zfp455
3.9.E-02 A830007P12Ri
2.9.E-02 Hercl
2.5.E-02 Stat3
3.5.E-02 Mad2/2
1.9.E-02 Phldb2
3.5.E-02 Map3k1

NM_001163359
NM_001025246
NM_019985
NM_019426
NM_019391
BC094552
NM_001040397
NM_007378
NM_152220
NM_172679
NM_001033228
NM_028243
NM_001139519
NM_010928
NM_001099628
NM_019747
XR_104814
NM_181395
NM_175141
NM_030684
NM_009801
NM_001038621
AKO031297
NM_008256
N/A
NM_028228
NM_028375
NM_178695
NM_009282
NM_009987
NM_001081034
NM_013813
N/A
NM_198100
NM_001048204
NM_146115
NM_145617
NM_011486
NM_027985
NM_153412
NM_011945



Suppl. Table2

A 55 P1990346
A 52 P539161
A_55_P1960566
A 66_P108770
A 55 P2058942
A 55 P2024953
A 52 P95910

A 51_P227392
A 55 P2159294
A 55 P2048279
A 55 P1965892
A 51_P423578
A 55 P2018994
A 55 P2054420
A 51 P131358
A 51 P230439
A 52 P600531
A _66_P108345
A 55 P2097670
A 55 P2313033
A 55 P2113837
A 51 P307316
A 55 P1970910
A 51_P410650
A 52 P183038
A 55 P2023797
A _51_P354038
A 55 P2148321
A_51_P202050
A 55 P2163774
A _55_P2007249
A 55 P1952216
A 55 P2001970
A 51_P290018
A 52 P493091
A 55 P2431118
A 55 P1971963
A 55 P2038525
A 52 P680761
A 52 P684138
A 52 P234729

1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8

30/68 R—

3.8.E-02 Adamdec NM_021475
42E-02 Rdhit NM_021557
2.4E-02 Csda NM_139117
3.1.E-02 Oxctl1 NM_024188
2.6.E-02 Aldh3b1 NM_026316
42E-02 Tbcld4 NM_001081278
2.2.E-02 Ugcg NM_011673
3.2.E-02 Rhou NM_133955
2.7.E-02 N/A N/A

3.1.E-02 TIr13 NM_205820
4.1E-02 Gnpdal NM_011937
1.9.E-02 Sifn2 NM_011408
3.0.E-02 EIk3 NM_013508
3.1.E-02 Tcr4 NM_013685
3.0.E-02 Selplg NM_009151
2.7.E-02 Ppfibp2 NM_008905
3.5.E-02 Bahd1 NM_001045523
2.8.E-02 Sgcb NM_011890
3.1.E-02 N/A XR_035219
2.3.E-02 Ptprb NM_029928
2.6.E-02 TbcidT NM_019636
3.0.E-02 Sydel NM_027875
3.5.E-02 Stard13 NM_001163493
3.3.E-02 Dpp9 NM_172624
3.0.E-02 Impdht NM_011829
3.1.E-02 Ccdc46 NM_029606
3.3.E-02 Tmc6 NM_145439
2.0.E-02 Gm15401 XM_003084665
3.2.E-02 Dtx1 NM_008052
3.9.E-02 Crip1 NM_007763
3.0.E-02 Spdef NM_013891
3.5.E-02 N/A N/A

4.3 E-02 6330408A02RilNM_177312
5.0.E-02 Ddx3x U42386
4.1E-02 Fmri NM_008031
5.0.E-02 [tsni NM_001110275
3.8.E-02 Tmem176b NM_023056
2.6.E-02 C3 NM_009778
2.4E-02 Tdrd6 NM_198418
4.7E-02 Dpf3 NM_058212
3.9.E-02 Pkd2 NM_008861



Suppl. Table2

A 55 P2119985
A 55 P2091985
A_51_P259009
A 55 P2061076
A 55 P2169259
A 51_P104891
A 55 P2079425
A 51 P267239
A 55 P2152487
A_55_P1968668
A 51 P365019
A _51_P202033
A 52 P682745
A 55 P2010567
A 55 P2341468
A 51_P337230
A 51_P144160
A 51 P112627
A 55 P2007871
A 51 P494675
A 51 P234113
A 55 P2021114
A_52 P89425

A 66 P116299
A 51_P342877
A 55 P2155002
A 55 P2066180
A 55 P2078670
A 52 P350148
A 55 P1988882
A 55 P1958678
A 66 P135165
A 55 P1980486
A 52 P681310
A 55 P2089804
A 51 P135340
A 52 P70796

A 51_P279100
A_55_P2083988
A _66_P133642
A _51_P309740

1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7

31/68 R—

2.6.E-02
4.2.E-02
2.7.E-02
4.8.E-02
3.2.E-02
3.5.E-02
2.0.E-02
2.7.E-02
4.0.E-02
3.3.E-02
3.7.E-02
2.6.E-02
3.4.E-02
4.1.E-02
2.3.E-02
3.0.E-02
3.3.E-02
3.3.E-02
3.3.E-02
3.5.E-02
2.1.E-02

Baiap2
Gpri157
Cacnb3
Gm3219
Cyp3a25
Ept1
Spred1
Litaf
Gapdhs
1700020003Rii
Gcelc

Wis
Dock4
N/A
Rbms3
Gaint14
Colec10
Stbgalnac?
Ptpdc1
Cotl1
Nod1

46.E-02 ler5

3.0.E-02
2.6.E-02
2.6.E-02
3.4.E-02
4.4 E-02
2.6.E-02
3.3.E-02
2.6.E-02
3.2.E-02
2.5.E-02
4.1.E-02

Pcnt
Pias1
Scnib
Ccdc23
C630004HO2Ri
Cbs
Celsr2
9-Sep
Brd2
Nfib
N/A

3.1.E-02 Plaur
2.8.E-02 Atf7

3.8.E-02 PanxT
2.6.E-02 Cxcrb
2.5.E-02 Ptgsi
45E-02 Lmo2
43.E-02 N/A

3.6.E-02 Usp40

NM_130862
NM_177366
NM_007581
NR_027380
NM_019792
NM_027652
NM_033524
NM_019980
NM_008085
NM_027405
NM_010295
NM_026582
NM_172803
N/A
NM_001172123
NM_027864
NM_173422
NM_009180
NM_207232
NM_028071
NM_172729
NM_010500
NM_008787
NM_019663
NM_011322
NM_001038998
NM_175454
NM_144855
NM_001004177
NM_001113487
NM_001204973
NM_001113209
N/A
NM_011113
NM_146065
NM_019482
NM_007551
NM_008969
NM_008505
N/A
NM_001033291



Suppl. Table2

A 52 P595954
A 51 P182993
A 55 P2034110
A 51_P394788
A 55 P1984635
A 55 P2136970
A 52 P354744
A 52 P618379
A 55 P2088571
A 55 P2007372
A 52 P269158
A 55 P2008740
A_55_P2269497
A 55 P2028894
A 51 P414653
A 55 P2079561
A_55_P2008061
A 55 P2081530
A 51 P187082
A 55 P2081656
A 55 P2149931
A 55 P1973848
A 55 P2136204
A 55 P2067533
A _51_P383991
A 52 P127130
A 52 P6798
A_55_P2069306
A _51_P342567
A _51_P370350
A_55_P2275279
A 55 P2108255
A 55 P1963724
A 51 P150722
A 66_P122559
A 55 P2023818
A 55 P2129354
A 51_P234788
A 55 P2180071
A_55_P1983868
A 55 P2096827

1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7

32/68 R—

45E-02 Whsc2 NM_011914
4.7E-02 Map3k2 NM_011946
39.E-02 Tgm2 NM_009373
2.6.E-02 Actn4 NM_021895
45E-02 Parp4 NM_001145978
48E-02 Gm7269 XM_993534
4.0.E-02 Slc2a3 NM_011401
3.9.E-02 Slc35a5 NM_028756
2.3.E-02 Repini NM_001079901
3.9.E-02 N/A N/A

2.6.E-02 Pid1 NM_001003948
3.8.E-02 Fcgri NM_010186
2.9.E-02 Pdp1 NM_001098230
3.7.E-02 Gata4 NM_008092
4.2 E-02 Plvap NM_032398
2.8.E-02 Lilra6 NM_011090
4.0.E-02 Itpr2 NM_019923
2.9.E-02 Sh3bgrl3 NM_080559
4.1E-02 G6pdx NM_008062
45.E-02 N/A N/A

3.5.E-02 Arap2 NM_178407
2.9.E-02 Sema4b NM_013659
4.1E-02 Rnf38 NM_175201
4.7E-02 FoxaZ2 NM_010446
4.6.E-02 4-Sep NM_011129
3.8.E-02 Msri NM_031195
3.7.E-02 Rbm22 NM_025776
3.0.E-02 Ptpni18 NM_011206
49E-02 Akapi2 NM_031185
29.E-02 GaInt2 NM_139272
4.4E-02 Mid2 NM_011845
29.E-02 Lgmn NM_011175
3.5.E-02 N/A N/A

48 E-02 Lyst NM_010748
3.5.E-02 Myct1 NM_026793
3.0.E-02 Cysltri1 NM_021476
4.7E-02 Pilra NM_153510
3.7.E-02 Cxxch5 NM_133687
2.6.E-02 Zfand5 NM_009551
3.3.E-02 4933428MO09Ri; XM_001473792
3.1.E-02 Art3 NM_181728



Suppl. Table2

A 55 P2093439
A 55 P2001920
A _51_P405476
A 55 P2049572
A 51 P363749
A 66 P118233
A 55 P1990324
A 55 P2069231
A 52 P364140
A 51 P246773
A 55 P2122688
A 55 P2106820
A 55 P2024041
A 55 P2043382
A 55 P2154709
A 55 P1963002
A 51_P465148
A 51_P210082
A_52 P479269
A 55 P2125229
A 66 P118513
A 55 P1988183
A_55_P2009567
A _51_P487501
A 51 P474169
A 52 P473953
A 51 P104569
A 52 P612382
A 55 P2043987
A 55 P2077666
A 55 P2007876
A _51_P433026
A 55 P2133100
A 55 P2060107
A 52 P197627
A 51_P440238
A 51_P382484
A 55 P1992045
A 55 P2148708
A 55 P2072631
A 55 P2181341

1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7

33/68 R—

3.0.E-02 Mex3d
3.1.E-02 Fina
3.9.E-02 Fcerlg
3.9.E-02 Pld2
3.1.E-02 Irf6
3.5.E-02 Hnrnpa0
2.8.E-02 Ptprc
48.E-02 Al429214
49E-02 Itgad
3.3.E-02 Sesn3
41.E-02 Zmym3
48 E-02 N/A
45E-02 Psgl9
3.0.E-02 Ligl2
2.8.E-02 Pter
4.5.E-02 Ppfia4
3.1.E-02 Ctsb
3.1.E-02 Ercc4
3.9.E-02 Sdc1
44 E-02 Arhgef2

NM_198615
NM_010227
NM_010185
NM_008876
NM_016851
NM_029872
NM_001111316
NM_001039220
NM_010577
NM_030261
NM_019831
N/A
NM_011964
NM_145438
NM_008961
NM_001144855
NM_007798
NM_015769
NM_011519
NM_001198911

3.6.E-02 171-Sep NM_001009818

4 .3.E-02 Cdkn2b
4.6.E-02 RodT
4.9.E-02 Mobkl1b

NM_007670
NM_144904

AK167515

3.5.E-02 5430407P10Ri}NM_144883

4.7E-02 Ctdspl
4.3 E-02 OIfr148
3.8.E-02 Cdc25b
43 E-02 Luzpl
3.4.E-02 Porcn
4.2 E-02 Rnf144b
4.2.E-02 Ppapdc2
2.9.E-02 Ccdcb50
3.3.E-02 Pkm2
3.9.E-02 Umps
3.3.E-02 Ggt6
46.E-02 ltgav
44E-02 Msi2
3.0.E-02 N/A
4.0.E-02 Prrdl
3.6.E-02 Ecell

NM_133710
NM_146505
NM_023117
NM_024452
NM_023638
NM_146042
NM_028922
NM_026202
NM_011099
NM_009471
NM_027819
NM_008402
NM_054043
N/A
NM_001083810
NM_021306



Suppl. Table2

A 51 P357573
A 51 P150678
A_55_P2098071
A 55 P2063661
A 55 P2120055
A 55 P1984158
A 52 P302395
A 52 P622442
A 51 P327874
A 51_P371091
A 55 P1964228
A 52 P114722
A 55 P2026863
A 55 P1994052
A 51_P480928
A 51 P178828
A 51 P132081
A 51_P415809
A 55 P2137299
A 55 P2041011
A 55 P2176753
A 55 P1970763
A 55 P1957633
A 55 P2160094
A 55 P2089310
A 65 P15812

A 55 P2275817
A_55_P1998506
A 55 P2097560
A 55 P1961863
A 51 P394735
A 55 P1995045
A_55_P2098880
A 55 P2074831
A 55 P2130525
A 55 P2024337
A 55 P2183208
A 55 P2044932
A 55 P2162880
A 51_P329928
A 51 P157255

1.7
1.7
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6

34/68 R—

3.9.E-02 Cald1 NM_145575
3.5.E-02 Tnfaip8I2 NM_027206
3.6.E-02 Trim25 NM_009546
3.9.E-02 Tmem168 NM_028990
3.5.E-02 Fgfr4 NM_008011
3.1.E-02 Slc44a2 NM_152808
3.3.E-02 Lnpep NM_172827
3.2.E-02 Pdcl3 NM_026850
43.E-02 Pthir NM_011199
2.9.E-02 RecsdT NM_178593
4.2.E-02 Elacl NM_053255
4.3.E-02 Ptpn6 NM_001077705
44 E-02 Trim32 NM_053084
3.9.E-02 Asx/1 NM_001039939
3.3.E-02 Zfyvelb NM_173392
4.7E-02 Mbl2 NM_010776
3.9.E-02 Rsl1 NM_001013769
3.8.E-02 Tuscl NM_026954
4.6.E-02 Dnmbp NM_028029
4.1.E-02 Slc2al3 NM_001033633
3.2.E-02 N/A N/A

4 3.E-02 Pilrb2 NM_001024932
3.5.E-02 Gpsm3 NM_134116
4.4 E-02 Plscr2 NM_001195084
4.1.E-02 2900097C17RiiNR_024329
48.E-02 Pumi NM_030722
4.4 E-02 C430042M11Ri AK049571
4.2.E-02 Aplf NM_001170489
3.2.E-02 N/A N/A

3.8.E-02 Pcdhga9 NM_033592
4.6.E-02 Arhgef18 NM_133962
44 E-02 Zc3havi NM_028864
4.7E-02 Gainti10 NM_134189
47E-02 Fam168a NM_178764
3.5.E-02 2700007P21Rit AK165082
4.2.E-02 Tmemb3 NM_026837
4.7.E-02 Pri2c1 NM_001045532
4.5.E-02 Gpr84 NM_030720
48.E-02 Cyp3ab7 NM_001100180
4.9.E-02 Phlda3 NM_013750
48.E-02 Sdc2 NM_008304



Suppl. Table2

A 55 P1952720
A 51 P156927
A 52 P354298
A 51 P279163
A 55 P1966109
A 55 P2024530
A 55 P2075996
A 55 P2130178
A 55 P1990964
A 55 P2094852
A_55_P1980583
A 55 P1960187
A 55 P2107957
A 51 P124236
A 51_P282227
A 55 P1989981
A 55 P2181752
A _51_P258409
A 55 P2167984
A _55_P2049479
A 51 P127297
A 52 P491861
A_55_P2083889
A 55 P2038597
A 52 P216613
A 55 P1959425
A 51_P378298
A 55 P2228918
A 55 P2185605
A_51_P509971
A 55 P2053206
A_55_P1983006
A 51 P383629
A 55 P1962429
A 55 P2102533
A 55 P1988246
A_65_P04284

A 55 P2022364
A 52 P556281
A 55 P2130575
A 55 P2139181

1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.5
1.5
1.5
1.5
1.5
1.5
1.5

35/68 R—

4.0.E-02

Kctd2

3.9.E-02 Arid4a
3.5.E-02 Ap2a2

4.1.E-02
4.8.E-02
3.6.E-02
3.6.E-02
49.E-02
3.8.E-02
49.E-02
4.3.E-02
4.3.E-02
4.5.E-02
5.0.E-02

Plcg2
Epn2
Siah2
Cpnel
Fni
Osbpl11
Rabep1
Leprot
N/A
Fam175a
Olfr381

4 3.E-02 As3mt

4.5.E-02

Fam129b

4.1.E-02 Apol7b

4.1.E-02
49.E-02
4.5.E-02
4.5.E-02
4.2.E-02
4.4 E-02
4.7.E-02
4.4 E-02
4.5.E-02
4.6.E-02
4.4 E-02
4.4 E-02
4.6.E-02
4.7.E-02
4.3.E-02
4.5.E-02
4.4 E-02
4.6.E-02
4.6.E-02
49.E-02
4.5.E-02
4.3.E-02
4.6.E-02
4.7.E-02

Heyl1
Mmd
Sh3bp5
Hsd11b1
Stagl
Pealba
N/A
Gpri18
Slc16a3
Faim3
Rslcanl18
Cd48
Plekhol
Kdmdc
Hdacb
Vps4a
Maf
Fuca?
N/A
Erap1
Nxn
G3bp2
N/A
Cald1

NM_183285
NM_001081195
NM_007459
NM_172285
NM_010148
NM_009174
NM_170588
NM_010233
NM_176840
NM_019400
NM_175036
N/A
NM_172405
NM_147022
NM_020577
NM_146119
N/A
NM_010423
N/A
AK165033
NM_008288
NM_009282
NM_011063
N/A
NM_182806
NM_030696
NM_026976
AKO041843
NM_007649
NM_023320
NM_144787
NM_001077696
NM_126165
AK151738
NM_025799
N/A
NM_030711
NM_008750
NM_001080795
N/A
NM_145575



Suppl. Table2 36/68 R—

A 55 P2023384 1.5 45.E-02 N/A N/A

A 55 P1982249 1.5 4.7E-02 Phactr2 NM_001195065
A 55 P2033650 1.5 4.6.E-02 Cpt2 NM_009949

A 66_P125437 1.5 48.E-02 Rpl30 NM_009083
A_55_P2040011 1.5 4.7E-02 Itga7 NM_008398

A 51 P517096 1.5 4.7E-02 Casp8ap2 NM_011997

Downregulated entities

Agilent probe ID Fold change p-—value (Corr) Gene Symbol Genbank Accession
A_55_P2111980 3295.7 2.8.E-06 Hsd3b5 NM_008295
A_55_P2152607 242.8 2.0.E-05 Cyp4aizb NM_172306
A_55 P2011877 238.7 2.7.E-05 Eif2s3y NM_012011
A_55_P2004606 1771 1.1.E-03 Serpina4—-ps1 NR_002861
A_52 P2710 152.3 1.7.E-05 Cml5 NM_023493
A_55_P1997003 151.7 1.7.E-03 Serpina4—-ps1 BC031891
A_51_P402994 149.8 6.1.E-05 Ddx3y NM_012008

A 55 P2151956 123.2 2.3.E-05 N/A N/A

A_52 P320193 111.0 2.5.E-03 Clec2h NM_053165
A_55_P2043083 99.9 1.2.E-04 Cyp4alla NM_177406
A_55_P2032081 97.9 7.1.E-05 Dbp NM_016974
A_55_P2032079 52.1 3.3.E-04 Dbp NM_016974
A_55_P2041350 475 1.4E-04 Cyp2d34 NM_145474
A_55_P2078494 40.7 3.3.E-04 Cib3 NM_001080812
A 52 P63343 39.8 1.6.E-03 Gm129 NM_001033302
A_55_P1989658 35.8 2.2.E-05 Slcolal NM_013797
A_55_P1954393 30.0 8.4E-04 Susd4 NM_144796
A_55_P2156219 271 1.5.E-03 Gm10549 AK141051
A_55_P2111331 25.2 6.8.E-05 KIh/32 NM_001163020
A_55_P2121886 23.9 1.1.E-03 Map3k9 NM_001174107
A_55_P2093705 23.9 4.3 E-04 Meigl NM_008579
A_51_P342926 224 8.4E-04 Omd NM_012050
A_52 P213889 21.2 8.9.E-03 Tmc7 NM_172476
A_51_P456208 20.4 2.5.E-03 T3 NM_011575
A_66_P128963 19.1 2.5.E-04 Cyp2d9 NM_010006

A 55 P2136788 17.8 3.0.E-03 N/A N/A
A_55_P2325038 174 6.1.E-03 Acsm2 NM_001177977
A_55_P2008913 17.2 71.4E-03 BC051665 NM_199148
A_55_P2069679 16.9 2.0.E-04 Olfr746 NM_146298
A_52_P566840 16.4 1.5.E-03 Gpr110 NM_133776

A 55 P1971744 16.2 4.7.E-03 4921511M17RiNM_001201358



Suppl. Table2

A 55 P2135153
A 55 P2116165
A 51 P391897
A 55 P2122479
A 55 P1999187
A 55 P2153570
A 51 P188271
A 51 P218953
A 52 P136914
A 55 P2093704
A 55 P1985788
A 55 P1979753
A 55 P2033947
A 52 P248013
A 55 P1959748
A 52 P306357
A 55 P2311855
A 55 P2086522
A 55 P2107070
A 52 P347942
A 55 P1953103
A 55 P2134725
A 51 P243418
A _51_P449995
A 55 P1986341
A 55 P2103033
A 55 P1994147
A 55 P2063654
A 52 P238175
A 51 P510891
A 55 P2169247
A 55 P1954116
A 55 P2152225
A 52 P262930
A 66 P129763
A_55_P2356263
A 55 P2143683
A 55 P2158663
A 51 P327451
A 55 P2007646
A 52 P278497

15.4
15.1
143
14.1
14.0
13.7
13.1
13.0
12.9
12.2
12.2
11.9
11.7
11.4
11.2
11.2
11.1
11.0
10.8
10.7
10.7
10.7
10.7
10.6
10.5
10.5
10.1
10.0
9.9
9.9
9.8
9.6
9.6
9.5
9.5
9.4
9.3
9.3
9.2
9.2
9.1

37/68 R—

2.3E-03 Lenli3
5.0.E-04 Pfkfb3
4.3 E-04 OIfr125
1.8.E-03 N/A
6.7.E-03 Cdki12
3.5.E-04 Zfp655
2.5.E-04 Cd248
2.2.E-03 Zfp536
2.2.E-03 Nudt7
5.5.E-03 Meigl
1.4E-02 Usp2

NM_153558
NM_001177753
NM_146290
DV656125
NM_026952
NM_001083958
NM_054042
NM_172385
NM_024437
NM_008579
NM_198092

1.4E-03 6430411K18Rit NR_002848

2.5.E-03 Fnd3c2
1.9.E-02 Chsy3
1.4E-02 Asns
1.7.E-02 Proki
2.2.E-03 Gm10509
8.8.E-04 Gm6797
2.4 E-03 Cabyr
2.1.E-02 OIfr1384
4.2.E-03 Nudt7
1.9.E-03 N/A
1.6.E-02 Clec2g
46.E-04 C6
8.0.E-04 Gm4956
7.7.E-03 N/A
7.0.E-03 Zari
3.8.E-03 Mup20
4.2.E-03 Odf3I1
3.2.E-03 Afp
2.0.E-04 Gm15056
7.3.E-03 C8b
2.0.E-02 Ihh

NM_001033424
NM_001081328
NM_012055
BC042707
EL606049
XM_003085249
NM_027687
NM_146472
NM_024446
N/A
NM_027562
NM_016704
NR_002858
N/A
NM_174877
NM_001012323
NM_198673
NM_007423
NM_001177471
NM_133882
NM_010544

9.5.E-04 23710081J21Ril AKO36683

1.3.E-02 Gm6329
1.7.E-02 Anks1b
1.7.E-03 Gm9927
9.1.E-03 Cldn7
2.8.E-04 Alas2
8.0.E-03 Cryaa
4.7E-03 Eif4ebp3

AK144087
AK036288
AK034060
N/A
NM_009653
NM_013501
NM_201256



Suppl. Table2

A 55 P2391185
A 55 P2064333
A 55 P2092219
A 55 P2125791
A 55 P2178327
A 55 P2091413
A 55 P2207186
A 51 P324633

A 55 P1952935
A 66 P122621

A 51 P228159

A 55 P2122300
A 55 P2051476
A 55 P2019989
A 55 P2031668
A_55_P2085955
A 55 P2018666
A 55 P2008704
A 51 P461429

A 55 P2023114
A 55 P1975682
A 55 P1994733
A 55 P2106068
A 55 P2058962
A 55 P2027708
A 55 P1956862
A 66 P126877

A 52 P340669

A 55 P2132921
A 55 P2057430
A 55 P2123012
A 52 P653825

A_55_P1966635
A 51 P228971

A 55 P2033326
A 55 P2111267
A 55 P2025343
A 55 P1955871
A 55 P1981197
A 52 P259817

A 55 P2018594

9.0
9.0
9.0
8.9
8.8
8.8
8.7
8.6
8.6
8.6
8.4
8.4
8.4
8.3
8.3
8.3
8.3
8.2
8.1
8.0
8.0
7.9
7.9
1.7
1.7
1.7
1.7
1.6
1.6
1.6
1.5
1.5
1.5
1.5
1.5
1.5
1.5
74
74
74
74

38/68 R—

8.4.E-04 AI195381
9.4E-03 Lama3
7.71.E-03 Serpina9
1.0.E-03 Gm15535
3.6.E-03 TII1
8.9.E-03 N/A
6.3.E-03 Slc30a7
1.3.E-02 ElovI3
1.2.E-02 Olfr151
4.7E-03 Gm9889

DV044254

NM_010680
NM_027997
XR_104840
NM_009390
XM_978485
NM_023214
NM_007703
NM_207664
AKO038322

1.0.E-02 4930430022Rii XM_003085348

8.0.E-03 Cirt
4.7E-03 C8a
9.0.E-04 N/A
8.4E-04 Gstpl
1.1.E-03 Dnajb11
40.E-03 Thrsp
5.3.E-04 Gstp2
3.3.E-03 Cyp7bi1
8.4.E-04 Hsd3b2
5.5.E-03 Rhox2e
6.2.E-03 TmemT4a
7.7.E-03 Myh2
1.5.E-03 Mcm10

NM_025854
NM_146148
N/A
NM_013541
NM_026400
NM_009381
NM_181796
NM_007825
NM_153193
NM_001085348
AKO17734
NM_001039545
NM_027290

4.7.E-03 5830416P10Ri}NR_028427

5.7.E-03 Egfr
8.7.E-03 Vmnir214
4.2.E-03 Bhlhalb
7.8.E-03 N/A
6.1.E-03 Lipn
2.2.E-02 AA667203
9.2.E-03 Kegl
3.8.E-03 Vmn2r75
4.7E-03 Sicba4b
42.E-03 N/A
8.8.E-03 Lhx9
1.0.E-02 Mup21
1.7.E-02 Nirp4f
7.9.E-03 N/A
1.2.E-02 Upp2
8.9.E-03 N/A

NM_007912
NM_134214
NM_010800
N/A
NM_027340
XM_003085206
NM_029550
NM_001102578
NM_023219
AW012817
NM_001042577
NM_001009550
NM_175290
BI247616
NM_029692
XM_888852



Suppl. Table2

A 55 P2083474
A 51 P343474
A 55 P2075127
A 55 P2013793
A 55 P1973447
A 55 P2069760
A 52 P562612
A 51 P151246
A 55 P2228122
A 51_P479230
A 52 P514352
A 66_P122730
A 55 P2106241
A 52 P329398
A 55 P2100281
A 55 P2167269
A_55_P1969665
A_52 P253567
A 51 P137336
A 51 P184681
A 51_P374464
A 55 P2221236
A _66_P109802
A 66 P136186
A 55 P1958798
A 55 P1997345
A 55 P2082225
A 55 P2201866
A 55 P2186302
A 55 P2097773
A 55 P2051159
A _51_P409637
A 51 P516119
A 55 P2094108
A_66_P130650
A 55 P2095513
A 51 P189733
A_66_P108059
A 55 P2167171
A 55 P2007816
A 55 P2083186

74
74
7.3
1.2
71
71
7.0
7.0
7.0
6.9
6.9
6.9
6.9
6.9
6.8
6.7
6.7
6.7
6.7
6.6
6.6
6.6
6.5
6.5
6.5
6.5
6.5
6.3
6.3
6.2
6.2
6.2
6.2
6.1
6.1
6.1
6.1
6.1
6.1
6.0
6.0

39/68 R—

3.0.E-02 Lpint
8.6.E-03 Krt2
2.4E-02 Pax2
1.2E-03 N/A
1.1.E-02 Ybx2
1.1.E-02 Sprr2b
2.3.E-03 Srdbaf

1.0.E-02 OIfr924
43.E-03 BC024137

6.9.E-04 Nat8
1.5.E-03 Kcnkb
8.0.E-03 N/A

NM_001130412
NM_010668
NM_011037
CF911099
N/A
NM_011469
AKO082819
NM_207560
BC024137
NM_023455
NM_021542
AK138367

1.8.E-03 4930432K21Rit NM_029045

1.0.E-02 Atp12a

5.0.E-03 Defb30

1.5.E-02 Pcsk4

1.9.E-03 Hsd3b4
2.0.E-03 Hsd3b6

4.1.E-03 Cdhi

5.0.E-03 OIfr675

9.5.E-04 Gstpl

1.1.E-02 AU024180

8.3.E-03 Ces3b
1.6.E-02 Weel
1.7.E-03 Mobp

2.5.E-03 Gm11568

6.0.E-03 N/A

NM_138652
DQ141309
NM_008793
NM_001111336
NM_013821
NM_009864
NM_001011848
NM_013541
AK085976
NM_001159415
NM_009516
NM_008614
NM_001205030
N/A

1.5.E-03 23710047N11Ril AKO19096

2.2.E-03 Gm9866

1.1.E-02 Msh4
1.7.E-02 Upp2

XR_035276
NM_031870
NM_029692

2.1.E-03 4930505A04Ri}NM_001100394

8.4E-04 OIfr1148

9.2.E-03 N/A

1.3.E-02 Gm9979

8.4E-04 Tryd

NM_001011519
N/A

XM_003085861
NM_001003405

8.7.E-03 28710007J24RikNM_175250

1.2.E-03 Ttc39c
6.1.E-03 N/A
2.4E-02 Mup4

NM_028341
N/A
NM_008648

3.8.E-03 LOCT10000967+NM_001081452



Suppl. Table2

A 55 P2055834
A 55 P2177371
A 55 P2141801
A 55 P1981195
A 51 P223776
A 66 P132787
A 55 P2156780
A 55 P2013470
A 55 P1971139
A_55_P1956863
A 51 P420415
A 55 P2086730
A 51 P443819
A 55 P1989738
A _51_P335480
A 55 P1987117
A 55 P2128511
A 55 P2083307
A 52 P529660
A_55_P2005501
A 51 P467668
A 55 P2022778
A 55 P2023988
A 55 P2026360
A 55 P2116674
A 55 P2046671
A_55_P2335723
A 55 P2032423
A 52 P275069
A_55_P2092501
A 52 P150988
A 52 P213807
A 51 P211351
A 55 P1958227
A 51 P130727
A 55 P2012439
A 66_P108979
A_55_P2344593
A 55 P2061104
A 55 P1979893
A 55 P2128113

6.0
6.0
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.8
2.8
2.8
5.7
2.6
2.9
2.9
2.9
2.9
5.4
5.4
5.4
5.4
5.4
5.4
5.4
5.4
5.4
5.4
2.3
2.3
2.3
2.3
2.3
2.3
2.3
5.2
5.2
5.2
5.2
5.1

40/68 R—

6.7.E-03 N/A

5.8.E-03 Gm3086

8.9.E-03 N/A
1.9.E-02 N/A
1.7.E-03 Nrid1
7.9.E-03 N/A
47.E-03 N/A

4.3.E-03 Gm14743

3.5.E-03 Fbl1
5.4.E-03 Egfr
3.3.E-03 Srd5al

1.3.E-02 OIfr910

AKO090145
NR_036607
N/A

N/A
NM_145434
M11859
CJ236021
NM_001126321
NM_001004147
NM_007912
NM_175283
NM_146811

1.8.E-03 26710034M16Ri;NM_027001
3.0.E-02 4930426L09Rik NR 024323
5.6.E-03 78710055G0O2RiiNM_028077

8.0.E-03 Slc22a16

2.1.E-03 Ociad?
1.1.E-02 Capn8
5.0.E-03 Lrrcb2

4.5.E-03 OIfr392

5.5.E-03 Ick
5.7.E-03 Trpc2

1.5.E-02 Gm8008
1.1.E-02 Fbxw20

2.8E-02 N/A
2.6.E-02 N/A

NM_027572
NM_026950
NM_130890
NM_001013382
NM_147006
NM_019987
NM_011644
XM_001477516
NM_001008428
N/A

N/A

6.8.E-03 2900009J06Ri+ AA986756

3.3.E-03 N/A

4.0.E-03 Gmé6792

1.5.E-02 Med1

4 3.E-03 Txndcl1
2.6.E-02 OIfr228
1.5.E-02 Olfr677

42E-03 N/A
1.8.E-03 Fkbp1T

1.6.E-03 Tnfrsf19
1.4E-02 OIfr1535

6.5.E-03 N/A
1.7.E-02 Mupé6
47E-03 Tef

43.E-03 Tbcldi12

N/A
NM_001177416
NM_134027
NM_029582
NM_146405
NM_146358
AK135304
NM_024169
NM_013869
NM_207572
AKO016119
NM_001081285
NM_017376
NM_145952



Suppl. Table2

A _52 P669682
A 55 P2058761
A 51_P282760
A 55 P2187076
A 55 P2129309
A 52 P402127
A 66_P138178
A 52 P628212
A 51_P204247
A 51 P287198
A 51_P256093
A 55 P2058220
A 51 P517145
A 55 P2044847
A _51_P208987
A 52 P106259
A 66_P120732
A 55 P2051044
A _51_P514405
A 66_P106421
A_52 P536494
A_55_P2234889
A 55 P2070938
A_55_P2000543
A_55_P1958804
A 51 P122855
A 55 P2154200
A_51_P408946
A 51 P261164
A_55_P2099947
A 55 P2068125
A 51 P311904
A _51_P245503
A 55 P2132800
A_55_P2006930
A 55 P2065671
A 55 P2033272
A 55 P2230154
A 55 P1996344
A 55 P2118604
A _51_P500661

5.1
5.1
5.0
5.0
5.0
5.0
5.0
5.0
5.0
48
48
48
48
48
4.7
4.7
4.7
4.7
4.7
4.7
4.6
4.6
4.6
4.6
4.6
4.6
4.6
4.6
4.6
4.6
4.6
4.6
4.6
4.5
4.5
4.5
4.5
4.5
4.5
4.5
4.4

41/68 R—

3.0.E-02 Gm7225
8.2.E-03 Gb6pc2
4.3 E-03 Per2
8.0.E-03 Sncg
6.1.E-03 Foxo3
3.3.E-02 Mup9
1.4E-02 Gm4107
2.0.E-02 Esrrb
7.2.E-03 C8a
9.3.E-03 Krt23
1.8.E-02 Map2k6
5.6.E-03 Prihr
1.2.E-02 Sort1
2.5.E-02 Nhlrci
1.5.E-02 Pgm3
1.7.E-02 Egfr
1.8.E-03 Gpr45
7.4E-03 N/A
1.6.E-02 Sic2ab
9.8.E-03 Ccdc30
2.1.E-02 Mycn
5.5.E-03 C78704
5.8.E-03 N/A
5.4 E-03 Cd209f
4.2.E-03 Hsd3b3
2.1.E-03 Pax5
4.6.E-03 OIfr612
3.9.E-03 Ccnel
1.5.E-02 F2ri2
8.5.E-03 Gdf1
6.0.E-03 Myct!
1.7.E-03 Ptk2b
4.1E-03 Ugt2bl
1.2.E-02 Zfp367

XM_003086063
NM_021331
NM_011066
NM_011430
AK143198
NM_001126319
AKO041437
AKO044339
NM_146148
NM_033373
NM_011943
NM_201615
NM_019972
NM_175340
NM_028352
NM_207655
NM_053107
N/A
NM_019741
NM_029286
NM_008709
CA882486
N/A
NM_026956
NM_001161742
NM_008782
NM_001200027
NM_007633
NM_010170
NM_001163282
NM_026793
NM_172498
NM_152811
AKO041361

9.7.E-03 2670005L07RiBC025151

1.1.E-02 Ccnbl
5.3.E-03 Treh

NM_172301
NM_021481

6.1.E-03 A730046J19RiiNR_040271

2.9.E-02 N/A

1.6.E-02 Stégalnacl

2.6.E-03 Rnf182

N/A
NM_011371
NM_183204



Suppl. Table2

A 52 P159490
A 66 P112495
A 55 P2122896
A 55 P2019520
A 52 P303891
A 52 P193236
A 55 P1961458
A 55 P2159717
A 52 P604629
A 55 P2012779
A 55 P2147276
A 52 P217240
A 55 P2053704
A_55_P2256393
A 55 P2143851
A 66 P120125
A 55 P2036547
A 55 P2369400
A 55 P2122653
A 55 P2054342
A 55 P2156727
A 55 P2141008
A 55 P2007703
A_55_P2009988
A 55 P2110542
A 51_P353524
A 55 P2024634
A 55 P2145977
A 52 P315369
A 51 P417876
A 52 P59711

A 55 P2425801
A 66 P125741
A 55 P2157537
A 55 P2061219
A 66 P101561
A 51 P486217
A 55 P2142222
A 51_P229664
A 51 P429366
A 55 P1952156

44
44
44
44
44
44
44
44
44
44
44
44
44
44
44
43
43
43
43
43
43
43
43
43
4.2
4.2
4.2
4.2
4.2
4.2
4.2
4.2
4.2
4.2
4.2
4.2
4.2
4.2
4.2
4.2
4.1

42/68 R—

1.0.E-02 Ppp1r9a

7.3.E-03 Scn4b
49.E-03 N/A

4.0.E-03 Cma2
1.9.E-03 Nrid2

NM_181595
NM_001013390
N/A
NM_001024714
NM_011584

4.7.E-03 7600002H07Ril NM_028056

3.3.E-02 Speeri—-psi
7.4.E-03 Gm5591

51.E-03 Csrnpl

71.9.E-03 Rnfl167

41.E-03 Orail
3.3.E-03 Ppmel

2.0.E-02 Pglyrp4

NR_001586
NM_001013810
NM_153287
NM_027445
NM_175423
NM_028292
NM_001165968

3.2.E-03 71700030L22RitBU961976

1.1.E-02 Gm996

3.0.E-02 DOH4S114
2.3.E-03 Hsd3b2

NM_001005424
NM_053078
NM_153193

1.0.E-02 7700066022RiiNR_015541

8.6.E-03 Dnahc3

BC051401

4.5.E-03 2810408111Rik NR_038009

1.3.E-02 Gm16509
1.8.E-02 Siglech
1.7.E-03 Nanogpd

2.3.E-03 Trib3
3.3.E-02 N/A

XM_001473385
AK080658
NM_001080945
NM_175093
N/A

8.0.E-03 4930568D16RilNM_029463

1.0.E-02 N/A

5.0.E-03 Fbxwib

1.9.E-02 Cybbri1
6.4.E-03 Smydb5
1.7.E-02 Fhi4
9.1.E-03 FmnT

2.5.E-03 Ripply2
3.2.E-02 Gm10866

1.1.E-02 Ces3a

1.5.E-02 Gm2176

1.5.E-02 Wnk4

1.2.E-02 Serpina3h

25.E-03 Cd27
41 E-03 Hes6
1.7.E-02 N/A

XR_104688
NM_199036
NM_028057
NM_144918
NM_010214
NM_010230
NM_001037907
XM_003085086
NM_198672
NR_ 028424
NM_175638
NR_033450
NM_001033126
NM_019479
N/A



Suppl. Table2

A_55_P2000007
A 51 P491667
A 55 P2013710
A 55 P2033020
A 55 P2070366
A_55_P2364755
A_51_P401501
A 51 P189746
A 51 P330144
A 66_P112260
A _51_P355829
A_55_P2246665
A 55 P2150328
A _52 P345539
A 52 P11402

A 52 P362917
A 55 P2014021
A 55 P2018377
A 66 P127161
A 51_P224593
A 55 P2173288
A 55 P2422074
A 55 P2126269
A 51 P225723
A 55 P1960793
A_55_P2000289
A 55 P2116794
A 55 P1973926
A 55 P2045859
A 55 P2208463
A _51_P305532
A 52 P204618
A 51_P250571
A 55 P2104587
A 66_P103260
A_55_P2406079
A 55 P2041668
A 55 P2179271
A 51 P167843
A 55 P2026385
A 55 P2059732

4.1
4.1
4.1
4.1
4.1
4.0
4.0
4.0
4.0
4.0
4.0
4.0
4.0
4.0
4.0
4.0
4.0
4.0
4.0
4.0
4.0
4.0
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.8
3.8
3.8
3.8
3.8
3.8

43/68 R—

1.3.E-02 N/A
1.2.E-02 Derl3
1.0.E-02 Apoc3
3.8.E-02 Clent
4.4E-03 Nirpla
1.1.E-02 N/A
1.2.E-02 Tmem213
1.1.E-02 Pim3
4.3.E-03 Ift140
71.3.E-03 Gm10688
1.0.E-02 Ifna4

N/A
NM_024440
N/A
NM_013491
AY355339
XM_003086948
NM_029921
NM_145478
NM_134126
XM_003084786
NM_010504

3.5.E-02 4833422M21Ri: AKO14752

9.1.E-03 N/A
8.9.E-03 Uty
1.6.E-02 Lrrc24
6.1.E-03 Prkfb3
1.2E-02 N/A
2.5.E-03 N/A
5.9.E-03 Cyp2lul
3.6.E-03 Ar/8a
1.1.E-02 Pcdhb1
1.9.E-03 BC025933
9.5.E-03 Nmb
3.8.E-03 0OIfr908
5.6.E-03 N/A
7.3.E-03 Mab21/2
1.0.E-02 N/A
9.6.E-03 Ipo13
9.6.E-03 N/A

N/A
NM_009484
NM_198119
NM_133232
N/A

N/A
NM_027816
NM_026823
NM_053126
BC025933
NM_026523
NM_146872
N/A
NM_011839
N/A
NM_146152
N/A

8.3.E-03 6820426E19Rit XR_105017

1.7.E-03 Eif2s3x
1.1.E-02 Rnf222
24E-02 Tas2ri140
1.4E-02 N/A
45.E-03 Gm15234
6.8.E-03 AU024546
1.1.E-02 Fox/2
7.7.E-03 Ccdc30
4.7.E-03 Timm17a
8.9.E-03 N/A
9.1.E-03 N/A

NM_012010
NM_177060
NM_021562
N/A
AK039813
AU024546
NM_012020
NM_029286
NM_011590
N/A

N/A



Suppl. Table2

A 52 P319093
A_55_P2089840
A 55 P2082454
A 55 P1972001
A 55 P2085518
A_55_P2244355
A 51_P392429
A_51_P450505
A 51 P185763
A 55 P2033381
A 66_P134539
A 55 P2130438
A 55 P2064741
A 55 P2188237
A 55 P2130792
A 55 P2182467
A 52 P18765
A_55_P2036585
A 55 P2134967
A 55 P2037930
A 66 P112593
A 51_P109258
A 55 P2032868
A 55 P2041082
A_55_P2040305
A 55 P1976934
A 55 P1961408
A 52 P676255
A 55 P2103703
A 55 P2067669
A 55 P2131048
A 55 P1989149
A 55 P2014249
A 55 P2109407
A 55 P2148534
A 52 P278354
A 55 P2055112
A_55_P2030076
A 52 P109232
A 55 P1971124
A 55 P2378030

3.8
3.8
3.8
3.8
3.8
3.8
3.7
3.7
3.7
3.7
3.7
3.7
3.7
3.7
3.7
3.7
3.7
3.6
3.6
3.6
3.6
3.6
3.6
3.6
3.6
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9
3.9

44/68 R—

1.9.E-02
1.1.E-02
49.E-03
8.7.E-03
1.6.E-02
5.8.E-03
7.5.E-03
1.6.E-02
9.6.E-03
1.9.E-02

Serpina3k NM_011458
Eif2d NM_001136070
N/A N/A
LOC10003918:XM_003086064
N/A N/A
2410024N13Ril AKO10586
Mrgpre NM_175534
OIfr835 NM_001012266
Slc46a2 NM_021053

18100471L15RiFNM_001163145

3.9.E-03 A430110L20Rii XM_003084469

4.0.E-03 6530409C15Rii XM_987873
1.1.E-02 Nmb NM_026523
5.5.E-03 C530008M17Ri AKO13453
7.9.E-03 Tuftl NM_011656
3.9.E-03 Slamf6 NM_030710
1.1.E-02 Hsbpl1l1 NM_001136181
2.1.E-02 Gm13547 AK133213
3.6.E-03 Uty NM_009484
5.3.E-03 N/A N/A

6.2.E-03 Sec61b NM_024171
2.5E-02 Cysl1 NM_138686
3.1.E-02 4932412H11RiINM_172879
43.E-03 N/A N/A

47E-03 N/A N/A

3.1.E-03 Unc13d BC046519
2.1.E-02 Gm15308 NM_001177521
6.1.E-03 Itpripl1 NM_001163527
2.0.E-02 Mup-ps21 XM_621624
6.2.E-03 Adam28 AK081736
9.7.E-03 N/A N/A

4.2.E-02 OIfr394 NM_147007
3.3.E-02 Sema3a NM_009152
6.8.E-03 Rnasel2 NM_001011875
2.2.E-03 Nrid2 BC096461
5.5.E-03 Bmp7 NM_007557
7.9.E-03 Prss44 ABO047758
6.7.E-03 Ifnab NM_008336
2.8.E-02 N/A N/A

6.2.E-03 Mbd1 NM_013594

7.0.E-03 4933439N14Ril AKO19859



Suppl. Table2

A 55 P2307496
A 52 P99807

A 51_P288010
A 55 P2038882
A 55 P2181176
A 55 P2302195
A 55 P2124712
A 52 P627269
A 55 P2125557
A 51 P221823
A 55 P2180347
A 51 P214663
A 52 P395242
A 55 P1971237
A 55 P2059864
A_55_P2275249
A 55 P2058606
A _66_P135403
A 55 P2073094
A 55 P1952394
A 55 P2076749
A 55 P2001628
A 51_P444954
A 52 P520341
A 66_P104751
A 66 P129145
A 55 P2142789
A 55 P2089488
A 55 P2154809
A 52 P318361
A 55 P2152240
A 55 P2107178
A 55 P1985351
A 51_P340668
A 55 P2440441
A 52 P15377
A_52 P495869
A 55 P2220748
A 55 P2037737
A 55 P2143623
A_55_P2255449

3.9
3.9
3.9
3.9
3.9
3.9
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.4
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3
3.3

45/68 R—

7.0.E-03 LOC620306
7.1.E-03 Dpy19/3
71.1.E-03 Chrng
4.7.E-03 Niacrl
4.7.E-03 Nipal3

AKO041010

NM_178704
NM_009604
NM_030701
NM_028995

5.1.E-03 0670040F04Rit AK039720

8.0.E-03 CesZc
7.9.E-03 Ces2b
42E-02 Irx2
8.7.E-03 Krtapi16-7
2.5.E-03 N/A
41.E-03 Tomt
1.6.E-02 Map2k6
1.6.E-02 Mup3
1.5.E-02 Igsfi
8.8.E-03 Th

NM_145603
NM_198171
NM_010574
NM_028621
N/A
NM_016785
AKO086722
NM_001039544
NM_177591
NM_009377

2.0.E-02 C7130079G13RINM_177661

7.3.E-03 Al481877
1.5.E-02 Trex2
7.7.E-03 Cphx
2.4E-02 Cad
9.2.E-03 Rps4y2
2.0.E-02 Serpinad
7.8.E-03 N/A

AK135748

NM_011907
NM_175342
NM_023525
NR_003634
NM_172953
AKO088084

2.2.E-02 2210404J11Rik AKO19108
3.1.E-02 71700012015Rii AK005929

9.9.E-03 Al463229
8.7.E-03 Coq10b
1.0.E-02 Morn3
7.2.E-03 CesZc
5.2.E-03 Gm10383
2.0.E-02 Gm12886
2.6.E-03 Slc35f2
4.8.E-03 Bcl9l
4.8.E-03 Wdhd1
45E-03 Wnt9b
3.1.E-02 Mafb
7.0.E-03 Mepib
6.7.E-03 N/A
3.7.E-02 Vmn2r48
2.8.E-02 AI663975

XR_105529
NM_001039710
NM_029112
NM_145603
AK156988
NM_001144948
NM_028060
NM_030256
NM_172598
NM_011719
NM_010658
NM_008586
N/A
NM_001105152
AKO033778



Suppl. Table2

A 55 P2124676
A _51_P420577
A_55_P2000598
A _51_P452890
A 51 P417053
A 51 P111455
A 51 P460643
A_55_P2268945
A _66_P138469
A 55 P2039514
A 55 P2105413
A 55 P2103756
A 55 P2371642
A 51 P401343
A 55 P1991001
A 55 P2108165
A 52 P294977
A 55 P2181904
A 55 P2008443
A 66_P105270
A 55 P2082519
A 55 P2053372
A 55 P2034033
A 55 P2071731
A 55 P2170836
A 55 P2083257
A 55 P1952404
A 55 P2077741
A 55 P2139221
A 55 P1995135
A 52 P404341
A _55_P2004767
A 51 P216702
A_55_P2068306
A 55 P2117559
A_55_P2099363
A 66 P117022
A _55_P2044947
A 55 P1953256
A 55 P2026295
A 51 P478881

3.3
3.3
3.3
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.2
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1

46/68 R—

3.2.E-02 EpmZ2aip1
8.5.E-03 OIfr983

NM_175266
NM_146827

6.0.E-03 8030411F24RitNM_030135

9.6.E-03 Ssxbl1
1.1.E-02 Tufti
2.6.E-02 Wdr77
1.6.E-02 Hoxb3

1.7.E-02 Gm17244
1.7.E-02 Gm11563

6.5.E-03 N/A
4.7E-03 Mugt
8.1.E-03 Hic2

NM_026492
NM_011656
NM_027432
NM_001079869
AKO081449
NM_001126320
N/A
NM_008645
NM_178922

1.2.E-02 B230104121Rik XR_104907

49.E-03 Cldn14
8.9.E-03 Lmanll
1.0.E-02 Gm6907

1.4E-02 Cd6

7.0.E-03 Cd164/2
3.3.E-02 MybpcT

7.3.E-03 Haol

6.5.E-03 OIfr883
1.5.E-02 Rbfox3
5.0.E-03 Il12rb1
6.1.E-03 Olfr75—ps1

5.8.E-03 N/A

1.5.E-02 A3galt?

9.1.E-03 N/A

1.9.E-02 Slc38all

NM_019500
NM_199222
NM_001164289
NM_009852
NM_027152
NM_175418
NM_010403
NM_146419
NM_001039167
NM_008353
Y15524
XM_003084513
NM_001009819
N/A
NM_177074

1.5.E-02 4930594M22Ri; XR_035095

4.0.E-03 Casz1
8.8.E-03 Tdo2

6.1.E-03 Gmb591

NM_027195
NM_019911
NM_001013810

1.1.E-02 A7130022J15RiiNM_175313

8.3.E-03 Polrib

2.6.E-02 Siglec15

1.0.E-02 Stac2?

5.5.E-03 Atpbviel

5.3.E-03 N/A

2.9.E-02 Ctnnd1

9.5.E-03 Synel
5.3.E-03 Ces4a

AK052672
NM_001101038
NM_146028
NM_007510
BY352782
BC046589
NM_153399
NM_146213



Suppl. Table2

A 55 P2034285
A 52 P16752

A 55 P2166069
A 55 P2026125
A 51 P153423
A 55 P1965821
A 55 P1967443
A 55 P2087345
A 52 P131559
A 55 P1972040
A 55 P2422164
A 52 P466853
A 55 P2054708
A_55_P2266295
A 55 P2077263
A 51_P502872
A 55 P2038126
A 55 P2021423
A 55 P2175110
A 55 P2169775
A _51_P455897
A 52 P222230
A 51 P502119
A 55 P2199457
A_55_P2068560
A_51_P300709
A 55 P1961400
A 55 P1958185
A 55 P2337706
A 55 P2186395
A 55 P2037919
A 55 P2141058
A 52 P272145
A 55 P2071344
A 55 P2180949
A 52 P682996
A 55 P2125588
A 55 P1974917
A 55 P2186262
A 55 P2182112
A 55 P2416494

3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.1
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
3.0
2.9
2.9
2.9
2.9
2.9
2.9
2.9

47/68 R—

9.3.E-03 Etnk2 AKO031665
3.8.E-03 Aox3 NM_023617
8.9.E-03 23710079G19RiNM_027173
1.2E-02 Srrm2 NM_175229
1.1.E-02 FndcT NM_001081416
5.5.E-03 Uprt NM_001081189
4.1.E-03 N/A N/A
6.5.E—-03 Htrba NM_008314
2.0.E-02 Srprb NM_009275
4.1 E-03 Nox4 NM_015760
2.6.E-02 C130093GO8Ri A1851140
4.1.E-03 Bmyc NM_023326
48 E-03 N/A AK143362
9.2.E-03 Fzd3 NM_021458
3.8.E-03 Cenpk NM_021790
1.5.E-02 2200002D01RiiNM_028179
45E-03 Tpmt NM_016785
1.5.E-02 Morn3 NM_029112
2.1.E-02 Ankdd1a XM_357954
1.7.E-02 Ano3 N/A
1.8.E-02 Fam64a NM_144526
2.3.E-02 N/A AKO040896
9.2E-03 F11 NM_028066
1.0.E-02 B230378P21RiNR_040277
4.0.E-03 Lyz/4 NM_026915
5.9.E-03 Srm NM_009272
4.2.E-03 Grid2ip NM_133355
1.6.E-02 Hoxd11 NM_008273
3.0.E-02 7770065H0O8RiII AKO04374
8.8.E-03 Gm6340 XM_887100

4.1.E-03 AA684185 AK139675

1.0.E-02 LOC10050471(NM_001201389

1.3.E-02 N/A N/A
21.E-02 Anapcl AK054305
7.0.E-03 Lep2 AK088552
1.0.E-02 N/A N/A
5.3.E-03 Pdgfa NM_008808
1.2.E-02 OIfr368 NM_146374

2.2.E-02 2400006E01Rit AKO19103
4.7E-03 4833439L19RikNM_133797
1.7.E-02 8430426J06Rit XR_105749



Suppl. Table2

A 55 P2088028
A 55 P2086525
A 55 P2322620
A 51 P121962

A 55 P2109327
A 55 P2195202
A 55 P2024679
A 55 P2099870
A 55 P2015169
A 51_P227004

A 55 P2007886
A 55 P2127194
A 51 P434101

A 55 P2131238
A 55 P2143708
A 55 P2183884
A 55 P2040250
A 51 P187262

A 55 P1994487
A_55_P1963006
A 55 P2101696
A 66_P114449

A_55_P1956598
A 55 P1996504
A 55 P2124361
A_55_P2088355
A 55 P2067747
A 55 P1964613
A 55 P2029732
A 51 P316199

A 66_P112024

A 51 P517051

A_55_P2058988
A_55_P2347459
A 55 P2169445
A 55 P1992555
A 55 P2061495
A 55 P1978895
A 55 P2024282
A 52 P344290

A 55 P2361652

2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.9
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8

48/68 R—

1.2.E-02 Mtss1
1.5.E-02 N/A
7.0.E-03 N/A
3.4E-02 Lphn3
1.2.E-02 Ache

NM_144800
N/A
AKO046125
AKO051766
NM_009599

71.3.E-03 71700016K05Ri}BU938278

8.9.E-03 Gm10765

XM_003084505

1.8.E-02 7790007F08Rit NM_001163721

8.7.E-03 N/A
7.5.E-03 Ckslib
9.1.E-03 Prss51
8.1.E-03 N/A

5.3.E-03 Herpud1

1.5.E-02 Ttc39a
1.1.E-02 N/A
9.1.E-03 Mc4r
2.5.E-02 Raphl

1.6.E-02 Mmp25
1.6.E-02 Mamdc4

1.0.E-02 N/A
1.4E-02 Gnat2
9.6.E-03 Vps39
1.3.E-02 N/A
4.2 E-03 Abcg?
1.9.E-02 N/A
7.0.E-03 N/A
1.0.E-02 Psg2?1

2.8.E-02 Dnttip1

HQ875060
NM_016904
N/A

N/A
NM_022331
NM_153392
N/A
NM_016977
N/A
NM_001033339
NM_001081199
N/A
NM_008141
NM_147153
BC019489
NM_011920
N/A

N/A
NM_027403
AK168315

5.0.E-03 C730027H18Ri NR_038040

2.9.E-02 OIfr73

1.3.E-02 Gm6816

1.5.E-02 Gats/3
1.3.E-02 N/A

NM_054090
XM_892675
NM_028022
N/A

3.0.E-02 71770013104Rik BY726277

8.1.E-03 Mfsd6
45E-02 Gys2
1.0.E-02 Cksib
1.5.E-02 Skint3

2.8.E-02 Gm16441

8.0.E-03 Fzr

NM_133829
NM_145572
NM_016904
NM_177578
XM_001474528
NM_010169

2.9.E-02 C230085N15Ri AK0O88035



Suppl. Table2

A 55 P2131168
A 66 P107437
A 55 P1979019
A 55 P2173398
A 55 P2220899
A_55_P2090025
A 55 P2290378
A_55_P2083909
A 55 P2206254
A 55 P2048588
A 55 P1967391
A 55 P2269700
A 51_P271068
A 55 P2160691
A 55 P2050722
A 55 P2079569
A 55 P2424921
A 55 P1968664
A 51 P276235
A 55 P2182586
A 51 P162162
A 55 P1991851
A 55 P2120000
A 55 P2091153
A 55 P2150392
A 55 P2317480
A 66 P134265
A 52 P31543

A 55 P2151675
A 51_P328818
A 55 P2157952
A 51_P408199
A 52 P278336
A 55 P2053714
A 51_P201338
A 51 P491378
A 66 P107482
A 52 P174884
A 55 P2006762
A 51 P102122
A 55 P2112419

2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.8
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.7
2.6
2.6

49/68 R—

1.5.E-02 SvZc NM_029210
49 E-02 Sfxnb NM_178639
1.5.E-02 Etnk2 NM_175443
5.0.E-03 N/A N/A

3.4E-02 B230303012Ri XR_107757
7.1.E-03 Mest NM_008590
2.7.E-02 AU019176 BM228091
41.E-02 N/A N/A

29.E-02 LOC627096 AK147870
48 E-02 CdkT1 NM_007659
3.4E-02 Antxrl AK013005
3.5.E-02 Ccdc163 NM_026714
9.5.E-03 KiIf17 NM_029416
40.E-02 N/A CK031974
1.1.E-02 N/A N/A

1.5.E-02 Gm10555

XM_003086208

2.9.E-02 1300014J16Ri AKO05005

1.1.E-02 N/A
2.0.E-02 Pnpla7
2.1.E-02 Esrpl
1.0.E-02 Inmt

48 E-02 Speg
40.E-02 N/A
4.2.E-03 BC051142
2.9.E-02 Cpned

N/A
NM_146251
NM_194055
NM_009349
NM_001085370
AK161418
NM_001163855
NM_153166

6.3.E-03 E7130104P22Rii AK053520

9.2E-03 Fam47e
3.4E-02 Btg?
7.0.E-03 N/A
2.9.E-02 OIfr100
5.3.E-03 Gm10755
2.6.E-02 Krtap4-2
2.2.E-02 Fbind
3.1.E-02 AA619741
1.5.E-02 Mtss1
1.0.E-02 Csnlist
5.8.E-03 Arhgef33
3.3.E-02 Gabrqg
1.0.E-02 BzwT
3.6.E-02 Myog
9.5.E-03 N/A

NM_001170572
NM_007570
AK164979
NM_207673
XM_003086133
NM_026807
NM_011812
NR_033627
NM_144800
NM_007784
NM_001145452
NM_020488
NM_025824
NM_031189
N/A



Suppl. Table2

A 55 P2148684
A 55 P2090254
A 55 P1972322
A 55 P2061899
A 55 P1963915
A_55_P1960366
A 55 P2097763
A 55 P2263728
A 51 P401184

A 55 P2217851
A 55 P1957038
A 55 P2175065
A 55 P2111649
A 55 P2182392
A _51_P372550

A_55_P2377645
A _51_P392967

A _55_P2000182
A 55 P1967227
A 51_P220062

A _66_P103052

A 55 P2044054
A 55 P2036367
A 55 P2007470
A 51 P226527

A 55 P1967231
A _55_P2002893
A 51 P181423

A 55 P2011922
A 55 P2020410
A 51 P193336

A 55 P2128195
A_55_P2098865
A 55 P1961014
A 51 P179258

A 55 P2092194
A 55 P2051566
A_55_P2060303
A 55 P2074045
A 55 P2364971
A 55 P2018244

2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.6
2.5

50/68 R—

2.5.E-02 Bestl1 NM_011913
44E-02 Sntg2 NM_172951
2.6.E-02 Btg3 NM_009770
7.9.E-03 N/A N/A

1.1.E-02 Gm7298 XM_001480274
1.1.E-02 Fam47e NM_001033478
1.9.E-02 N/A N/A

2.6.E-02 AU045094 AU043288
3.7.E-02 Rarresl1 NM_001164763
2.3.E-02 4930453L07Ril AKO15455
9.5.E-03 Gstp2 NM_181796
1.6.E-02 N/A BC025829
1.3.E-02 Mbd1 NM_013594
9.1.E-03 Adat3 NM_001100606
8.6.E-03 Cgrefl NM_026770
49.E-02 LOC10050494<XM_003086852
2.9.E-02 Zmynd10 NM_053253
2.0.E-02 Sic5a6 NM_001177621
1.5.E-02 Tmem158 NM_001002267
41E-02 Mmp15 NM_008609
1.9.E-02 N/A N/A

2.6.E-02 AA465934 BB850827
1.5.E-02 Ipcef1 NM_001170800
1.0.E-02 Pdgfa NM_008808
2.5.E-02 Vmni1r85 NM_145847
9.5.E-03 Stbd1 NM_175096
2.2.E-02 Pfkib1 NM_008824
1.9.E-02 OIfr807 NM_146929
6.1.E-03 March9 NM_001033262
8.7.E-03 Mapk8 NM_016700
7.4 E-03 Nucb2 NM_016773
4.4E-02 Pm20d2 NM_001034867
7.5.E-03 Accnbd NM_021370
7.8.E-03 Selenbp1 NM_009150
4.1.E-02 Kif26b NM_001161665
4.0.E-02 7700106N22RilNM_028576
1.4E-02 N/A CD768206
71.5.E-03 Mras NM_008624
7.3.E-03 N/A N/A

3.8.E-02 C77798 C77798
1.4.E-02 OIfr1093 NM_146366



Suppl. Table2

A 55 P2016670
A 52 P512575
A 52 P130787
A 51 P461191
A 51 P222386
A_55_P1960659
A 55 P2137576
A 55 P1962680
A 55 P2087647
A 55 P2044803
A 55 P2045549
A 55 P2012572
A 55 P2064486
A 55 P2139878
A 55 P2002376
A 55 P1979536
A 55 P2144090
A 55 P2015088
A 52 P233305
A 51 P514256
A_55_P2085835
A 51 P310649
A_55_P2008996
A 51 P521052
A 55 P2158384
A 55 P2062171
A 55 P2146789
A 55 P2107647
A_55_P2053556
A _51_P344552
A 55 P1972039
A 55 P1987953
A 52 P615401
A 51 P108629
A 55 P2185367
A 55 P2019428
A_51_P193000
A 51 P117794
A_52 P537545
A 66 P123683
A 51_P259318

2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5
2.5

51/68 R—

3.5.E-02 Alpk2
1.1.E-02 Hopx
1.1.E-02 Kcna6
29.E-02 Gotl1l1
9.5.E-03 Tbc1d10a
9.2E-03 Ferll6
2.6.E-02 Nphp3

NM_001037294
NM_175606
NM_013568
NM_029674
NM_134023
XM_905719
NM_028721

1.4E-02 LOC10004023!XM_001474135

2.0.E-02 Grhpr
2.8.E-02 N/A
8.8.E-03 Dpy19I1
5.6.E-03 Negri
2.7.E-02 Trim58
9.6.E-03 N/A
9.5.E-03 Srm
4.3.E-02 Hras1
3.8.E-02 N/A
1.7E-02 N/A
2.0.E-02 Adamtsi12
3.8.E-02 Tubb2Zb

NM_080289
AK085886
NM_172920
NM_001039094
NM_001039047
N/A
NM_009272
NM_001130444
N/A

N/A
NM_175501
NM_023716

7.9.E-03 5330417C22RiiNM_001033304

8.5.E-03 Arsa
3.3.E-02 Gm10034
7.2.E-03 Ly6k
1.2.E-02 Aanat
1.6.E-02 Odf3
1.8 E-02 N/A
7.9.E-03 N/A
7.7.E-03 Alpk3
2.7.E-02 Irs4
1.0.E-02 Nox4
1.5.E-02 Gm5938
1.6.E-02 Tpral
1.7.E-02 Pri3b1
2.8.E-02 N/A
7.9.E-03 Htrid
1.0.E-02 Bbs4
1.3.E-02 Bik
45E-02 Smpd3
1.5.E-02 Obfc2a
9.6.E-03 Fbrs

NM_009713
AK164250
NM_029627
NM_009591
AK005883
N/A

N/A
NM_054085
NM_010572
AK149398
NM_001085534
NM_011906
NM_008865
XM_003084895
NM_008309
NM_175325
NM_007546
NM_021491
NM_028696
NM_010183



Suppl. Table2

A 55 P1959891
A 51 P418725
A 55 P1988373
A 55 P2019133
A 55 P2179974
A 66_P128442
A 52 P361081
A 55 P2170514
A 55 P1953194
A 55 P2145506
A 55 P1989150
A 51 P358316
A 51_P201308
A 55 P1987269
A 55 P2057777
A 55 P2032955
A 55 P2142334
A 51 P129962
A 51_P386810
A 55 P2199463
A _52 P78875

A 51 P143446
A 55 P1967395
A 51 P134923
A 51 P413216
A 55 P2233547
A 52 P678393
A 55 P2318955
A 55 P2167482
A 55 P2090484
A 52 P436238
A 55 P2154740
A 55 P2098494
A 52 P273821
A 55 P2138422
A 55 P1961320
A _51_P230537
A 55 P2059961
A 55 P1959072
A 55 P1976539
A 55 P2143494

2.5
2.5
2.5
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4

52/68 R—

1.1.E-02 N/A
1.4.E-02 Plekhfl
2.1.E-02 Miflip
1.4E-02 Fmni
4.71E-02 Spsb1
9.6.E-03 Rimbp3
49 E-02 Arhgefl6
2.8.E-02 Sfn
4.0.E-02 Uchl3
3.0.E-02 Fit3/
45E-02 OIfr294
6.8.E-03 Chga
1.8.E-02 Moxd2
2.1.E-02 OIfr1257
1.6.E-02 Fgfri!
5.0.E-02 Pabpnll
1.5.E-02 Ly6h

N/A
NM_024413
NM_027973
NM_001043322
NM_029035
NM_001033338
NM_001112744
NM_018754
AKO050278
u04807
NM_001011750
NM_007693
NM_139296
NM_146982
NM_010206
NM_001007462
NM_011837

1.8.E-02 5930434B04Ril AK083582

2.0.E-02 Gmppb
3.4E-02 TcfapZa
1.5.E-02 Phf12
3.2E-02 OIfr1010
2.8.E-02 N/A
1.0.E-02 Rnf148
3.7.E-02 OIfr1016

NM_177910
NM_011547
NM_174852
NM_207149
N/A
NM_027754
NM_001011758

8.7.E-03 9130214F15Rit AK020279

1.8.E-02 S/c22a14

NM_001037749

3.1.E-02 4930417HO1Ril AK144823

8.1.E-03 N/A
1.7.E-02 Pde10a
1.2.E-02 Odc1
3.7.E-02 N/A
2.2.E-02 N/A
1.3.E-02 Abhdd
1.3.E-02 OboxT
42E-02 Tes
4.3.E-02 Ccdcl14
3.8.E-02 N/A
1.0.E-02 ClecZe
2.2.E-02 Nupb62cl
2.9.E-02 Doc2b

N/A
NM_011866
NM_013614
N/A
BC058985
NM_026179
NM_027802
NM_207176
NM_001033243
N/A
NM_153506
NM_001081668
NM_007873



Suppl. Table2

A 51 P356842
A 52 P342159
A 55 P2118866
A 51 P161554
A 55 P2146678
A 55 P1962124
A 55 P2096174
A 55 P2074766
A 55 P2087157
A 66_P135700
A 66 P133151
A 55 P2149774
A 55 P1972436
A 55 P2169784
A 55 P2016976
A 51 P262489
A 51 P413147
A 51 P377812
A_55_P1980550
A 51_P240136
A_55_P2000658
A 51 P219483
A 52 P368306
A 55 P2099952
A 52 P625215
A 55 P2423518
A_52 P52637

A 52 P578634
A 55 P2044788
A 55 P1963041
A 55 P1977096
A 55 P2036942
A 55 P2105563
A 51_P335981
A_51_P408071
A 55 P2137840
A 51 P238183
A 55 P1991069
A 55 P1978777
A _52 P587738
A 55 P2131506

2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.4
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3

53/68 R—

2.1.E-02 OIfr320 NM_207230
7.8.E-03 Nfatc4 NM_023699
1.9.E-02 Cmah NM_001111110
6.4.E-03 Arid3b NM_019689
1.9.E-02 N/A N/A

9.9.E-03 N/A N/A

71.71.E-03 LOC665792 XM_003085443
1.5.E-02 Mug2? NM_008646
9.8.E-03 N/A AK131168
9.3.E-03 Cyp2dT11 NM_001104531
7.6.E-03 N/A AK020435
3.5.E-02 Vasn NM_139307
1.2.E-02 Themis NM_178666
1.1.E-02 Plod1 NM_011122
3.2.E-02 A530054K11RiNM_183146
1.7.E-02 Sst NM_009215
1.0.E-02 Klk1b3 NM_008693
2.2.E-02 1700011E24Rit NM_029298
1.5.E-02 Kifcbc—ps XM_001000571
3.5.E-02 Gng8 NM_010320
9.1.E-03 Gm15645 NR_033578
42 E-02 Tsku NM_001024619
1.8.E-02 Tmem100 NM_026433
2.2.E-02 Cari NM_009799
1.5.E-02 Wrfikkn2 NM_181819
1.5.E-02 B230369F24Rii AK050536
2.2E-02 N/A N/A

2.7.E-02 Celal NM_033612
9.1.E-03 N/A N/A

1.7.E-02 Gm4861 NM_177665
1.0.E-02 Elk4 NM_007923
2.7.E-02 Gm4535 NM_001101644
1.2.E-02 1700104L18Rit AKOO7120
1.3.E-02 Narf NM_026272
1.2.E-02 Kntc1 NM_001042421
7.4E-03 4833442J19RikNM_177101
1.2.E-02 Etnk2 NM_175443
7.4E-03 Gm885 NM_001033435
9.5.E-03 Zfp64 NM_009564
2.4E-02 P2ry2 NM_008773
1.7E-02 N/A XR_105460



Suppl. Table2

A 55 P1978885
A_55_P1990648
A 52 P431859
A 55 P2112986
A_52 P92472
A_55_P2083649
A 66_P137048
A_55_P2095153
A 55 P1998797
A_55_P2093168
A 55 P2046563
A 55 P2165839
A 52 P190630
A 51 P413545
A 52 P81693
A_55_P1956998
A_55_P1953984
A 55 P2162432
A _51_P277006
A 55 P2172182
A 55 P2160686
A 55 P2021953
A_55_P2005883
A_55_P2009439
A 55 P2013751
A 51_P208870
A 55 P2136817
A 55 P2192961
A 55 P1964237
A 55 P2126528
A _51_P440568
A 55 P1960522
A 55 P1992034
A_55_P1989991
A 52 P18922

A 55 P2148340
A 55 P2145029
A 51 P497379
A 55 P2026340
A 55 P2051577
A 51 P192964

2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.3
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2

54/68 R—

1.9.E-02 Gm10700
71.8.E-03 Ndufaf4

AK172359
NM_026742

1.7.E-02 20710111101Rik AK167772

1.2E-02 Klk1b22

1.6.E-02 N/A
1.7.E-02 Alas1
2.4E-02 Menl
1.3.E-02 Pdf
1.0.E-02 N/A
79.E-03 Rell2
1.5.E-02 Cym
2.9.E-02 Cebpe

NM_010114
N/A
NM_020559
NM_008583
NM_026513
N/A
BC038500
NM_001111143
NM_207131

3.1.E-02 7700011FO03RikNM_028825

1.3.E-02 Txndcl1

NM_029582

1.0.E-02 LOC10050259:XM_003084652

1.0.E-02 Dis3/2
3.9.E-02 N/A

NM_001172157
AK144838

1.6.E-02 D630029K05Ri NR_027847

4.0.E-02 Chst8

4.0.E-02 OIfr1138
2.3.E-02 Tsc22d1
2.1.E-02 OIfr700

1.6.E-02 Foxri
1.4E-02 N/A

1.9.E-02 Tsgal0
3.0.E-02 Zdhhc24
1.4E-02 CoroZb
9.1.E-03 Trim30b

NM_175140
NM_146639
NM_207652
NM_146600
NM_001033469
N/A
NM_207228
NM_027476
NM_175484
NM_175648

1.5.E-02 4932418E24Rit NM_177841

1.8 E-02 N/A
1.5.E-02 Stk19
2.8.E-02 N/A
1.3.E-02 EpmZ2a

2.0.E-02 Fam149b

1.1.E-02 Chid1
2.6.E-02 N/A
2.6.E-02 Gm826
9.9.E-03 0OIfr30
3.8E-02 Fmo5
3.8.E-02 N/A

1.1.E-02 Cleci12b

N/A
NM_019442
BY 109983
NM_010146
AKO031973
NM_026522
N/A
NM_001033411
NM_146878
NM_001161765
N/A
NM_001204223



Suppl. Table2

A 51 P502152
A 51_P448784
A 55 P2115582
A 55 P1958532
A 55 P2116744
A 55 P1964174
A 55 P2065424
A 51 P313503
A 55 P2032543
A 52 P366047
A 66_P127160
A 55 P2043877
A 52 P333825
A 55 P1992495
A_52 P339742
A 55 P2054437
A 55 P2143765
A 55 P2161410
A 52 P467232
A 52 P321751
A 55 P2049687
A 55 P2096545
A 65 P18756

A 55 P1966094
A 55 P2020286
A 66 P112436
A 51_P297968
A 51 P284716
A 55 P2008722
A 66 P115959
A 55 P1974522
A 55 P1995133
A 55 P1991960
A 52 P523368
A 55 P2205760
A 55 P2039289
A 55 P1973352
A 55 P1982699
A 55 P2021490
A 55 P2009684
A 51 P164203

2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.2
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1

55/68 R—

1.9.E-02
1.6.E-02
2.6.E-02
3.1.E-02
1.3.E-02
1.8.E-02
1.4E-02
1.8.E-02
1.1.E-02
1.5.E-02
1.7.E-02
2.1.E-02
1.7.E-02
2.4E-02
4.8.E-02
1.3.E-02
3.5.E-02
4.4 E-02
1.0.E-02
4.1.E-02
2.6.E-02
4.1.E-02
3.1.E-02
1.7.E-02
1.5.E-02
4.6.E-02
2.9.E-02
1.9.E-02
3.3.E-02
1.4E-02

1.9.E-02
2.8.E-02
1.4E-02
2.1.E-02
1.3.E-02
1.1.E-02
1.4E-02
2.1.E-02
3.3.E-02
2.9.E-02

Slc19a1
Nrsni
Slc20a1
Hr
Xirp1
Nmel
Sstr2
Olfr577
Cblc
Ropp40
Eif2b3

NM_031196
NM_009513
NM_015747
NM_021877
NM_011724
NM_008704
NM_009217
NM_147109
NM_001161844
NM_145938
NM_001111277

2300003K06Rit NM_001195383

Tas2ri118
Gpc4
Cybb5r3
Ttpal
Ugt1a6b
Serpina3m
Illrap
Narg2
Efna2
R3hdml
Kif17

N/A
Tmem179
Prkar2b
Pdia6

NM_207022
X83577
NM_029787
NM_029512
NM_201410
NM_009253
NM_134103
AKO046121
NM_007909
NM_001099331
NM_029416
N/A
NM_178915
NM_011158
NM_027959

4930407110Rik NM_001166475

Gm13157

NM_001127189

1700016H13RiINM_001163550
1.1.E-02 A530099J19RiiNM_175688

N/A
Nwd1
Psapl1
C88045
Hspb6

N/A
NM_176940
NM_175249
C86380
NM_001012401

LOC10050391(XR_106152

Gm16442
Gm16386
Zmizl1

Nme4

NM_001167148
AK144317
AK169397
NM_019731



Suppl. Table2

A 52 P210909
A 55 P2041738
A 55 P2011286
A 55 P2219581
A 55 P2099910
A 55 P2126951
A 55 P2168118
A 55 P2005611
A 66_P119350
A 55 P2176270
A 55 P2027852
A 55 P1979014
A 51 P115229
A_55_P2040567
A_55_P2398995
A 55 P2409038
A 55 P2139703
A 51_P162098
A 52 P373694
A _51_P392090
A 51 P214319
A 51_P378699
A 55 P2158181
A 55 P2165504
A 52 P600822
A 51 P124126
A 55 P2162269
A 55 P1967478
A 55 P2067757
A 51_P501018
A 55 P2414924
A 55 P1969131
A 51 P219722
A 51_P433778
A 55 P2162204
A 55 P2290388
A 52 P188593
A 55 P2020331
A_51_P270005
A 55 P2035400
A 55 P2083233

2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1
2.1

56/68 R—

4.0.E-02 PkdzI2
9.8.E-03 I/15ra
2.6.E-02 Hopx

1.4E-02 C76332

NM_016927
NM_008358
NM_175606
C76332

1.8.E-02 F730043M19Ri NR_015602

1.7.E-02 Zfp467

NM_001085417

2.0.E-02 4933406C10Ri AKO41289

1.3.E-02 Olfr476

NM_146924

1.1.E-02 2310040G24RiiNR_040293

1.9.E-02 GucyZe

1.9.E-02 Ccl25
1.1.E-02 Zfp648

1.6.E-02 Vmnir81

1.5.E-02 N/A
1.3.E-02 LelpT

NM_008192
NR_033527
NM_001204908
NM_134210
N/A
NM_027042

1.6.E-02 7630403G23Rii AK020190

1.8.E-02 Krtap5—4
1.5.E-02 Ndufaf4

4.3.E-02 Jph4

1.1.E-02 Tmem19

1.4E-02 Cox11
1.1.E-02 Sohlh2
1.9.E-02 OIfr39
1.7E-02 N/A

1.8.E-02 Prkcz

2.6.E-02 Cyp2d22

1.8.E-02 Bri3
4.7E-02 Hbb-y
48 E-02 Psg27
2.8.E-02 Nek2
1.3.E-02 Luc7l
3.6.E-02 Cidec

NM_015809
NM_026742
NM_177049
NM_133683
NM_199008
NM_028937
NM_146825
AK153764
NM_008860
NM_019823
NM_018772
NM_008221
NM_001037168
NM_010892
NM_028190
NM_178373

1.4E-02 2310021HO6RiINM_025990

1.6.E-02 Tert

3.9.E-02 Kctd15

1.3.E-02 Rorb
2.8.E-02 N/A

2.8.E-02 Camklig

2.9.E-02 Lrguk
3.5.E-02 Ripk4
42E-02 N/A

NM_009354
NM_146188
NM_001043354
AK049058
NM_144817
NM_028886
NM_023663
N/A



Suppl. Table2

A 55 P2066234
A 52 P252737
A 55 P2143976
A 55 P2142878
A 55 P2175245
A 51 P351137
A 55 P1982034
A 66 P111322
A 52 P295755
A 51 P158061
A 52 P24631

A _51_P408082
A 55 P2045658
A 55 P2146590
A 55 P2041713
A 51 P261204
A 55 P2125972
A 55 P1964717
A 55 P1970126
A 55 P2142724
A 66 P135194
A 55 P2167123
A 55 P2153391
A 55 P2104119
A 55 P2283207
A 55 P1970062
A 55 P2075459
A_51_P358700
A 55 P2006832
A 55 P2107357
A 55 P2119962
A 51_P428578
A_55_P1959985
A 51 P449614
A 52 P456158
A 55 P2177233
A_55_P2050019
A 51 P251357
A 55 P2103831
A 51 P267783
A 55 P1970949

2.1
2.1
2.1
2.1
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0

57/68 R—

1.7.E-02 Arfip2

2.1.E-02 Rangapl

3.8.E-02 Kcnd1

NM_029802
NM_011241
N/A

1.2.E-02 K230010J24Ril XM_484483

1.9.E-02 Tusc3
26.E-02 Thce
2.7E-02 N/A

2.8.E-02 Gmb567

NM_030254
NM_178337
N/A
NM_001004182

2.4E-02 A830005F24Rii XM_001473764

2.8.E-02 Dalrd3 NM_026378
3.6.E-02 AzinT NM_018745
2.5.E-02 Apoal NM_009692
2.3.E-02 Nmeb6 NM_018757
3.2.E-02 78700711010RiNM_026931
2.8.E-02 Gas2 AK142903
2.6.E-02 Foxi2 NM_183193
1.8.E-02 Goraspl NM_028976
2.4E-02 Gm10398 AK131726
1.5.E-02 Heatrbb NM_001081179
46.E-02 N/A N/A
1.5.E-02 Yrdc NM_153566
2.0.E-02 Gm12839 NR_033575
1.9.E-02 Palm2 NM_172868
2.2E-02 N/A N/A
1.6.E-02 Maz NM_010772
4.0.E-02 Igsf9b NM_001033323
1.8.E-02 Dtnb AJ003007
44E-02 OIfr1221 NM_146902
3.8.E-02 Xkr4 NM_001011874
3.5.E-02 LOC10004204¢NR_004442
3.0.E-02 7770034G24RiNM_028637
2.8.E-02 Fam134b NM_025459
1.9.E-02 AlasT NM_020559
3.1.E-02 7700006A11RifNM_027939
1.9.E-02 Fchsd1 NM_175684
3.0.E-02 Abhdb5 NM_026179
2.4E-02 Scml2 NM_133194
2.8.E-02 Ctps NM_016748
1.4E-02 Gm6653 XR_035409
2.6.E-02 II11 NM_008350
1.6.E-02 N/A N/A



Suppl. Table2

A 51_P387868
A 55 P1977303
A 55 P2046744
A 55 P2153923
A _51_P403610
A 51_P247542
A 55 P2032363
A_55_P1968808
A 55 P2130448
A_66_P125005
A 55 P2026420
A 52 P424462
A 55 P2113078
A 55 P2181216
A 51 P198835
A 51_P484978
A 51 P228171
A 55 P2107334
A 55 P2413069
A 55 P2412329
A 55 P1953411
A_55_P1969560
A 55 P2036176
A 55 P2257381
A 55 P2100928
A 52 P583155
A 55 P2173199
A 55 P2001494
A 55 P2000210
A 55 P22797717
A 52 P350111
A 55 P2127243
A 55 P2130393
A 51 P385351
A 55 P2072872
A _51_P306047
A 51_P385598
A 55 P1995173
A_55_P2059890
A 55 P2029252
A 55 P2096722

2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
2.0
1.9
1.9
1.9
1.9
1.9
1.9
1.9

58/68 R—

1.7.E-02 Tekt4 NM_027951
3.1.E-02 Pdella AK050924
3.9.E-02 Cspgb NM_001166273
1.6.E-02 Sic17ad NM_172773
2.6.E-02 OIfr1339 NM_146852
2.0.E-02 Ttli6 NM_172799
2.2.E-02 Tomm40/ NM_001037170
2.7.E-02 Wipi1 NM_145940
1.5.E-02 N/A N/A
1.7.E-02 Gm9648 AK085591
2.3.E-02 Poubf1 NM_010127
2.0.E-02 Erollb NM_026184
2.6.E-02 Rem1 NM_009047
2.6.E-02 N/A N/A
2.2.E-02 Dnajb9 NM_013760
2.4E-02 Cblc NM_023224
2.3.E-02 Cenpp NM_025495
1.5.E-02 Trim14 NM_029077
2.5.E-02 N/A AK016955
2.2.E-02 4930581F22Rit AK157006
1.7.E-02 Efcab3 AK162207
1.7E-02 N/A N/A
1.9.E-02 Mcf2I NM_178076
4.3.E-02 LOC10050361¢XR_105802
44E-02 Ptgds NM_008963
1.9.E-02 Ykt6 NM_019661
3.2.E-02 Vmn2r4 NM_001104615
1.6.E-02 Kit/ NM_013598
43.E-02 N/A AK141402
2.8.E-02 2810404MO3Ri; AKO12985
2.4E-02 Cythl NM_011180
3.8.E-02 Tpsb2 NM_010781
4.0.E-02 Pnplal NM_001034885
3.1.E-02 Sic44a3 NM_145394
1.6.E-02 Lpin2 AK033662
2.3.E-02 Seci13 NM_024206
1.6.E-02 Sic37a4 NM_008063
1.8.E-02 Odc1 NM_013614
3.2.E-02 Fdx1 NM_007996
1.3.E-02 N/A N/A
1.9.E-02 N/A CF621068



Suppl. Table2

A 55 P2151797
A 51 P291766
A 55 P1978651
A_51_P240801
A 55 P2171493
A 51 P163578
A 55 P2064635
A 55 P2184385
A 55 P2136289
A 55 P2422650
A 55 P2181348
A 51 P161691
A 52 P508277
A 55 P1956624
A 52 P520408
A 66 P111594
A 55 P1982524
A 55 P2025073
A 51_P429472
A 55 P1966874
A 55 P2130109
A _51_P382805
A 55 P2116889
A 55 P2010858
A 55 P1978825
A 55 P2029846
A _51_P208603
A 66_P108451
A 55 P2082806
A 51_P490678
A 55 P1967350
A 55 P2341950
A 55 P1964363
A 55 P2002743
A _51_P438555
A 55 P2109337
A 51 P421804
A 55 P2157751
A 52 P473419
A 55 P2045697
A 55 P1961700

1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9

59/68 R—

1.4E-02
2.2.E-02
2.2.E-02
1.6.E-02
2.4E-02
2.0.E-02
4.7.E-02
2.5.E-02
4.2.E-02
2.9.E-02
2.9.E-02
1.8.E-02
1.4E-02
1.8.E-02
3.0.E-02
3.3.E-02
2.9.E-02
2.2.E-02
2.1.E-02
3.7.E-02
1.8.E-02
2.4E-02
2.0.E-02
2.4E-02
2.8.E-02
2.4E-02
2.1.E-02
1.7.E-02
4.4 E-02
3.4.E-02
3.3.E-02
4.2.E-02
1.6.E-02
4.4 E-02
4.4 E-02
3.1.E-02
1.6.E-02
3.1.E-02
4.2.E-02
2.7.E-02
1.7.E-02

Dis312 NM_001172157
Olfr521 NM_146356
Wasf3 NM_145155
Tmem173 NM_028261
BC030867 NM_153544
Ugt2b35 NM_172881
N/A N/A

N/A N/A

Ripk4 BC057871
5031425E22Rit AKO17143
N/A BY742470
Coq7 NM_009940
Pramel XM_885719
Gm14431 NM_001177406
Serpl NM_030685
Vira8 NM_053223
Cyhri NM_019396
Csflr NM_001037859
Fam188a NM_024185
Rtbdn NM_144929
Nmt2 NM_008708
Zpbp2 NM_027061
Hax1 NM_011826
Mrps23 NM_024174
Gm10556 XR_107098
BC031353 NM_001113283
Dio2 NM_010050
N/A N/A

Trib1 NM_144549
Trim68 NM_198012
Ugt2b35 NM_172881
Crebzf NM_145151
Kctd14 NM_001012434
N/A N/A
4930412D23Ril XM_001473476
Gba2 NM_172692
Timm9 NM_013896
Stk35 NM_183262
Epb4.1/4a NM_013512
Sirt7 NM_153056
Ush2a DQ463440



Suppl. Table2

A 51 P319379
A 55 P2106514
A_66_P138053
A 51 P271503
A 55 P2210315
A 51 P362959
A 55 P2081035
A_52 P56636

A 55 P2035102
A 55 P1964752
A 51 P377376
A 55 P2027392
A 55 P2053251
A 51 P187901
A 52 P538470
A_55_P2039530
A 55 P2066927
A 52 P322421
A 51_P386270
A 55 P2298158
A 55 P2019964
A 55 P2170978
A 55 P2177614
A 55 P2044942
A 51_P295034
A 55 P2092125
A 51 P318856
A 55 P2067076
A 55 P1992934
A 55 P2131428
A 55 P1994550
A _51_P349281
A 55 P2067116
A 66_P113708
A 66 P106711
A 51_P253984
A 55 P2250164
A 55 P2158866
A 55 P2183015
A_52 P26953

A 55 P1978471

1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.9
1.8
1.8
1.8

60/68 R—

2.4E-02
1.7.E-02
3.8.E-02

Tmx4
Scn2al
Gm9917

3.4E-02 I/r1

2.0.E-02
3.1.E-02
2.6.E-02
1.9.E-02
1.7.E-02
3.6.E-02
3.5.E-02
2.9.E-02
3.1.E-02
3.2.E-02
3.0.E-02
3.9.E-02
3.1.E-02
2.9.E-02
2.5.E-02
3.2.E-02
2.5.E-02

Get4
Fbxo36
Gpr25
Chia
Odc1
Slc23a3
Gnl3
Gpri146
Gabrg3
Nop56
Spats2/
Gm10724
Galt
Mpz/2
Cyp2di12
D8Ertd620e
Lancl1

2.2.E-02 Ankrd13d

2.1.E-02
3.8.E-02
1.9.E-02
2.5.E-02
2.1.E-02
2.9.E-02
3.5.E-02
2.4E-02
1.7.E-02
2.1.E-02
1.7.E-02
3.6.E-02
3.5.E-02
1.8.E-02
2.9.E-02
4.1.E-02
2.0.E-02
3.8.E-02
1.9.E-02

Srsf3
N/A
Klk1b4
N/A
Glyat
N/A
N/A
Tird
Shank 1
Nckapbl/
Dclrelc
Nespas
Hhipl1
Pcp4
Pcdhgeh
Nmeé6
P2rx4
Ergic2
N/A

NM_029148
NM_001099298
XR_105317
NM_008362
NM_026269
NM_025386
NM_001101516
NM_023186
BC083122
NM_194333
NM_153547
NM_030258
NM_008074
NM_024193
NM_144882
XM_003086271
AK088379
NM_007962
NM_201360
BB618401
NM_001190985
NM_026720
NM_013663
N/A
NM_010915
N/A
NM_145935
AK135112

N/A
NM_016928
NM_001034115
NM_001001884
NM_175683
NR_002846
NM_001044380
NM_008791
NM_033583
NM_018757
NM_011026
NM_026355
N/A



Suppl. Table2

A_66_P130560
A 66 P114985
A 55 P2022258
A 51 P414889
A_55_P1959595
A 55 P2076941
A 51 P510939
A 51 P391616
A 55 P2160243
A_52 P457339
A 55 P2033987
A 52 P207964
A 51 P245414
A 51 P353543
A 55 P1992174
A 55 P2095844
A 55 P2017343
A 55 P2015267
A 52 P317040
A 55 P2017689
A 55 P1952775
A 55 P2159791
A 55 P2078460
A 55 P2075268
A 55 P2001481
A 55 P1976829
A 55 P2068486
A 51_P367060
A _51_P120066
A 55 P2026894
A_51_P250445
A 52 P164709
A _52 P587642
A 55 P2215880
A 55 P2053491
A _51_P342307
A 55 P2244971
A 55 P1975832
A 55 P1973813
A 55 P2079324
A 55 P2109752

1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8

61/68 R—

1.7E-02 N/A N/A

3.0.E-02 N/A N/A

47E-02 N/A AF012163
2.5.E-02 Ifi35 NM_027320
3.2.E-02 Fmob NM_001161765
3.0.E-02 Lrri NM_001081406
2.4E-02 Chchd7 NM_181391
2.9.E-02 Agxt2I1 NM_027907
40.E-02 N/A N/A

2.6.E-02 Gm1965 NM_001033491
3.0.E-02 N/A N/A

3.4E-02 Mrpsi18b NM_025878
29.E-02 KikT1 NM_010639
3.2.E-02 Magee2 NM_053206
2.3.E-02 Tars2 NM_001163619
2.6.E-02 Kalrn NM_001164268
42 E-02 OIfr767 NM_146318
3.1.E-02 N/A N/A

2.6.E-02 Edem2 NM_145537
2.2.E-02 Gprcbe NM_147217
48.E-02 OIfr559 NM_147112
4.0.E-02 Serpinb3d NM_201376
49.E-02 N/A N/A

2.8.E-02 Tmem216 NM_026798
2.9.E-02 Pdebc NM_033614
2.9.E-02 Fam165b N/A

1.9.E-02 Arfgapl NM_001177706
1.9.E-02 Ifrd1 NM_013562
2.5.E-02 9330151L19RikNR_033222
2.8.E-02 N/A N/A

5.0.E-02 zZfp276 NM_020497
2.0.E-02 Pocla NM_027354
45E-02 Ddx19a NM_007916
3.1.E-02 Ephb2 NM_010142
2.3.E-02 Pdia6 NM_027959
3.0.E-02 OIfr732 NM_146665
3.1.E-02 4930404017RiBY714618
2.3.E-02 78710009NO2RiiNM_026939
3.6.E-02 N/A N/A

3.9.E-02 Sephs2 NM_009266
3.8.E-02 Nans NM_053179



Suppl. Table2

A 52 P237792
A 66 P101703
A 55 P2183032
A 52 P185343
A 51_P269320
A 55 P2106201
A 55 P2046055
A 51_P330428
A_55_P2000930
A 52 P148658
A 52 P348720
A 55 P2020188
A_55_P1980836
A 52 P108850
A 55 P2023352
A 55 P2138366
A 52 P404329
A 55 P1952925
A 51 P118223
A 55 P2022049
A 55 P2077048
A 55 P2031939
A 55 P1994190
A 55 P1988102
A 51 P465292
A 55 P2145606
A 55 P2024763
A 55 P2068148
A 55 P2370931
A 52 P562267
A 52 P188678
A_55_P1966690
A 51_P252410
A 55 P2045048
A _52 P458697
A 55 P2115851
A 55 P2127692
A 55 P2093023
A 52 P199299
A_66_P130035
A 51 P235139

1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8

62/68 R—

1.9.E-02
2.0.E-02

Slc19al
Krtap5-5

3.9.E-02 Zfp787

2.6.E-02

Gnal3

4.0.E-02 Ads/

2.3.E-02

N/A

3.2.E-02 Arhgap42

3.8.E-02
2.9.E-02
2.5.E-02
3.3.E-02
4.3.E-02
4.3.E-02
3.1.E-02
2.6.E-02

Eif4debp1
Ccnyll
Mettl22
Rhobtb3
N/A
N/A
St8sial
N/A

3.3.E-02 Xpo4

5.0.E-02

Saad

2.2.E-02 AI854703

3.5.E-02
2.9.E-02

Gm1943
KIf15

49.E-02 Itihd
2.8.E-02 Aqgp4

3.6.E-02
2.4E-02
4.0.E-02
3.5.E-02
5.0.E-02
2.8.E-02

3.6.E-02 AU017674

Heph
Hmbs
Hnmt
Kmo

Lama3
Pias1

NM_031196
NM_001037822
AKO018745
AKO011851
NM_009634
N/A
AKO018520
NM_007918
NM_001097644
NM_146247
NM_028493
N/A
EF154513
NM_011374
N/A
NM_020506
NM_011316
NR_027236
NR_002928
NM_023184
NM_172471
NM_009700
NM_181273
NM_013551
NM_080462
NM_133809
NM_010680
NM_019663
CK334688

2.2.E-02 9130409123Rik NM_001033819
3.9.E-02 Pvri2 NM_001159724
3.3.E-02 CypZel NM_021282
2.6.E-02 Cope NM_021538
43.E-02 N/A N/A

2.3.E-02 Higdla NM_019814
3.6.E-02 9930013L23Ril NM_030728
2.8.E-02 Timm50 NM_025616
3.8.E-02 Xrccbbpl NM_026858
3.1.E-02 Urgcp NM_001077661
2.1.E-02 Klk1b24 NM_010643
42 E-02 Kbtbdd NM_028202



Suppl. Table2

A 55 P2073945
A 55 P2100866
A 55 P2115732
A 51 P369311
A 52 P8903

A 51 P519189
A 55 P2153221
A 55 P1952882
A 55 P2024669
A 52 P72654

A 55 P2161640
A 55 P1995417
A_55_P1988083
A 55 P1963201
A 52 P223571
A 55 P1968195
A 55 P1979463
A 55 P1981719
A_55_P2229645
A 51 P276063
A 51_P506328
A 55 P2043622
A_55_P1985758
A 51_P281608
A 55 P2067798
A_55_P1990067
A_52 P96552

A 55 P2087061
A _51_P205385
A 55 P2065577
A 55 P2154387
A 51 P150521
A 51_P301964
A 52 P376106
A 55 P2105406
A 51 P128075
A 55 P1957618
A 55 P2002933
A 51_P254234
A _51_P125050
A 51 P227345

1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.8
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7

63/68 R—

2.6.E-02 Eif2b3 NM_001111277
46.E-02 N/A N/A

2.3.E-02 Kific NM_153103
3.1.E-02 Nox4 NM_015760
3.2.E-02 D230037D09Ri NM_177140
3.3.E-02 Eif3i NM_018799
3.1.E-02 N/A N/A

2.4E-02 Cyp4fi18 AF233647
2.8.E-02 Myo6 NM_001039546
2.71.E-02 Sic25al7 NM_011399
3.5.E-02 Slc38al NM_134086
4.4E-02 1810031K17RitNM_026977
2.8.E-02 Prci NM_145150
2.1.E-02 Chchd7 NM_181391
2.0.E-02 Mlec NM_175403
3.4E-02 Cyp2di3 NR_003552
3.3.E-02 Prdx5 NM_012021
4.0.E-02 Rrebl NR_033615
47E-02 C77847 BG079317
2.6.E-02 Phyh NM_010726
3.2.E-02 Cyp2j6 NM_010008
2.3.E-02 Grhpr AK168351
4.1E-02 Psmd9 NM_026000
2.3.E-02 OIfr609 NM_147082
42E-02 Vmnir59 NM_207543
42.E-02 N/A N/A

2.7.E-02 Vkorcll1 NM_027121
2.6.E-02 Gmb151 NM_001101506
2.8.E-02 Uox NM_009474
3.9.E-02 N/A AK020097
3.6.E-02 Bmp4 NM_007554
3.9.E-02 Mgat2 NM_146035
2.8.E-02 Arl6ip1 NM_019419
4.4E-02 Slc30a9 NM_178651
47E-02 N/A XM_003085830
4.7E-02 71700008P20Ri}NM_001163810
3.7.E-02 Ak2 NM_001033966
2.4E-02 Klkib5 NM_008456
2.7.E-02 Chchd4 NM_133928
3.5.E-02 Wdr74 NM_134139
2.5.E-02 Dpepl NM_007876



Suppl. Table2

A 51 P108489
A 55 P1972104
A 51_P243930
A 55 P2093720
A 55 P2043682
A 55 P2145617
A 55 P2088715
A_55_P1998539
A 52 P378900
A 55 P2029630
A 55 P2002068
A 55 P2102621
A 51_P402458
A 55 P2186282
A 51 P468762
A 66 P129619
A 55 P2027678
A 55 P2114110
A_66_P100021
A 55 P2038479
A 55 P2100120
A 51 P160372
A 55 P1956873
A 51 P102438
A 55 P2120155
A 51 P255329
A _55_P2425342
A 51 P193716
A 55 P2081630
A 55 P1990740
A 55 P2147220
A 52 P469277
A 55 P2187043
A 51 P492125
A 52 P365768
A 55 P2045535
A 55 P2031676
A 51 P234544
A 51 P155303
A 55 P2052481
A 55 P2081981

1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7

64/68 R—

2.5.E-02 GtI3 NM_008187
2.6.E-02 Acsm3 NM_212441
4.2.E-02 QrslT NM_001081054
3.2.E-02 Dnajcd NM_016775
48.E-02 Ubacl BC021811
3.6.E-02 Krt80 NM_028770
3.9.E-02 DebT NM_026794
3.1.E-02 CTqtnfl NM_001204129
48.E-02 LpcatZb NM_027599
2.6.E-02 Mpdul NM_011900
3.9.E-02 Gm10510 AK145347
3.3.E-02 Eaf2 NM_001113401
2.1.E-02 Anxa7 NM_009674
3.8.E-02 Agxt2 NM_001031851
2.9.E-02 Alkbh6 NM_198027
3.6.E-02 Gm2011 NR_038067
44E-02 N/A AKO006745
3.0.E-02 Cadm4 NM_153112
2.1.E-02 Ncaph2 NM_001115132
4.1.E-02 Pddc1 NM_172116
2.8.E-02 Nmel NM_008704
2.9.E-02 WbpT NM_016757
2.6.E-02 Timml7a NM_011590
4.7E-02 Ugt2b36 NM_001029867
3.6.E-02 Ccdc88b NM_001081291
2.9.E-02 Riok2 NM_025934
4.5.E-02 4932443L11Rik XR_105182
4.3.E-02 Supv3lt NM_181423
2.6.E-02 Gpa33 NM_021610
3.7.E-02 N/A N/A

3.2.E-02 Ak2 NM_016895
5.0.E-02 N/A AF087578
41.E-02 Tpm1 NM_001164248
2.1.E-02 CiapinT NM_134141
2.6.E-02 Nsun2 NM_145354
3.4E-02 6330545A04RiIN/A

3.1.E-02 Gstmé6 NM_008184
3.4E-02 Azini NM_018745
4.2.E-02 Rbfa NM_199197
4.4 E-02 OIfr1130 NM_146838
3.5.E-02 N/A AKO046704



Suppl. Table2

A 55 P2040280
A 52 P303077
A 55 P1960208
A 55 P2112245
A 51 P435922
A 55 P2096772
A 55 P1963529
A 51 P395473
A 55 P2019217
A 55 P1987675
A 52 P159885
A 55 P2007233
A 55 P2072801
A 51_P204702
A 52 P100199
A 55 P2176320
A 52 P302345
A 51_P235705
A _51_P480904
A 55 P2166349
A 55 P2053616
A _51_P376407
A 52 P469381
A_51_P309988
A 55 P2168736
A 55 P2019014
A 51 P422893
A 51 P116687
A 55 P2029498
A_52 P45797

A 55 P2026639
A _51_P440790
A_55_P2005956
A 55 P2127288
A 55 P2051791
A 55 P2072468
A 55 P2012689
A 55 P2043352
A 55 P2073795
A 55 P2159061
A_55_P2334424

1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.7
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6

65/68 R—

3.1.E-02 Dhps NM_001039514
5.0.E-02 Rogdi NM_133185
2.5.E-02 Vcan NM_172955
49E-02 Ccdcl13 AKO038868
4.1E-02 Rsph9 NM_029338
47E-02 Zfoll NM_172462
3.9.E-02 Abcb10 NM_019552
3.6.E-02 TencT NM_153533
3.7.E-02 Gm2695 XR_106466
3.2E-02 N/A N/A

3.9.E-02 Ddx49 NM_001024922
4.3 E-02 A530021J07Rii XR_035179
46.E-02 Lypdd NM_029806
3.3.E-02 OIfr493 NM_146310
3.3.E-02 Abhd10 NM_172511
4.1E-02 Pgc NM_025973
3.3.E-02 Cyp4v3 NM_133969
42E-02 Tsfm NM_025537
3.8.E-02 BImh NM_178645
3.0.E-02 N/A BC024335
2.9.E-02 N/A N/A

3.5.E-02 D9Ertd402e  NM_001013405
3.6.E-02 Comtd1 NM_026965
3.7.E-02 Gprcbe NM_147217
2.6.E-02 Relb NM_009046
4.4E-02 Tmem120b NM_001039723
3.5.E-02 TmemT4a NM_029398
4.3 E-02 71700010I14Rik NM_025851
45E-02 Osbplla NM_207530
2.8.E-02 Rg9mtd2 NM_175389
3.6.E-02 Gm11564 NM_001100614
3.7.E-02 Dpp7 NM_031843
4.7E-02 Egfbp2 NM_010115
3.5.E-02 Spsb1 N/A

3.1.E-02 Cbr4 NM_145595
3.8.E-02 Sirt6 NM_181586
40E-02 Stki16 NM_011494
4.0.E-02 LOC10050398: XM_003085022
3.7.E-02 Mecr NM_025297
4.2.E-02 Taar8a NM_001010830
49 E-02 D630024D0O3Ri AK158188



Suppl. Table2

A _51_P465809
A 55 P2076846
A _66_P120605
A 55 P2187053
A 52 P217437
A 52 P618187
A 55 P2126363
A 55 P2169218
A 51 P160744
A 51 P394115
A 55 P2063041
A 55 P2074811
A 52 P230904
A _51_P305547
A 55 P1978847
A_52 P24986

A 51 P490171
A 55 P2003216
A 55 P1976689
A 66 P121117
A 51_P109888
A 52 P117313
A 55 P2043684
A 51 P109421
A 51 P468329
A 55 P1985458
A 52 P1003335
A 51 P357561
A 55 P2044433
A 55 P2146650
A 55 P2429714
A 52 P10781

A 51 P311096
A 55 P2073642
A_55_P2302000
A_55_P2248556
A 52 P343343
A_52 P52272
A_55_P2009875
A 55 P1953972
A _66_P115056

1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6

66/68 R—

4.1.E-02
3.0.E-02
4.7.E-02
4.7.E-02
4.2.E-02
4.0.E-02
4.7.E-02
4.0.E-02
4.5.E-02

Slc30a9
Tead?
Fbxo34
Tom1
Htra3
Mrs2
Wnt10b
N/A
Ndufb3

4 8.E-02 Aadac

4.8.E-02

Simo2

3.4E-02 Zfp609

2.9.E-02
4.8.E-02
4.6.E-02

Wdri18
Snai2
Vmniri83

42 E-02 Agpat6

3.8.E-02

Nubp2

4.9E-02 Igsf5

3.7.E-02
4.2.E-02
3.7.E-02

Snrnp35
Serpinald
Corolb

3.4E-02 Azini

4.5.E-02
4.5.E-02
4.3.E-02
4.0.E-02
3.0.E-02
4.3.E-02
49.E-02
4.5.E-02
3.3.E-02
4.6.E-02

Ubacl1
Eif2d
Psmb7
Susd3

NM_178651
NM_011565
NM_001146085
NM_001164255
NM_001042615
NM_001013389
NM_011718
N/A
NM_025597
NM_023383
NM_025531
NM_172536
NM_175450
NM_011415
NM_203489
NM_018743
NM_011956
NM_001177886
NM_029532
NM_009246
NM_011778
NM_018745
NM_133835
NM_010709
NM_011187
AKO013276

5830473C10Rii XM_886735

Fbxw9

NM_026791

LOC10050401. XR_108069

N/A

N/A

4930455C21RiiNM_024273

Lmanl

NM_001172062

4.5.E-02 24710003K15Rit NM_029353
1600014C10RiiNM_001085385
4930455J16Rik AK030052
6530402F 18RIl AK220426

4.3.E-02
4.0.E-02
3.8.E-02
3.7.E-02

Rpl7I1

4.7E-02 Zfp846

4.5.E-02
49.E-02
4.5.E-02

N/A
Pdhb
Gpnl

NM_025433
NM_172919
N/A

NM_024221
NM_133756



Suppl. Table2

A 55 P2011341
A _51_P435068
A 55 P2137521
A 55 P2021455
A 51_P520106
A_55_P1988070
A 55 P1984601
A 52 P215829
A 55 P2031288
A 55 P2003211
A 55 P2013756
A 55 P2111429
A 52 P180335
A 55 P2094362
A 51 P419759
A 51 P483311
A _51_P504522
A 55 P2020084
A 55 P2117319
A_55_P1963389
A 55 P1979491
A 51 P407193
A 55 P2022128
A 52 P676063
A 55 P2028064
A 55 P2037657
A 55 P2002557
A 55 P2114785
A_55_P2025006
A_55_P2150053
A 55 P2048928
A 55 P2000254
A_55_P1992839
A_55_P2006554
A 51 P462556
A 55 P2317665
A_55_P2056995
A 66 P123787
A 51 P411297
A 51_P362554
A 55 P1964302

1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.6
1.5
1.5
1.5
1.5
1.5

67/68 R—

3.8.E-02

N/A

41 E-02 Acadsb

4.5.E-02
5.0.E-02

Nmrall
N/A

4.6.E-02 Adprhl2

4.4 E-02
49.E-02

Eeflg
Vapb

5.0.E-02 Alg13
3.6.E-02 Abcghd
4.9.E-02 Igsf5

4.5.E-02
3.4.E-02
4.3.E-02
4.8.E-02
4.3.E-02
4.8.E-02
5.0.E-02
3.6.E-02
5.0.E-02
4.2.E-02
3.7.E-02
4.8.E-02
4.7.E-02
4.7.E-02
4.1.E-02
49.E-02
4.4 E-02
4.0.E-02
49.E-02
4.7.E-02
4.1.E-02
4.4 E-02
4.5.E-02
4.3.E-02
4.2.E-02
4.7.E-02
4.6.E-02
4.4 E-02
4.4 E-02
49.E-02
4.7.E-02

Sultdal
Btf314
Mrpl28
Erp29
Thal
Mpv17/2
Derl1
N/A
Ntanti
N/A
Cd28
Clp1
Cntnap1
Tmem126b
Kdm4b
Gm10427
Srebf1
N/A
Klk1b26
Yipfd
Cbfb
Rundc2a
Dsn1
Eifde2
Gm10658
E2f1
Gegr
Lars2
Nupb0
Olfr1307

Timm8al

N/A
NM_025826
NM_026393
N/A
NM_133883
NM_026007
NM_019806
NR 037145
NM_031884
NM_001177887
XR_108050
NM_027453
NM_024227
NM_026129
NM_027919
NM_183170
NM_024207
N/A
NM_010946
N/A
NM_007642
NM_133840
NM_016782
NM_026734
NM_172132
AK149283
NM_011480
N/A
NM_010644
NM_023311
NM_001161458
NM_001163498
NM_025853
NM_001039169
XR_105260
NM_007891
NM_008101
NM_153168
NM_016714
NM_001011787
NM_013898



Suppl. Table2

A 51 P125567
A 55 P2007771
A _66_P132037
A 52 P263201
A 52 P139097

1.5
1.5
1.5
1.5
1.5

68/68 R—

4.7E-02 Mettl13
5.0.E-02 Catsper?
48 E-02 Jmjd4
48.E-02 Tmem33
49.E-02 N/A

NM_144877
NM_153075
NM_178659
NM_030108
N/A



