Primers name Primers sequence

Fus RERE_ACTNA4_Left 5-TCAGGCAGTACGGGAAGAAC-3’
Fus RERE_ACTNA4 Right 5-GATCTGTGTGCCTGCCTTC-3’

Fus_ DUSIL_B4GALNT2 Left 5°-CCAACTACCGGAAGGAGAAC-3’
Fus_ DUSIL_B4GALNT2 Right 5’-AGAACGTATTTGGTGGTGAC-3’

Fus_ZNF256_SKA2_Left 5 TCATAAATCTGGCATGTGAAA-3’
5-TGGACTGATTACTTGGTAGAAA-

Fus_ZNF256_SKA2_Right 3’

Fus_ZNF8_GIP_Left 5-CCATGGCAATACTGTAGTCA-3’

Fus_ZNF8_GIP_Right 5-GGAGTGCCTCTCTGGTCT-3’

Fus_CHD6_GATAS_Left 5-ATACTGCAGGAGACAAAGGA-3’

Fus_CHD6_GATAS_Right 5-AGTCTGCTTGACTGGCTAAG-3’

Fus_ HEATR7_RSPRY1 Left 5-AGACAGTTCATCAGCAAGGT-3’
Fus_ HEATR7_RSPRY1 Right 5’-TCTCGGATACTGACTTGCTTC-3’

Supplementary Table 9 : RT PCR primers sequences for fusion’s validation



