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Figure S3. HPLC analysis of compound 1 

 

S5 

Figure S4. Mass spectrum of the major peak in the HPLC of compound 1 
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Figure S5. High-resolution mass spectrum of compound 1 
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Figure S6. 
1
H NMR of compound 4 
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Figure S7. HPLC analysis of compound 4 
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Figure S8. Mass spectrum of the major peak in the HPLC of compound 4 
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Figure S9. High-resolution mass spectrum of compound 4 
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Figure S1: Correlation of pIC50 with docking scores 
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Figure S1(continued): Correlation of pIC50 with docking scores 
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Figure S4. Mass spectrum for the peak at 6.1 min (compound 1) 

Figure S3. LC/MS analysis of compound 1: UV chromatogram at 210 nm 
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Purity of peak at 6.1 min is 99.3% 

Figure S2. 
1
H NMR of compound 1 
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Figure S5. High-resolution mass spectrum of compound 1 
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Figure S7. LC/MS analysis of compound 4: UV chromatogram at 210 nm 
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 Purity of peak 8.0min is 99.5 % 

Figure S8. Mass spectrum for the peak at 8.0 min (compound 4) 
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Figure S6. 
1
H NMR of compound 4 
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Figure S9. High-resolution mass spectrum of compound 4 


