PoMFTL1 PoFTL2 PoGl

1
g : g g
D ! D D
S - ' > - S -
c 1 c c
g 0.14 ! 3 g
o o o
o o o
r 8 r 38 r 3
-1l i i
o o o
I T T T 1 I T T T 1
-4 -2 0 2 4 -4 -2 0 2 4
Transformed H Transformed H Transformed H
PoCCA1 PoPhyN PoPhyO
o o o
3 3 3
g = g = g -
c = c
g g 3 0.666
o o o
< < <
r 8 r 8 r 3
n Yo} 0
o o <) ;
I T T T 1
-4 -2 0 2 4
Transformed H Transformed H Transformed H
PoPhyP PoPRR3 PoPRR7
o o o
3 3 3
g = g = g -
c c c
[ [ [
> > >
o o o
< < <
r 8 r 8 T 3
n Yo} o
o o o
I T T T 1
-4 -2 0 2 4
Transformed H Transformed H Transformed H

Figure S13. Rank transformed posterior predictive distributions of Fay and Wu’s H for
SNM model inferred from silent sites. Red lines are observed statistics calculated for all sites.
There are no observed values for PoFTL2 and PoPPRS3 due to the lack of outgroup. p-values indicate
whether the loci deviate significantly (*) from the posterior predictive simulations.
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