10 20 30 40 50 60 0
H.sap MMOADED

a0 100

80
MDEDD-.-DEENROEMOEAC S-o = QD SHED = DaB aE

M.mus MOoND EDD- - - D E TR 00 E A C SIS END =

D.rer JMENID 0 D ED o MD E DD - - - D E R D M0 E Ac_slmnslw—oﬂinlﬂn E-QMQ_! DAmD-oa!
WD = s

S.ﬁom
5.his_Rpb2b
O.tri_Rpb2b
S.lem_Rpb2b
Lau.sp_Rpb2b
Par.sp_Rpb2b
0O.nov_Rpb2b
Uro.sp_Rpb2b
S.lem_Rpb2a

o EGHEINS o QS S
-

[ = ¥ 0 S0 GG S 0 GRG0 MSIN
S.his_Rph2a -Nuqlommlwoo—bwquQon—nawm G SR D
A RIGIS SRR - - - O RO 0 Q PN N GGG RPN
0.nov_Rpb2a WO 00 QFEENOC--000 QNN WO
Uro.sp_Rpb2a
E.cra_Rpb2

Tthe WD E E E SUNE GE NS A PEE0 0 El

~~~~~~ EIDQDDAIR- N 0 G I S O QNS S O NN
VIRSYFE

L.m

MG
IPmul JMGS 19[950

o L
DSMC QD DD D EM

msomor oD w,_
1, 170 1, AEO 1. 390
H.sap I 0 S T A C O = NS
—ae@es
M.mus. T B A C O £ SRS
D.rer Q-Nlﬂ“ D GG G QEAMSA RO G - A N EETETEE N
D.mel © N P G WD G GG : M: Mo ¢ G SIEGIA A < NUG » ERGSEGE MOS0 ¥ SRNREC N I GIAH - A 1 K N TN ¢ MG C
S.cer Q T O P = GEISHD G:GMENNG T ME M0 C NS A MG\ A SN = ST A 510 A BN C GO C \GNTIN N W OMIE C WGIC DR
.pom o-In!lm-lm_ulechch-!-ncwa—cnlc_ AR ST SMNE C WSIC QN
sﬁlsjphzb C MRS s
O.tri_Rpb2b
S.lem_Rpb2b
Lau.sp_Rpb2b
Par.sp_Rpb2b C I S G S
0.nov Rpb2b o T 0 P E GRS GORMENG Mz W0 ¢ MENSNG A A BESNNN © 0 WS/ ¢ ENC O TC G - COANIAHO_I:CINEEN MWICO-IBA_OH-!\I
Uro.sp_Rpb2h Q T 0 BT = GRS D GGt M= MO C MESEG» A RSSUN = SO 5i0 C MESNC O ¥ C GINE - CQ A ¥ HQ EEMENSIC SN CDE [ — g PR
S.lem_Rpl éa o mWT Mo PTEGESED G CENNGC T ME WD CMEESEG A  NINIEN ¢ WSSO WS 0 SN C  5C G - CI!NIRHQ-CCINCQH M-COIH“AC_OE-B.
Lau.sp_Rpb2a : C -0 =
P_Rgb a vel-c ulnltln C I
S.his_Rph2a A C E— =
om RphZa R~ C O B
: AN A O B RSN A C IO £ NN AB
Urosp_ pbla o NS 0 ¥ © = GHISTD GGINMNG - i H> C NENSNG/C A IS » BN 85 0 A MESNNC = [ C GIN - ClA v o 5 OMMECENCON T C o NENNEN A C N = .
E.cra_Rpb2 © BT 0 T £ GRS NG GG £ M= M0 CESENGIA A RSN = NS0 §S/0 C SHC WE C G- A0 A N MO ONNNC WGIC QN NEDMIC O MGEDN A C INEENO = W AN
T.the 02 N P S 0 G R I D C N A IG5 ¥ N = BTGNS 10 © J T C SC G - AMA D BT N N D C mcx— aom 5 3o IE— M OB £
I.mul IMG5_074840 » T C I » G 7S NI = M TENG NS o NENNRENC 5 F C G - AU‘A ul&‘n =c Loy
L.mul IMG57191950 NS G5 N = TS S 0 S N C 0 C (G - E -
P.tet TGENTHQ P TGS NG O NN © ME N0 CENSHEG T & M. 1D A I AEA N E N 0 £ G 1 EC WY

Figure S4 Clustal-W Multiple sequence alignment of Rpb2 proteins. A snapshot of multiple sequence alignment for A) N-
terminus of Rpb2 showing Rpb2-a specific extension, and B) C-terminal domain illustrating the high sequence conservation of

Cysteins (C) in Zinc-finger binding domain (blue) and Rpb1 binding sites (amber) across all species.
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