
Table S1:  List of bacterial strains, plasmid vectors and primers used in this study.  
 

Francisella Strains Genotype Source 
   

F. tularensis  LVS Wild type strain ATCC 
∆tolC mutant         Deletion mutant of F. tularensis LVS tolC gene (Gil et al., 2006) 
acrB mutant       F. tularensis LVS, acrB ::Tn5, Kanr This Study 
secA mutant F. tularensis LVS, secA ::EZ::Tn, Kanr (Su et al., 2007) 
secE mutant F. tularensis LVS, secB ::EZ::Tn, Kanr   (Su et al., 2007) 
∆KatG mutant 
 
∆KatG + p∆SKatG 

Deletion mutant of F. tularensis LVS catalase gene 
 
∆KatG mutant transcomplemented with p∆SKatG 
lacking putative KatG signal sequence 

(Lindgren et al., 
2007) 
This Study 

emrA1  mutant F. tularensis LVS, FTL_0687 ::Tn5,  Kanr This Study 
emrA1 transcomplement 
(emrA1 + pemrA1) 

F. tularensis LVS, FTL-0687 ::Tn5,  
(pMP822+FTL_0687),Kanr, Hygror 

This Study 

SodB mutant 
SodBC mutant 

Point mutant of F. tularensis LVS Fe-SOD gene 
Point mutant of F. tularensis LVS Fe-SOD gene and 
deletion mutant of Cu-ZnSOD gene 
 

(Bakshi et al., 2006) 
(Melillo et al., 2009) 

 
E. coli Strains   
   
DH5α    F– Φ80lacZΔM15 Δ(lacZYA-argF) U169 

recA1 endA1 hsdR17 (rK–, mK+)                         
phoA supE44 λ– thi-1 gyrA96 relA1 

Invitrogen 

ME006 DH5α with pMP822+FTL_0687 ,Hygror This Study 
   
 
Plasmids   
   
pMOD3 EZ::Tn5,Kanr Epicentre 
pMP822 E. coli-Francisella shuttle vector ,Hygror   (LoVullo et al., 

2006) 
pMM001 pMP822 + FTL_0687,Hygror This Study 
p∆SKatG pMP822 + ∆SKatG lacking putative KatG signal 

sequence, Hygror 
This Study 

 
Primers Sequence Purpose 

   
Sqfp 5'-GCCAACGACTACGCACTAGCCAAC-3’ Forward primer for sequencing 

transposon insertion sites 
Sqrp 5'-GAGCCAATATGCGAGAACACCCGAGAA-3’ Reverse primer for sequencing 

transposon insertion sites 
MP003 5’- AGGGATCCATGTCAGAAGAAAAATTACAAC-3’ Forward primer for cloning 

FTL_0687 gene at BamHI site 
of  pMP822      

MP004 5’-CGCTGCAGCTATAATGTATCTACTTTTAC-3’ Reverse primer  for cloning 
FTL_0687                                      
gene at PstI site of   pMP822     

MP015 5’-AAGCCAAGTTAGTGCTGCATATTT-3’ Forward primer for qRT-PCR 
of FTL_0686 

MP016 5’-AAGCCAAGTTAGTGCTGCATATTT-3’ Reverse primer for qRT-PCR of  
FTL_0686 



MP019 5’-TCCTAATCCCTGAATAGCCGTTGT-3’ Forward primer for  qRT-PCR 
of  FTL_0688 

MP020 5’-AGGTGTTGCCGCTATTATTGGTGC-3’ Reverse primer for qRT-PCR of  
FTL_0688 

MP029 5’-TCGCAGGTTTAGCGAGCTGTTCTA-3’ Forward primer for qRT-PCR 
internal control 

MP030 5’-ACAGCAGCAGCTTGCTCAGTAGTA-3’ Reverse primer for qRT-PCR  
internal control 

MP105 5’- CAAGAAATCAACAAACCACCTATC-3’ Forward primer for RT-PCR  of 
FTL_0688-0687                            
intergenic region (Primer E) 

MP106 5’-CAAATTGGTTGTTGTGGATATAGA-3’ Reverse primer for RT-PCR of 
FTL_0688-0687                            
intergenic region (Primer F) 
 

MP107 5’-AGCCAGGGCAAAAAGTTGAA-3’ Forward primer for  RT-PCR of 
FTL_0687-0686                            
intergenic region (Primer C) 

MP 108     5’-TTTATCTCAGCATTAGCTTGTAGG-3’ Reverse primer for RT-PCR of 
FTL_0687-0686                            
intergenic region (Primer D) 

MP111 5’-GTTACATCTGCTATGGTTTCAACA-3’ Forward primer for RT-PCR of 
FTL_0688-0689                            
intergenic region (Primer A) 

MP112 5’-GAGCCATTAGGGGTACTAACATGA-3’ Reverse primer for RT-PCR of 
FTL_0688-0689                            
intergenic region (Primer B) 
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