Alignment with transcriptome

Alignment data driven

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

CA

F-measure (75 read length)

PE 75 bp (Set-up 1)

1.0

0.8

0.6

0.4

0.2

0.0

™ 5M 10M

Depth

F-measure (75 read length)

20M

1.0

0.8

0.6

0.4

0.2

0.0

™ 5M 10M

Depth

20M

1A

F-measure (75 read length)

1a—" —A—— A
R S §==c- — g
& ——= s

il P T P °
% -

R DTS SRR S
o BN
RE
P D S O - - -
- %.:5‘--0 _____ - © z
_____ D Sttt
T T T T T 1
0.25M 0.5M ™ 5M 10M 20M
Depth

F-measure (75 read length)

™ 5M 10M

Depth

20M



