Figure S4. Deduced amino acids sequences from PAL transcripts of Pinus taeda

>Ptedall43311
MVAAAETTQANEVQVKSTGLCTDFGSSGSDPLNWVRAAKAMEGSHFEEVKAMVDSYFGAK
EISTEGKSLTISDVAAVARRSQVKVKLDAAAAKSRVEESSNWVLTQMTKGTDTYGVTTGF
GATSHRRTNQGAELQKEL ITRFLNAGVLGKCPENVLSEDTTRAAMLVRTNTLLQGYSGVRW
DILETVEKLLNAWLTPKLPLRGTITASGDLVPLSYTAGLLTGRPNSRVRSRDGIEMSGAE
ALKKVGLEKPFELQPKEGLATVNGTSVGAALASTVCFDANVLALLSEVISAMFCEVMNGK
PEFTDPLTHKLKHHPGQMEAAATMEYVLDGSSYMKHAAKLHEMNPLQKPKQDRYGLRTSP
QWLGPQVETIRSATHMIEREINSVNDNPVIDVARDKALHGGNFQGTPIGVSMDNLRLSIS
ATGKLMFAQFSELVNDYYNGGLPSNLSGGPNPSLDYGLKGAETAMASYTSELLYLANPVT
SHVQSAEQHNQDVNSLGLVSARKSAEATDILKLMLSTYLTALCQAVDLRHLEENMLATVK
QIVSQVAKKTLSTGLNGELLPGRFCEKDLLQVVDNEHVFSYIDDPCNASYPLTQKLRNIL
VEHAFKNAEGEKDPNTS IFNKIPVFEAELKAQLEPQVSLARESYDKGTSPLPDRIQECRS
YPLYEFVRNQLGTKLLSGTRTISPGEVIEVVYDAISEDKVIVPLFKCLDGWKGTLAHSET
NNLPRSPLYNDCYDLSPRMLLLMLLESDPEFDWS

>Ptedal7307
MVAGADLGAVQANGNQNGNGFHHVHSVDLCIQNGPDPLNWGQAAKALQGSHFEEVKLMVE
SYFGSEEVSITEGKSLTIADVTAVARRPEAKVKLDAVSAKARVDESSNWVLQNMLKGTDTY
GVTTGFGATSHRRTNQGAELQKEL ITRFLNSGVLTDGNVLPQETTRAAMLVRTNTLMQGYS
GIRWEILETIQKLLNAGITPKLPLKGTITASGDLVPLSYTAGFITGRPNSKARCRDGKEL
GALEALQQIGVEKPFELQPKEGLATVNGTSVGAALASTVCFDANT ICTAAEVLSAMFCEV
MLGKPEFTDPLTHRLKHHPAQMEAAAIMEYVLDGSSYMKNAAKKHEMNPLQKPKQDRYAL
RTSPQWLGPQIEVIRSATHMIQREINSVNDNPVIDVARDKALHGGNFQGTPIGVSMDNLR
LALAATGKLMFAQFSELVNDYYNGGLPSNLSGGPNPSLDYGFKGAETAMASYTSELQYLA
SPVTTHVQSAEQHNQDVNSLGLISARKSAEATDILNLMVSTYLLALCQAADLRHLEENML
STVKSVVSHVAKKMLSTHNGELLTAGRFCEKDLLQAVENLHVEFAYVDDPCNENYPLMQQL
RQVLVAHALTETAQIQTQTQSSIFNKIPAFEKELKDQMEAETGRARQDYYERGVAGSTPN
RIQECRSFPLYDFARSQLGTQLLSGDRVTSPGEYIEKVYTGIREGKIISPLFKCLDGWSG
TPGPFHS

>Pteda28316

MAPQEFTGEVKFCAGNGGTASLNDPLNWAAAAESMKGSHFEEVKRMWEEFRSPVVRLQGS
GLTTAQVAAVARRMGSVRVELETGAKARVDESSNWVMDSMANGTDSYGVTTGFGATSHRR
TRQGEALQKELTRFLNAGIFGGCGDSNSLPRDTTRAAMLVRANTLLQGYSGIRWGILEAM
SGLLNAGITPRLPLRGTITASGDLVPLSYTAGLLTGRSNARAVTADGKELGAAEALAAAG
VENGPFELRPKEGLALVNGTAVGSALAATVLFDANVVVLLSEVLSALFCEVMQGNPEFTD
HLTHRLKHHPGQTEAAATMEHLLDGSSYMKAAAAKHQEADALSKPKQDRYALRTAPQWLG
PQVEVIRASTHMVQRE INSVNDNPL IDAARNKALHGGNFQGTPVGVAMDNARLALAAVGK
LMFAQMSELVNDFYNNGLPSNLSGGPDPSLDYGFKGAETAMAAYTSELQFLANPVTTHVQ
SAEQHNQDVNSLGLISARMTAQAVETLKLMTSTYLVALCQATIDLRHLEENLLAAVRQSVG
QACKKTLVVGPGGELLPSRFCEKDLLKATIDREPVFSY IDNPCSATSVLTTKLRQVLFEHA
IEKTANNDASILTRIPAFEEELKARIVAEVQETRGAFEKGAALVPNRIKDCRSYPLYEFV



RVELGASLLVGTNSRSPGEDFDKVFVAINEGKAVEPLFKCLERWNGAPIPI

>Pteda34319
MNLCAGNDPLNWASVAESMKGSHFEEVKRMVEEFRAPVVRLQGSGLTTAQVAAVARRLGS
VRVELDTGARARVEESSNWVMDS TANGKATYGVTTGFGASSHRRTSHGEALQKEMARFLN
AGIFGGCGDSNTLPRDATRATMLVRTNTLLQGYSGIRWGILEAMTGLLNAGITPRLPLRG
SITASGDLVPLSYTAGLLIGRPNARAVMADGTEVGAAEALAAAGVGNGPFVLRPKEGVAL
VNATAVGSALAATVLFDANVVVLLSEVLSALFCEVMQGDPGFTNHL THRLKDHPGQIEAA
AIMEHLLDGSSYMKAAAAKNKEADPLSKPKKDRYALYTSPQWLGPQVEVIRASTHMVQRE
INSVNDNPTTDAAGNKALNGGNFQGTPVGVAMDNVRLALAAVGKL IFAQMSELVNDFYNK
GLPSNLSGGPDPSLDYGFKGAEVAMASYTSELQFLANPVTTHVQSAEQHNQDVNSLGLIS
ARMTAQAVETLKLMTSTYLVALCQATDLRHLEENLHAAVRQAVGEACKKTLVVGPRGELL
LLKAVDREPVFSYIDNPCSATSVLTTVLRQVLFEHALEKTTDNDGSILTRVPAFEEELKA
RIVADVHETRAACEKGTALVPNRIKDCRSYPLYEFVRAELGTSLLVGTDSRSPGEDFDKV
FVAINEGKAVAPLFKCLEGWNGAPIPI

>Pteda9006

MSSSVGEESSRME IMSSSVGEESSRMENTNGSMRSMELCRPPTLPLPGPLDGKNPDHVTF
PTHWKKAAEAMQCSHYEEVRKMIKQFNTTRKVVLRGTTLTVAEVTAVTRRVEVRVELDEA
SAKERVERSYQWVAKNVARGTDTYGVTTGFGATSHRRTDKAADLQKELIRFLNAGVVGKE
RLCLPAEYTKAAMLVRTNTLMQGYSGIRWETLDALRKLMDCNITPKLPLRGTITASGDLV
PLSYTAGLLTARPNSKALSPDGHLLDAMEALRKAGILEPFKLQPKEGLALVNGTAVGSAV
AASVCFDANVLGVLAETLSALFCEVMQGKPEFVDPLTHQLKHHPGQTEAAAVMEFLLDGS
DYVKEAARLHEKDPLSKPKQDRYALRTSPQWLGPPTEVIRAATHSTEREINSVNDNPLID
VSRDMALHGGNFQGTPIGVSMDNMRISLAAVGKLLFAQFSELVCDYYNNGLPSNLSGGPN
PSLDYGFKGAETAMAAYTSELQYLANPVTTHVQSAEQHNQDVNSLGLISARKTAEAVETL
KLMFATYLVALCQATDLRHLEENMRSVVKHVVLQAARKTLCTAEDGSLHDTGFCEKELLQ
VIDHQPVFSYIDDPTNPSYALMLQLREVLVDEALKSSCPDGNAESDHNLQPAESAGAAGT
LPNWVEFSRIPIFQEELKARLEEEVPKARERFDNGDEFP TANRINKCRTYPIYRFVRSELGT
DLLTGPKWRSPGEDTEKVFEGICQGKIGDVILKCLDAWX



