SUPPLEMENTARY MATERIAL

Supplementary Table S2.

Results of identification of mitogenomic assemblies by BLAST searching ‘bait’ sequences against corresponding cox1 5°, cox1 3’, cytB

and rrnL sequences from new assemblies. In grey are indicated successful assembly identifications. Numbers in the bait columns denote the unique
identification numbers for the assemblies with the best ‘hit’ to each bait. Total number of baits available and number of successful ‘hits’ per sample is
shown. For unsuccessful assembly identifications the reason for failure is given.

* Conspecific samples CG343 and CG317 resulted in a single mitogenomic assembly.

SAMPLE cox1 5'BAIT cox1 3'BAIT cytB BAIT rrnl BAIT TOTAL BAITS TOTAL BAIT HITS 1.D. SUCCESS? REASON FOR I.D. FAIL
CG031 1 0 n No bait hits
CG052 181 181 181 181 4 4 y
CGO055 104 104 104 104 4 4 y
CG069 180 180 180 3 3 y
CG074 112 112 112 112 4 4 y
CG205 3 0 n No bait hits
CG206 91 91 42 457514 4 4 n Short assemblies
CG210 156 156 156 156 4 4 y
CG212 197 62 74 3 3 n Short assemblies
CG213 7 3 1 n Short assemblies
CG215 4 0 n No bait hits
CG220 183 1 1 y
CG221 114 114 2 2 y
CG222 150 150 150 3 3 y
CG223 1 0 n No bait hits
CG224 2 0 n No bait hits
CG225 4 4 2 2 n Short assemblies
CG226 100-27 1 1 y
CG227 89 1 1 y
CG229 100-31 100-31 100-31 3 3 y
CG230 251327 251327 3 2 n Short assemblies
CG231 2 0 n No bait hits
CG232 457690 457690 59 59 4 4 n Short assemblies
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