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V3V5_379_Spirochaetes

V3V5_345_Gammaproteobacteria
V3V5_144_Firmicutes

V3V5_328_Bacteroidetes
V3V5_137_Bacteroidetes
V3V5_346_Bacteroidetes

V3V5_127_Firmicutes
V3V5_361_Spirochaetes
V3V5_363_Spirochaetes
V3V5_281_Bacteroidetes
V3V5_367_Spirochaetes
V3V5_069_Bacteroidetes
V3V5_169_Bacteroidetes

V3V5_039_Firmicutes
V3V5_066_Bacteroidetes
V3V5_079_Bacteroidetes
V3V5_294_Bacteroidetes
V3V5_204_Bacteroidetes
V3V5_315_Bacteroidetes
V3V5_240_Bacteroidetes
V3V5_148_Bacteroidetes
V3V5_157_Fusobacteria
V3V5_213_Bacteroidetes
V3V5_310_Fusobacteria

V3V5_030_Gammaproteobacteria
V3V5_082_Betaproteobacteria
V3V5_313_Gammaproteobacteria

V3V5_062_Bacteroidetes
V3V5_130_Gammaproteobacteria

V3V5_124_Firmicutes
V3V5_217_Firmicutes

V3V5_166_Bacteroidetes
V3V5_014_Gammaproteobacteria
V3V5_057_Gammaproteobacteria

V3V5_065_Bacteroidetes
V3V5_223_Bacteroidetes

V3V5_027_Gammaproteobacteria
V3V5_085_Bacteroidetes

V3V5_319_Firmicutes
V3V5_051_Bacteroidetes

V3V5_230_Firmicutes
V3V5_037_Firmicutes
V3V5_125_Firmicutes
V3V5_277_Firmicutes

V3V5_056_Bacteroidetes
V3V5_275_Bacteroidetes

V3V5_055_Firmicutes
V3V5_103_Firmicutes

V3V5_119_Bacteroidetes
V3V5_120_Bacteroidetes
V3V5_306_Bacteroidetes

V3V5_300_Firmicutes
V3V5_132_Bacteroidetes

V3V5_249_Firmicutes
V3V5_029_Epsilonproteobacteria

V3V5_034_Firmicutes
V3V5_087_Firmicutes

V3V5_178_Bacteroidetes
V3V5_274_Bacteroidetes
V3V5_090_Bacteroidetes

V3V5_282_Firmicutes
V3V5_110_Gammaproteobacteria

V3V5_336_Firmicutes
V3V5_046_Bacteroidetes
V3V5_126_Bacteroidetes

V3V5_256_Firmicutes
V3V5_332_Firmicutes
V3V5_214_Firmicutes

V3V5_331_Bacteroidetes
V3V5_152_Firmicutes
V3V5_175_Firmicutes
V3V5_244_Firmicutes

V3V5_170_Bacteroidetes
V3V5_025_Bacteroidetes
V3V5_026_Bacteroidetes
V3V5_073_Bacteroidetes

V3V5_141_Firmicutes
V3V5_247_Epsilonproteobacteria

V3V5_212_Firmicutes
V3V5_287_Firmicutes

V3V5_015_Gammaproteobacteria
V3V5_164_Firmicutes

V3V5_189_Gammaproteobacteria
V3V5_060_Fusobacteria

V3V5_005_Betaproteobacteria
V3V5_009_Firmicutes

V3V5_272_Actinobacteria
V3V5_184_Firmicutes

V3V5_340_Bacteroidetes
V3V5_305_Firmicutes
V3V5_304_Firmicutes

V3V5_012_Actinobacteria
V3V5_072_Actinobacteria
V3V5_084_Actinobacteria
V3V5_111_Actinobacteria

V3V5_188_Firmicutes
V3V5_061_Firmicutes
V3V5_075_Firmicutes

V3V5_047_Fusobacteria
V3V5_222_Fusobacteria
V3V5_288_Firmicutes

V3V5_102_Fusobacteria
V3V5_092_Bacteroidetes

V3V5_193_Firmicutes
V3V5_031_Bacteroidetes
V3V5_042_Bacteroidetes
V3V5_083_Bacteroidetes
V3V5_348_Spirochaetes
V3V5_008_Bacteroidetes
V3V5_048_Bacteroidetes
V3V5_058_Actinobacteria

V3V5_004_Firmicutes
V3V5_301_Firmicutes

V3V5_006_Fusobacteria
V3V5_095_Gammaproteobacteria

V3V5_088_Firmicutes
V3V5_117_Firmicutes

V3V5_262_Bacteroidetes
V3V5_081_Firmicutes

V3V5_174_Fusobacteria
V3V5_248_Fusobacteria
V3V5_021_Fusobacteria
V3V5_038_Firmicutes

V3V5_080_Fusobacteria
V3V5_347_Firmicutes

V3V5_236_Bacteroidetes
V3V5_326_Bacteroidetes
V3V5_104_Bacteroidetes

V3V5_314_Firmicutes
V3V5_077_Bacteroidetes
V3V5_198_Bacteroidetes
V3V5_206_Fusobacteria
V3V5_279_Fusobacteria

V3V5_268_Gammaproteobacteria
V3V5_176_Firmicutes

V3V5_269_Fusobacteria
V3V5_368_Spirochaetes

V3V5_250_Actinobacteria
V3V5_339_Bacteroidetes
V3V5_053_Fusobacteria
V3V5_129_Bacteroidetes

V3V5_067_Gammaproteobacteria
V3V5_246_Bacteroidetes
V3V5_323_Bacteroidetes
V3V5_335_Spirochaetes
V3V5_142_Bacteroidetes
V3V5_121_Bacteroidetes
V3V5_076_Bacteroidetes

V3V5_253_Firmicutes
V3V5_225_Firmicutes

V3V5_241_Gammaproteobacteria
V3V5_010_Firmicutes

V3V5_145_Bacteroidetes
V3V5_002_Firmicutes
V3V5_195_Firmicutes

V3V5_020_Gammaproteobacteria
V3V5_302_Firmicutes
V3V5_001_Firmicutes
V3V5_291_Firmicutes

V3V5_071_Fusobacteria
V3V5_100_Bacteroidetes
V3V5_179_Bacteroidetes
V3V5_023_Actinobacteria

V3V5_261_Firmicutes
V3V5_165_Gammaproteobacteria
V3V5_041_Gammaproteobacteria

V3V5_285_Firmicutes
V3V5_235_Actinobacteria

V3V5_264_Gammaproteobacteria
V3V5_194_Bacteroidetes

V3V5_257_Gammaproteobacteria
V3V5_013_Firmicutes

V3V5_016_Gammaproteobacteria
V3V5_035_Gammaproteobacteria

V3V5_260_Firmicutes
V3V5_070_Firmicutes
V3V5_003_Firmicutes

V3V5_007_Bacteroidetes
V3V5_160_Firmicutes
V3V5_215_Firmicutes

V3V5_251_Betaproteobacteria
V3V5_373_Epsilonproteobacteria

V3V5_159_Betaproteobacteria
V3V5_122_Betaproteobacteria
V3V5_229_Gammaproteobacteria
V3V5_183_Gammaproteobacteria
V3V5_224_Gammaproteobacteria

V3V5_271_Bacteroidetes
V3V5_317_Gammaproteobacteria
V3V5_318_Betaproteobacteria
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Fig. S1. Heat map analysis of oral oligotypes identified in the V1-V3 and V3-V5 datasets. Each oligotype is represented by a row, where the background color
of each box represents the relative abundance of that oligotype in each of the oral sites. Blue and red indicate low and high relative abundance, respectively.

Legend continued on following page
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Clustering of oral sites and oligotypes is defined by the Morisita-Horn dissimilarity index. Abbreviations for oral sites: SUBP, subgingival plaque; SUPP, su-
pragingival plaque; PT, palatine tonsils; TH, throat; SV, saliva; TD, tongue dorsum; HP, hard palate; BM, buccal mucosa; KG, keratinized gingiva.

Dataset S1. Oligotyping results for V1-V3 data

Dataset S1

Tab 1 reports the overall number of reads analyzed and oligotypes detected for each phylum, including the average read length and the minimum
substantive abundance criterion for each phylum. Tab 2 reports the number of reads classified into the analyzed and unanalyzed phyla for each sample.
Tab 3 reports the number of unanalyzed reads in each phylum for each sample. Tab 4 shows each oligotype with its representative sequence; prevalence; mean
abundance in samples in which it was detected; mean abundance over all oral samples; best match in HOMD along with the percent identity to that match and
fraction of the sequence along which the percent identity applies; relative abundance of the oligotype at each sampling site; habitat preference; and
comparison with LEfSe identification of biomarkers (1). The symbol “-“ in the oligotype and in the representative sequence indicates a gap rather than
a nucleotide at that position. Oligotypes are listed in order of their mean abundance across all oral sites. Tab 5 reports the observations (measured in counts, i.e.
number of reads) of each oligotype in each sample from every subject.

1. Segata N, et al. (2011) Metagenomic biomarker discovery and explanation. Genome Biol 12(6):R60.

Dataset S2. Oligotyping results for V3-V5 data

Dataset S2

Tab explanations are the same as for Dataset S1.

Dataset S3. Mapping of oligotypes onto Human Oral Microbiome Database species

Dataset S3

V1-V3 oligotypes (tab 1) and V3-V5 oligotypes (tab 2) are grouped and tallied according to their mapping onto HumanOral Microbiome Database (HOMD) species.

Dataset S4. Oligotypes listed by habitat in which their relative abundance is most statistically significant

Dataset S4

For V1-V3 (tab 1) and V3-V5 (tab 2) oligotypes are listed and identified with their closest match in HOMD. The mean relative abundance for each oligotype
across all subjects is shown for each sampling site (columns G–P). Column Q (“ABUNDANT_IN”) shows the site(s) in which the mean relative abundance of that
oligotype was most significantly greater than its abundance at other sites, as described in Materials and Methods. Columns R and S give the t-probability,
Bonferroni corrected and raw, and column T gives the t statistic. W and the W-statistic are shown in columns U and V. Columns W-Z show the results of LEfSe
analysis (1).

1. Segata N, et al. (2011) Metagenomic biomarker discovery and explanation. Genome Biol 12(6):R60.

Dataset S5. V3-V5 oligotypes detected preferentially in subgingival plaque and supragingival plaque shown in Fig. 6

Dataset S5

Oligotypes in lines 4–47 were identified as plaque-associated (P < 0.01) and at least threefold more abundant in subgingival plaque (SUBP) than in
supragingival plaque (SUPP); oligotypes in lines 52–88 were identified as plaque-associated (P < 0.01) and 1.5-fold more abundant in SUPP than in SUBP.
The oligotype name, prevalence in oral sites, mean abundance, and names, percent identity, and Human Oral Taxon (HOT) identification numbers of the
corresponding HOMD taxa are listed in columns A through G, with the mean abundance at each oral site in columns H through P.
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Dataset S6. All V3-V5 oral samples in which stool-characteristic oligotypes were detected at >1% relative abundance

Dataset S6

Column A lists the sample identifier (subject number followed by abbreviation for sampling site), and columns B throughW report the relative abundance in
these samples of the 22 oligotypes characteristic of stool and detected at >1% abundance in any oral sample. The stool samples from the same subjects, where
available, are shown for comparison. Most stool oligotypes found at >1% abundance in oral samples are also found in the stool sample from the same subject;
exceptions are shown in lines 42–50.
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