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Marker passport: (opens in a new window) ]

GMI ES17 5197 503

- Target marker is highlighted in green ]
- Its approximated position on the framework is shown (CHR-POS) —
- Recombination Fractions (RF) are actual informative counts
- RF are shown across all progeny and within populations 41
- Shows all markers within 20% RF of target marker in any population
Even if they have been placed on a different consensus chromosome!
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For example:
GMI_ES02_c5703_238 is linked to avgbs_110756

with 6/116 recombinants across all populations and 4/78 recombinants
in the OP population (min RF).

GMI_ES02_c5703_238 is also linked to avgbs_71561 in CH population
but is placed to chromosome 1C across all available populations.
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