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Figure S1 Fluorescence HPLC chromatograms of the mBBr-labeled plant extracts from NT and transgenic lines. Shoot extracts of NT and 

CdPCS1expressing transgenic lines grown in the presence of 100µM Na2AsO4 were derivatized with mBBr and separated by HPLC. Peaks 

corresponding to Cys, GSH, PC2, PC3 and PC4 standards are indicated in the chromatogram. 
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Figure S2 Fluorescence HPLC chromatograms of the mBBr-labeled plant extracts from NT and transgenic lines. Root extracts of NT and 

CdPCS1expressing transgenic lines grown in the presence of 100µM Na2AsO4 were derivatized with mBBr and separated by HPLC. Peaks 

corresponding to Cys, GSH, PC2, PC3 and PC4 standards are indicated in the chromatogram. 
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Figure S 3. Confirmation of the presence of CdPCS1 in transgenic lines through genomic DNA PCR. Lane-M represent O' Range RulerTM

100bp+500bp DNA ladder, VC represent vector control and NT represents non transgenic control. PCR amplification was carried out using gene-

specific CdPCS1-RTF and CdPCS1-RTR primers.



Grain (%) Husk (%) Shoot (%) Root (%)

Line-1 -46.07 -55.20 53.18 213.81

Line-2 -59.21 -64.19 25.61 327.39

Line-3 -48.44 -53.32 16.18 224.16

Table S1. Relative accumulation of As in different tissues of transgenic lines with respect to NT


