Table S1: Initial Concentrations (I.C.) in nM.

Species Name Species Description I.C. Ref. Model
TGF-B The TGF-f ligand 80 [1] All
T1Rgys The type I receptor on the cell surface 0.237 [1] All
T1Rcave The type I receptor in the caveolae 2.092 [1] All
T1Rgg The type I receptor in the early endosome 2.06 [1] All
T2Rgys The type 11 receptor on the cell surface 0.202 [1] All
T2Rcave The type II receptor in the caveolae 1.778 [1] All
T2Rgg The type II receptor in the early endosome 1.148 [1] All
PT2Rg e Ligand-bound type II receptor on the cell surface 0 All
PT2Rcave Ligand-bound type II receptor in the caveolae 0 All
pT2Rgg Ligand-bound type II receptor in the early endosome 0 All
LRCgyt The ligand-receptor complex on the cell surface 0 All
LRCcave The ligand-receptor complex in the caveolae 0 All
LRCgg The ligand-receptor complex in the early endosome 0 All
T1R:T2R The T1R-T2R complex released from LRC 0 All
RI The receptor inhibitor SB-431542 600 2] All
LRCgg:RI The complex of the receptor inhibitor and LRC 0 All
LRC:Smad2 The complex of Smad2 and LRC 0 All
Smad2c Smad? in the cytoplasm 494.67 [1] All
Smad2y,. Smad2 in the nucleus 76.76 [1] All
pSmad2cy, Phosphorylated Smad?2 in the cytoplasm 0 All
pSmad2y,. Phosphorylated Smad2 in the nucleus 0 All
Smad4cy: Smad4 in the cytoplasm 666.65 [1] All
Smad4y,. Smad4 in the nucleus 666.65 [1] All
Smad2:Smad4cy, The complex of Smad2 and Smad4 in the cytoplasm 0 All
Smad2:Smad4y, The complex of Smad2 and Smad4 in the nucleus 0 All
Smad2:Smad2cy, The homo-dimer of Smad?2 in the cytoplasm 0 All
Smad2:Smad2y, The homo-dimer of Smad?2 in the nucleus 0 All
Smad7 Smad7 100 2,3,5,S1
dephLRCcyye Dephosphorylated LRC in the caveolae 0 S1
dephLRCgg Dephosphorylated LRC in the early endosome 0 S1
LRCcyye:Smad7 The complex of Smad7 and LRC in the caveolae 0 S1
LRCgg:Smad?7 The complex of Smad7 and LRC in the early endosome 0 S1
PPMI1A Overall PPM1A 10 S2
PPMI1Acy, PPMIA in the cytoplasm 50 8,53
PPM1ANu PPMI1A in the nucleus 50 8,53
PTENcy, PTEN in the cytoplasm Estimated 8,53
PTENyuc PTEN in the nucleus 0 8,53
pSmad2:PPM1Acy, The complex of pSmad2 and PPM1A in the cytoplasm 0 8,53
pSmad2:PPM1A:PTENcy, The complex of pSmad2 and PPM1A:PTEN in the cytoplasm 0 8,53
pSmad2:PTENcy, The complex of pSmad2 and PTEN in the cytoplasm 0 8,53
pSmad2:PTEN:PPM1Acy, The complex of pSmad2:PTEN and PPM1A in the cytoplasm 0 8,53
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pSmad2:PPM1Ay,. The complex of pSmad2 and PPM1A in the nucleus 0 8,52,S3
pSmad2:PPM1A:PTENy,.  The complex of pSmad2 and PPM1A:PTEN in the nucleus 0 8,53
PPM1A:PTENy,, The PPM1A-PTEN complex released from 0 8.3

pSmad2:PTEN:PPM1A in the nucleus

Nuclear species have been expressed relative to the concentrations in cytoplasm.
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