
Table S1: Initial Concentrations (I.C.) in nM. 
 
Species Name Species Description I.C. Ref. Model 
TGF-β The TGF-β ligand 80 [1] All 
T1RSurf The type I receptor on the cell surface 0.237 [1] All 
T1RCave The type I receptor in the caveolae 2.092 [1] All 
T1REE The type I receptor in the early endosome 2.06 [1] All 
T2RSurf The type II receptor on the cell surface 0.202 [1] All 
T2RCave The type II receptor in the caveolae 1.778 [1] All 
T2REE The type II receptor in the early endosome 1.148 [1] All 
pT2RSurf Ligand-bound type II receptor on the cell surface 0  All 
pT2RCave Ligand-bound type II receptor in the caveolae 0  All 
pT2REE Ligand-bound type II receptor in the early endosome 0  All 
LRCSurf The ligand-receptor complex on the cell surface 0  All 
LRCCave The ligand-receptor complex in the caveolae 0  All 
LRCEE The ligand-receptor complex in the early endosome 0  All 
T1R:T2R The T1R-T2R complex released from LRC 0  All 
RI The receptor inhibitor SB-431542 600 [2] All 
LRCEE:RI The complex of the receptor inhibitor and LRC 0  All 
LRC:Smad2 The complex of Smad2 and LRC 0  All 
Smad2Cyt Smad2 in the cytoplasm 494.67 [1] All 
Smad2Nuc Smad2 in the nucleus 76.76 [1] All 
pSmad2Cyt Phosphorylated Smad2 in the cytoplasm 0  All 
pSmad2Nuc Phosphorylated Smad2 in the nucleus 0  All 
Smad4Cyt Smad4 in the cytoplasm 666.65 [1] All 
Smad4Nuc Smad4 in the nucleus 666.65 [1] All 
Smad2:Smad4Cyt The complex of Smad2 and Smad4 in the cytoplasm 0  All 
Smad2:Smad4Nuc The complex of Smad2 and Smad4 in the nucleus 0  All 
Smad2:Smad2Cyt The homo-dimer of Smad2 in the cytoplasm 0  All 
Smad2:Smad2Nuc The homo-dimer of Smad2 in the nucleus 0  All 
Smad7 Smad7 100  2,3,5,S1 
dephLRCCave Dephosphorylated LRC in the caveolae 0  S1 
dephLRCEE Dephosphorylated LRC in the early endosome 0  S1 
LRCCave:Smad7 The complex of Smad7 and LRC in the caveolae 0  S1 
LRCEE:Smad7 The complex of Smad7 and LRC in the early endosome 0  S1 
PPM1A Overall PPM1A 10  S2 
PPM1ACyt PPM1A in the cytoplasm 50  8,S3 
PPM1ANuc PPM1A in the nucleus 50  8,S3 
PTENCyt PTEN in the cytoplasm Estimated  8,S3 
PTENNuc PTEN in the nucleus 0  8,S3 
pSmad2:PPM1ACyt The complex of pSmad2 and PPM1A in the cytoplasm 0  8,S3 
pSmad2:PPM1A:PTENCyt The complex of pSmad2 and PPM1A:PTEN in the cytoplasm  0  8,S3 
pSmad2:PTENCyt The complex of pSmad2 and PTEN in the cytoplasm 0  8,S3 
pSmad2:PTEN:PPM1ACyt The complex of pSmad2:PTEN and PPM1A in the cytoplasm 0  8,S3 

PPM1A:PTENCyt 
The PPM1A-PTEN complex released from 
pSmad2:PTEN:PPM1A in the cytoplasm 0  8,S3 

pSmad2:PPM1ANuc The complex of pSmad2 and PPM1A in the nucleus 0  8,S2,S3 
pSmad2:PPM1A:PTENNuc The complex of pSmad2 and PPM1A:PTEN in the nucleus  0  8,S3 

PPM1A:PTENNuc 
The PPM1A-PTEN complex released from 
pSmad2:PTEN:PPM1A in the nucleus 0  8,S3 

 
Nuclear species have been expressed relative to the concentrations in cytoplasm. 
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