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Supplemental Data

Supplementary Table S1. Primers used for qPCR.

Gene Forward (5’-3’) Reverse (5’-3’)

α-Sma CCAGCTATGTGTGAAGAGGAAG TCCAACCATTACTCCCTGATGTC
Btg2 AAGAGAACCGACATGCTCCC GTAATGATCGGTCAGTGCGTC
Cd83 GGCCAAGGTCTCCGAGAGTG CCTCGAAGGAGCTGTTTTGC
Ctgf CCCTAGCTGCCTACCGACTG TTAGAACAGGCGCTCCACTC
Cyr61 AAGAGGCTTCCTGTCTTTGGC AGACGTGGTCTGAACGATGC
Egr1 TGAGCACCTGACCACAGAGTC TAACTCGTCTCCACCATCGC
Egr2 TACCCGGTGGAAGACCTCG ATGTTGATCATGCCATCTCC
Gapdh AAGGGCTCATGACCACAGTC TGCAGGGATGATGTTCTGGG
Serpine1 ACAACCCGACAGAGACAATCC ATGAAGGCGTCTCTTCCCAC
Sox2 GCTGCCTCTTTAAGACTAGGGC CGCCGCGATTGTTGTGATTAG
Tfrc GAGGCGCTTCCTAGTACTCC CTTGCCGAGCAAGGCTAAAC
Tgfβ1 CCCGAAGCGGACTACTATGC CATAGATGGCGTTGTTGCGG
Thbs1 CGATGAGTGCAAAGAAGTGCC TGAGCCAGTGAATCGTGGTG

Forward and reverse primers used for qPCR.
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