
Additional file 5

A

Additional file 5. (A) ClustalW multiple alignment of the CYP74 family IHCD domains from Esi0060_0078 
and homologs. The conserved catalytic residues FXXXFXSXX were highlighted in red for the CYP74A
conserved phenylalanine residues and blue for the AOS specific serine residue. (B) Ribbon diagram
of a predicted structural model of Esi0060_0078 prepared with the Phyre2 software [73].
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