Additional File 1. Details for microsatellite markers used to generate linkage maps for Hi-0 x Ob-0 and St-0 x Sf-2 RILs

HO SS
Marker Chromosome Physical Map Significant Map Significant Source Forward primer Reverse primer
Position (bp)  position SD position SD
(cM) (cM)
M100008 1 8639 0 *x VAST CCACGCATCTGTGTTCACTC GCAAAAGTGGGCCTAACAAA
F19P19 1 1157727 2.598 *Ax ot *A Kk K VAST CCACGTAGGTCAAGAAGAAGAAG TGTCTGCTGCGATAGAGAGAG
T1G11 1 1243352 0.424% HAkk X VAST GAAGACAAAGCTCTGCAGTAATG AATTGCATAAGGCACTTGAAAG
F21M12 1 3212191 6.784 *x 5.105 *A Kk X VAST GGCTTTCTCGAAATCTGTCC TTACTTTTTGCCTCTTGTCATTG
ICE10 1 4015381 10.47 *x VAST AACATCCACAAGTTTCTAAAACAATC GACTCTTATGGGTAAGCTCCTTG
MS1-2538 1 6165662 13.956 HAkxE VAST TGGGTTTTTAATGGCGTTTG CCGGCGACTTATGCTTACC
MSAT1.10 1 7296649 22.834 - VAST ATGGTGAGATACTGAGATTAT CGAGAAGGTCTAAAGGTA
MSAT1.3 1 8322175 29.082 HoAkxk 28.392 *Ekx VAST GGAACTGTTGTCTGGGTAAG CGATTGCACTAAAAGCTCTC
Ciwi2 1 9621344 36.254 HA kK VAST AGGTTTTATTGCTTTTCACA CTTTCAAAAGCACATCACA
VMS1.10 1 10 40.157 - This paper ACCAACTCGGATTCGCCTCG TTTGCTGGCGATATGAGTCACTTG
MS1-5284 1 12511232 54917 - EuMicrosat CCTGAAAACCCCGTTAAAAG CGGGACCTTTGTGTGATATTC
MSAT1.4 1 14160180 63.02t - VAST CTAAACTAGAACCAGGGGTAA ACAAAAATCGTGGTGATAATA
T27K12 1 15926702 64.389t - 54.593 HAkE K VAST GGAGGCTATACGAATCTTGACA GGACAACGTCTCAAACGGTT
MSAT1.42 1 18153083 74.759 - 65.695 *A Kk X VAST TAACTAAAATTGCACCC ACAAATAAAATTGAATATCAG
NGA128 1 20633251 87.511 - 76.226 HAkE K VAST GGTCTGTTGATGTCGTAAGTCG ATCTTGAAACCTTTAGGGAGGG
F5114 1 24374008 87.92 *A Kk X VAST CTGCCTGAAATTGTCGAAAC GGCATCACAGTTCTGATTCC
MSAT1.12 1 25686587 93.066 HAx kK VAST TTAGAGATTCGCCAACCTC CGTGTGCCCAACCA
MSAT1.13 1 25827433 96.928 HAkxE VAST CAACCACCAGGCTC GTCAAACCAGTTCAATCA
MSAT1.1 1 26398711 106.553 - 98.67 HAx kK VAST ATACGATAAGATTTATTAGCA CCCATGCTCTTTTTGTGAAA
F22K20 1 28895040 116.332 - 104.549 HAkxE VAST TTTTTGGTGAGATTTTAAGCCC ATATCTCCATCGCTGCAACC
MSAT1.5 1 29016886 104.557 HAx kK VAST GCATCGCTCTTAAACAACCAT CGTTGCAAAACCGTATCAGAA
F516M 1 30192367 109.661 *A Kk X VAST GACCCTAGAGGCAAACCAAATG AGTGAGTAAATGGTGGGGAATCG
MSAT2.5 2 208178 0 * VAST TGAGAGGGACAGATAGGAA ATCAAAAGGGATACTGACAA
MSAT200897 2 897197 0 - 10.632 *x VAST AAAAATTTTAACCCATGTTGTAGCA AGAAGTCGGTGGATGAGCAC
MSAT2.38 2 2457014 19.183% HAkE VAST TGTAACGCTAATTTAATTGG CGCTCTTTCGCTCTG
MSAT2.18 2 2799644 8.528 - 19.819t *EEx VAST TAGTCTCTTTTGGTGCGCATA AGCCTCTCCAAGCTTAGGTCT
IND628 2 6280231 23.184% HAkE VAST AATTTAAGAAAGAACACAATTTTGAG CCATTTCAGCTCTTTACACTTCTACA
A

MSAT2.28 2 6409845 24.096t - VAST AATAGAAATGGAGTTCGACG TGAACTTGTTGTGAGCTTTG
MSAT2.11 8227826 24.945 * VAST GATTTAAAAGTCCGACCTA CCAAAGAGTTGTGCAA
PLS7 9813750 29.735 - VAST GATGAATCTTCTCGTCCAAAAT GACAAACTAAACAACATCCTTCTT
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GCTCCTCTTTGCCGCTAG
GACTGTTTCATCGGATCCAT
CTCAAATCAAGAACGCTGAC
TGGGTTTTTGTGGGTC
TGGCTCATTTCACTCACAGG
CGATCCAATCGGTCTCTCT
CCAACAAGAACAAGACATT
GGATCCAAGTGCTCATATATAC
TGGAAGCTCTAGAAACGATCG
AGAAGAAGCGCACATGTTTTT
TGTAACATTCGCATTTTATG
CTACTTTACGCCTTTTATTG
TAATTCGATCCAATTGACAT
AAGGTACGGCGGTGGATATTG
CCCGTTTAGAAATATGTGT
ATGTTAAAAACCCGTGTTGG
CTCTTTTTCTTATGCCAA
GCACTTGCAGCTTAACTT
CACGTGCGAACGACTACAAC
GCCGGGCTACAAGCCCAGAAAAG
CCAACTCTTCTTTCAAACA
GGGAAAAACGAAGTGACGTG
TTGTGTGTTTGCGATC
TGGATTTCTTCCTCTCTTCAC
CACCCATAGACACACAACC
CCTACACTCATCAGATTCAG
GTTATCACATTAAAATCACC
GCATTGGACCATAAGGG
TTCAAACACCAATATCAGGCC
CCCATGTCTCCGATGA
TTTCTTGTCTTTCCCCTGAA
AATTTGGAGATTAGCTGGAAT
GCTCCTCGAGAAAAAGAACG
GACCGTTTCTAGTGCTCACA
AAAGGAAGAAGAAGACTGTT

GCGATTTCATCTTGTGCATC
ACAAACCATTGTTGGTCGTG
CCCGATATAGACAACGACAA
GTATTATTGTGCTGCCTTTT
GGCTATCTATGGCCGTTATGA
TGGTAACATCCCGAACTTC
AGTGAAATCTGAAGCGATA
CTTTCGTTTCTAAATATGAGAAGC
ACCACCTAAACCGAGAATTGG
AAAATTGTACGTTTGATTGTTGAA
CCTCTTCGGTCTATATGACT
TGAATTGTCCCGAGAC
TGGCTTGGCACAAAC
CGGGGATTTCTTCTTCCTGTG
CGTCATACCATTTTATCAG
TTTAACCTTATCCGGGAAAG
AGAGTGGGTTGATACCAT
CGTGACTGTCAAACCG
GCTCCAAAACGGAACCCTAC
ACCGGTGAGGAATGGCCAGC
TCTCTTAGCAAACGAATGTC
ATTGAACTGTGTTGGTTTCTGG
CATATCCGTTTTTATGTTTT
ATGGAGAAGCTTACACTGATC
TCAAAACCTCCAACCATAC
TAATTAGGGTTTGATCATTC
CCAATTGTAATATATGAACA
TCAAGACGGTTTCAAGTTG
GGTGAAAATGGAGGAGACGA
GGCGTTTAATTTGCATTCT
GACGAAGAAGGAGACGAAAA
CCATGTTGATGATAAGCACAA
TCTCACATCACGGGACAATC
ACGGAATAAGCGGAGGA
AGAAGAAGAAGCGAGATT
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GGTCTCTTTTTCCCTTAAC
GCCTTATAGTACACCCAAA
AGGGATATGGATTGAGA
AAAAGGAAGACAAAGCTTGACG
TATCAACAGAAACGCACCGAG
GAAATCCAAATCCCAGAGAGG
GTTTTGGGAAGTTTTGCTGG
GTTATGGAGTTTCTAGGGCACG
AACAACCCTATCTTCTTCTG
GGTTTCGTTTCACTATCCAGG
GCCAATCCGAGTAAATCGTG
GATCTGATATACCTCGATTTTC
TCTAGCTTTATCCTTCTTTGA
AGAACAAGTTAGGTGGCT
CATAAGTCAGTTGATTCCA
GCTTGTACATTACCGGACA
GAAACATTTCATGGGCTTT
GCTCCAAAACCCAACAGGTA
CTTTCGGTGGATAAATCATGTTA
TTTCTTTCACGGTTTCTAACTTTT
CGCTTTCCTTGTGTCATTCC
CACGAGGAATCTGGCATGGTCG
CACAATCAGAGGGGGTTGAT
AACGCATTTGCTGTTTCCCA
GATTCAGAGTTACGGTAACAG

CATTGTCCATCATCAGAAC
CCACTCCACTCTCGAA
GCCGTATAACTATTGGTT
AACCCCACATGGCCTTATTT
CCACTTGTTTCTCTCTCTAG
TCTCCCCACTAGTTTTGTGTCC
CAGTCTAAAAGCGAGAGTATGATG
TGCCCCATTTTGTTCTTCTC
TGTGACCCCTTACTCAATA
AGAGCTACCAGATCCGATGG
GGTGGACCGTTCCATTTTG
TTTAATAAGTCTTTTCTCTACGC
GCCTATTCCGAGATTCA
GGGACAAGAATGGAGT
GCTAAAACTAGAGCGAGAG
CCAAGCGTACTCGATCA
GAGAGCAGAGGCAAGTCA
TGGCCTCAAAGCTACCCTTA
CGCATACAAATTTTCTGCTATGT
TCATCTTCCCTTTAATTCTGATGA
AAATGCAAATATTGATGTGTGAAA
AGCGATTGCAAGCGGCTCAAG
AAATTTTGGGGGAAATGAAA
ATGGTTATCTCATCTGGTCT
CTATTGACAGTAAAGAGTCG

SD: Segregation distortion; Significance levels ->0.1 *<0.1 **<0.05 ***<0.01 ****<(0.005 *****<0.001
T Indicates markers constrained to match physical positions

VAST database http://www.inra.fr/internet/Produits/vast/msat.php

Eumicrosat database http://www.veenuash.info/



