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PEP_ID PEP_SEQ PEP_REF phosphoELM_REF

1 GNEPDKYPCNGQV gi|7656971|ref|NP_055702.1| phosphonoformate immuno-associated protein 5 [Homo sapiens] NA

2 NLSQGGYEELERV gi|13124040|sp|O14649|KCNK3_HUMAN Potassium channel subfamily K member 3 (Acid-sensitive potassium channel protein TASK-1) (TWIK-related acid-sensitive K(+) channel 1) (Two pore potassium channel KT3.1) NA

3 ALAAEGYYDIRRV gi|17368942|sp|Q9H254|SPTN4_HUMAN Spectrin beta chain  brain 3 (Spectrin  non-erythroid beta chain 3) (Beta-IV spectrin)']NA

4 QHDEPCYWRLTRV gi|24212369|sp|P82930|RT34_HUMAN Mitochondrial 28S ribosomal protein S34 (S34mt) (MRP-S34) NA

5 EAGKPIYSRYGSV gi|74738536|sp|Q7L1V2|MON1B_HUMAN Vacuolar fusion protein MON1 homolog B (HSV-I stimulating-related protein) (HSV-1 stimulation-related gene 1 protein) NA

6 IVTESEYTSGHSV gi|23397016|sp|Q9Y462|ZN711_HUMAN Zinc finger protein 711 (Zinc finger protein 6)NA

7 FTTMDLYKSSLCW gi|74762106|sp|O43897|TLL1_HUMAN Tolloid-like protein 1 precursor NA

8 GYTYEDYQSTAEW gi|108935929|sp|P00491|PNPH_HUMAN Purine nucleoside phosphorylase (Inosine phosphorylase) (PNP) NA

9 KYLPDEYASVQAW gi|148709183|gb|EDL41129.1| mCG142407 [Mus musculus]NA

10 LRRGTKYQRFPDW gi|146325737|sp|Q658P3|STEA3_HUMAN Metalloreductase STEAP3 (Six-transmembrane epithelial antigen of prostate 3) (Tumor suppressor-activated pathway protein 6) (hTSAP6) (pHyde) (hpHyde) (Dudulin-2) NA

11 PPCFDEYKMSKEW gi|56757653|sp|Q13029|PRDM2_HUMAN PR domain zinc finger protein 2 (PR domain-containing protein 2) (Retinoblastoma protein-interacting zinc finger protein) (Zinc finger protein RIZ) (MTE-binding protein) (MTB-ZF) (GATA-3-binding protein G3B) NA

12 IGANPLYCDCNMQ gi|33112440|sp|O94813|SLIT2_HUMAN Slit homolog 2 protein precursor (Slit-2) [Contains: Slit homolog 2 protein N-product; Slit homolog 2 protein C-product] NA

13 AFFNPKYQHEGFY gi|62901456|sp|Q8NET8|TRPV3_HUMAN Transient receptor potential cation channel subfamily V member 3 (TrpV3) (Vanilloid receptor-like 3) (VRL-3) NA

14 ALVDLDYEDRPEY gi|22095550|sp|Q9HCU4|CELR2_HUMAN Cadherin EGF LAG seven-pass G-type receptor 2 precursor (Epidermal growth factor-like 2) (Multiple epidermal growth factor-like domains 3) (Flamingo 1) NA

15 IIEEGKYSLVMEY gi|60393639|sp|Q13546|RIPK1_HUMAN Receptor-interacting serine/threonine-protein kinase 1 (Serine/threonine-protein kinase RIP) (Cell death protein RIP) (Receptor-interacting protein) NA

16 QFSKGVYAIFGFY gi|116242505|sp|P42261|GRIA1_HUMAN Glutamate receptor 1 precursor (GluR-1) (GluR-A) (GluR-K1) (Glutamate receptor ionotropic  AMPA 1) (AMPA-selective glutamate receptor 1) NA

17 YLNNSNYEEGDEY gi|27151690|sp|Q9UHW9|S12A6_HUMAN Solute carrier family 12 member 6 (Electroneutral potassium-chloride cotransporter 3) (K-Cl cotransporter 3) NA

18 FPFNFSYSDYDMP gi|33112428|sp|Q8TCW9|PKR1_HUMAN Prokineticin receptor 1 (PK-R1) (G-protein coupled receptor 73) (GPR73a) (G-protein coupled receptor ZAQ) NA

19 TRFDDWYLWVQMY gi|17368685|sp|Q9BV94|EDEM2_HUMAN ER degradation-enhancing alpha-mannosidase-like 2 precursor NA

20 GDSWEKYVHGVRY gi|2506872|sp|P02751|FINC_HUMAN Fibronectin precursor (FN) (Cold-insoluble globulin) (CIG)NA

21 AKLKDYYIFNKYL gi|97045403|sp|Q96M95|CCD42_HUMAN Coiled-coil domain-containing protein 42 NA

22 ALNDSKYIGMSVY gi|12643641|sp|O75899|GABR2_HUMAN Gamma-aminobutyric acid type B receptor  subunit 2 precursor (GABA-B receptor 2) (GABA-B-R2) (Gb2) (GABABR2) (G-protein coupled receptor 51) (HG20) NA

23 GQMKDLYHYITSY gi|108935880|sp|Q16557|PSG3_HUMAN Pregnancy-specific beta-1-glycoprotein 3 precursor (PSBG-3) (Carcinoembryonic antigen SG5) NA

24 STPKVLYEIPDTY gi|74733187|sp|Q9BU68|ATAD4_HUMAN Protein ATAD4 NA

25 IENMGLYEDLSSA gi|147744560|sp|O15360|FANCA_HUMAN Fanconi anemia group A protein (Protein FACA)'NA

26 LKDKEGYTSFWND gi|119573912|gb|EAW53527.1| golgi phosphoprotein 3-like  isoform CRA_b [Homo sapiens]NA

27 WMYNEQYTFVSND gi|13123945|sp|O95477|ABCA1_HUMAN ATP-binding cassette sub-family A member 1 (ATP-binding cassette transporter 1) (ATP-binding cassette 1) (ABC-1) (Cholesterol efflux regulatory protein)NA

28 DEVELSYAKNGQD gi|126302554|sp|Q00839|HNRPU_HUMAN Heterogeneous nuclear ribonucleoprotein U (hnRNP U) (Scaffold attachment factor A) (SAF-A) (p120) (pp120)NA

29 ECYDGSYAGNPQD gi|116242808|sp|Q15022|SUZ12_HUMAN Polycomb protein SUZ12 (Suppressor of zeste 12 protein homolog) (Joined to JAZF1 protein) (Chromatin precipitated E2F target 9 protein) (ChET 9 protein) NA

30 SYIEEPYMDIDRD gi|25091357|sp|Q8TEL6|TP4AP_HUMAN Trpc4-associated protein (Short transient receptor potential channel 4-associated protein) (Trp4-associated protein) (TAP1 protein) (TNF-receptor ubiquitous scaffolding/signaling protein) (Protein TRUSS) NA

31 YKSEVVYFDGQSA gi|21263499|sp|Q9BZ76|CNTP3_HUMAN Contactin-associated protein-like 3 precursor (Cell recognition molecule Caspr3) NA

32 APRPTDYLSWGTA gi|6174916|sp|P54821|PRRX1_HUMAN Paired mesoderm homeobox protein 1 (PRX-1) (Paired-related homeobox protein 1) (Homeobox protein PHOX1) NA

33 FNHTEDYVLLPDE gi|461848|sp|Q05048|CSTF1_HUMAN Cleavage stimulation factor 50 kDa subunit (CSTF 50 kDa subunit) (CF-1 50 kDa subunit) (CstF-50) [FNHTEDYVLLPDE|Y|367|Q05048|15592455|]

34 NVPETNYTSDEEE gi|119589031|gb|EAW68625.1| serine/threonine kinase 33  isoform CRA_b [Homo sapiens]NA

35 IKAEELYEKDIEE gi|119621961|gb|EAX01556.1| hCG1647671  isoform CRA_a [Homo sapiens]NA

36 LSPSDKYPGFGFE gi|13124629|sp|O15353|FOXN1_HUMAN Forkhead box protein N1 (Winged-helix transcription factor nude) NA

37 KIDAFHYVQLGTA gi|74733765|sp|Q9H857|NT5D2_HUMAN 5'-nucleotidase domain-containing protein 2 NA

38 SGYKEYYSIPVME gi|147742922|sp|Q7Z5J8|ANKAR_HUMAN Ankyrin and armadillo repeat-containing proteinNA

39 ICFNTSYKNGDPE gi|117283|sp|P05093|CP17A_HUMAN Cytochrome P450 17A1 (CYPXVII) (P450-C17) (P450c17) (Steroid 17-alpha-monooxygenase) (Steroid 17-alpha-hydroxylase/17 20 lyase) NA

40 LLPNSHYEQVMTA gi|20455027|sp|Q9UJ83|HACL1_HUMAN 2-hydroxyacyl-CoA lyase 1 (2-hydroxyphytanoyl-CoA lyase) (2-HPCL) NA

41 FTFSPIYDKSAQE gi|51338734|sp|O00462|MANBA_HUMAN Beta-mannosidase precursor (Lysosomal beta A mannosidase) (Mannanase) (Mannase) NA

42 NITDPEYGYLARE gi|119370323|sp|Q16280|CNGA2_HUMAN Cyclic nucleotide-gated olfactory channel (Cyclic nucleotide-gated cation channel 2) (CNG channel 2) (CNG-2) (CNG2) NA

43 <<Marker>> contol_spot NA

44 QGFAPHYDDIEAF gi|74733619|sp|Q9H6W3|NO66_HUMAN Nucleolar protein 66 (hsNO66) NA

45 AGVKEKYLSEYCF gi|1705710|sp|P49961|ENP1_HUMAN Ectonucleoside triphosphate diphosphohydrolase 1 (NTPDase 1) (Ecto-ATP diphosphohydrolase) (ATPDase) (Lymphoid cell activation antigen) (Ecto-apyrase) (CD39 antigen) NA

46 KRSSSDYAQREDF gi|28201859|sp|Q9BZV7|PO5FM_HUMAN POU domain  class 5  transcription factor 1-like protein 2 NA

47 RIYESKYWKEECF gi|74760086|sp|Q8NAV1|PR38A_HUMAN Pre-mRNA-splicing factor 38A NA

48 YPREGKYGHAACF gi|1708983|sp|P52888|MEPD_HUMAN Thimet oligopeptidase (Endopeptidase 24.15) (MP78) NA

49 EHEGEYYMTPRDF gi|115502157|sp|Q8IYU8|EFHA1_HUMAN EF-hand domain-containing family member A1 NA

50 IHLNDIYSVVGIP gi|61248558|sp|Q9BTF0|THUM2_HUMAN THUMP domain-containing protein 2 NA

51 SAKDGDYWRLLIP gi|115892|sp|P16870|CBPE_HUMAN Carboxypeptidase E precursor (CPE) (Carboxypeptidase H) (CPH) (Enkephalin convertase) (Prohormone-processing carboxypeptidase) NA
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52 LKEANGYVLFGKP gi|50949388|emb|CAB70897.2| hypothetical protein [Homo sapiens]NA

53 RASAEFYVQCSLT gi|74732914|sp|Q9BRQ3|NUD22_HUMAN Nucleoside diphosphate-linked moiety X motif 22 (Nudix motif 22) NA

54 EGPEKEYISCQNT gi|74721007|sp|Q9UKL3|C8AP2_HUMAN CASP8-associated protein 2 (FLICE-associated huge protein) NA

55 HPSKPYYAPGAPT gi|150383499|sp|O15054|JMJD3_HUMAN JmjC domain-containing protein 3 (Jumonji domain-containing protein 3)NA

56 VISPEKYDIKCAV gi|119631194|gb|EAX10789.1| zinc finger RNA binding protein  isoform CRA_a [Homo sapiens]NA

57 FKTEIQYEKLADA gi|109896161|sp|Q8IZQ1|WDFY3_HUMAN WD repeat and FYVE domain-containing protein 3 (Autophagy-linked FYVE protein) (Alfy) NA

58 DGDFTVYECPGLA gi|22261810|sp|Q9NQX5|NPDC1_HUMAN Neural proliferation differentiation and control protein 1 precursor (NPDC-1 protein) NA

59 REKEDKYLFTILA gi|74762719|sp|Q9BZA8|PC11Y_HUMAN Protocadherin-11 Y-linked precursor (Protocadherin-11) (Protocadherin-22) (Protocadherin on the Y chromosome) (PCDH-Y) (Protocadherin prostate cancer) (Protocadherin-PC) NA

60 DEKCDYYFSVDAD gi|62906878|sp|O00469|PLOD2_HUMAN Procollagen-lysine 2-oxoglutarate 5-dioxygenase 2 precursor (Lysyl hydroxylase 2) (LH2) NA

61 HSYNESYHCKDAD gi|152112423|sp|Q2KHM9|K0753_HUMAN Uncharacterized protein KIAA0753 NA

62 KVEDPFYWVSPGV gi|2497312|sp|Q16653|MOG_HUMAN Myelin-oligodendrocyte glycoprotein precursor NA

63 QMSKFSYPTVPGV gi|150421532|sp|Q5JPB2|CT174_HUMAN Uncharacterized protein C20orf174NA

64 <<Marker>> contol_spot NA

65 HFGENGYVEATKQ gi|37999486|sp|O95470|SGPL1_HUMAN Sphingosine-1-phosphate lyase 1 (SP-lyase) (hSPL) (Sphingosine-1-phosphate aldolase) NA

66 HTFKGDYSTKKHV gi|18202503|sp|Q15223|PVRL1_HUMAN Poliovirus receptor-related protein 1 precursor (Herpes virus entry mediator C) (HveC) (Nectin-1) (Herpesvirus Ig-like receptor) (HIgR) (CD111 antigen) NA

67 MWPERIYQSPYGV gi|74756797|sp|Q5VTH9|WDR78_HUMAN WD repeat protein 78 NA

68 REDNLYYGNLGIV gi|147734568|sp|Q86XM0|TM146_HUMAN Transmembrane protein 146 precursor NA

69 YATLDVYNPFETR gi|119573478|gb|EAW53093.1| secretory carrier membrane protein 3  isoform CRA_d [Homo sapiens]NA

70 RKEIADYLAAGKD gi|1723119|sp|P53990|K0174_HUMAN Uncharacterized protein KIAA0174 (Putative MAPK-activating protein PM28) NA

71 KLTEGQYVLCRWT gi|55958723|emb|CAI15691.1| PHD finger protein 19 [Homo sapiens][KLTEGQYVLCRWT|Y|45|Q8TBL6|15592455|]

72 HTSNDPYCFVEFY gi|267131|sp|Q01085|TIAR_HUMAN Nucleolysin TIAR (TIA-1-related protein) NA

73 MGQKDSYVGDEAQ gi|119612724|gb|EAW92318.1| actin  alpha  cardiac muscle  isoform CRA_c [Homo sapiens][MGQKDSYVGDEAQ|Y|55|P68133|15592455|]

74 PNIMACYNELLQL gi|23503044|sp|O60658|PDE8A_HUMAN High affinity cAMP-specific and IBMX-insensitive 3' 5'-cyclic phosphodiesterase 8A NA

75 LFHEAPYISNHPF gi|114593095|ref|XP_001174815.1| PREDICTED: hypothetical protein [Pan troglodytes]NA

76 QAVERQYVIPGMF gi|3123225|sp|P21399|IREB1_HUMAN Iron-responsive element-binding protein 1 (IRE-BP 1) (Iron regulatory protein 1) (IRP1) (Ferritin repressor protein) (Aconitate hydratase) (Citrate hydro-lyase) (Aconitase) NA

77 DGLETKYMEILRF gi|27734865|ref|NP_775832.1| unc-5 homolog C-like [Homo sapiens] NA

78 PDDENKYFHNMQF gi|74749827|sp|Q75V66|TM16E_HUMAN Transmembrane protein 16E (Gnathodiaphyseal dysplasia 1 protein) NA

79 HAFDLEYHDTCSF gi|72384339|ref|NP_963840.2| CUB domain containing protein 2 [Homo sapiens] NA

80 ASEPISYVNFTIA gi|20454827|sp|Q9BXC9|BBS2_HUMAN Bardet-Biedl syndrome 2 protein NA

81 SDPKSRYDITGLH gi|81175198|sp|Q9UQP3|TENN_HUMAN Tenascin-N precursor (TN-N) NA

82 EFRECGYCNINPH gi|74732358|sp|Q96MF0|CO045_HUMAN Putative uncharacterized protein C15orf45 NA

83 RRFEYKYSFKGPH gi|22261801|sp|P49257|LMAN1_HUMAN ERGIC-53 protein precursor (ER-Golgi intermediate compartment 53 kDa protein) (Lectin  mannose-binding 1) (Gp58) (Intracellular mannose-specific lectin MR60) NA

84 DFQWDYYDRMYSH gi|108935845|sp|P07910|HNRPC_HUMAN Heterogeneous nuclear ribonucleoproteins C1/C2 (hnRNP C1 / hnRNP C2) NA

85 <<Marker>> contol_spot NA

86 QREAEVYDSSQSH gi|14194461|sp|Q99996|AKAP9_HUMAN A-kinase anchor protein 9 (Protein kinase A-anchoring protein 9) (PRKA9) (A-kinase anchor protein 450 kDa) (AKAP 450) (A-kinase anchor protein 350 kDa) (AKAP 350) (hgAKAP 350) (AKAP 120-like protein) (Protein hyperion) (Protein yotiao) (Centrosome- and Golgi-localized PKN-associated protein) (CG-NAP) NA

87 MGYWPTYVPMEVH gi|55977850|sp|Q13620|CUL4B_HUMAN Cullin-4B (CUL-4B)'NA

88 QSTDDEYALDGKI gi|46397678|sp|Q13017|RHG05_HUMAN Rho GTPase-activating protein 5 (p190-B) NA

89 AWCMEVYASEKEQ gi|33112668|sp|Q13615|MTMR3_HUMAN Myotubularin-related protein 3 (FYVE domain-containing dual specificity protein phosphatase 1) (FYVE-DSP1) (Zinc finger FYVE domain-containing protein 10) NA

90 WLDETTYEWGYKI gi|119616435|gb|EAW96029.1| ankyrin repeat domain 32  isoform CRA_d [Homo sapiens]NA

91 LISSEGYVSSKYA gi|150421625|sp|P01833|PIGR_HUMAN Polymeric-immunoglobulin receptor precursor (Poly-Ig receptor) (PIGR) (Hepatocellular carcinoma-associated protein TB6) [Contains: Secretory component] NA

92 NSFEPYYMWDYVA gi|119569057|gb|EAW48672.1| dopey family member 1  isoform CRA_a [Homo sapiens] NA

93 FLPKGAYIYNALI gi|60267755|sp|P26639|SYTC_HUMAN Threonyl-tRNA synthetase  cytoplasmic (Threonine--tRNA ligase) (ThrRS) NA

94 WSRDPLYRDDPCK gi|51315869|sp|Q6PJ61|FBX46_HUMAN F-box only protein 46 (F-box only protein 34-like)NA

95 GFERPKYFVPPDK gi|119579560|gb|EAW59156.1| hCG201155  isoform CRA_e [Homo sapiens]NA

96 IRHEVIYINLKDK gi|119599627|gb|EAW79221.1| hCG1646871 [Homo sapiens]NA

97 FREKLAYAIAPEK gi|266667|sp|Q01959|SC6A3_HUMAN Sodium-dependent dopamine transporter (DA transporter) (DAT) NA

98 ALAEQVYMDWYEK gi|56405304|sp|O75643|U520_HUMAN U5 small nuclear ribonucleoprotein 200 kDa helicase (U5 snRNP-specific 200 kDa protein) (U5-200KD) (Activating signal cointegrator 1 complex subunit 3-like 1) (BRR2 homolog) NA

99 PYRKEAYLEMEFK gi|71153483|sp|Q14966|ZN638_HUMAN Zinc finger protein 638 (Nuclear protein 220) (Zinc-finger matrin-like protein) (Cutaneous T-cell lymphoma-associated antigen se33-1) (CTCL tumor antigen se33-1)'NA

100 CRDDPTYFAQQQK gi|119620267|gb|EAW99861.1| hCG1782458 [Homo sapiens]NA

101 RFNMELYKLSGRK gi|25090820|sp|O95631|NET1_HUMAN Netrin-1 precursor NA

102 FITVCDYTNPCTK gi|18202671|sp|Q99836|MYD88_HUMAN Myeloid differentiation primary response protein MyD88 NA

103 LVRGTHYENLRSK gi|24418474|sp|Q96KK3|KCNS1_HUMAN Potassium voltage-gated channel subfamily S member 1 (Delayed-rectifier K(+) channel alpha subunit 1) (Voltage-gated potassium channel subunit Kv9.1) NA



104 KTDSFEYVDPVDG gi|152031655|sp|Q15124|PGM5_HUMAN Phosphoglucomutase-like protein 5 (Phosphoglucomutase-related protein) (PGM-RP) (Aciculin) NA

105 VVSCSQYAQGCEG gi|1705632|sp|P53634|CATC_HUMAN Dipeptidyl-peptidase 1 precursor (Dipeptidyl-peptidase I) (DPP-I) (DPPI) (Cathepsin C) (Cathepsin J) (Dipeptidyl transferase) [Contains: Dipeptidyl-peptidase 1 exclusion domain chain (Dipeptidyl-peptidase I exclusion domain chain); Dipeptidyl-peptidase 1 heavy chain (Dipeptidyl-peptidase I heavy chain); Dipeptidyl-peptidase 1 light chain (Dipeptidyl-peptidase I light chain)] NA

106 <<Marker>> contol_spot NA

107 GFPVEKYMDVSGL gi|2851475|sp|P35453|HXD13_HUMAN Homeobox protein Hox-D13 (Hox-4I) NA

108 VPNSEEYHSHLFM gi|121948761|sp|Q14CX7|CL030_HUMAN TPR repeat-containing protein C12orf30 (p120) NA

109 ASKKLPYKNPTHL gi|56204806|emb|CAI22276.1| novel protein [Homo sapiens] NA

110 TRDETNYGIPQRA gi|54037168|sp|P63244|GBLP_HUMAN Guanine nucleotide-binding protein subunit beta 2-like 1 (Guanine nucleotide-binding protein subunit beta-like protein 12.3) (Receptor of activated protein kinase C 1) (RACK1) (Receptor for activated C kinase) NA

111 STEDTWYKMVKIQ gi|146345452|sp|Q9BS40|LXN_HUMAN Latexin (Endogenous carboxypeptidase inhibitor) (ECI) (Tissue carboxypeptidase inhibitor) (TCI) (MUM) NA

112 FESENYYEFDVRA gi|37999827|sp|Q9Y5F7|PCDGL_HUMAN Protocadherin gamma C4 precursor (PCDH-gamma-C4) NA

113 IEEDGDYKVTFHM gi|50400545|sp|Q8IZF2|GP116_HUMAN Probable G-protein coupled receptor 116 precursor NA

114 SAAVTSYANSASL gi|143811424|sp|Q8WYB5|MYST4_HUMAN Histone acetyltransferase MYST4 (MYST protein 4) (MOZ  YBF2/SAS3  SAS2 and TIP60 protein 4) (Histone acetyltransferase MOZ2) (Monocytic leukemia zinc finger protein-related factor) (Histone acetyltransferase MORF) NA

115 CTSPFSYKNVLSL gi|119606362|gb|EAW85956.1| integrin  beta 1 (fibronectin receptor  beta polypeptide  antigen CD29 includes MDF2  MSK12)  isoform CRA_e [Homo sapiens]NA

116 KVSAPYYSSWGTL gi|147744602|sp|Q8N5A5|ZGPAT_HUMAN Zinc finger CCCH-type with G patch domain-containing protein (Zinc finger CCCH domain-containing protein 9) (G patch domain-containing protein 6) NA

117 KISKGEYGNAGIM gi|109659849|ref|NP_055705.2| downregulated in ovarian cancer 1 isoform 2 [Homo sapiens] NA

118 MILNTIYEKVAIM gi|116242820|sp|Q4KMQ2|TM16F_HUMAN Transmembrane protein 16FNA

119 PLTTGVYVKMPPT gi|27735177|sp|P16410|CTLA4_HUMAN Cytotoxic T-lymphocyte protein 4 precursor (Cytotoxic T-lymphocyte-associated antigen 4) (CTLA-4) (CD152 antigen) [PLTTGVYVKMPPT|Y|201|P16410|10842319;9813138|JAK2;TXK|[O60674:JAK2_HUMAN,P42681:TXK_HUMAN]PLTTGVYVKMPPT|Y|201|P09793|10842319;9973379|Lck;JAK2|[P06239:LCK_HUMAN,O60674:JAK2_HUMAN]]

120 PTGNHTYQEIAVP gi|27735219|sp|P49023|PAXI_HUMAN Paxillin [PTGNHTYQEIAVP|Y|40|P49023|11695992;16254239|Src|[P12931:SRC_HUMAN]PTGNHTYQEIAVP|Y|40|Q8VI36|15252114|]

121 QLGQRIYQYIQSR gi|3219996|sp|Q13627|DYR1A_HUMAN Dual specificity tyrosine-phosphorylation-regulated kinase 1A (Protein kinase minibrain homolog) (MNBH) (HP86) (Dual specificity YAK1-related kinase) (hMNB) [QLGQRIYQYIQSR|Y|271|Q9Y463|10910078|DYRK1B|[Q9Y463:DYR1B_HUMAN]QLGQRIYQYIQSR|Y|319|Q13627|16497976|]

122 RALMDKYHVDNDL gi|56160856|ref|AP_000514.1| DBP [Human adenovirus type 1] [RALMDKYHVDNDL|Y|195|P03264|90111702|]

123 RIEEGTYGVVYRA gi|145559452|sp|Q9UQ88|CD2L2_HUMAN PITSLRE serine/threonine-protein kinase CDC2L2 (Galactosyltransferase-associated protein kinase p58/GTA) (Cell division cycle 2-like protein kinase 2) (CDK11)NA

124 RKGSGDYMPMSPK gi|547738|sp|P35568|IRS1_HUMAN Insulin receptor substrate 1 (IRS-1) [RKGSGDYMPMSPK|Y|632|P35568|15001544|]

125 DIYSTDYYRVGGR gi|94730402|sp|P04629|NTRK1_HUMAN High affinity nerve growth factor receptor precursor (Neurotrophic tyrosine kinase receptor type 1) (TRK1 transforming tyrosine kinase protein) (p140-TrkA) (Trk-A) [DIYSTDYYRVGGR|Y|680|P04629|11159935|TRKA|[P04629:NTRK1_HUMAN]]

126 DPSDPTYTSSLGG gi|76803655|sp|P54753|EPHB3_HUMAN Ephrin type-B receptor 3 precursor (Tyrosine-protein kinase receptor HEK-2) (Tyrosine-protein kinase TYRO6) NA

127 <<Marker>> contol_spot NA

128 DVYSTDYYRLFNP gi|134035335|sp|Q16288|NTRK3_HUMAN NT-3 growth factor receptor precursor (Neurotrophic tyrosine kinase receptor type 3) (TrkC tyrosine kinase) (GP145-TrkC) (Trk-C) NA

129 EDADENYFINEED gi|12643788|sp|Q92569|P55G_HUMAN Phosphatidylinositol 3-kinase regulatory subunit gamma (PI3-kinase p85-subunit gamma) (PtdIns-3-kinase p85-gamma) (p55PIK) [EDADENYFINEED|Y|341|Q92569|7542745|]

130 EELDENYVPMNPN gi|90180201|sp|Q13480|GAB1_HUMAN GRB2-associated-binding protein 1 (GRB2-associated binder 1) [EELDENYVPMNPN|Y|447|Q13480|10978177;9890893;10734310|Met;EGFR;InsR|[P08581:MET_HUMAN,P00533:EGFR_HUMAN,P06213:INSR_HUMAN]EELDENYVPMNPN|Y|448|Q9QYY0|10734310|Met;EGFR|[P08581:MET_HUMAN,P00533:EGFR_HUMAN]]

131 EPDEILYVNMDEG gi|48429194|sp|P30530|UFO_HUMAN Tyrosine-protein kinase receptor UFO precursor (AXL oncogene)[EPDEILYVNMDEG|Y|814|P30530|9178760|Axl|[P30530:UFO_HUMAN]]

132 KNVVPVYDLLLEM gi|6166154|sp|Q92731|ESR2_HUMAN Estrogen receptor beta (ER-beta) [KNVVPVYDLLLEM|Y|488|O08537|9500442|]

133 KIGEGTYGVVYKG gi|115922|sp|P06493|CDC2_HUMAN Cell division control protein 2 homolog (p34 protein kinase) (Cyclin-dependent kinase 1) (CDK1) [KIGEGTYGVVYKG|Y|15|P06493|96108162;7743995;15592455;16083285;15964826;17192257|Wee1|[P30291:WEE1_HUMAN]KIGEGTYGVVYKG|Y|15|P13863|91122037|KIGEGTYGVVYKG|Y|15|P11440|15592455;17242355|KIGEGTYGVVYKG|Y|15|Q5H9N4|17081983|]

134 SVQNPVYHNQPLN gi|2811086|sp|P00533|EGFR_HUMAN Epidermal growth factor receptor precursor (Receptor tyrosine-protein kinase ErbB-1) [SVQNPVYHNQPLN|Y|1110|P00533|8845374;15302935|EGFR|[P00533:EGFR_HUMAN]]

135 SAASFEYTILDPS gi|119524|sp|P19235|EPOR_HUMAN Erythropoietin receptor precursor (EPO-R) [SAASFEYTILDPS|Y|426|P19235|10579919;12027890;12441334;10660611|JAK2|[O60674:JAK2_HUMAN]]

136 LTTNEEYLDLSQP gi|120049|sp|P21802|FGFR2_HUMAN Fibroblast growth factor receptor 2 precursor (FGFR-2) (Keratinocyte growth factor receptor 2) (CD332 antigen) [LTTNEEYLDLSQP|Y|769|P21802|N.N.|]

137 FLRCINYVFFPSL gi|90110827|sp|P17181|INAR1_HUMAN Interferon-alpha/beta receptor alpha chain precursor (IFN-alpha-REC) [FLRCINYVFFPSL|Y|466|P17181|8605876;8700538|Tyk2|[P29597:TYK2_HUMAN]]

138 GTAEPDYGALYEG gi|130225|sp|P19174|PLCG1_HUMAN 1-phosphatidylinositol-4 5-bisphosphate phosphodiesterase gamma 1 (Phosphoinositide phospholipase C) (PLC-gamma-1) (Phospholipase C-gamma-1) (PLC-II) (PLC-148) [GTAEPDYGALYEG|Y|771|P08487|91208680|EGFR|[P00533:EGFR_HUMAN]GTAEPDYGALYEG|Y|771|P19174|1689310;1708307;8657103;12601080;15144186;15592455;16038803|Syk;Sky;EGFR;FGFR1;FGFR_group;PDGFR_group|[P43405:KSYK_HUMAN,Q06418:TYRO3_HUMAN,P00533:EGFR_HUMAN,P11362:FGFR1_HUMAN]GTAEPDYGALYEG|Y|771|Q62077|15592455|]

139 DKMAEAYSEIGMK gi|23830999|sp|P20963|CD3Z_HUMAN T-cell surface glycoprotein CD3 zeta chain precursor (T-cell receptor T3 zeta chain) (CD247 antigen) [DKMAEAYSEIGMK|Y|123|P20963|96108162;12522270;16094384;15659558|Fyn|[P06241:FYN_HUMAN]]

140 SMKDEEYEQMVKE gi|126682|sp|P25963|IKBA_HUMAN NF-kappa-B inhibitor alpha (Major histocompatibility complex enhancer-binding protein MAD3) (I-kappa-B-alpha) (IkappaBalpha) (IKB-alpha) [SMKDEEYEQMVKE|Y|42|P25963|8797825;12432072;9792645|Lck;Src|[P06239:LCK_HUMAN,P12931:SRC_HUMAN]]

141 NEGVATYAAAVLF gi|461854|sp|P35222|CTNB1_HUMAN Catenin beta-1 (Beta-catenin) [NEGVATYAAAVLF|Y|654|P35222|11279024|Src|[P12931:SRC_HUMAN]]

142 AKAVDGYVKPQIK gi|1174462|sp|P42229|STA5A_HUMAN Signal transducer and activator of transcription 5A [AKAVDGYVKPQIK|Y|694|P42229|11641791;17081983|Lyn;Src;JAK2|[P07948:LYN_HUMAN,P12931:SRC_HUMAN,O60674:JAK2_HUMAN]AKAVDGYVKPQIK|Y|699|P51692|11751923;12411494;10830280|EGFR;HCK|[P00533:EGFR_HUMAN,P08631:HCK_HUMAN]AKAVDGYVKPQIK|Y|694|P42230|15793561;12529425|]

143 SVYESPYSDPEEL gi|1177044|sp|P43403|ZAP70_HUMAN Tyrosine-protein kinase ZAP-70 (70 kDa zeta-associated protein) (Syk-related tyrosine kinase) [SVYESPYSDPEEL|Y|319|P43403|10202147;10318843;12522270;15592455;16094384;10037717;15268851;15292262|]

144 AAPEARYTDIILY gi|13432140|sp|P22455|FGFR4_HUMAN Fibroblast growth factor receptor 4 precursor (FGFR-4) (CD334 antigen) NA

145 VLEDNDYGRAVDW gi|12643943|sp|Q9Y243|AKT3_HUMAN RAC-gamma serine/threonine-protein kinase (RAC-PK-gamma) (Protein kinase Akt-3) (Protein kinase B  gamma) (PKB gamma) (STK-2) [VLEDNDYGRAVDW|Y|326|P31750|11445557|Src|[P12931:SRC_HUMAN]]

146 FSRPVKYEDVEHK gi|2499640|sp|Q99759|M3K3_HUMAN Mitogen-activated protein kinase kinase kinase 3 (MAPK/ERK kinase kinase 3) (MEK kinase 3) (MEKK 3) NA

147 LEYDYEYDENGDR gi|6685617|sp|Q99683|M3K5_HUMAN Mitogen-activated protein kinase kinase kinase 5 (MAPK/ERK kinase kinase 5) (MEK kinase 5) (MEKK 5) (Apoptosis signal-regulating kinase 1) (ASK-1) NA

148 <<Marker>> contol_spot NA

149 PHHNDDYKIHGSA gi|1710804|sp|P38165|RTG3_YEAST Retrograde regulation protein 3 NA

150 NDMDDLYHNGRCG gi|586313|sp|P38128|SMP1_YEAST Transcription factor SMP1 NA

151 NNPAGLYSSENIS gi|20178312|sp|O00151|PDLI1_HUMAN PDZ and LIM domain protein 1 (Elfin) (LIM domain protein CLP-36) (C-terminal LIM domain protein 1) [NNPAGLYSSENIS|Y|151|O00151|15592455|]

152 VTGPHLYSIYPHG gi|17380263|sp|Q99436|PSB7_HUMAN Proteasome subunit beta type 7 precursor (Proteasome subunit Z) (Macropain chain Z) (Multicatalytic endopeptidase complex chain Z) NA

153 RNYQQNYQNSESG gi|54040031|sp|P67809|YBOX1_HUMAN Nuclease sensitive element-binding protein 1 (Y-box-binding protein 1) (Y-box transcription factor) (YB-1) (CCAAT-binding transcription factor I subunit A) (CBF-A) (Enhancer factor I subunit A) (EFI-A) (DNA-binding protein B) (DBPB) [RNYQQNYQNSESG|Y|162|P67809|15592455|]

154 PQIQDLYGKVDFT gi|1170586|sp|P46940|IQGA1_HUMAN Ras GTPase-activating-like protein IQGAP1 (p195) [PQIQDLYGKVDFT|Y|172|Q9JKF1|15592455|]

155 DDEMTGYVATRWY gi|2499600|sp|Q16539|MK14_HUMAN Mitogen-activated protein kinase 14 (Mitogen-activated protein kinase p38 alpha) (MAP kinase p38 alpha) (Cytokine suppressive anti-inflammatory drug-binding protein) (CSAID-binding protein) (CSBP) (MAX-interacting protein 2) (MAP kinase MXI2) (SAPK2A) [DDEMTGYVATRWY|Y|182|P47811|95141073;17242355|DDEMTGYVATRWY|Y|182|Q16539|15592455;16083285;15659558;15674326;10781613;15972258;15735649;17081983;17192257|MAP2K3;MAP2K6|[P46734:MP2K3_HUMAN,P52564:MP2K6_HUMAN]]



156 PVPNPDYEPIRKG gi|1345708|sp|P07766|CD3E_HUMAN T-cell surface glycoprotein CD3 epsilon chain precursor (T-cell surface antigen T3/Leu-4 epsilon chain) [PVPNPDYEPIRKG|Y|188|P07766|15592455;16094384;15659558|PVPNPDYEPIRKG|Y|170|P22646|9312149|]

157 MDNQGGYGSVGRM gi|23503095|sp|P31942|HNRH3_HUMAN Heterogeneous nuclear ribonucleoprotein H3 (hnRNP H3) (hnRNP 2H9) [MDNQGGYGSVGRM|Y|296|P31942|15592455|]

158 EAPSNIYVEVEDE gi|143811460|sp|Q9NP31|SH22A_HUMAN SH2 domain-containing protein 2A (T cell-specific adapter protein) (TSAd) (VEGF receptor-associated protein) (SH2 domain-containing adapter protein) [EAPSNIYVEVEDE|Y|305|Q9NP31|15592455|]

159 LNLGRTYASGYAH gi|51702204|sp|Q9Y3S2|ZN330_HUMAN Zinc finger protein 330 (Nucleolar cysteine-rich protein) (Nucleolar autoantigen 36) [LNLGRTYASGYAH|Y|308|Q9Y3S2|15592455|]

160 HTGEKPYKCEECG gi|110825754|sp|Q9NZL3|ZN224_HUMAN Zinc finger protein 224 (Zinc finger protein 27) (Zinc finger protein 233) (Zinc finger protein 255) (Bone marrow zinc finger 2) (BMZF-2) (Zinc finger protein KOX22)NA

161 LAMEATYINHNFS gi|6685526|sp|O15371|IF37_HUMAN Eukaryotic translation initiation factor 3 subunit 7 (eIF-3 zeta) (eIF3 p66) (eIF3d) NA

162 HTGEKPYECVQCG gi|10720410|sp|P17028|ZNF24_HUMAN Zinc finger protein 24 (Zinc finger protein 191) (Zinc finger protein KOX17) (Retinoic acid suppression protein A) (RSG-A) (Zinc finger and SCAN domain-containing protein 3) [HTGEKPYECVQCG|Y|335|P17028|15592455|]

163 KDPDQLYTTLKNL gi|13431548|sp|Q92830|GCNL2_HUMAN General control of amino acid synthesis protein 5-like 2 (Histone acetyltransferase GCN5) (hsGCN5) (STAF97) [KDPDQLYTTLKNL|Y|734|Q92830|15592455|]

164 RFHTSTYDLPGPE gi|51338794|sp|P78559|MAP1A_HUMAN Microtubule-associated protein 1A (MAP 1A) (Proliferation-related protein p80) [Contains: MAP1 light chain LC2]NA

165 CHNQDGYSYPSRQ gi|126073|sp|P01130|LDLR_HUMAN Low-density lipoprotein receptor precursor (LDL receptor) [CHNQDGYSYPSRQ|Y|845|P01130|15592455|]

166 KSKQPLYSSIVTV gi|17433153|sp|O60245|PCDH7_HUMAN Protocadherin-7 precursor (Brain-heart protocadherin) (BH-Pcdh) [KSKQPLYSSIVTV|Y|948|O88185|15592455|]

167 STIMTDYNPNYCF gi|146328566|sp|Q9UM73|ALK_HUMAN ALK tyrosine kinase receptor precursor (Anaplastic lymphoma kinase) (CD246 antigen) [STIMTDYNPNYCF|Y|1092|Q9UM73|15592455|]

168 GMARDIYRASYYR gi|146328566|sp|Q9UM73|ALK_HUMAN ALK tyrosine kinase receptor precursor (Anaplastic lymphoma kinase) (CD246 antigen) [GMARDIYRASYYR|Y|1278|Q9UM73|15592455;15938644|ALK|[Q9UM73:ALK_HUMAN]]

169 <<Marker>> contol_spot NA

170 LAQQGEYSEAIPI gi|6225321|sp|Q14318|FKBP8_HUMAN FK506-binding protein 8 (Peptidyl-prolyl cis-trans isomerase) (PPIase) (Rotamase) (38 kDa FK506-binding protein) (FKBPR38) (hFKBP38) [LAQQGEYSEAIPI|Y|265|Q14318|15592455|]

171 SKLSDSYSNTLPV gi|73917636|sp|Q9UQB8|BAIP2_HUMAN Brain-specific angiogenesis inhibitor 1-associated protein 2 (BAI1-associated protein 2) (BAI-associated protein 2) (Protein BAP2) (Insulin receptor substrate p53) (IRSp53) (Insulin receptor substrate protein of 53 kDa) (Insulin receptor substrate p53/p58) (IRSp53/58) (IRS-58) (Fas ligand-associated factor 3) (FLAF3) [SKLSDSYSNTLPV|Y|338|Q8BKX1|15592455|]

172 TQPEPIYAESTKR gi|118573870|sp|Q86YV5|SG223_HUMAN Tyrosine-protein kinase SgK223 (Sugen kinase 223)[TQPEPIYAESTKR|Y|413|Q86YV5|16497976|]

173 NIGEDTYDIVIPV gi|84029319|sp|Q86T24|KAISO_HUMAN Transcriptional regulator Kaiso (Zinc finger and BTB domain-containing protein 33) [NIGEDTYDIVIPV|Y|442|Q86T24|15592455|]

174 GKSELPYEELWLE gi|125991851|sp|Q9H706|FA59A_HUMAN Protein FAM59A [GKSELPYEELWLE|Y|453|Q9H706|15951569|]

175 QPLCKPYTVVDVS gi|118572719|sp|Q9H792|SG269_HUMAN Tyrosine-protein kinase SgK269 (Sugen kinase 269)[QPLCKPYTVVDVS|Y|476|Q69Z38|15592455|]

176 SNGNEAYENCLRF gi|1177049|sp|P46974|ZMS1_YEAST Zinc finger protein ZMS1 NA

177 QILESSYNNSNHT gi|114814|sp|P14164|BAF1_YEAST Transcription factor BAF1 (ARS-binding factor 1) (Protein ABF1) (Bidirectionally acting factor) (SFB-B) (DNA replication enhancer-binding protein OBF1) NA

178 SISSPEYTFGQFS gi|462626|sp|P33749|MSN4_YEAST Zinc finger protein MSN4 (Multicopy suppressor of SNF1 protein 4) NA

179 QSKQPAYVNKQPQ gi|131653|sp|P25502|PUT3_YEAST Proline utilization trans-activator NA

180 PISASLYVTTNNT gi|9910692|sp|Q07928|GAT3_YEAST Protein GAT3 NA

181 HCEVESYPQVPPV gi|113022|sp|P21192|ACE2_YEAST Metallothionein expression activator NA

182 QCCEDAYLILRRH gi|1171955|sp|P42338|PK3CB_HUMAN Phosphatidylinositol-4 5-bisphosphate 3-kinase catalytic subunit beta isoform (PI3-kinase p110 subunit beta) (PtdIns-3-kinase p110) (PI3K) (PI3Kbeta) NA

183 GMVCSAYDNVNKV gi|119554|sp|P28482|MK01_HUMAN Mitogen-activated protein kinase 1 (Extracellular signal-regulated kinase 2) (ERK-2) (Mitogen-activated protein kinase 2) (MAP kinase 2) (MAPK 2) (p42-MAPK) (ERT1) NA

184 INFDPVYKVKPNP gi|729833|sp|P40189|IL6RB_HUMAN Interleukin-6 receptor subunit beta precursor (IL-6R-beta) (Interleukin-6 signal transducer) (Membrane glycoprotein 130) (gp130) (Oncostatin-M receptor alpha subunit) (CD130 antigen) (CDw130) NA

185 TPSSPMYVDLLKH gi|1170596|sp|P45985|MP2K4_HUMAN Dual specificity mitogen-activated protein kinase kinase 4 (MAP kinase kinase 4) (JNK-activating kinase 1) (c-Jun N-terminal kinase kinase 1) (JNKK) (SAPK/ERK kinase 1) (SEK1) NA

186 IQFTDGYEVKEDI gi|1730070|sp|P51812|KS6A3_HUMAN Ribosomal protein S6 kinase alpha-3 (S6K-alpha 3) (90 kDa ribosomal protein S6 kinase 3) (p90-RSK 3) (Ribosomal S6 kinase 2) (RSK-2) (pp90RSK2) (Insulin-stimulated protein kinase 1) (ISPK-1) (MAP kinase-activated protein kinase 1b) (MAPKAPK1B) NA

187 EKDETEYEYSGSE gi|29427585|sp|O95819|M4K4_HUMAN Mitogen-activated protein kinase kinase kinase kinase 4 (MAPK/ERK kinase kinase kinase 4) (MEK kinase kinase 4) (MEKKK 4) (HPK/GCK-like kinase HGK) (Nck-interacting kinase) NA

188 HYWDDKYWFENTM gi|119596609|gb|EAW76203.1| hCG38224 [Homo sapiens]NA

189 LWEIPPYETKGVM gi|12230553|sp|Q92545|TM131_HUMAN Transmembrane protein 131 (Protein RW1) NA

190 <<Marker>> contol_spot NA

191 WRRSGKYVYKPVM gi|22002033|sp|O95260|ATE1_HUMAN Arginyl-tRNA--protein transferase 1 (R-transferase 1) (Arginyltransferase 1) (Arginine-tRNA--protein transferase 1) NA

192 DCSMTSYSGNQCN gi|124106290|sp|Q9Y4C0|NRX3A_HUMAN Neurexin-3-alpha precursor (Neurexin III-alpha)NA

193 FPADELYGIVGAN gi|20138731|sp|Q9HCC0|MCCC2_HUMAN Methylcrotonoyl-CoA carboxylase beta chain  mitochondrial precursor (3-methylcrotonyl-CoA carboxylase 2) (MCCase subunit beta) (3-methylcrotonyl-CoA:carbon dioxide ligase subunit beta) (3-methylcrotonyl-CoA carboxylase non-biotin-containing subunit) NA

194 HLQSTDYGNFLAN gi|47606646|sp|P61421|VA0D1_HUMAN Vacuolar ATP synthase subunit d 1 (V-ATPase subunit d 1) (Vacuolar proton pump subunit d 1) (V-ATPase AC39 subunit) (V-ATPase 40 kDa accessory protein) (P39) (32 kDa accessory protein) NA

195 FYKEGLYLVKAIN gi|119622470|gb|EAX02065.1| hypothetical protein from EUROIMAGE 384293  isoform CRA_c [Homo sapiens]NA

196 ISSSPIYTAWNGN gi|113430889|ref|XP_001133639.1| PREDICTED: similar to cDNA sequence BC048546 [Homo sapiens]NA

197 RVNKPPYPKLGGN gi|1346733|sp|P13796|PLSL_HUMAN Plastin-2 (L-plastin) (Lymphocyte cytosolic protein 1) (LCP-1) (LC64P) NA

198 VNKESQYGFTPGN gi|71153252|sp|Q9H5U8|CX045_HUMAN Uncharacterized protein CXorf45 NA

199 DGWEGAYCETNIN gi|20455033|sp|P78504|JAG1_HUMAN Jagged-1 precursor (Jagged1) (hJ1) (CD339 antigen) NA

200 HLDSGDYICQAKN gi|37081671|sp|Q9P2V4|LRC21_HUMAN Leucine-rich repeat-containing protein 21 precursor (Photoreceptor-associated LRR superfamily protein) (Retina-specific protein PAL) NA

201 KFSETYYTRILPN gi|119628642|gb|EAX08237.1| zinc finger  MYM-type 5  isoform CRA_c [Homo sapiens]NA

202 VNCRNEYAMIGNN gi|23396597|sp|Q9BXR6|FHR5_HUMAN Complement factor H-related protein 5 precursor (FHR-5) NA

203 DNEDWWYGSIGKG gi|73921659|sp|Q8N157|AHI1_HUMAN Jouberin (Abelson helper integration site 1 protein homolog) (AHI-1) NA

204 FNSPGSYKTNAAA gi|71153802|sp|Q71RC2|LARP4_HUMAN La-related protein 4 (La ribonucleoprotein domain family member 4) NA

205 GGSDQNYDIVTIG gi|73920059|sp|Q96PE3|INP4A_HUMAN Type I inositol-3 4-bisphosphate 4-phosphatase (Inositol polyphosphate 4-phosphatase type I) [GGSDQNYDIVTIG|Y|355|Q96PE3|15592455|]

206 KLTVDAYHNKPIG gi|7673998|sp|Q13316|DMP1_HUMAN Dentin matrix acidic phosphoprotein 1 precursor (Dentin matrix protein 1) (DMP-1) NA

207 ANSSTLYRNTDRQ gi|47117818|sp|O75914|PAK3_HUMAN Serine/threonine-protein kinase PAK 3 (p21-activated kinase 3) (PAK-3) (Beta-PAK) (Oligophrenin-3) NA



208 EREKEDYLHLKRQ gi|26006845|sp|Q9BYZ6|RHBT2_HUMAN Rho-related BTB domain-containing protein 2 (Deleted in breast cancer 2 gene protein) (p83) NA

209 GESMKTYAEVDRQ gi|118572321|sp|Q96RU3|FNBP1_HUMAN Formin-binding protein 1 (Formin-binding protein 17) (hFBP17) NA

210 KANEPGYNPVKVN gi|30913216|sp|Q9NZB8|MOS1B_HUMAN Molybdenum cofactor biosynthesis protein 1 B (MOCS1B) (Molybdenum cofactor synthesis-step 1 protein A-B) (Molybdenum cofactor biosynthesis protein C)NA

211 NIFNKDYIFVPVN gi|119370527|sp|Q9BQF6|SENP7_HUMAN Sentrin-specific protease 7 (Sentrin/SUMO-specific protease SENP7) (SUMO-1-specific protease 2)NA

212 TCCEIGYCEIKVN gi|122066060|sp|Q9NZJ4|SACS_HUMAN SacsinNA

213 MGFNSGYAVNPAR gi|2497938|sp|Q92482|AQP3_HUMAN Aquaporin-3 (AQP-3) NA

214 QLERDAYVQALAR gi|146329988|sp|Q9Y6D5|BIG2_HUMAN Brefeldin A-inhibited guanine nucleotide-exchange protein 2 (Brefeldin A-inhibited GEP 2) NA

215 TISFEEYIRVKAR gi|121941773|sp|Q2TAL8|QRIC1_HUMAN Glutamine-rich protein 1 NA

216 VGNQPPYSRINAR gi|134798|sp|P11277|SPTB1_HUMAN Spectrin beta chain  erythrocyte (Beta-I spectrin)NA

217 ASFNMSYANPALG gi|1708274|sp|P55317|HNF3A_HUMAN Hepatocyte nuclear factor 3-alpha (HNF-3A) (Forkhead box protein A1) NA

218 DVVKTRYMNSALG gi|2497981|sp|P55851|UCP2_HUMAN Mitochondrial uncoupling protein 2 (UCP 2) (UCPH) NA

219 AASPPLYSQVPDR gi|12644406|sp|Q13461|FOXE3_HUMAN Forkhead box protein E3 (Forkhead-related protein FKHL12) (Forkhead-related transcription factor 8) (FREAC-8) NA

220 ELEFVDYVFHGER gi|119581049|gb|EAW60645.1| Rap guanine nucleotide exchange factor (GEF)-like 1  isoform CRA_a [Homo sapiens]NA

221 LLKDDVYCELAER gi|74712933|sp|Q76M96|CCD80_HUMAN Coiled-coil domain-containing protein 80 precursor (Down-regulated by oncogenes protein 1) NA

222 QVYMDWYEKFQDR gi|56405304|sp|O75643|U520_HUMAN U5 small nuclear ribonucleoprotein 200 kDa helicase (U5 snRNP-specific 200 kDa protein) (U5-200KD) (Activating signal cointegrator 1 complex subunit 3-like 1) (BRR2 homolog) NA

223 TGEKIAYVYPDER gi|25091217|sp|Q8WTS6|SETD7_HUMAN Histone-lysine N-methyltransferase  H3 lysine-4 specific SET7 (Histone H3-K4 methyltransferase) (H3-K4-HMTase) (SET domain-containing protein 7) (Set9) (SET7/9) NA

224 CWDSFIYESSAFR gi|119619483|gb|EAW99077.1| hCG2045647 [Homo sapiens]NA

225 EPSVDDYMGMIKR gi|6016308|sp|Q02556|IRF8_HUMAN Interferon regulatory factor 8 (IRF-8) (Interferon consensus sequence-binding protein) (ICSBP) NA

226 GLDPEGYGNPDFC gi|22095552|sp|Q9NYQ7|CELR3_HUMAN Cadherin EGF LAG seven-pass G-type receptor 3 precursor (Flamingo homolog 1) (hFmi1) (Multiple epidermal growth factor-like domains 2) (Epidermal growth factor-like 1) NA

227 INCERYYVPEGEC gi|67460590|sp|Q9NZV1|CRIM1_HUMAN Cysteine-rich motor neuron 1 protein precursor (CRIM-1) (Cysteine-rich repeat-containing protein S52) NA

228 KRMKSEYKNCAEC gi|143811449|sp|Q96EQ8|RN125_HUMAN E3 ubiquitin-protein ligase RNF125 (RING finger protein 125) (T-cell RING activation protein 1) (TRAC-1) NA

229 NTNFEDYESSHFC gi|68053324|sp|Q9P0V9|SEP10_HUMAN Septin-10 NA

230 RQENLRYNNMLKR gi|34534829|dbj|BAC87125.1| unnamed protein product [Homo sapiens]NA

231 AKSVTQYVFLAQR gi|126215700|sp|Q8IZU8|DSEL_HUMAN Dermatan-sulfate epimerase-like protein precursorNA

232 FRCPPDYPIHPPR gi|134035344|sp|Q9H832|UBE2Z_HUMAN Ubiquitin-conjugating enzyme E2 Z (Ubiquitin-protein ligase Z) (Ubiquitin carrier protein Z) NA

233 LNCFTDYKDQGPR gi|32470620|sp|Q9Y6K5|OAS3_HUMAN 2'-5'-oligoadenylate synthetase 3 ((2-5')oligo(A) synthetase 3) (2-5A synthetase 3) (p100 OAS) (p100OAS)NA

234 TNARDTYVSSFPR gi|1174652|sp|P23193|TCEA1_HUMAN Transcription elongation factor A protein 1 (Transcription elongation factor S-II protein 1) (Transcription elongation factor TFIIS.o) NA

235 DLANDIYNINLQR gi|913523|gb|AAB34231.1| cerebrin-50 [Homo sapiens]NA

236 LVSNSTYRKPPTL gi|32472704|ref|NP_865698.1| hypothetical protein RB3745 [Rhodopirellula baltica SH 1] NA

237 VDEYEHYERVENG gi|55976620|sp|Q9UNH5|CC14A_HUMAN Dual specificity protein phosphatase CDC14A (CDC14 cell division cycle 14 homolog A) NA

238 DGSPGKYMSHLAS gi|51315898|sp|Q76MJ5|ERN2_HUMAN Serine/threonine-protein kinase/endoribonuclease IRE2 precursor (Inositol-requiring protein 2) (hIRE2p) (IRE1b) (Ire1-beta) (Endoplasmic reticulum-to-nucleus signaling 2) [Includes: Serine/threonine-protein kinase ; Endoribonuclease ] NA

239 FLVKSGYAFVDCP gi|74761835|sp|Q9NZI8|IF2B1_HUMAN Insulin-like growth factor 2 mRNA-binding protein 1 (IGF2 mRNA-binding protein 1) (IGF-II mRNA-binding protein 1) (IMP-1) (Coding region determinant-binding protein) (CRD-BP) (VICKZ family member 1) NA

240 KCSMCKYASVEAS gi|30172878|sp|Q8NI51|BORIS_HUMAN Transcriptional repressor CTCFL (CCCTC-binding factor) (Brother of the regulator of imprinted sites) (Zinc finger protein CTCF-T) (CTCF paralog) NA

241 VHCREGYSRSPTL gi|1718191|sp|P51452|DUS3_HUMAN Dual specificity protein phosphatase 3 (Dual specificity protein phosphatase VHR) NA

242 VHNCFHYEDVAVL gi|88683069|gb|AAI13841.1| SRCRB4D protein [Homo sapiens]NA

243 CIYGEGYSNAHES gi|6685974|sp|O43760|SNG2_HUMAN Synaptogyrin-2 (Cellugyrin) NA

244 SLWKWKYEELKES gi|71153214|sp|Q68D86|C102B_HUMAN Coiled-coil domain-containing protein 102BNA

245 YWMEDIYTPGYDS gi|32699623|sp|Q9UPX6|K1024_HUMAN UPF0258 protein KIAA1024 NA

246 EAVELCYKNVNES gi|38258635|sp|Q96RI9|TAAR9_HUMAN Trace amine-associated receptor 9 (Trace amine receptor 3) (TaR-3) NA

247 LNSEGLYRVSGFS gi|21903393|sp|P15882|CHIN_HUMAN N-chimaerin (NC) (N-chimerin) (Alpha chimerin) (A-chimaerin) (Rho GTPase-activating protein 2) NA

248 RTSETSYLNEAFS gi|73620041|sp|Q8N9R8|CI126_HUMAN Uncharacterized protein C9orf126 NA

249 LLLANAYIYVVQL gi|1705571|sp|P32004|L1CAM_HUMAN Neural cell adhesion molecule L1 precursor (N-CAM L1) (CD171 antigen) NA

250 SGRETIYPNASLL gi|3172147|gb|AAC18433.1| BGP_HUMAN [Homo sapiens] NA

251 QSEDCLYLNIYVP gi|31076822|sp|Q8N2Q7|NLGN1_HUMAN Neuroligin-1 precursorNA

252 AATVGHYTAVQNS gi|2498217|sp|Q15078|CD5R1_HUMAN Cyclin-dependent kinase 5 activator 1 precursor (CDK5 activator 1) (Cyclin-dependent kinase 5 regulatory subunit 1) (Tau protein kinase II 23 kDa subunit) (TPKII regulatory subunit) (p23) (p25) (p35) [Contains: Cyclin-dependent kinase 5 activator 1  p35; Cyclin-dependent kinase 5 activator 1  p25] NA

253 ETTKNVYEEIAAP gi|399227|sp|Q02224|CENPE_HUMAN Centromeric protein E (CENP-E) NA

254 MGYWPTYVPMEVH gi|55977850|sp|Q13620|CUL4B_HUMAN Cullin-4B (CUL-4B)'NA

255 FLASPEYVNLPIN gi|121746|sp|P09211|GSTP1_HUMAN Glutathione S-transferase P (GST class-pi) (GSTP1-1) NA

256 RTSLDLYANVIHC gi|1708404|sp|P51553|IDH3G_HUMAN Isocitrate dehydrogenase [NAD] subunit gamma  mitochondrial precursor (Isocitric dehydrogenase) (NAD(+)-specific ICDH) NA

257 CWCSYKYLNAGAG gi|3913982|sp|Q16719|KYNU_HUMAN Kynureninase (L-kynurenine hydrolase) NA

258 LNSSRHYLNIRYT gi|21431783|sp|O43451|MGA_HUMAN Maltase-glucoamylase  intestinal [Includes: Maltase (Alpha-glucosidase); Glucoamylase (Glucan 1 4-alpha-glucosidase)] NA

259 RADLGAYLNPRPP gi|17369917|sp|Q9Y3R4|NEUR2_HUMAN Sialidase-2 (Cytosolic sialidase) (N-acetyl-alpha-neuraminidase 2) NA



260 LGHPKVYINLDKE gi|6093600|sp|O75380|NDUS6_HUMAN NADH dehydrogenase [ubiquinone] iron-sulfur protein 6  mitochondrial precursor (NADH-ubiquinone oxidoreductase 13 kDa-A subunit) (Complex I-13kD-A) (CI-13kD-A) NA

261 FVGTRSYMAPERL gi|547915|sp|P36507|MP2K2_HUMAN Dual specificity mitogen-activated protein kinase kinase 2 (MAP kinase kinase 2) (MAPKK 2) (ERK activator kinase 2) (MAPK/ERK kinase 2) (MEK2) NA

262 SAGCAAYMAPERI gi|6831583|sp|O14733|MP2K7_HUMAN Dual specificity mitogen-activated protein kinase kinase 7 (MAP kinase kinase 7) (MAPKK 7) (MAPK/ERK kinase 7) (JNK-activating kinase 2) (c-Jun N-terminal kinase kinase 2) (JNK kinase 2) (JNKK 2) NA

263 TSMSPDYPNPMFE gi|38258929|sp|P78527|PRKDC_HUMAN DNA-dependent protein kinase catalytic subunit (DNA-PK catalytic subunit) (DNA-PKcs) (DNPK1) (p460) NA

264 AIAVDRYLRVKLT gi|1351831|sp|P33765|AA3R_HUMAN Adenosine A3 receptor NA

265 SVGTHGYMAPEVL gi|116241253|sp|P35626|ARBK2_HUMAN Beta-adrenergic receptor kinase 2 (Beta-ARK-2) (G-protein-coupled receptor kinase 3) NA

266 ITSPFKYQSLLTK gi|127796459|gb|AAH12481.3| Adrenergic  beta-2-  receptor  surface [Homo sapiens][ITSPFKYQSLLTK|Y|141|P04274|8521811;8557631|InsR;IGF1R|[P06213:INSR_HUMAN,P08069:IGF1R_HUMAN]ITSPFKYQSLLTK|Y|141|P07550|8910597|IGF1R|[P08069:IGF1R_HUMAN]]

267 MKGDVKYADIESS gi|129890|sp|P09619|PGFRB_HUMAN Beta-type platelet-derived growth factor receptor precursor (PDGF-R-beta) (CD140b antigen) [MKGDVKYADIESS|Y|763|P09619|10821867;N.N.;10391677|PDGFR beta|[P09619:PGFRB_HUMAN]]

268 LEGRHIYIYVPDP gi|129892|sp|P16234|PGFRA_HUMAN Alpha-type platelet-derived growth factor receptor precursor (PDGF-R-alpha) (CD140a antigen) NA

269 NRGTETYGFIQVT gi|50403770|sp|Q13332|PTPRS_HUMAN Receptor-type tyrosine-protein phosphatase S precursor (R-PTP-S) (Protein-tyrosine phosphatase sigma) (R-PTP-sigma)NA

270 WSKEGFYAVVIFL gi|134039192|sp|Q15256|PTPRR_HUMAN Receptor-type tyrosine-protein phosphatase R precursor (Protein-tyrosine phosphatase PCPTP1) (NC-PTPCOM1) (Ch-1PTPase) NA

271 GVPDSDYINASFI gi|126467|sp|P18433|PTPRA_HUMAN Receptor-type tyrosine-protein phosphatase alpha precursor (Protein-tyrosine phosphatase alpha) (R-PTP-alpha)NA

272 LQESTGYMAPTLR gi|18202506|sp|Q15413|RYR3_HUMAN Ryanodine receptor 3 (Brain-type ryanodine receptor) (RyR3) (RYR-3) (Brain ryanodine receptor-calcium release channel) NA

273 EVQKDTYVMAVNC gi|41017504|sp|Q9HC56|PCDH9_HUMAN Protocadherin-9 precursor NA

274 LFLKDPYSWPAPC gi|33302597|sp|O75907|DGAT1_HUMAN Diacylglycerol O-acyltransferase 1 (Diglyceride acyltransferase) (ACAT-related gene product 1) NA

275 LRGMDYYASGAPC gi|55958905|emb|CAI15976.1| chromosome 9 open reading frame 24 [Homo sapiens]NA

276 AAVEEQYSCDYGS gi|730052|sp|Q00325|MPCP_HUMAN Phosphate carrier protein  mitochondrial precursor (PTP) (Solute carrier family 25 member 3) NA

277 LRFSPGYAIEKHS gi|6175083|sp|P06133|UDB4_HUMAN UDP-glucuronosyltransferase 2B4 precursor (UDPGT) (Hyodeoxycholic acid) (HLUG25) (UDPGTh-1) NA

278 PTFGPCYINLYGS gi|20137708|sp|O75923|DYSF_HUMAN Dysferlin (Dystrophy-associated fer-1-like protein) (Fer-1-like protein 1) NA

279 FSWKESYYRSTMS gi|57013009|sp|Q9H3D4|P73L_HUMAN Tumor protein p73-like (p73L) (p63) (Tumor protein 63) (TP63) (p51) (p40) (Keratinocyte transcription factor KET) (Chronic ulcerative stomatitis protein) (CUSP) NA

280 LKAMDGYFNLTMS gi|1730136|sp|P51993|FUT6_HUMAN Alpha-(1 3)-fucosyltransferase (Galactoside 3-L-fucosyltransferase) (Fucosyltransferase 6) (FucT-VI) NA

281 APPGEEYGDGSPS gi|119576126|gb|EAW55722.1| myosin phosphatase-Rho interacting protein  isoform CRA_b [Homo sapiens]NA

282 GDDSEIYEILSPS gi|119605696|gb|EAW85290.1| hCG1658583  isoform CRA_b [Homo sapiens]NA

283 LGPSDIYLDDLPS gi|71153524|sp|Q9BQK8|LPIN3_HUMAN Lipin-3 (Lipin 3-like) NA

284 ASLSPQYVSYNQS gi|1705571|sp|P32004|L1CAM_HUMAN Neural cell adhesion molecule L1 precursor (N-CAM L1) (CD171 antigen) NA

285 PASKTGYSFTATS gi|116256100|sp|Q5T2D2|TRML2_HUMAN Trem-like transcript 2 protein precursor (TLT-2) (Triggering receptor expressed on myeloid cells-like protein 2) NA

286 SQDKNLYHNLCTS gi|2497824|sp|Q14566|MCM6_HUMAN DNA replication licensing factor MCM6 (p105MCM) NA

287 GVGRDKYEPAAVS gi|114374|sp|P05023|AT1A1_HUMAN Sodium/potassium-transporting ATPase subunit alpha-1 precursor (Sodium pump subunit alpha-1) (Na(+)/K(+) ATPase alpha-1 subunit) [GVGRDKYEPAAVS|Y|10|P06685|10473631|]

288 ACEEIAYQVAGVS gi|12643896|sp|Q9UL36|ZN236_HUMAN Zinc finger protein 236 NA

289 ETPNFKYAQLNVS gi|119594238|gb|EAW73832.1| hCG1729961 [Homo sapiens]NA

290 LESKKEYNSIGVS gi|46396931|sp|Q8IW52|SLIK4_HUMAN SLIT and NTRK-like protein 4 precursor NA

291 HSSNSNYHDSWET gi|68052314|sp|Q5T200|ZC313_HUMAN Zinc finger CCCH domain-containing protein 13 NA

292 QDGKDDYKKQKET gi|60392986|sp|Q92878|RAD50_HUMAN DNA repair protein RAD50 (hRAD50) NA

293 ASADCHYIDVKGT gi|6093646|sp|O14832|PAHX_HUMAN Phytanoyl-CoA dioxygenase  peroxisomal precursor (Phytanoyl-CoA alpha-hydroxylase) (PhyH) (Phytanic acid oxidase) NA

294 IRDENTYKICTWL gi|74731081|sp|Q96A25|T106A_HUMAN Transmembrane protein 106A NA

295 QDRSDIYMSRRFT gi|16552245|dbj|BAB71272.1| unnamed protein product [Homo sapiens]NA

296 YTCMFTYASQGGT gi|61221730|sp|Q969H8|CS010_HUMAN Uncharacterized protein C19orf10 precursor (Stromal cell-derived growth factor SF20) (Interleukin-25) (IL-25) NA

297 RPKDEVYSKYYTP gi|41019536|sp|P51692|STA5B_HUMAN Signal transducer and activator of transcription 5B [RPKDEVYSKYYTP|Y|679|P51692|12621061|Src|[P12931:SRC_HUMAN]]

298 TLNSDGYTPEPAR gi|1177044|sp|P43403|ZAP70_HUMAN Tyrosine-protein kinase ZAP-70 (70 kDa zeta-associated protein) (Syk-related tyrosine kinase) [TLNSDGYTPEPAR|Y|292|P43403|8756661;7961936;15144186;15592455;16094384;15659558;17192257|Lck;ZAP70|[P06239:LCK_HUMAN,P43403:ZAP70_HUMAN]]

299 ALFDRIYTHQSDV gi|120046|sp|P11362|FGFR1_HUMAN Basic fibroblast growth factor receptor 1 precursor (FGFR-1) (bFGF-R) (Fms-like tyrosine kinase 2) (c-fgr) (CD331 antigen) NA

300 DNDDDLYG gi|6094447|sp|P55072|TERA_HUMAN Transitional endoplasmic reticulum ATPase (TER ATPase) (15S Mg(2+)-ATPase p97 subunit) (Valosin-containing protein) (VCP) [DNDDDLYG|Y|805|P55072|15592455|DNDDDLYG|Y|805|Q01853|15592455|]

301 EEGAPDYENLQEL gi|14194891|sp|O43561|LAT_HUMAN Linker for activation of T-cells family member 1 (36 kDa phospho-tyrosine adapter protein) (pp36) (p36-38) NA

302 GCPEKVYELMRAC gi|85681908|sp|P00519|ABL1_HUMAN Proto-oncogene tyrosine-protein kinase ABL1 (p150) (c-ABL) (Abelson murine leukemia viral oncogene homolog 1) [GCPEKVYELMRAC|Y|488|P00519-2|16464493|]

303 KRQVGDYENVIPD gi|6166019|sp|P20273|CD22_HUMAN B-cell receptor CD22 precursor (Sialic acid-binding Ig-like lectin 2) (Siglec-2) (Leu-14) (B-lymphocyte cell adhesion molecule) (BL-CAM) [KRQVGDYENVIPD|Y|807|P20273|16393971|]

304 EDDQEVYDDVAEQ gi|6166197|sp|O15117|FYB_HUMAN FYN-binding protein (FYN-T-binding protein) (FYB-120/130) (p120/p130) (SLP-76-associated phosphoprotein) (SLAP-130) (Adhesion and degranulation promoting adaptor protein) (ADAP) [EDDQEVYDDVAEQ|Y|595|O15117|10570256;10409671|Fyn|[P06241:FYN_HUMAN]]

305 ETDKEYYTVKDDR gi|125060|sp|P23458|JAK1_HUMAN Tyrosine-protein kinase JAK1 (Janus kinase 1) (JAK-1) [ETDKEYYTVKDDR|Y|1023|P23458|12559972;15659558;15659558|JAK3|[P52333:JAK3_HUMAN]ETDKEYYTVKDDR|Y|1034|P52332|15923602;14557412|]

306 RAKIQDYHILTRK gi|12643404|sp|O60674|JAK2_HUMAN Tyrosine-protein kinase JAK2 (Janus kinase 2) (JAK-2) [RAKIQDYHILTRK|Y|221|Q62120|15143187;15143188|JAK2|[O60674:JAK2_HUMAN]]

307 SEDIKSYYTVRQL gi|131467|sp|P18031|PTN1_HUMAN Tyrosine-protein phosphatase non-receptor type 1 (Protein-tyrosine phosphatase 1B) (PTP-1B) [SEDIKSYYTVRQL|Y|152|P18031|11106648|InsR|[P06213:INSR_HUMAN]]

308 APTSFGYDKPHVL gi|124474|sp|P15260|INGR1_HUMAN Interferon-gamma receptor alpha chain precursor (IFN-gamma-R1) (CD119 antigen) (CDw119) [APTSFGYDKPHVL|Y|457|P15260|8156998|JAK1|[P23458:JAK1_HUMAN]]

309 KMNEVTYSTLNFE gi|3172147|gb|AAC18433.1| BGP_HUMAN [Homo sapiens] [KMNEVTYSTLNFE|Y|493|P13688|9867848|]

310 LGRREEYDVLDKR gi|23830999|sp|P20963|CD3Z_HUMAN T-cell surface glycoprotein CD3 zeta chain precursor (T-cell receptor T3 zeta chain) (CD247 antigen) [LGRREEYDVLDKR|Y|83|P20963|12522270;15592455;16094384;15659558|]

311 SKPKKSYIATQGC gi|84028248|sp|Q06124|PTN11_HUMAN Tyrosine-protein phosphatase non-receptor type 11 (Protein-tyrosine phosphatase 2C) (PTP-2C) (PTP-1D) (SH-PTP3) (SH-PTP2) (SHP-2) (Shp2)[SKPKKSYIATQGC|Y|327|P35235|8995399|]



312 TFIGTPYWMAPEV gi|119622212|gb|EAX01807.1| mitogen-activated protein kinase kinase kinase kinase 4  isoform CRA_c [Homo sapiens][TFIGTPYWMAPEV|Y|193|Q8N4C8|15302935|]

313 ETEENIYQVPTSQ gi|150421536|sp|O75553|DAB1_HUMAN Disabled homolog 1 [ETEENIYQVPTSQ|Y|220|O75553|15316068|ETEENIYQVPTSQ|Y|220|P97318|11279201|Src|[P12931:SRC_HUMAN]]

314 KGTQADYAEVKFQ gi|118572721|sp|Q96LC7|SIG10_HUMAN Sialic acid-binding Ig-like lectin 10 precursor (Siglec-10) (Siglec-like protein 2) [KGTQADYAEVKFQ|Y|691|Q96LC7|11733002|Lck;JAK3|[P06239:LCK_HUMAN,P52333:JAK3_HUMAN]]

315 EDIKSYYTVRQLE gi|131467|sp|P18031|PTN1_HUMAN Tyrosine-protein phosphatase non-receptor type 1 (Protein-tyrosine phosphatase 1B) (PTP-1B) [EDIKSYYTVRQLE|Y|153|P18031|11106648|InsR|[P06213:INSR_HUMAN]]

316 FDFNGPYLGPPHS gi|1345923|sp|P32927|IL3RB_HUMAN Cytokine receptor common beta chain precursor (GM-CSF/IL-3/IL-5 receptor common beta-chain) (CD131 antigen) (CDw131) [FDFNGPYLGPPHS|Y|593|P32927|9257712;10362354|]

317 HDHNIPYKWTAPE gi|8928302|sp|Q13882|PTK6_HUMAN Tyrosine-protein kinase 6 (Breast tumor kinase) (Tyrosine-protein kinase BRK) [HDHNIPYKWTAPE|Y|351|Q13882|12121988|]

318 KHKEDVYENLHTK gi|131469|sp|P29350|PTN6_HUMAN Tyrosine-protein phosphatase non-receptor type 6 (Protein-tyrosine phosphatase 1C) (PTP-1C) (Hematopoietic cell protein-tyrosine phosphatase) (SH-PTP1) (Protein-tyrosine phosphatase SHP-1) [KHKEDVYENLHTK|Y|564|P29350|12468540;8114715;8692915;14757045;14699166;10488096|Lck;Src|[P06239:LCK_HUMAN,P12931:SRC_HUMAN]]

319 HSPPPAYTPMSGN gi|3913590|sp|Q15303|ERBB4_HUMAN Receptor tyrosine-protein kinase erbB-4 precursor (p180erbB4) (Tyrosine kinase-type cell surface receptor HER4) [HSPPPAYTPMSGN|Y|1056|Q15303|8617750|]

320 QKKEGVYDVPKSQ gi|150421536|sp|O75553|DAB1_HUMAN Disabled homolog 1 [QKKEGVYDVPKSQ|Y|232|O75553|15316068|QKKEGVYDVPKSQ|Y|232|P97318|11279201;15062102|Src|[P12931:SRC_HUMAN]]

321 QKFQVYYLGNVPV gi|12229629|sp|O00213|APBB1_HUMAN Amyloid beta A4 precursor protein-binding family B member 1 (Fe65 protein) [QKFQVYYLGNVPV|Y|547|Q9QXJ1|15031292|Abl|[P00519:ABL1_HUMAN]]

322 SPSPTTYRMFRDK gi|143811366|sp|P11274|BCR_HUMAN Breakpoint cluster region protein (Renal carcinoma antigen NY-REN-26) [SPSPTTYRMFRDK|Y|360|P11274|9467953|Abl|[P00519:ABL1_HUMAN]]

323 VMLGKEYVGKTSL gi|23396831|sp|Q969Q5|RAB24_HUMAN Ras-related protein Rab-24 [VMLGKEYVGKTSL|Y|17|Q969Q5|14680817|]

324 EGVWKKYSLTVAV gi|85681908|sp|P00519|ABL1_HUMAN Proto-oncogene tyrosine-protein kinase ABL1 (p150) (c-ABL) (Abelson murine leukemia viral oncogene homolog 1) [EGVWKKYSLTVAV|Y|264|P00519|12522270|EGVWKKYSLTVAV|Y|283|P00519-2|12644574|]

325 IDAFSDYANFK gi|126467|sp|P18433|PTPRA_HUMAN Receptor-type tyrosine-protein phosphatase alpha precursor (Protein-tyrosine phosphatase alpha) (R-PTP-alpha)[IDAFSDYANFK|Y|798|P18433|11923305|IDAFSDYANFK|Y|825|P18052|15592455|]

326 PAEDSTYDEYEND gi|2498954|sp|Q14247|SRC8_HUMAN Src substrate cortactin (Amplaxin) (Oncogene EMS1) [PAEDSTYDEYEND|Y|486|Q14247|9748248|Src|[P12931:SRC_HUMAN]]

327 FITC contol_spot NA

328 IgG contol_spot NA

329 pY contol_spot NA

330 FITC contol_spot NA

331 IgG contol_spot NA

332 pY contol_spot NA

333 HELGQDYEHVTML gi|116242799|sp|Q01082|SPTB2_HUMAN Spectrin beta chain  brain 1 (Spectrin  non-erythroid beta chain 1) (Beta-II spectrin) (Fodrin beta chain) NA

334 SKGGGGYTCQSGS gi|115502381|sp|P15924|DESP_HUMAN Desmoplakin (DP) (250/210 kDa paraneoplastic pemphigus antigen) NA

335 YEYPSRYQKDVYD gi|8134360|sp|Q14511|CASL_HUMAN Enhancer of filamentation 1 (HEF1) (CRK-associated substrate-related protein) (CAS-L) (CasL) (p105) (Protein NEDD9) (Renal carcinoma antigen NY-REN-12) NA

336 DREDDQYSHLQGN gi|115993|sp|P09693|CD3G_HUMAN T-cell surface glycoprotein CD3 gamma chain precursor (T-cell receptor T3 gamma chain) [DREDDQYSHLQGN|Y|171|P09693|16094384|]

337 VTVVSQYDNLEDY gi|131573277|gb|ABO33171.1| Rho GTPase-activating protein [Homo sapiens]NA

338 KGRARQYTSPEEI gi|2498464|sp|Q13442|HAP28_HUMAN 28 kDa heat- and acid-stable phosphoprotein (PDGF-associated protein) (PAP) (PDGFA-associated protein 1) (PAP1) NA

339 EAEESQYDSGIES gi|14548073|sp|O00221|IKBE_HUMAN NF-kappa-B inhibitor epsilon (NF-kappa-BIE) (I-kappa-B-epsilon) (IkappaBepsilon) (IKB-epsilon) (IKBE)NA

340 HTGERPYKCQTCE gi|152031673|sp|Q92766|RREB1_HUMAN RAS-responsive element-binding protein 1 (RREB-1) (Raf-responsive zinc finger protein LZ321) (Zinc-finger motif-enhancer binding-protein-1) (Zep-1) (Finger protein in nuclear bodies) NA

341 GDDLDPYYRGSHA gi|12585290|sp|Q9P286|PAK7_HUMAN Serine/threonine-protein kinase PAK 7 (p21-activated kinase 7) (PAK-7) (PAK-5) NA

342 KKNKDKYVGVSSD gi|41016993|sp|Q14677|EPN4_HUMAN Clathrin interactor 1 (Epsin-4) (Epsin-related protein) (EpsinR) (Enthoprotin) (Clathrin-interacting protein localized in the trans-Golgi region) (Clint) NA

343 LSAEENYESCPPS gi|47117044|sp|O75581|LRP6_HUMAN Low-density lipoprotein receptor-related protein 6 precursor NA

344 GSISNMYAVNLAR gi|116241317|sp|Q9Y600|CSAD_HUMAN Cysteine sulfinic acid decarboxylase (Sulfinoalanine decarboxylase) (Cysteine-sulfinate decarboxylase) NA

345 IKRKIPYILKRQL gi|2828196|sp|P30990|NEUT_HUMAN Neurotensin/neuromedin N precursor [Contains: Large neuromedin N (NmN-125); Neuromedin N (NmN) (NN); Neurotensin (NT); Tail peptide] NA

346 KYKRPGYGAYDAF gi|124200|sp|P05198|IF2A_HUMAN Eukaryotic translation initiation factor 2 subunit 1 (Eukaryotic translation initiation factor 2 subunit alpha) (eIF-2-alpha) (EIF-2alpha) (EIF-2A) NA

347 AYADSYYYEDGDQ gi|41281911|ref|NP_848018.1| Ymer protein long isoform [Homo sapiens] NA

348 AADRNHYRRYPRR gi|54040031|sp|P67809|YBOX1_HUMAN Nuclease sensitive element-binding protein 1 (Y-box-binding protein 1) (Y-box transcription factor) (YB-1) (CCAAT-binding transcription factor I subunit A) (CBF-A) (Enhancer factor I subunit A) (EFI-A) (DNA-binding protein B) (DBPB) NA

349 RAYADSYYYEDGD gi|41281911|ref|NP_848018.1| Ymer protein long isoform [Homo sapiens] NA

350 EDDFLEYDQEHIR gi|24418367|sp|Q9UPY3|DICER_HUMAN Endoribonuclease Dicer (Helicase with RNase motif) (Helicase-MOI) NA

351 ISSPLLYPTIMTQ gi|38372702|sp|Q8NGJ0|OR5A1_HUMAN Olfactory receptor 5A1 (OST181) NA

352 PLSDVLYGRVADF gi|116241273|sp|Q10588|BST1_HUMAN ADP-ribosyl cyclase 2 precursor (Cyclic ADP-ribose hydrolase 2) (cADPr hydrolase 2) (Bone marrow stromal antigen 1) (BST-1) (CD157 antigen) NA

353 HMDDGGYSMNFNM gi|23503093|sp|P38159|HNRPG_HUMAN Heterogeneous nuclear ribonucleoprotein G (hnRNP G) (RNA-binding motif protein  X chromosome) (Glycoprotein p43) NA

354 LLEGNFYGSLFSV gi|14285603|sp|Q12879|NMDE1_HUMAN Glutamate [NMDA] receptor subunit epsilon-1 precursor (N-methyl D-aspartate receptor subtype 2A) (NR2A) (NMDAR2A) (hNR2A) NA

355 IIEDPYYGNDSDF gi|1709543|sp|P24666|PPAC_HUMAN Low molecular weight phosphotyrosine protein phosphatase (LMW-PTPase) (LMW-PTP) (Low molecular weight cytosolic acid phosphatase) (Red cell acid phosphatase 1) (Adipocyte acid phosphatase) NA

356 LMSVDRYLAVVHA gi|1707884|sp|P51685|CCR8_HUMAN C-C chemokine receptor type 8 (C-C CKR-8) (CC-CKR-8) (CCR-8) (GPR-CY6) (GPRCY6) (Chemokine receptor-like 1) (CKR-L1) (TER1) (CMKBRL2) (CC-chemokine receptor CHEMR1) (CDw198 antigen) NA

357 VRGSGSYEYPVAE gi|8928556|sp|P36382|CXA5_HUMAN Gap junction alpha-5 protein (Connexin-40) (Cx40) NA

358 MSEYPTYHTHGRY gi|547937|sp|P15941|MUC1_HUMAN Mucin-1 precursor (MUC-1) (Polymorphic epithelial mucin) (PEM) (PEMT) (Episialin) (Tumor-associated mucin) (Carcinoma-associated mucin) (Tumor-associated epithelial membrane antigen) (EMA) (H23AG) (Peanut-reactive urinary mucin) (PUM) (Breast carcinoma-associated antigen DF3) (CD227 antigen) [MSEYPTYHTHGRY|Y|1212|P15941|14521915|]

359 PPKGLMYSVNPNK gi|38605729|sp|Q9NS71|GKN1_HUMAN Gastrokine-1 precursor (18 kDa antrum mucosa protein) (AMP-18) (CA11 protein) NA

360 FPARDTYHPMSEY gi|547937|sp|P15941|MUC1_HUMAN Mucin-1 precursor (MUC-1) (Polymorphic epithelial mucin) (PEM) (PEMT) (Episialin) (Tumor-associated mucin) (Carcinoma-associated mucin) (Tumor-associated epithelial membrane antigen) (EMA) (H23AG) (Peanut-reactive urinary mucin) (PUM) (Breast carcinoma-associated antigen DF3) (CD227 antigen) [FPARDTYHPMSEY|Y|1203|P15941|15471854;14521915|]

361 KIDRHMYHSLYLK gi|51338661|sp|P84098|RL19_HUMAN 60S ribosomal protein L19 NA

362 VLKRRGYLLGINL gi|30316282|sp|Q9BXA7|TSSK1_HUMAN Testis-specific serine/threonine-protein kinase 1 (TSSK-1) (Testis-specific kinase 1) (TSK-1) (Serine/threonine-protein kinase 22A) NA

363 MQDYPNYKYRPRR gi|20532272|sp|Q9BT81|SOX7_HUMAN Transcription factor SOX-7 NA



364 LEARKAYVNMSLF gi|549081|sp|P35590|TIE1_HUMAN Tyrosine-protein kinase receptor Tie-1 precursor [LEARKAYVNMSLF|Y|1113|Q06806|11865050|Tie1|[P35590:TIE1_HUMAN]]

365 PKSVTDYDFAPFL gi|122065628|sp|Q9UM54|MYO6_HUMAN Myosin-VI (Unconventional myosin VI)NA

366 AGSTALYWACHGG gi|108885279|sp|Q92882|OSTF1_HUMAN Osteoclast-stimulating factor 1 NA

367 MHATSQYMWGVQD gi|112894|sp|P21580|TNAP3_HUMAN Tumor necrosis factor  alpha-induced protein 3 (Putative DNA-binding protein A20) (Zinc finger protein A20) NA

368 PRAPSGYSQPPSV gi|120659962|gb|AAI30611.1| KIDINS220 protein [Homo sapiens]NA

369 LPFYEVYGELIRP gi|56405390|sp|Q9Y6X2|PIAS3_HUMAN E3 SUMO-protein ligase PIAS3 (Protein inhibitor of activated STAT protein 3) NA

370 PYIAWGYPNLKSV gi|133021|sp|P18124|RL7_HUMAN 60S ribosomal protein L7 NA

371 RREFEVYGPIKRI gi|13635663|sp|P08621|RU17_HUMAN U1 small nuclear ribonucleoprotein 70 kDa (U1 snRNP 70 kDa) (snRNP70) (U1-70K) NA

372 ACRVAPYVNVGAL gi|145559528|sp|O60902|SHOX2_HUMAN Short stature homeobox protein 2 (Paired-related homeobox protein SHOT) (Homeobox protein Og12X) NA

373 LLDDEEYEEIVED gi|267188|sp|P26368|U2AF2_HUMAN Splicing factor U2AF 65 kDa subunit (U2 auxiliary factor 65 kDa subunit) (U2 snRNP auxiliary factor large subunit) (hU2AF(65)) NA

374 CHIDALYPNVENM gi|30316344|sp|O15457|MSH4_HUMAN MutS protein homolog 4 NA

375 CIYNTTYLNVQRE gi|112877|sp|P02763|A1AG1_HUMAN Alpha-1-acid glycoprotein 1 precursor (AGP 1) (Orosomucoid-1) (OMD 1) NA

376 ESHIEIYGGATKW gi|77416871|sp|Q15818|NPTX1_HUMAN Neuronal pentraxin-1 precursor (NP1) (Neuronal pentraxin I) (NP-I) NA

377 IRAHTPYINIYNC gi|115968|sp|P11836|CD20_HUMAN B-lymphocyte antigen CD20 (Membrane-spanning 4-domains subfamily A member 1) (B-lymphocyte surface antigen B1) (Leu-16) (Bp35) NA

378 ESRSEIYGLVQRC gi|34395525|sp|Q9NZN5|ARHGC_HUMAN Rho guanine nucleotide exchange factor 12 (Leukemia-associated RhoGEF) NA

379 CQELDTYLIPQIP gi|728984|sp|P38398|BRCA1_HUMAN Breast cancer type 1 susceptibility protein (RING finger protein 53) NA

380 SDRSAWYMGPVSR gi|1169094|sp|P46109|CRKL_HUMAN Crk-like protein NA

381 FYDFFRYVEMSTF gi|15214082|sp|Q9Y376|CAB39_HUMAN Calcium-binding protein 39 (Protein Mo25) NA

382 LQMAQIYINALSE gi|3913115|sp|Q92858|ATOH1_HUMAN Protein atonal homolog 1 (Helix-loop-helix protein hATH-1) NA

383 QLRRAAYLNLSQE gi|88911273|sp|Q12873|CHD3_HUMAN Chromodomain-helicase-DNA-binding protein 3 (ATP-dependent helicase CHD3) (CHD-3) (Mi-2 autoantigen 240 kDa protein) (Mi2-alpha) (Zinc finger helicase) (hZFH) NA

384 PPVIIKYIIINRF gi|143811385|sp|O60673|DPOLZ_HUMAN DNA polymerase zeta catalytic subunit (hREV3) NA

385 RIEIATYLNLSEK gi|27923786|sp|Q9H4S2|GSHI_HUMAN Homeobox protein GSH-1 NA

386 LPAGELYGWAVET gi|116242593|sp|Q92985|IRF7_HUMAN Interferon regulatory factor 7 (IRF-7) NA

387 TETRTNYPNIFRI gi|119370323|sp|Q16280|CNGA2_HUMAN Cyclic nucleotide-gated olfactory channel (Cyclic nucleotide-gated cation channel 2) (CNG channel 2) (CNG-2) (CNG2) NA

388 DTKFRNYLIPKGT gi|117225|sp|P10632|CP2C8_HUMAN Cytochrome P450 2C8 (CYPIIC8) (P450 form 1) (P450 MP-12/MP-20) (P450 IIC2) (S-mephenytoin 4-hydroxylase) NA

389 QVKKKLYEEIDQN gi|117283|sp|P05093|CP17A_HUMAN Cytochrome P450 17A1 (CYPXVII) (P450-C17) (P450c17) (Steroid 17-alpha-monooxygenase) (Steroid 17-alpha-hydroxylase/17 20 lyase) NA

390 RPEGAEYINPGER gi|76803797|sp|Q99698|LYST_HUMAN Lysosomal-trafficking regulator (Beige homolog) NA

391 VIVLGLYIYVTYK gi|1709292|sp|P55011|S12A2_HUMAN Solute carrier family 12 member 2 (Bumetanide-sensitive sodium-(potassium)-chloride cotransporter 1) (Basolateral Na-K-Cl symporter) NA

392 THNWTVYLNPRRS gi|90110050|sp|Q04671|P_HUMAN P protein (Melanocyte-specific transporter protein) (Pink-eyed dilution protein homolog) NA

393 KICANHYITPMME gi|1172837|sp|P43487|RANG_HUMAN Ran-specific GTPase-activating protein (Ran-binding protein 1) (RanBP1) NA

394 DLKSDLYIGGVAK gi|17369704|sp|Q9ULB1|NRX1A_HUMAN Neurexin-1-alpha precursor (Neurexin I-alpha) NA

395 MFENPLYGSLSSF gi|119591435|gb|EAW71029.1| inositol polyphosphate-5-phosphatase  145kDa  isoform CRA_a [Homo sapiens][MFENPLYGSLSSF|Y|1021|Q92835|16497976|]

396 DLSNSLYKRMPAT gi|13124346|sp|O76041|NEBL_HUMAN Nebulette (Actin-binding Z-disk protein) NA

397 KKHSQHYQIPDDF gi|12643365|sp|Q9UPN9|TRI33_HUMAN E3 ubiquitin-protein ligase TRIM33 (Tripartite motif-containing protein 33) (Transcription intermediary factor 1-gamma) (TIF1-gamma) (Ectodermin homolog) (RET-fused gene 7 protein) (Protein Rfg7) NA

398 RPCLQGYYTAAEL gi|51315841|sp|Q14435|GALT3_HUMAN Polypeptide N-acetylgalactosaminyltransferase 3 (Protein-UDP acetylgalactosaminyltransferase 3) (UDP-GalNAc:polypeptide N-acetylgalactosaminyltransferase 3) (Polypeptide GalNAc transferase 3) (GalNAc-T3) (pp-GaNTase 3) NA

399 H1:17 contol_spot NA

400 H5:17 contol_spot NA

401 LWKDIEYVTNDNV gi|33112457|sp|Q86SS6|SYT9_HUMAN Synaptotagmin-9 (Synaptotagmin IX) (SytIX) NA

402 RVPSGGYSSINNV gi|93195043|sp|Q9UKM7|MA1B1_HUMAN Endoplasmic reticulum mannosyl-oligosaccharide 1 2-alpha-mannosidase (ER alpha-1 2-mannosidase) (Mannosidase alpha class 1B member 1) (Man9GlcNAc2-specific-processing alpha-mannosidase) NA

403 EPLMEEYAIAAQV gi|113697|sp|P23109|AMPD1_HUMAN AMP deaminase 1 (Myoadenylate deaminase) (AMP deaminase isoform M) NA

404 IGPPDKYSNLRPV gi|71153199|sp|Q96IL0|CN153_HUMAN Uncharacterized protein C14orf153 precursor NA

405 SKVECTYISIDQV gi|30923294|sp|Q12765|SCRN1_HUMAN Secernin-1 NA

406 AEKTDFYQRVARV gi|116241321|sp|Q9Y3R5|CU005_HUMAN Uncharacterized protein C21orf5NA

407 NYEAPKYHIPYWV gi|8488997|sp|Q15738|NSDHL_HUMAN Sterol-4-alpha-carboxylate 3-dehydrogenase  decarboxylating (H105e3 protein) NA

408 YLRMDDYCRRKDD gi|28380083|sp|Q9HCD5|NCOA5_HUMAN Nuclear receptor coactivator 5 (NCoA-5) (Coactivator independent of AF-2) (CIA) NA

409 EFEKLLYKIFGED gi|33112639|sp|O43301|HS12A_HUMAN Heat shock 70 kDa protein 12A NA

410 EEEEDGYRAVLMQ gi|1008842|gb|AAC41915.1| the longest open reading frame predicts a protein of 202 amino acids  with fair Kozak consensus at the initial ATG codon; an in-frame TGA codon is seen at nucleotide 8; ORF; putativeNA

411 WWGEPIYRNGQYV gi|119570971|gb|EAW50586.1| hCG1774889 [Homo sapiens]NA

412 EKGEERYICWYCW gi|17368959|sp|Q9H4Q3|PRD13_HUMAN PR domain zinc finger protein 13 (PR domain-containing protein 13) NA

413 IPQDGDYEFLKSW gi|13124559|sp|Q13043|STK4_HUMAN Serine/threonine-protein kinase 4 (STE20-like kinase MST1) (MST-1) (Mammalian STE20-like protein kinase 1) (Serine/threonine-protein kinase Krs-2) [IPQDGDYEFLKSW|Y|433|Q13043|17192257|]

414 TGSKDGYKLPWTW gi|119592793|gb|EAW72387.1| hCG38650 [Homo sapiens]NA

415 SGAEDVYTSLGAA gi|2454302|gb|AAB71816.1| OS-4 protein [Homo sapiens] NA



416 FVKCERYKETSCY gi|59803114|sp|Q9NVE5|UBP40_HUMAN Ubiquitin carboxyl-terminal hydrolase 40 (Ubiquitin thioesterase 40) (Ubiquitin-specific-processing protease 40) (Deubiquitinating enzyme 40)NA

417 KTPHGDYIEFPCY gi|126407|sp|P09917|LOX5_HUMAN Arachidonate 5-lipoxygenase (5-lipoxygenase) (5-LO) NA

418 LTTKPDYAGHQLQ gi|74735576|sp|O95149|SPN1_HUMAN Snurportin-1 (RNA U transporter 1) NA

419 VINKDEYYSRPLQ gi|118186|sp|P28325|CYTD_HUMAN Cystatin-D precursor (Cystatin-5) NA

420 EDKSPEYFYVGLY gi|23503099|sp|O60636|TSN2_HUMAN Tetraspanin-2 (Tspan-2) NA

421 KPECEGYDPNALY gi|116241332|sp|Q9BTC0|DIDO1_HUMAN Death-inducer obliterator 1 (DIO-1) (Death-associated transcription factor 1) (DATF-1) (hDido1) NA

422 RMRAPDYTTPEMY gi|9087218|sp|P35968|VGFR2_HUMAN Vascular endothelial growth factor receptor 2 precursor (VEGFR-2) (Kinase insert domain receptor) (Protein-tyrosine kinase receptor Flk-1) (CD309 antigen) NA

423 YRNEGFYADPYLY gi|147733121|sp|Q5T5P2|SKT_HUMAN Sickle tail protein homolog [YRNEGFYADPYLY|Y|393|Q5T5P2|15951569|]

424 IVYEDPYQVSLQY gi|74732294|sp|Q96M34|CC030_HUMAN Uncharacterized protein C3orf30 NA

425 IVIDKSYMNPGDQ gi|12643310|sp|Q92754|AP2C_HUMAN Transcription factor AP-2 gamma (AP2-gamma) (Activating enhancer-binding protein 2 gamma) (Transcription factor ERF-1) NA

426 GLPVTSYVSINSA gi|13878435|sp|Q9Y5I4|PCDC2_HUMAN Protocadherin alpha C2 precursor (PCDH-alpha-C2) NA

427 HVSDWTYSEGALD gi|116241278|sp|P23280|CAH6_HUMAN Carbonic anhydrase 6 precursor (Carbonic anhydrase VI) (Carbonate dehydratase VI) (CA-VI) (Secreted carbonic anhydrase) (Salivary carbonic anhydrase) NA

428 VTTKELYPEFGLD gi|119608174|gb|EAW87768.1| hCG18570  isoform CRA_c [Homo sapiens]NA

429 IKEEKSYSIEPMD gi|109098774|ref|XP_001109414.1| PREDICTED: similar to a disintegrin and metalloproteinase domain 1a [Macaca mulatta]NA

430 TVEEVLYHIPWLD gi|119600085|gb|EAW79679.1| solute carrier family 9  member 10 [Homo sapiens]NA

431 CGTEVRYVIDYYD gi|1705694|sp|P53701|CCHL_HUMAN Cytochrome c-type heme lyase (CCHL) (Holocytochrome c-type synthase) NA

432 FGAVDLYVSTSYD gi|46395756|sp|Q7Z7M0|MEGF8_HUMAN Multiple epidermal growth factor-like domains 8 (EGF-like domain-containing protein 4) (Multiple EGF-like domain protein 4) NA

433 MSELPSYGEMAAE gi|146286138|sp|Q8NDI1|EHBP1_HUMAN EH domain-binding protein 1NA

434 VLFMTGYAEKAAE gi|7019233|gb|AAF35253.1|AF060169_1 AS11 protein [Homo sapiens]NA

435 HQVEEDYLFEKAE gi|119620706|gb|EAX00301.1| hCG16399  isoform CRA_b [Homo sapiens]NA

436 CSSELKYSMELDE gi|71151883|sp|Q5JRC9|FA47A_HUMAN Protein FAM47ANA

437 LKYNNVYVYPPWG gi|1352525|sp|P48065|S6A12_HUMAN Sodium- and chloride-dependent betaine transporter (Na(+)/Cl(-) betaine/GABA transporter) (BGT-1) NA

438 AGEATAYASKDLE gi|1718154|sp|P49767|VEGFC_HUMAN Vascular endothelial growth factor C precursor (VEGF-C) (Vascular endothelial growth factor-related protein) (VRP) (Flt4 ligand) (Flt4-L) NA

439 IMPADYYCNTLTA gi|23822260|sp|Q9BYX2|TBCD2_HUMAN TBC1 domain family member 2 (Prostate antigen recognized and identified by SEREX) (PARIS-1) NA

440 FNAMGKYVDKRLE gi|2851393|sp|P16435|NCPR_HUMAN NADPH--cytochrome P450 reductase (CPR) (P450R) NA

441 EFQEVKYVSRCGA gi|90110017|sp|O95672|ECEL1_HUMAN Endothelin-converting enzyme-like 1 (Xce protein) NA

442 KASDWEYTITVSA gi|124056471|sp|Q9BVG8|KIFC3_HUMAN Kinesin-like protein KIFC3NA

443 <<Marker>> contol_spot NA

444 RIDNDGYGFVTTE gi|2493462|sp|Q15293|RCN1_HUMAN Reticulocalbin-1 precursor NA

445 VRWKLKYVKTTTE gi|113427238|ref|XP_001127649.1| PREDICTED: hypothetical protein [Homo sapiens]NA

446 VDSGPTYNEMNTA gi|24211441|sp|Q13443|ADAM9_HUMAN ADAM 9 precursor (A disintegrin and metalloproteinase domain 9) (Metalloprotease/disintegrin/cysteine-rich protein 9) (Myeloma cell metalloproteinase) (Meltrin gamma) (Cellular disintegrin-related protein) NA

447 YQEAEDYPYGPVE gi|114152779|sp|Q12830|BPTF_HUMAN Nucleosome remodeling factor subunit BPTF (Bromodomain and PHD finger-containing transcription factor) (Fetal Alzheimer antigen) (Fetal Alz-50 clone 1 protein)NA

448 DNSNILYVYPKAF gi|34528471|dbj|BAC85517.1| unnamed protein product [Homo sapiens]NA

449 KWCSLPYEDSTWE gi|148877246|sp|Q9P2D1|CHD7_HUMAN Chromodomain-helicase-DNA-binding protein 7 (ATP-dependent helicase CHD7) (CHD-7) NA

450 SPGESAYQKLGLT gi|68052323|sp|Q6NYC8|PHTNS_HUMAN Phostensin (Protein phosphatase 1 F-actin cytoskeleton-targeting subunit) NA

451 CSYNEQYLDTYRG gi|74756797|sp|Q5VTH9|WDR78_HUMAN WD repeat protein 78 NA

452 GTFEFEYASRWKA gi|109240550|ref|NP_001035879.1| paraspeckle protein 1 [Homo sapiens] NA

453 REENKLYKRTALA gi|55976785|sp|Q8IZT6|ASPM_HUMAN Abnormal spindle-like microcephaly-associated protein (Abnormal spindle protein homolog) (Asp homolog) NA

454 ALSVERYVAVVHP gi|74761608|sp|Q9HB89|NMUR1_HUMAN Neuromedin-U receptor 1 (NMU-R1) (G-protein coupled receptor 66) (G-protein coupled receptor FM-3) NA

455 EGDEVTYKMCPIP gi|32129852|sp|Q9Y534|CSDC2_HUMAN Cold shock domain-containing protein C2 (RNA-binding protein PIPPin) NA

456 CRDDCKYECMWVT gi|119580997|gb|EAW60593.1| per1-like domain containing 1  isoform CRA_d [Homo sapiens]NA

457 ISCQDIYCNLGWT gi|126302583|sp|P80108|PHLD_HUMAN Phosphatidylinositol-glycan-specific phospholipase D precursor (PI-G PLD) (Glycoprotein phospholipase D) (Glycosyl-phosphatidylinositol-specific phospholipase D) NA

458 ASEEGLYLDSEAV gi|74749881|sp|Q7L211|ABHDD_HUMAN Abhydrolase domain-containing protein 13 NA

459 VWKENKYMKRDWL gi|33604031|gb|AAH56261.1| SPTY2D1 protein [Homo sapiens]NA

460 WLKEQGYDVIAYL gi|20141195|sp|P00966|ASSY_HUMAN Argininosuccinate synthase (Citrulline--aspartate ligase) NA

461 QNSSLDYDKVAAV gi|38372728|sp|Q8NGM8|OR6M1_HUMAN Olfactory receptor 6M1 (Olfactory receptor OR11-271) NA

462 REDEEIYKEFFEV gi|93141285|sp|O00255|MEN1_HUMAN Menin NA

463 ASRPETYVATEFV gi|46395992|sp|Q9H9S5|FKRP_HUMAN Fukutin-related protein NA

464 <<Marker>> contol_spot NA

465 KVDVDEYDENKFV gi|3121767|sp|O15511|ARPC5_HUMAN Actin-related protein 2/3 complex subunit 5 (ARP2/3 complex 16 kDa subunit) (p16-ARC) NA

466 SFKEGTYKPIGFV gi|12643888|sp|Q9UI46|DNAI1_HUMAN Dynein intermediate chain 1  axonemal (Axonemal dynein intermediate chain 1) NA

467 YIPEEIYWGFEFV gi|77416869|sp|Q99712|IRK15_HUMAN ATP-sensitive inward rectifier potassium channel 15 (Potassium channel  inwardly rectifying subfamily J member 15) (Inward rectifier K(+) channel Kir4.2) (Kir1.3) NA



468 FHPKTSYNSCGGV gi|6685159|gb|AAF23820.1|AF219140_1 gastric cancer-related protein GCYS-20 [Homo sapiens]NA

469 LDSKLNYKPPPQK gi|1707893|sp|P52566|GDIS_HUMAN Rho GDP-dissociation inhibitor 2 (Rho GDI 2) (Rho-GDI beta) (Ly-GDI) [LDSKLNYKPPPQK|Y|24|P52566|15592455|]

470 GSPGMIYSTRYGS gi|18202496|sp|Q13303|KCAB2_HUMAN Voltage-gated potassium channel subunit beta-2 (K(+) channel subunit beta-2) (Kv-beta-2) (HKvbeta2) [GSPGMIYSTRYGS|Y|25|Q13303|15592455|]

471 TTGHLIYKCGGID gi|150182807|emb|CAO03613.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens][TTGHLIYKCGGID|Y|29|P68104|16497976|TTGHLIYKCGGID|Y|29|Q05639|15592455|TTGHLIYKCGGID|Y|29|P10126|15592455|]

472 HRPSRQYATLDVY gi|119573478|gb|EAW53093.1| secretory carrier membrane protein 3  isoform CRA_d [Homo sapiens]NA

473 TGKPPQYIAVHVV gi|1170955|sp|P14174|MIF_HUMAN Macrophage migration inhibitory factor (MIF) (Phenylpyruvate tautomerase) (Glycosylation-inhibiting factor) (GIF) NA

474 SCQNLGYTAASPQ gi|143811460|sp|Q9NP31|SH22A_HUMAN SH2 domain-containing protein 2A (T cell-specific adapter protein) (TSAd) (VEGF receptor-associated protein) (SH2 domain-containing adapter protein) [SCQNLGYTAASPQ|Y|39|Q9NP31|15592455|]

475 FHEGDAYVVKWKF gi|57013034|sp|O95425|SVIL_HUMAN Supervillin (Archvillin) (p205/p250) NA

476 KDSETSYAVDGLF gi|55976713|sp|Q765I0|UTS2B_HUMAN Urotensin-2B precursor (Urotensin-IIB) (U-IIB) (UIIB) (Urotensin II-related peptide) (Urotensin 2 domain-containing protein) NA

477 TKRDIYYTDSQLF gi|7674367|sp|Q9Y5K1|SPO11_HUMAN Meiotic recombination protein SPO11 NA

478 GLSTVGYDEMNDH gi|119611661|gb|EAW91255.1| potassium channel  subfamily T  member 2  isoform CRA_a [Homo sapiens]NA

479 AYFSDKYTCPCNF gi|119614031|gb|EAW93625.1| hCG1651234  isoform CRA_a [Homo sapiens]NA

480 HTLEEIYSWIDNF gi|38257690|sp|Q8WXQ8|CBPA5_HUMAN Carboxypeptidase A5 precursor NA

481 LYWKSIYISMTGH gi|11467315|ref|NP_043172.1| ribosomal protein L1 [Cyanophora paradoxa] NA

482 VTPAEPYARVLFH gi|121940967|sp|Q24JP5|T132A_HUMAN Transmembrane protein 132A precursor (HSPA5-binding protein 1) NA

483 GNDCDLYAHHSTA gi|416926|sp|P32249|EBI2_HUMAN EBV-induced G-protein coupled receptor 2 (EBI2) NA

484 FFDGDCYIILAIH gi|138529|sp|P09327|VILI_HUMAN Villin-1 NA

485 <<Marker>> contol_spot NA

486 TSIEEGYERSFIH gi|125950212|sp|Q8NA54|IQUB_HUMAN IQ and ubiquitin-like domain-containing protein NA

487 KVSFPKYRINKLH gi|4206388|gb|AAD11629.1| unknown [Homo sapiens]NA

488 YGDMDIYITASGI gi|74750586|sp|Q86Z14|KLOTB_HUMAN Beta-klotho (BetaKlotho) (Klotho beta-like protein) NA

489 LLESTLYESSVVP gi|62901470|sp|Q9HBA0|TRPV4_HUMAN Transient receptor potential cation channel subfamily V member 4 (TrpV4) (osm-9-like TRP channel 4) (OTRPC4) (Vanilloid receptor-like channel 2) (Vanilloid receptor-like protein 2) (VRL-2) (Vanilloid receptor-related osmotically-activated channel) (VR-OAC) (Transient receptor potential protein 12) (TRP12) NA

490 VCNEHRYGYMNVP gi|119608194|gb|EAW87788.1| cerebral endothelial cell adhesion molecule 1  isoform CRA_b [Homo sapiens]NA

491 KKLGPDYVDLFII gi|74744643|sp|Q5T2L2|AKCL1_HUMAN Aldo-keto reductase family 1 member C-like protein 1 NA

492 VKDMVEYKDRCMA gi|1168366|sp|P43652|AFAM_HUMAN Afamin precursor (Alpha-albumin) (Alpha-Alb) NA

493 KQYKDKYLAKHNA gi|145559462|sp|O14936|CSKP_HUMAN Peripheral plasma membrane protein CASK (hCASK) (Calcium/calmodulin-dependent serine protein kinase) (Lin-2 homolog) NA

494 MTEKLGYKNSDVI gi|9973393|sp|P57058|HUNK_HUMAN Hormonally up-regulated neu tumor-associated kinase (Serine/threonine-protein kinase MAK-V) (B19) NA

495 VRSKWEYDESHVI gi|29840801|sp|Q9Y6J8|STYL1_HUMAN Serine/threonine/tyrosine-interacting-like protein 1 (Dual specificity protein phosphatase 24) (Map kinase phosphatase-like protein MK-STYX) (Dual specificity phosphatase inhibitor MK-STYX) NA

496 GHEFDLYENKDYI gi|123116|sp|P14210|HGF_HUMAN Hepatocyte growth factor precursor (Scatter factor) (SF) (Hepatopoeitin-A) [Contains: Hepatocyte growth factor alpha chain; Hepatocyte growth factor beta chain] NA

497 LTHPPLYESVTWI gi|115449|sp|P00915|CAH1_HUMAN Carbonic anhydrase 1 (Carbonic anhydrase I) (Carbonate dehydratase I) (CA-I) NA

498 PSYEDLYTQNVVI gi|116242812|sp|P29083|T2EA_HUMAN Transcription initiation factor IIE subunit alpha (TFIIE-alpha) (General transcription factor IIE subunit 1) (General transcription factor IIE 56 kDa subunit) NA

499 GWSEDSYYEALAK gi|74761958|sp|Q9UHR5|S30BP_HUMAN SAP30-binding protein (Transcriptional regulator protein HCNGP) NA

500 QDNEWNYTRAGQA gi|20978536|sp|Q9GZY0|NXF2_HUMAN Nuclear RNA export factor 2 (TAP-like protein 2) (TAPL-2) NA

501 LKSALAYVDGKCC gi|2494289|sp|Q99435|NELL2_HUMAN Protein kinase C-binding protein NELL2 precursor (NEL-like protein 2) (Nel-related protein 2) NA

502 TVMEGFYVIFDRA gi|6685260|sp|Q9Y5Z0|BACE2_HUMAN Beta-secretase 2 precursor (Beta-site APP-cleaving enzyme 2) (Aspartyl protease 1) (Asp 1) (ASP1) (Membrane-associated aspartic protease 1) (Memapsin-1) (Aspartic-like protease 56 kDa) (Down region aspartic protease) NA

503 ARPCPDYCRNVLK gi|462190|sp|P35052|GPC1_HUMAN Glypican-1 precursor NA

504 STVFEEYEKIANK gi|126302519|sp|P13928|ANXA8_HUMAN Annexin A8 (Annexin-8) (Annexin VIII) (Vascular anticoagulant-beta) (VAC-beta)NA

505 EIHKEFYDNLCPK gi|5915668|sp|Q12979|ABR_HUMAN Active breakpoint cluster region-related protein NA

506 <<Marker>> contol_spot NA

507 SISRSEYLNISEL gi|150036903|emb|CAI15306.2| HFM1  ATP-dependent DNA helicase homolog (S. cerevisiae) [Homo sapiens]NA

508 GSEDGLYECHHCA gi|547700|sp|Q01101|INSM1_HUMAN Insulinoma-associated protein 1 (Zinc finger protein IA-1) NA

509 RFREVPYAYIREG gi|60392771|sp|P50281|MMP14_HUMAN Matrix metalloproteinase-14 precursor (MMP-14) (Membrane-type matrix metalloproteinase 1) (MT-MMP 1) (MTMMP1) (Membrane-type-1 matrix metalloproteinase) (MT1-MMP) (MT1MMP) (MMP-X1) NA

510 CRDPPDYWTIHGL gi|20139363|sp|O00584|RNT2_HUMAN Ribonuclease T2 precursor (Ribonuclease 6) NA

511 ENSELKYSGQDGL gi|2494684|sp|Q92908|GATA6_HUMAN Transcription factor GATA-6 (GATA-binding factor 6) NA

512 HFDMTTYLASGGL gi|148744318|gb|AAI42620.1| LAMB4 protein [Homo sapiens]NA

513 KVAMDDYLKNVML gi|74708170|sp|Q5S007|LRRK2_HUMAN Leucine-rich repeat serine/threonine-protein kinase 2 (Dardarin) NA

514 NSSEVPYSHFGNL gi|6225804|sp|P56715|RP1_HUMAN Oxygen-regulated protein 1 (Retinitis pigmentosa RP1 protein) (Retinitis pigmentosa 1 protein) NA

515 LWSNTAYPSLKPL gi|119619961|gb|EAW99555.1| hCG1990835  isoform CRA_c [Homo sapiens]NA

516 IYENHLYVYPLQL gi|24212635|sp|Q9BZ29|DOCK9_HUMAN Dedicator of cytokinesis protein 9 (Cdc42 guanine nucleotide exchange factor zizimin-1) NA

517 FYHMDLYDSEDRL gi|119582843|gb|EAW62439.1| hCG2039359 [Homo sapiens]NA

518 CWEDHGYSLVNRL gi|13633953|sp|Q9Y6P5|SESN1_HUMAN Sestrin-1 (p53-regulated protein PA26) NA

519 APKGGKYDDVTLM gi|46395948|sp|Q96PE1|GP124_HUMAN Probable G-protein coupled receptor 124 precursor (Tumor endothelial marker 5) NA



520 DYFEEIYVVTELM gi|50400798|sp|Q9UBE8|NLK_HUMAN Serine/threonine kinase NLK (Nemo-like kinase) (Protein LAK1) NA

521 AAANPGYPFHPLM gi|129215|sp|P04001|OPSG_HUMAN Green-sensitive opsin (Green cone photoreceptor pigment) NA

522 NVLMEKYHVENDE gi|118740|sp|P11807|DNB2_ADE41 Early E2A DNA-binding protein NA

523 AVENPEYLTPQGG gi|119533|sp|P04626|ERBB2_HUMAN Receptor tyrosine-protein kinase erbB-2 precursor (p185erbB2) (C-erbB-2) (NEU proto-oncogene) (Tyrosine kinase-type cell surface receptor HER2) (MLN 19) (CD340 antigen) [AVENPEYLTPQGG|Y|1196|P04626|11500516|ErbB2|[P04626:ERBB2_HUMAN]]

524 PGSAAPYLKTKFI gi|48429227|sp|P40763|STAT3_HUMAN Signal transducer and activator of transcription 3 (Acute-phase response factor) [PGSAAPYLKTKFI|Y|705|P40763|9083098;11429593;9582023;15592455;12244095;14551213;11850821;9305919|ALK;Src;JAK1;JAK2;Src_group;Ret|[Q9UM73:ALK_HUMAN,P12931:SRC_HUMAN,P23458:JAK1_HUMAN,O60674:JAK2_HUMAN,P07949:RET_HUMAN]PGSAAPYLKTKFI|Y|705|P42227|15465816;15923602;;11278353;9531474|]

525 VYAADYYKLLGNS gi|90110767|sp|Q01974|ROR2_HUMAN Tyrosine-protein kinase transmembrane receptor ROR2 precursor (Neurotrophic tyrosine kinase  receptor-related 2) NA

526 VYSTDYYRVGGHT gi|2497560|sp|Q16620|NTRK2_HUMAN BDNF/NT-3 growth factors receptor precursor (Neurotrophic tyrosine kinase receptor type 2) (TrkB tyrosine kinase) (GP145-TrkB) (Trk-B) [VYSTDYYRVGGHT|Y|706|P15209|8106527;9582017;7982951|TRKB|[Q16620:NTRK2_HUMAN]]

527 <<Marker>> contol_spot NA

528 YFKGIVYAVSSDR gi|6226810|sp|O43602|DCX_HUMAN Neuronal migration protein doublecortin (Lissencephalin-X) (Lis-X) (Doublin)[YFKGIVYAVSSDR|Y|112|O43602|14757045|]

529 YIDPHTYEDPNQA gi|1706628|sp|P54756|EPHA5_HUMAN Ephrin type-A receptor 5 precursor (Tyrosine-protein kinase receptor EHK-1) (EPH homology kinase 1) (Receptor protein-tyrosine kinase HEK7) NA

530 YVDPFTYEDPNQA gi|1711371|sp|P54764|EPHA4_HUMAN Ephrin type-A receptor 4 precursor (Tyrosine-protein kinase receptor SEK) (Receptor protein-tyrosine kinase HEK8) (Tyrosine-protein kinase TYRO1) [YVDPFTYEDPNQA|Y|602|P54764|8622893|EphA4|[P54764:EPHA4_HUMAN]YVDPFTYEDPNQA|Y|602|Q03137|11136979|]

531 YVLDDEYVSSFGA gi|116242835|sp|P42681|TXK_HUMAN Tyrosine-protein kinase TXK [YVLDDEYVSSFGA|Y|420|P42681|11353545|]

532 IIGEGTYGQVYKA gi|66774048|sp|Q14004|CD2L5_HUMAN Cell division cycle 2-like protein kinase 5 (CDC2-related protein kinase 5) (Cholinesterase-related cell division controller) NA

533 ANSVASYENEGAS gi|14194891|sp|O43561|LAT_HUMAN Linker for activation of T-cells family member 1 (36 kDa phospho-tyrosine adapter protein) (pp36) (p36-38) NA

534 IYKDPDYVRKGDA gi|9087218|sp|P35968|VGFR2_HUMAN Vascular endothelial growth factor receptor 2 precursor (VEGFR-2) (Kinase insert domain receptor) (Protein-tyrosine kinase receptor Flk-1) (CD309 antigen) [IYKDPDYVRKGDA|Y|1059|P35968|10579917;11435426|KDR|[P35968:VGFR2_HUMAN]]

535 IYNGDYYRQGRIA gi|48429194|sp|P30530|UFO_HUMAN Tyrosine-protein kinase receptor UFO precursor (AXL oncogene)NA

536 IYSTDYYRVGGRT gi|94730402|sp|P04629|NTRK1_HUMAN High affinity nerve growth factor receptor precursor (Neurotrophic tyrosine kinase receptor type 1) (TRK1 transforming tyrosine kinase protein) (p140-TrkA) (Trk-A) [IYSTDYYRVGGRT|Y|681|P04629|11159935|TRKA|[P04629:NTRK1_HUMAN]]

537 KKSLTIYAQVQKP gi|9297047|sp|Q13291|SLAF1_HUMAN Signaling lymphocytic activation molecule precursor (IPO-3) (CD150 antigen) (CDw150) [KKSLTIYAQVQKP|Y|281|Q13291|11806999|Fyn|[P06241:FYN_HUMAN]]

538 MYDKEYYSVHNKT gi|125484|sp|P08581|MET_HUMAN Hepatocyte growth factor receptor precursor (HGF receptor) (Scatter factor receptor) (SF receptor) (HGF/SF receptor) (Met proto-oncogene tyrosine kinase) (c-Met) [MYDKEYYSVHNKT|Y|1235|P08581|1247597;8302603|Met|[P08581:MET_HUMAN]MYDKEYYSVHNKT|Y|1233|P16056|8302603;1655790|Met|[P08581:MET_HUMAN]]

539 EINGNNYVYIDPT gi|125472|sp|P10721|KIT_HUMAN Mast/stem cell growth factor receptor precursor (SCFR) (Proto-oncogene tyrosine-protein kinase Kit) (c-kit) (CD117 antigen) [EINGNNYVYIDPT|Y|567|P05532|N.N.|EINGNNYVYIDPT|Y|568|P10721|9799234|Kit|[P10721:KIT_HUMAN]]

540 IKNDSNYVVKGNA gi|125472|sp|P10721|KIT_HUMAN Mast/stem cell growth factor receptor precursor (SCFR) (Proto-oncogene tyrosine-protein kinase Kit) (c-kit) (CD117 antigen) [IKNDSNYVVKGNA|Y|823|P10721|N.N.|]

541 FERASEYQLNDSA gi|121032|sp|P11488|GNAT1_HUMAN Guanine nucleotide-binding protein G(t)  alpha-1 subunit (Transducin alpha-1 chain) NA

542 EAPTTAYKKTTPI gi|123557|sp|P14317|HCLS1_HUMAN Hematopoietic lineage cell-specific protein (Hematopoietic cell-specific LYN substrate 1) (LckBP1) (p75) [EAPTTAYKKTTPI|Y|222|P14317|10066823|Lyn;Fgr|[P07948:LYN_HUMAN,P09769:FGR_HUMAN]]

543 EVHKSGYLSSERL gi|125987826|sp|P15311|EZRI_HUMAN Ezrin (p81) (Cytovillin) (Villin-2) [EVHKSGYLSSERL|Y|146|P15311|1382070;12560083|Lck;EGFR|[P06239:LCK_HUMAN,P00533:EGFR_HUMAN]]

544 TLNEESYKDSTLI gi|1345590|sp|P31946|1433B_HUMAN 14-3-3 protein beta/alpha (Protein kinase C inhibitor protein 1) (KCIP-1) (Protein 1054) NA

545 GGADTDYADGSED gi|112927|sp|P05067|A4_HUMAN Amyloid beta A4 protein precursor (APP) (ABPP) (Alzheimer disease amyloid protein) (Cerebral vascular amyloid peptide) (CVAP) (Protease nexin-II) (PN-II) (APPI) (PreA4) [Contains: Soluble APP-alpha (S-APP-alpha); Soluble APP-beta (S-APP-beta); C99; Beta-amyloid protein 42 (Beta-APP42); Beta-amyloid protein 40 (Beta-APP40); C83; P3(42); P3(40); Gamma-CTF(59) (Gamma-secretase C-terminal fragment 59) (Amyloid intracellular domain 59) (AID(59)) (AICD-59); Gamma-CTF(57) (Gamma-secretase C-terminal fragment 57) (Amyloid intracellular domain 57) (AID(57)) (AICD-57); Gamma-CTF(50) (Gamma-secretase C-terminal fragment 50) (Amyloid intracellular domain 50) (AID(50)) (AICD-50); C31] NA

546 GYENPTYKFFEQM gi|112927|sp|P05067|A4_HUMAN Amyloid beta A4 protein precursor (APP) (ABPP) (Alzheimer disease amyloid protein) (Cerebral vascular amyloid peptide) (CVAP) (Protease nexin-II) (PN-II) (APPI) (PreA4) [Contains: Soluble APP-alpha (S-APP-alpha); Soluble APP-beta (S-APP-beta); C99; Beta-amyloid protein 42 (Beta-APP42); Beta-amyloid protein 40 (Beta-APP40); C83; P3(42); P3(40); Gamma-CTF(59) (Gamma-secretase C-terminal fragment 59) (Amyloid intracellular domain 59) (AID(59)) (AICD-59); Gamma-CTF(57) (Gamma-secretase C-terminal fragment 57) (Amyloid intracellular domain 57) (AID(57)) (AICD-57); Gamma-CTF(50) (Gamma-secretase C-terminal fragment 50) (Amyloid intracellular domain 50) (AID(50)) (AICD-50); C31] NA

547 PDTFPDYGDVLRA gi|24636785|sp|Q9UER7|DAXX_HUMAN Death domain-associated protein 6 (Daxx) (hDaxx) (Fas death domain-associated protein) (ETS1-associated protein 1) (EAP1) NA

548 <<Marker>> contol_spot NA

549 KKPKLLYCSNGGH gi|122737|sp|P05230|FGF1_HUMAN Heparin-binding growth factor 1 precursor (HBGF-1) (Acidic fibroblast growth factor) (aFGF) (Beta-endothelial cell growth factor) (ECGF-beta) NA

550 GPDNLPYVQILKT gi|120046|sp|P11362|FGFR1_HUMAN Basic fibroblast growth factor receptor 1 precursor (FGFR-1) (bFGF-R) (Fms-like tyrosine kinase 2) (c-fgr) (CD331 antigen) [GPDNLPYVQILKT|Y|307|P11362|12601080|FGFR1|[P11362:FGFR1_HUMAN]]

551 GEEEHVYSFPNKQ gi|27735219|sp|P49023|PAXI_HUMAN Paxillin [GEEEHVYSFPNKQ|Y|118|P49023|7537852;11774284;7615549;15592455;15107421;16254239;16094384;15817476;15572663|FAK;Src;Brk|[Q05397:FAK1_HUMAN,P12931:SRC_HUMAN,Q13882:PTK6_HUMAN]GEEEHVYSFPNKQ|Y|118|Q8VI36|15592455|]

552 YSEEEKYAFVNWI gi|2506254|sp|P13797|PLST_HUMAN Plastin-3 (T-plastin) NA

553 VVYENAYGQFIGP gi|50403780|sp|Q16881|TRXR1_HUMAN Thioredoxin reductase 1  cytoplasmic precursor (TR) (TR1)[VVYENAYGQFIGP|Y|131|Q16881|15592455|]

554 ARASGNYATVISH gi|51702823|sp|P62917|RL8_HUMAN 60S ribosomal protein L8 [ARASGNYATVISH|Y|133|P62917|15592455|]

555 ENGSKGYAFVHFE gi|12229875|sp|Q13310|PABP4_HUMAN Polyadenylate-binding protein 4 (Poly(A)-binding protein 4) (PABP 4) (Inducible poly(A)-binding protein) (iPABP) (Activated-platelet protein 1) (APP-1) NA

556 GYDDDNYDYIVKN gi|3219996|sp|Q13627|DYR1A_HUMAN Dual specificity tyrosine-phosphorylation-regulated kinase 1A (Protein kinase minibrain homolog) (MNBH) (HP86) (Dual specificity YAK1-related kinase) (hMNB) [GYDDDNYDYIVKN|Y|145|Q13627|15592455|]

557 STLIRHYLIHTGE gi|97219074|sp|Q7Z398|ZN550_HUMAN Zinc finger protein 550 NA

558 PSRQDVYGPQPQV gi|14916543|sp|O60716|CTND1_HUMAN Catenin delta-1 (p120 catenin) (p120(ctn)) (Cadherin-associated Src substrate) (CAS) (p120(cas)) [PSRQDVYGPQPQV|Y|257|P30999|15592455|]

559 ENDDDAYLNSPWA gi|10719917|sp|P57076|CU059_HUMAN Uncharacterized protein C21orf59 [ENDDDAYLNSPWA|Y|264|P57076|15592455|]

560 QIIQEIYSQIQSK gi|1729976|sp|P29401|TKT_HUMAN Transketolase (TK) [QIIQEIYSQIQSK|Y|275|P29401|15592455|]

561 RFHPEPYGLEDDQ gi|14916543|sp|O60716|CTND1_HUMAN Catenin delta-1 (p120 catenin) (p120(ctn)) (Cadherin-associated Src substrate) (CAS) (p120(cas)) [RFHPEPYGLEDDQ|Y|280|P30999|15592455|]

562 KSFIKDYPVVSIE gi|119339|sp|P06733|ENOA_HUMAN Alpha-enolase (2-phospho-D-glycerate hydro-lyase) (Non-neural enolase) (NNE) (Enolase 1) (Phosphopyruvate hydratase) (C-myc promoter-binding protein) (MBP-1) (MPB-1) (Plasminogen-binding protein) [KSFIKDYPVVSIE|Y|287|P06733|15592455|]

563 ALEDFVYKIFGPG gi|119629451|gb|EAX09046.1| voltage gated channel like 1  isoform CRA_b [Homo sapiens]NA

564 TATEGQYQQQP gi|125480|sp|P07948|LYN_HUMAN Tyrosine-protein kinase Lyn [TATEGQYQQQP|Y|508|P07948|9171348|Csk|[P41240:CSK_HUMAN]TATEGQYQQQP|Y|504|P42683|92186854|TATEGQYQQQP|Y|508|P25911|10415030|Csk|[P41240:CSK_HUMAN]]

565 PEEDLEYFECSNV gi|59800391|sp|O75410|TACC1_HUMAN Transforming acidic coiled-coil-containing protein 1 (Taxin 1) (Gastric cancer antigen Ga55) [PEEDLEYFECSNV|Y|533|O75410|15592455|]

566 MEDSTYYKASKGK gi|3183518|sp|Q05397|FAK1_HUMAN Focal adhesion kinase 1 (FADK 1) (pp125FAK) (Protein-tyrosine kinase 2) [MEDSTYYKASKGK|Y|615|P34152|15592455;17242355|MEDSTYYKASKGK|Y|577|Q05397|7529876|FAK|[Q05397:FAK1_HUMAN]]

567 VWLLQQYSGMTHE gi|20455239|sp|Q9UGR2|Z3H7B_HUMAN Zinc finger CCCH domain-containing protein 7B (Rotavirus 'X'-associated non-structural protein) (RoXaN) [VWLLQQYSGMTHE|Y|664|Q9UGR2|15592455|]

568 NEKCHDYYTTEFL gi|134048493|sp|P17858|K6PL_HUMAN 6-phosphofructokinase  liver type (Phosphofructokinase 1) (Phosphohexokinase) (Phosphofructo-1-kinase isozyme B) (PFK-B) NA

569 <<Marker>> contol_spot NA

570 VVYENAYGQFIGP gi|50403780|sp|Q16881|TRXR1_HUMAN Thioredoxin reductase 1  cytoplasmic precursor (TR) (TR1)[VVYENAYGQFIGP|Y|131|Q16881|15592455|]

571 NNASTDYDLPDKS gi|14250148|gb|AAH08492.1| Ribosomal protein L3 [Homo sapiens]NA



572 PSCKALYDFEPEN gi|12643797|sp|Q99961|SH3G1_HUMAN SH3-containing GRB2-like protein 1 (Endophilin-2) (Endophilin-A2) (SH3 domain protein 2B) (Extra eleven-nineteen leukemia fusion gene) (EEN) (EEN fusion partner of MLL) [PSCKALYDFEPEN|Y|315|Q62419|15592455|PSCKALYDFEPEN|Y|315|Q99961|16054026|FAK;Src|[Q05397:FAK1_HUMAN,P12931:SRC_HUMAN]]

573 LEDDAIYSVHVPA gi|45645212|sp|Q9Y2X7|GIT1_HUMAN ARF GTPase-activating protein GIT1 (G protein-coupled receptor kinase-interactor 1) (GRK-interacting protein 1) (Cool-associated and tyrosine-phosphorylated protein 1) (Cat-1) [LEDDAIYSVHVPA|Y|545|Q9Y2X7|15592455|]

574 GQEAPIYELTSQF gi|2493531|sp|Q14790|CASP8_HUMAN Caspase-8 precursor (CASP-8) (ICE-like apoptotic protease 5) (MORT1-associated CED-3 homolog) (MACH) (FADD-homologous ICE/CED-3-like protease) (FADD-like ICE) (FLICE) (Apoptotic cysteine protease) (Apoptotic protease Mch-5) (CAP4) [Contains: Caspase-8 subunit p18; Caspase-8 subunit p10] [GQEAPIYELTSQF|Y|334|Q14790|15592455|]

575 LNGDVDYFGQQFD gi|145559465|sp|P98082|DAB2_HUMAN Disabled homolog 2 (Differentially-expressed protein 2) (DOC-2) NA

576 EPWSNGYIDISFS gi|1708905|sp|P53338|MAL13_YEAST Maltose fermentation regulatory protein MAL13 NA

577 MTNRDFYSSNNNK gi|134937|sp|P13574|STE12_YEAST Protein STE12 NA

578 SLDENRYIKPPQS gi|731873|sp|P40466|FKH1_YEAST Fork head protein homolog 1 NA

579 TAAQEEYLDKLLA gi|731945|sp|P39529|YJU6_YEAST Uncharacterized transcriptional regulatory protein YJL206C NA

580 YETDEGYAEDDDE gi|1173439|sp|P46954|SIP4_YEAST Protein SIP4 NA

581 ISREYSYERFRNQ gi|1352985|sp|P47043|ZAP1_YEAST Zinc-responsive transcriptional regulator ZAP1 NA

582 GFKPENYTNSNVN gi|1169823|sp|P04386|GAL4_YEAST Regulatory protein GAL4 NA

583 DDAKPCYKSAPIY gi|1169136|sp|P41817|CUP9_YEAST Homeobox protein CUP9 NA

584 NNDNSNYTQSPSN gi|3024551|sp|Q12224|RLM1_YEAST Transcription factor RLM1 NA

585 PYEENEYSASNYR gi|41016991|sp|Q03063|DIG1_YEAST Down-regulator of invasive growth 1 (Regulator of sterile twelve 1) (Regulator of STE12 protein 1) NA

586 LLGEGAYAKVQGA gi|30316115|sp|Q9BUB5|MKNK1_HUMAN MAP kinase-interacting serine/threonine-protein kinase 1 (MAP kinase signal-integrating kinase 1) (Mnk1) NA

587 QADDTYYFDTEFT gi|148229469|ref|NP_001085310.1| S6 kinase II [Xenopus laevis] NA

588 CRSDSFYSSSASM gi|143811403|sp|P28358|HXD10_HUMAN Homeobox protein Hox-D10 (Hox-4D) (Hox-4E) NA

589 EGDSLDYKDVIPM gi|146345441|sp|P20702|ITAX_HUMAN Integrin alpha-X precursor (Leukocyte adhesion glycoprotein p150 95 alpha chain) (Leukocyte adhesion receptor p150 95) (Leu M5) (CD11c antigen)'NA

590 <<Marker>> contol_spot NA

591 KSLEEMYVFSLPM gi|113426784|ref|XP_001134158.1| PREDICTED: similar to ribosomal protein S2 [Homo sapiens] NA

592 QELMEKYEELKRM gi|56748851|sp|Q96MT8|CEP63_HUMAN Centrosomal protein of 63 kDa (Cep63 protein) NA

593 SSGEGLYTNGSPM gi|109939729|sp|Q9UIF9|BAZ2A_HUMAN Bromodomain adjacent to zinc finger domain protein 2A (Transcription termination factor I-interacting protein 5) (TTF-I-interacting protein 5) (Tip5) (hWALp3)NA

594 ACSRPAYTKKDTM gi|143458429|sp|Q9P2F6|RHG20_HUMAN Rho GTPase-activating protein 20 (Rho-type GTPase-activating protein 20) NA

595 DKKDFTYDQVAFN gi|267050|sp|P14410|SUIS_HUMAN Sucrase-isomaltase  intestinal [Contains: Sucrase ; Isomaltase ] NA

596 EYYKHLYANKLEN gi|126295|sp|P08547|LIN1_HUMAN LINE-1 reverse transcriptase homologNA

597 KHLNDIYEEEPFN gi|67477352|sp|O43929|ORC4_HUMAN Origin recognition complex subunit 4 NA

598 LLEVELYADYREN gi|62899884|sp|Q96G97|BSCL2_HUMAN Seipin (Bernardinelli-Seip congenital lipodystrophy type 2 protein) NA

599 PSAEEAYNFFTFN gi|119613139|gb|EAW92733.1| hCG40571  isoform CRA_b [Homo sapiens]NA

600 WTSDVQYQVSPFN gi|62511241|sp|P30038|AL4A1_HUMAN Delta-1-pyrroline-5-carboxylate dehydrogenase  mitochondrial precursor (P5C dehydrogenase) (Aldehyde dehydrogenase 4A1) NA

601 NCTHDLYMIMREC gi|120050|sp|P22607|FGFR3_HUMAN Fibroblast growth factor receptor 3 precursor (FGFR-3) (CD333 antigen) [NCTHDLYMIMREC|Y|724|P22607|11294897|FGFR3|[P22607:FGFR3_HUMAN]]

602 NLYSGDYYRIQGR gi|2497564|sp|Q16832|DDR2_HUMAN Discoidin domain-containing receptor 2 precursor (Discoidin domain receptor 2) (Receptor protein-tyrosine kinase TKT) (Tyrosine-protein kinase TYRO10) (Neurotrophic tyrosine kinase  receptor-related 3) (CD167b antigen) [NLYSGDYYRIQGR|Y|740|Q16832|16186108|]

603 KPDEESYCKQWLN gi|59803021|sp|P32019|I5P2_HUMAN Type II inositol-1 4 5-trisphosphate 5-phosphatase precursor (Phosphoinositide 5-phosphatase) (5PTase) (75 kDa inositol polyphosphate-5-phosphatase)NA

604 RCCEEKYIPFVLN gi|91207975|sp|O75445|USH2A_HUMAN Usherin precursor (Usher syndrome type-2A protein) (Usher syndrome type IIa protein) NA

605 VHEEKKYIHIFLN gi|119597122|gb|EAW76716.1| DKFZP434B0335 protein  isoform CRA_a [Homo sapiens]NA

606 ARDLEQYVNNVNN gi|73620979|sp|Q8TAB3|PCD19_HUMAN Protocadherin-19 precursorNA

607 LVSEFPYIEAEVN gi|90185248|sp|P43304|GPDM_HUMAN Glycerol-3-phosphate dehydrogenase  mitochondrial precursor (GPD-M) (GPDH-M) (mtGPD) NA

608 VSCAEGYTFEGVN gi|148886654|ref|NP_699197.3| polydom [Homo sapiens]NA

609 CFWRDNYLNNPQQ gi|122889116|emb|CAI12166.2| similar to Leucine-rich repeat protein SHOC-2 (Ras-binding protein Sur-8) [Homo sapiens] NA

610 GGFAPDYYDWGQQ gi|38258405|sp|O60478|G137B_HUMAN Integral membrane protein GPR137B (Transmembrane 7 superfamily member 1) NA

611 LASNQDYKHPLPQ gi|115502505|sp|Q86VF7|NRAP_HUMAN Nebulin-related-anchoring protein (N-RAP)'NA

612 QICFDLYESASQQ gi|51704332|sp|Q99460|PSD1_HUMAN 26S proteasome non-ATPase regulatory subunit 1 (26S proteasome regulatory subunit RPN2) (26S proteasome regulatory subunit S1) (26S proteasome subunit p112) NA

613 HLGWPRYTDYGWQ gi|20071613|gb|AAH26956.1| PPARGC1B protein [Homo sapiens]NA

614 LEGYEIYVTPGVQ gi|68565390|sp|Q14676|MDC1_HUMAN Mediator of DNA damage checkpoint protein 1 (Nuclear factor with BRCT domains 1) NA

615 PARCEEYDYYGWQ gi|150421670|sp|Q5T4F7|SFRP5_HUMAN Secreted frizzled-related protein 5 precursor (sFRP-5) (Secreted apoptosis-related protein 3) (SARP-3) (Frizzled-related protein 1b) (FRP-1b) NA

616 AQGNENYAGIAAR gi|81175200|sp|Q9Y490|TLN1_HUMAN Talin-1 [AQGNENYAGIAAR|Y|1116|P26039|15592455|]

617 EPVDESYAPNYYQ gi|114152782|sp|Q9BXF3|CECR2_HUMAN Cat eye syndrome critical region protein 2'NA

618 IVRTEYYKELAAR gi|119611595|gb|EAW91189.1| chromosome 1 open reading frame 25  isoform CRA_a [Homo sapiens]NA

619 GLSADPYVYNWTA gi|61252504|sp|Q14956|GPNMB_HUMAN Transmembrane glycoprotein NMB precursor (Transmembrane glycoprotein HGFIN) NA

620 ILQKKTYVTLGVA gi|1352532|sp|P48067|SC6A9_HUMAN Sodium- and chloride-dependent glycine transporter 1 (GlyT1) (GlyT-1) (Solute carrier family 6 member 9) NA

621 QDDKDFYLRGAVA gi|29839561|sp|Q8NF91|SYNE1_HUMAN Nesprin-1 (Nuclear envelope spectrin repeat protein 1) (Synaptic nuclear envelope protein 1) (Syne-1) (Myocyte nuclear envelope protein 1) (Myne-1) (Enaptin)NA

622 WEELELYKDGGVA gi|59803123|sp|Q9Y2G5|OFUT2_HUMAN GDP-fucose protein O-fucosyltransferase 2 precursor (Peptide-O-fucosyltransferase 2) (O-FucT-2) NA

623 DIICPHYEDHSVA gi|73920206|sp|P20827|EFNA1_HUMAN Ephrin-A1 precursor (EPH-related receptor tyrosine kinase ligand 1) (LERK-1) (Immediate early response protein B61) (Tumor necrosis factor  alpha-induced protein 4) NA



624 TASKHAYVPNSAP gi|74747078|sp|Q5VUB5|CJ038_HUMAN Uncharacterized protein C10orf38 precursor (Astroprincin) NA

625 AMFEEAYSNYCKR gi|27923741|sp|Q8NI60|ADCK3_HUMAN Chaperone-activity of bc1 complex-like  mitochondrial precursor (Chaperone-ABC1-like) (aarF domain-containing protein kinase 3) NA

626 FFMDPIYSRVEKR gi|24418633|sp|Q9HAZ2|PRD16_HUMAN PR domain zinc finger protein 16 (PR domain-containing protein 16) (Transcription factor MEL1)NA

627 IKEAVRYKSSGKR gi|143811412|sp|Q12840|KIF5A_HUMAN Kinesin heavy chain isoform 5A (Neuronal kinesin heavy chain) (NKHC) (Kinesin heavy chain neuron-specific 1) NA

628 EASGGRYVSRAVL gi|55770868|ref|NP_064424.3| tubulin  beta polypeptide 4  member Q [Homo sapiens] NA

629 TGVEPCYGDKDKR gi|114722|sp|P27037|AVR2A_HUMAN Activin receptor type-2A precursor (Activin receptor type IIA) (ACTR-IIA) (ACTRIIA) NA

630 EAGGENYKDADEC gi|20138588|sp|Q14766|LTB1L_HUMAN Latent-transforming growth factor beta-binding protein  isoform 1L precursor (LTBP-1) (Transforming growth factor beta-1-binding protein 1) (TGF-beta1-BP-1)NA

631 ITCEVSYCDRCLR gi|38605085|sp|Q9UJV3|TRIM1_HUMAN Midline-2 (Midline defect 2) (Tripartite motif-containing protein 1) (Midin-2) (RING finger protein 60) NA

632 KTSNNTYLCLAVL gi|146325015|sp|Q9Y6Y0|NS1BP_HUMAN Influenza virus NS1A-binding protein (NS1-binding protein) (NS1-BP) (Aryl hydrocarbon receptor-associated protein 3) NA

633 SVEKECYLKPELR gi|113423494|ref|XP_001125800.1| PREDICTED: hypothetical protein [Homo sapiens] NA

634 LLSDVAYRDPSLR gi|38258919|sp|P42356|PI4KA_HUMAN Phosphatidylinositol 4-kinase alpha (PI4-kinase alpha) (PtdIns-4-kinase alpha) (PI4K-alpha) NA

635 ADPTEGYTNHFNR gi|11640572|gb|AAG39283.1|AF113212_1 MSTP032 [Homo sapiens] NA

636 MRNTPEYEELCPR gi|544279|sp|P35555|FBN1_HUMAN Fibrillin-1 precursor NA

637 LPPTDRYGRPPYR gi|50401129|sp|Q96NW7|LRRC7_HUMAN Leucine-rich repeat-containing protein 7 (Protein LAP1) (Densin-180) NA

638 VFQKTHYPDVYVR gi|90111820|sp|Q15699|CART1_HUMAN Cartilage homeoprotein 1 (CART-1) NA

639 DPGATKYTDKDNG gi|90103520|sp|Q9P2K3|RCOR3_HUMAN REST corepressor 3 NA

640 SFRESFYRSMAVL gi|118730278|ref|ZP_01578794.1| heavy metal translocating P-type ATPase [Delftia acidovorans SPH-1] NA

641 IGPKFGYDEIDNG gi|126302511|sp|Q15067|ACOX1_HUMAN Acyl-coenzyme A oxidase 1  peroxisomal (Palmitoyl-CoA oxidase) (AOX) (Straight-chain acyl-CoA oxidase) (SCOX)'NA

642 TFFDKKYSNMSTL gi|74743104|sp|Q5QGS0|K2022_HUMAN Uncharacterized protein KIAA2022 NA

643 LHYNGHYTEPYAS gi|2493260|sp|Q16825|PTN21_HUMAN Tyrosine-protein phosphatase non-receptor type 21 (Protein-tyrosine phosphatase D1) NA

644 RECKEAYHEGECS gi|116242725|sp|O60260|PRKN2_HUMAN Parkin (Ubiquitin E3 ligase PRKN) (Parkinson juvenile disease protein 2) (Parkinson disease protein 2) NA

645 AARLNGYVDAGDS gi|113041|sp|P22966|ACET_HUMAN Angiotensin-converting enzyme  testis-specific isoform precursor (ACE-T) (Dipeptidyl carboxypeptidase I) (Kininase II) [Contains: Angiotensin-converting enzyme  testis-specific isoform  soluble form] NA

646 FKCETEYAFSLDS gi|119606839|gb|EAW86433.1| hCG2042943 [Homo sapiens]NA

647 LGMEGPYEVLKDS gi|84029384|sp|Q9NWQ8|PAG1_HUMAN Phosphoprotein associated with glycosphingolipid-enriched microdomains 1 (Transmembrane adapter protein PAG) (Csk-binding protein) (Transmembrane phosphoprotein Cbp) [LGMEGPYEVLKDS|Y|163|Q9NWQ8|16497976|]

648 PSQDSLYSDPLDS gi|17366642|sp|Q99704|DOK1_HUMAN Docking protein 1 (Downstream of tyrosine kinase 1) (p62(dok)) (pp62) [PSQDSLYSDPLDS|Y|315|Q99704|12087092;10688886|]

649 KGYYSPYSVSGSG gi|134044255|sp|Q15149|PLEC1_HUMAN Plectin-1 (PLTN) (PCN) (Hemidesmosomal protein 1) (HD1) (Plectin-11)[KGYYSPYSVSGSG|Y|4622|Q9QXS1|15592455|]

650 SSDDVRYVNAFKF gi|143811474|sp|P17948|VGFR1_HUMAN Vascular endothelial growth factor receptor 1 precursor (VEGFR-1) (Vascular permeability factor receptor) (Tyrosine-protein kinase receptor FLT) (Flt-1) (Tyrosine-protein kinase FRT) (Fms-like tyrosine kinase 1) [SSDDVRYVNAFKF|Y|1213|P17948|11513746;9722576;9600074|FLT1|[P17948:VGFR1_HUMAN]]

651 RHVKDLYLIPLSA gi|116241332|sp|Q9BTC0|DIDO1_HUMAN Death-inducer obliterator 1 (DIO-1) (Death-associated transcription factor 1) (DATF-1) (hDido1) NA

652 KLSGEAYGFVARI gi|401413|sp|P04275|VWF_HUMAN von Willebrand factor precursor (vWF) [Contains: von Willebrand antigen 2 (von Willebrand antigen II)] NA

653 KKLAELYGEIESE gi|3023435|sp|Q13634|CAD18_HUMAN Cadherin-18 precursor (Cadherin-14) NA

654 PNEDCLYLNVYVP gi|31076855|sp|Q9NZ94|NLGN3_HUMAN Neuroligin-3 precursor (Gliotactin homolog) NA

655 DIHVGDYIIPKNT gi|3182968|sp|O15528|CP27B_HUMAN 25-hydroxyvitamin D-1 alpha hydroxylase  mitochondrial precursor (Cytochrome P450 subfamily XXVIIB polypeptide 1) (Cytochrome p450 27B1) (Calcidiol 1-monooxygenase) (25-OHD-1 alpha-hydroxylase) (25-hydroxyvitamin D(3) 1-alpha-hydroxylase) (VD3 1A hydroxylase) (P450C1 alpha) (P450VD1-alpha) NA

656 PPERIIYANPCKQ gi|118377|sp|P11926|DCOR_HUMAN Ornithine decarboxylase (ODC) NA

657 DLRTAAYVNAIEK gi|118541|sp|P00367|DHE3_HUMAN Glutamate dehydrogenase 1  mitochondrial precursor (GDH) NA

658 AAFQFSYTAVFGA gi|13431529|sp|Q9Y256|FACE2_HUMAN CAAX prenyl protease 2 (Prenyl protein-specific endoprotease 2) (Farnesylated proteins-converting enzyme 2) (FACE-2) (hRCE1) NA

659 AVCFFSYLRVSRD gi|121137|sp|P21217|FUT3_HUMAN Galactoside 3(4)-L-fucosyltransferase (Blood group Lewis alpha-4-fucosyltransferase) (Lewis FT) (Fucosyltransferase 3) (FucT-III) NA

660 LKQIPRYLIPCYF gi|116242491|sp|P35573|GDE_HUMAN Glycogen debranching enzyme (Glycogen debrancher) [Includes: 4-alpha-glucanotransferase (Oligo-1 4-1 4-glucantransferase); Amylo-alpha-1 6-glucosidase (Amylo-1 6-glucosidase) (Dextrin 6-alpha-D-glucosidase)] NA

661 FLMHSVYQPQPSA gi|34222653|sp|Q9NSY1|BMP2K_HUMAN BMP-2-inducible protein kinase (BIKe)'NA

662 CKVESIYLNVEAV gi|2507178|sp|P16118|F261_HUMAN 6-phosphofructo-2-kinase/fructose-2 6-biphosphatase 1 (6PF-2-K/Fru-2 6-P2ASE liver isozyme) [Includes: 6-phosphofructo-2-kinase ; Fructose-2 6-bisphosphatase ] NA

663 FSSSEIYGLIKTG gi|12230076|sp|Q14410|GLPK2_HUMAN Glycerol kinase  testis specific 2 (ATP:glycerol 3-phosphotransferase) (Glycerokinase) (GK) NA

664 VLRKEAYGKPVDI gi|12643413|sp|Q13554|KCC2B_HUMAN Calcium/calmodulin-dependent protein kinase type II beta chain (CaM-kinase II beta chain) (CaM kinase II subunit beta) (CaMK-II subunit beta) NA

665 NLLGELYGKAGLN gi|1170685|sp|P46019|KPB2_HUMAN Phosphorylase b kinase regulatory subunit alpha  liver isoform (Phosphorylase kinase alpha L subunit) NA

666 TLGTAAYMAPEVI gi|6685621|sp|Q9Y6R4|M3K4_HUMAN Mitogen-activated protein kinase kinase kinase 4 (MAPK/ERK kinase kinase 4) (MEK kinase 4) (MEKK 4) (MAP three kinase 1) NA

667 SQCIHLYTAVLRG gi|126302596|sp|P08922|ROS_HUMAN Proto-oncogene tyrosine-protein kinase ROS precursor (c-ros-1) NA

668 VHVNATYVNVKCV gi|125484|sp|P08581|MET_HUMAN Hepatocyte growth factor receptor precursor (HGF receptor) (Scatter factor receptor) (SF receptor) (HGF/SF receptor) (Met proto-oncogene tyrosine kinase) (c-Met) [VHVNATYVNVKCV|Y|1356|P08581|12475979;9444958;9252406;7513258;7731718;8662889;7961992;7687741;9826708|Met|[P08581:MET_HUMAN]VHVNATYVNVKCV|Y|1354|P16056|7513258;10069803;8662733;7838524;7499247;8906793|]

669 APLCSSYLIPKEI gi|1709020|sp|P41594|MGR5_HUMAN Metabotropic glutamate receptor 5 precursor (mGluR5) NA

670 VTWRKYYINVCRP gi|60416403|sp|P11717|MPRI_HUMAN Cation-independent mannose-6-phosphate receptor precursor (CI Man-6-P receptor) (CI-MPR) (M6PR) (Insulin-like growth factor 2 receptor) (Insulin-like growth factor II receptor) (IGF-II receptor) (M6P/IGF2 receptor) (M6P/IGF2R) (300 kDa mannose 6-phosphate receptor) (MPR 300) (MPR300) (CD222 antigen) NA

671 GSAIVMYMAPKSR gi|85692724|sp|Q96R48|OR2A5_HUMAN Olfactory receptor 2A5 (Olfactory receptor 7-138/7-141) (OR7-138) (OR7-141)']NA

672 SFQKSFYINAHIR gi|2495042|sp|Q99677|P2RY9_HUMAN Lysophosphatidic acid receptor 4 (LPA receptor 4) (LPA-4) (P2Y purinoceptor 9) (P2Y9) (Purinergic receptor 9) (G-protein coupled receptor 23) (P2Y5-like receptor) NA

673 LVYVTRYLDNGLC gi|92090608|sp|P35475|IDUA_HUMAN Alpha-L-iduronidase precursor'NA

674 PTKCDCYTASPKC gi|145559531|sp|Q8WWQ8|STAB2_HUMAN Stabilin-2 precursor (Fasciclin  EGF-like  laminin-type EGF-like and link domain-containing scavenger receptor 2) (FEEL-2) (FAS1 EGF-like and X-link domain-containing adhesion molecule 2) (Hyaluronan receptor for endocytosis) [Contains: 190 kDa form stabilin-2 (190 kDa hyaluronan receptor for endocytosis)] NA

675 SPTNPGYVVPCNC gi|6831689|sp|O95416|SOX14_HUMAN Transcription factor SOX-14 NA



676 NRNEPEYNISQPG gi|12643957|sp|Q9Y618|NCOR2_HUMAN Nuclear receptor corepressor 2 (N-CoR2) (Silencing mediator of retinoic acid and thyroid hormone receptor) (SMRT) (SMRTe) (Thyroid-  retinoic-acid-receptor-associated corepressor) (T3 receptor-associating factor) (TRAC) (CTG repeat protein 26) (SMAP270) NA

677 SSFCVHYVNLLPG gi|13623347|gb|AAH06276.1| APOL4 protein [Homo sapiens] NA

678 AGSYSSYVQVRGS gi|2497367|sp|Q92562|SAC3_HUMAN SAC domain-containing protein 3 NA

679 LGAEMDYVEDKLS gi|119605300|gb|EAW84894.1| hCG2041197 [Homo sapiens]NA

680 PTQEETYPSNILS gi|62899891|sp|Q9HC77|CENPJ_HUMAN Centromere protein J (CENP-J) (Centrosomal P4.1-associated protein) (LAG-3-associated protein) (LYST-interacting protein 1) NA

681 SEPSIDYLDSKLS gi|143458429|sp|Q9P2F6|RHG20_HUMAN Rho GTPase-activating protein 20 (Rho-type GTPase-activating protein 20) NA

682 CESCPLYKKLRLS gi|83300977|sp|P42575|CASP2_HUMAN Caspase-2 precursor (CASP-2) (ICH-1 protease) (NEDD2 protein) (Neural precursor cell expressed developmentally down-regulated protein 2) (NEDD-2) [Contains: Caspase-2 subunit p18; Caspase-2 subunit p13; Caspase-2 subunit p12] NA

683 MLDKLRYVFSQMS gi|13626370|sp|O60941|DTNB_HUMAN Dystrobrevin beta (Beta-dystrobrevin) (DTN-B) NA

684 WPHEGLYEKPSLS gi|14329506|emb|CAC40718.1| 1060P11.9.2 (killer cell immunoglobulin-like receptor  two domains  short cytoplasmic tail  2 (isoform 2)) [Homo sapiens]']NA

685 RRYFTGYVINGGP gi|61212254|sp|Q9Y5Z6|B3GT1_HUMAN Beta-1 3-galactosyltransferase 1 (Beta-1 3-GalTase 1) (Beta3GalT1) (UDP-galactose:beta-N-acetyl-glucosamine-beta-1 3-galactosyltransferase 1) NA

686 GGDKETYNNIIRS gi|46397621|sp|P98088|MUC5A_HUMAN Mucin-5AC (Mucin-5 subtype AC  tracheobronchial) (Tracheobronchial mucin) (TBM) (Major airway glycoprotein)NA

687 CHSTVDYATFYRS gi|116241270|sp|Q8N8U9|BMPER_HUMAN BMP-binding endothelial regulator protein precursor (Bone morphogenetic protein-binding endothelial cell precursor-derived regulator) (Protein crossveinless-2) (hCV2) NA

688 LETEEHYKSRWRS gi|119625598|gb|EAX05193.1| hypothetical protein MGC33302  isoform CRA_a [Homo sapiens]NA

689 MQKNGGYIWIQSS gi|38604888|sp|Q8IXF0|NPAS3_HUMAN Neuronal PAS domain-containing protein 3 (Neuronal PAS3) (Member of PAS protein 6) (Basic-helix-loop-helix-PAS protein MOP6) NA

690 VWRMEIYLSLGVL gi|146325737|sp|Q658P3|STEA3_HUMAN Metalloreductase STEAP3 (Six-transmembrane epithelial antigen of prostate 3) (Tumor suppressor-activated pathway protein 6) (hTSAP6) (pHyde) (hpHyde) (Dudulin-2) NA

691 DPSEFEYLFSKDT gi|119612677|gb|EAW92271.1| hCG2036676 [Homo sapiens]NA

692 GMKKLSYIRIADT gi|129951|sp|P07585|PGS2_HUMAN Decorin precursor (Bone proteoglycan II) (PG-S2) (PG40) NA

693 LRSMSLYLSNKDT gi|85701302|sp|Q96JB2|COG3_HUMAN Conserved oligomeric Golgi complex component 3 (Vesicle docking protein SEC34 homolog) (p94) NA

694 TFNKCDYDSMGDT gi|119578213|gb|EAW57809.1| chromosome 12 open reading frame 40  isoform CRA_b [Homo sapiens]NA

695 EKGEEQYGADGET gi|116242672|sp|Q14686|NCOA6_HUMAN Nuclear receptor coactivator 6 (Amplified in breast cancer protein 3) (Cancer-amplified transcriptional coactivator ASC-2) (Activating signal cointegrator 2) (ASC-2) (Peroxisome proliferator-activated receptor-interacting protein) (PPAR-interacting protein) (PRIP) (Nuclear receptor-activating protein  250 kDa) (Nuclear receptor coactivator RAP250) (NRC RAP250) (Thyroid hormone receptor-binding protein) NA

696 VCEELTYEEIRDT gi|3023733|sp|Q16875|F263_HUMAN 6-phosphofructo-2-kinase/fructose-2 6-biphosphatase 3 (6PF-2-K/Fru-2 6-P2ASE brain/placenta-type isozyme) (iPFK-2) (Renal carcinoma antigen NY-REN-56) [Includes: 6-phosphofructo-2-kinase ; Fructose-2 6-bisphosphatase ] NA

697 SVDSSLYNLPRSY gi|90180201|sp|Q13480|GAB1_HUMAN GRB2-associated-binding protein 1 (GRB2-associated binder 1) [SVDSSLYNLPRSY|Y|259|Q13480|12522270|]

698 YATEAVYESAEAP gi|2498954|sp|Q14247|SRC8_HUMAN Src substrate cortactin (Amplaxin) (Oncogene EMS1) [YATEAVYESAEAP|Y|470|Q14247|9748248|Src|[P12931:SRC_HUMAN]]

699 SDGMMDYSGPPSG gi|127624|sp|P15172|MYOD1_HUMAN Myoblast determination protein 1 (Myogenic factor 3) (Myf-3) [SDGMMDYSGPPSG|Y|212|P10085|12415271|Abl|[P00519:ABL1_HUMAN]]

700 EANYHLYGSRMDR gi|60393639|sp|Q13546|RIPK1_HUMAN Receptor-interacting serine/threonine-protein kinase 1 (Serine/threonine-protein kinase RIP) (Cell death protein RIP) (Receptor-interacting protein) [EANYHLYGSRMDR|Y|387|Q13546|15144186|]

701 GPLGPLYASSNPE gi|33112647|sp|P06213|INSR_HUMAN Insulin receptor precursor (IR) (CD220 antigen) [Contains: Insulin receptor subunit alpha; Insulin receptor subunit beta][GPLGPLYASSNPE|Y|992|P06213|1658004|InsR|[P06213:INSR_HUMAN]]

702 NSSDSDYDLHGAQ gi|116024|sp|P06127|CD5_HUMAN T-cell surface glycoprotein CD5 precursor (Lymphocyte antigen T1/Leu-1) [NSSDSDYDLHGAQ|Y|487|P06127|11298344|Lck|[P06239:LCK_HUMAN]]

703 GQYGEVYEGVWKK gi|85681908|sp|P00519|ABL1_HUMAN Proto-oncogene tyrosine-protein kinase ABL1 (p150) (c-ABL) (Abelson murine leukemia viral oncogene homolog 1) [GQYGEVYEGVWKK|Y|276|P00519-2|16497976|]

704 KGHDGLYQGLSTA gi|23830999|sp|P20963|CD3Z_HUMAN T-cell surface glycoprotein CD3 zeta chain precursor (T-cell receptor T3 zeta chain) (CD247 antigen) [KGHDGLYQGLSTA|Y|142|P20963|12522270;15592455;16094384;15659558|]

705 RWDDLHYRLTDLG gi|13124441|sp|O14939|PLD2_HUMAN Phospholipase D2 (PLD 2) (Choline phosphatase 2) (Phosphatidylcholine-hydrolyzing phospholipase D2) (PLD1C) (hPLD2) NA

706 SPGHTIYAKVDNE gi|56404432|sp|O14639|ABLM1_HUMAN Actin-binding LIM protein 1 (Actin-binding LIM protein family member 1) (abLIM-1) (Actin-binding double zinc finger protein) (LIMAB1) (Limatin)[SPGHTIYAKVDNE|Y|373|O14639|15144186|]

707 TAGLSTYLYNRQR gi|68067956|sp|P05362|ICAM1_HUMAN Intercellular adhesion molecule 1 precursor (ICAM-1) (Major group rhinovirus receptor) (CD54 antigen) [TAGLSTYLYNRQR|Y|501|P05362|14973144|]

708 AASKQKYLENYLN gi|13124441|sp|O14939|PLD2_HUMAN Phospholipase D2 (PLD 2) (Choline phosphatase 2) (Phosphatidylcholine-hydrolyzing phospholipase D2) (PLD1C) (hPLD2) NA

709 RGKSTYYWPRPRR gi|3023873|sp|Q13067|GAGE3_HUMAN G antigen 3 (GAGE-3) NA

710 TPSPKSYENLWFQ gi|729564|sp|Q99062|CSF3R_HUMAN Granulocyte colony-stimulating factor receptor precursor (G-CSF-R) (CD114 antigen) [TPSPKSYENLWFQ|Y|787|Q99062|8547634|]

711 FREDEGYIKEEER gi|1345813|sp|P16389|KCNA2_HUMAN Potassium voltage-gated channel subfamily A member 2 (Voltage-gated potassium channel subunit Kv1.2) (HBK5) (NGK1) (HUKIV) [FREDEGYIKEEER|Y|132|P16389|8261514|]

712 QDNSGTYGKIWEG gi|547803|sp|Q05655|KPCD_HUMAN Protein kinase C delta type (nPKC-delta) NA

713 AQEKMVYSLVSVP gi|17366467|sp|Q14643|ITPR1_HUMAN Inositol 1 4 5-trisphosphate receptor type 1 (Type 1 inositol 1 4 5-trisphosphate receptor) (Type 1 InsP3 receptor) (IP3 receptor isoform 1) (InsP3R1) (IP3R)[AQEKMVYSLVSVP|Y|353|Q14643|14761954|Fyn|[P06241:FYN_HUMAN]]

714 ENQLQLYQEKCNK gi|143811440|sp|P16885|PLCG2_HUMAN 1-phosphatidylinositol-4 5-bisphosphate phosphodiesterase gamma 2 (Phosphoinositide phospholipase C) (PLC-gamma-2) (Phospholipase C-gamma-2) (PLC-IV)[ENQLQLYQEKCNK|Y|1245|P16885|11971963;15144186|]

715 KGQRDLYSGLNQR gi|1345708|sp|P07766|CD3E_HUMAN T-cell surface glycoprotein CD3 epsilon chain precursor (T-cell surface antigen T3/Leu-4 epsilon chain) [KGQRDLYSGLNQR|Y|199|P07766|12522270;15144186;15592455;16094384;15659558|KGQRDLYSGLNQR|Y|181|P22646|9312149|]

716 LPSSPVYEDAASF gi|2498954|sp|Q14247|SRC8_HUMAN Src substrate cortactin (Amplaxin) (Oncogene EMS1) [LPSSPVYEDAASF|Y|421|Q14247|12522270;9748248;15169891|Src|[P12931:SRC_HUMAN]]

717 PSFSTIYQELQSI gi|115502390|sp|P07332|FES_HUMAN Proto-oncogene tyrosine-protein kinase Fes/Fps (C-Fes) [PSFSTIYQELQSI|Y|811|P07332|7687763|Fes|[P07332:FES_HUMAN]]

718 RPPGLEYCYNPSH gi|120046|sp|P11362|FGFR1_HUMAN Basic fibroblast growth factor receptor 1 precursor (FGFR-1) (bFGF-R) (Fms-like tyrosine kinase 2) (c-fgr) (CD331 antigen) [RPPGLEYCYNPSH|Y|583|P11362|9880324;8622701;12601080|FGFR1|[P11362:FGFR1_HUMAN]]

719 TSSESIYSRPGSS gi|56404432|sp|O14639|ABLM1_HUMAN Actin-binding LIM protein 1 (Actin-binding LIM protein family member 1) (abLIM-1) (Actin-binding double zinc finger protein) (LIMAB1) (Limatin)[TSSESIYSRPGSS|Y|357|O14639|15144186|]

720 CLNPLVYVIVGKR gi|2506481|sp|P30411|BKRB2_HUMAN B2 bradykinin receptor (BK-2 receptor) (B2R) [CLNPLVYVIVGKR|Y|332|P30411|15161928|]

721 TANVVYYVGENVV gi|2499575|sp|Q15139|KPCD1_HUMAN Serine/threonine-protein kinase D1 (nPKC-D1) (Protein kinase D) (Protein kinase C mu type) (nPKC-mu) [TANVVYYVGENVV|Y|502|Q15139|12637538|Abl|[P00519:ABL1_HUMAN]]

722 AAQDEFYRSGWAL gi|729887|sp|P41240|CSK_HUMAN Tyrosine-protein kinase CSK (C-SRC kinase) (Protein-tyrosine kinase CYL) [AAQDEFYRSGWAL|Y|184|P41240|9148770;17192257|]

723 DFREYEYDLKWEF gi|544320|sp|P36888|FLT3_HUMAN FL cytokine receptor precursor (Tyrosine-protein kinase receptor FLT3) (Stem cell tyrosine kinase 1) (STK-1) (CD135 antigen) [DFREYEYDLKWEF|Y|599|P36888|11971190|FLT3|[P36888:FLT3_HUMAN]]

724 EFMCKVYSDPQPH gi|120046|sp|P11362|FGFR1_HUMAN Basic fibroblast growth factor receptor 1 precursor (FGFR-1) (bFGF-R) (Fms-like tyrosine kinase 2) (c-fgr) (CD331 antigen) [EFMCKVYSDPQPH|Y|280|P11362|12601080|FGFR1|[P11362:FGFR1_HUMAN]]

725 KSGFEGYVELPPI gi|1345923|sp|P32927|IL3RB_HUMAN Cytokine receptor common beta chain precursor (GM-CSF/IL-3/IL-5 receptor common beta-chain) (CD131 antigen) (CDw131) [KSGFEGYVELPPI|Y|766|P32927|9257712|]

726 LQQVGDYCFLPGL gi|1345923|sp|P32927|IL3RB_HUMAN Cytokine receptor common beta chain precursor (GM-CSF/IL-3/IL-5 receptor common beta-chain) (CD131 antigen) (CDw131) [LQQVGDYCFLPGL|Y|822|P32927|10329850|]

727 EDDLPVYLARPGT gi|50417352|gb|AAH77077.1| DPYSL3 protein [Homo sapiens]NA



728 DFTPSPYDHDSLK gi|37999356|sp|O75995|SLY_HUMAN SH3 protein expressed in lymphocytes homolog NA

729 IDSVPTYKWKRQV gi|119594688|gb|EAW74282.1| RAS guanyl releasing protein 2 (calcium and DAG-regulated)  isoform CRA_b [Homo sapiens]NA

730 SPTSPTYSPTTPK gi|133326|sp|P24928|RPB1_HUMAN DNA-directed RNA polymerase II subunit RPB1 (RNA polymerase II subunit B1) (DNA-directed RNA polymerase II subunit A) (DNA-directed RNA polymerase III largest subunit) NA

731 TSSGQRYFLNHID gi|1175423|sp|P46937|YAP1_HUMAN 65 kDa Yes-associated protein (YAP65) NA

732 DGSVIDYELIDQD gi|113950|sp|P07355|ANXA2_HUMAN Annexin A2 (Annexin-2) (Annexin II) (Lipocortin II) (Calpactin I heavy chain) (Chromobindin-8) (p36) (Protein I) (Placental anticoagulant protein IV) (PAP-IV) NA

733 LKIDEDYKEKTVI gi|62903511|sp|Q07617|SPAG1_HUMAN Sperm-associated antigen 1 (Infertility-related sperm protein Spag-1) (HSD-3.8) NA

734 IILVDDYSNDPED gi|51315838|sp|Q10471|GALT2_HUMAN Polypeptide N-acetylgalactosaminyltransferase 2 (Protein-UDP acetylgalactosaminyltransferase 2) (UDP-GalNAc:polypeptide N-acetylgalactosaminyltransferase 2) (Polypeptide GalNAc transferase 2) (GalNAc-T2) (pp-GaNTase 2) [Contains: Polypeptide N-acetylgalactosaminyltransferase 2 soluble form] NA

735 SKLKFYYNPNFKR gi|27805481|sp|Q96LI6|HSFY1_HUMAN Heat shock transcription factor  Y-linked (Heat shock transcription factor 2-like protein) (HSF2-like) NA

736 LGFRPEYSASQLK gi|130781|sp|P09874|PARP1_HUMAN Poly [ADP-ribose] polymerase 1 (PARP-1) (ADPRT) (NAD(+) ADP-ribosyltransferase 1) (Poly[ADP-ribose] synthetase 1) NA

737 LSKLKFYYNPNFK gi|27805481|sp|Q96LI6|HSFY1_HUMAN Heat shock transcription factor  Y-linked (Heat shock transcription factor 2-like protein) (HSF2-like) NA

738 LEKHSWYHGPVSR gi|1168268|sp|P42684|ABL2_HUMAN Tyrosine-protein kinase ABL2 (Abelson murine leukemia viral oncogene homolog 2) (Abelson-related gene protein) (Tyrosine kinase ARG) NA

739 EPVGTTYQKTDAA gi|2498313|sp|Q16643|DREB_HUMAN Drebrin (Developmentally-regulated brain protein) NA

740 DGQYDPYTDSRFR gi|119372014|sp|Q8IVL1|NAV2_HUMAN Neuron navigator 2 (Helicase APC down-regulated 1) (Retinoic acid inducible in neuroblastoma 1) (Steerin-2) (Pore membrane and/or filament-interacting-like protein 2) (Unc-53 homolog 2) (unc53H2)NA

741 EEEDDDYPGSYSP gi|23813907|sp|Q9NQG5|CT077_HUMAN Uncharacterized protein C20orf77 NA

742 SPERAHYTHSDYQ gi|20139105|sp|Q99959|PKP2_HUMAN Plakophilin-2 NA

743 VPQQPTYVQALFD gi|51702266|sp|P62993|GRB2_HUMAN Growth factor receptor-bound protein 2 (Adapter protein GRB2) (SH2/SH3 adapter GRB2) (Protein Ash) NA

744 LPNDQLYQPLKDR gi|115993|sp|P09693|CD3G_HUMAN T-cell surface glycoprotein CD3 gamma chain precursor (T-cell receptor T3 gamma chain) [LPNDQLYQPLKDR|Y|160|P09693|16094384|]

745 RTSIDAYDNFDNI gi|1705916|sp|Q00610|CLH1_HUMAN Clathrin heavy chain 1 (CLH-17) NA

746 SVSTAVYKRFPTM gi|38503351|sp|Q8N1M1|BEST3_HUMAN Bestrophin-3 (Vitelliform macular dystrophy 2-like protein 3) NA

747 LTYLDGYDREDQE gi|26390818|sp|Q92688|AN32B_HUMAN Acidic leucine-rich nuclear phosphoprotein 32 family member B (PHAPI2 protein) (Silver-stainable protein SSP29) (Acidic protein rich in leucines) NA

748 ITLDNAYMEKCDE gi|20178296|sp|P14618|KPYM_HUMAN Pyruvate kinase isozymes M1/M2 (Pyruvate kinase muscle isozyme) (Pyruvate kinase 2/3) (Cytosolic thyroid hormone-binding protein) (CTHBP) (THBP1) NA

749 AEWKQKYEETQAE gi|13431724|sp|Q9Y623|MYH4_HUMAN Myosin-4 (Myosin heavy chain 4) (Myosin heavy chain 2b) (MyHC-2b) (Myosin heavy chain  skeletal muscle  fetal) (Myosin heavy chain IIb) (MyHC-IIb) NA

750 YADSYYYEDGGMK gi|73619722|sp|Q8IVM0|CCD50_HUMAN Coiled-coil domain-containing protein 50 (Protein Ymer) NA

751 AQWRTKYETDAIQ gi|148342499|gb|ABQ59035.1| MYH7 protein [Homo sapiens]NA

752 REELTRYLFVLQL gi|14916925|sp|Q9HCM4|E41L5_HUMAN Band 4.1-like protein 5 NA

753 DYYDRMYSYPARV gi|108935845|sp|P07910|HNRPC_HUMAN Heterogeneous nuclear ribonucleoproteins C1/C2 (hnRNP C1 / hnRNP C2) NA

754 SSWEAPYSRSKLR gi|73622105|sp|Q5BKZ1|ZN326_HUMAN Zinc finger protein 326 NA

755 KATDAAYQARQAV gi|59797888|sp|Q9H0E9|BRD8_HUMAN Bromodomain-containing protein 8 (p120) (Skeletal muscle abundant protein) (Skeletal muscle abundant protein 2) (Thyroid hormone receptor coactivating protein 120kDa) (TrCP120) NA

756 DLLREQYEEEQEA gi|13431724|sp|Q9Y623|MYH4_HUMAN Myosin-4 (Myosin heavy chain 4) (Myosin heavy chain 2b) (MyHC-2b) (Myosin heavy chain  skeletal muscle  fetal) (Myosin heavy chain IIb) (MyHC-IIb) NA

757 DRKIVAYGKEGHM gi|148744366|gb|AAI42676.1| IFT172 protein [Homo sapiens] NA

758 DSRPGGYGYGYGR gi|1710620|sp|P98179|RBM3_HUMAN Putative RNA-binding protein 3 (RNA-binding motif protein 3) (RNPL) NA

759 IPLQETYDVCEQP gi|2495730|sp|Q92558|WASF1_HUMAN Wiskott-Aldrich syndrome protein family member 1 (WASP-family protein member 1) (Protein WAVE-1) (Verprolin homology domain-containing protein 1) [IPLQETYDVCEQP|Y|125|Q92558|16317717|Src|[P12931:SRC_HUMAN]]

760 DSWEQNYSPGEGF gi|30913162|sp|Q8TEW0|PARD3_HUMAN Partitioning-defective 3 homolog (PARD-3) (PAR-3) (Atypical PKC isotype-specific-interacting protein) (ASIP) (CTCL tumor antigen se2-5) (PAR3-alpha) NA

761 RPDRQAYEPPPPP gi|20981729|sp|Q15654|TRIP6_HUMAN Thyroid receptor-interacting protein 6 (TRIP-6) (OPA-interacting protein 1) (Zyxin-related protein 1) (ZRP-1) NA

762 HSENEDYTMSSPL gi|74725312|sp|Q9NTI5|APRIN_HUMAN Androgen-induced proliferation inhibitor (Androgen-induced prostate proliferative shutoff-associated protein AS3) (Sister chromatid cohesion protein PDS5 homolog B) NA

763 TGNDQAYRRRGRQ gi|58257690|dbj|BAA95986.2| KIAA1462 protein [Homo sapiens]NA

764 TIQDGIYTAHPVR gi|119584977|gb|EAW64573.1| cardiomyopathy associated 1  isoform CRA_b [Homo sapiens]NA

765 KEQLHKYVRELEQ gi|74725006|sp|Q9GZM8|NDEL1_HUMAN Nuclear distribution protein nudE-like 1 (Protein Nudel) (Mitosin-associated protein 1) NA

766 CIRHILYNEQRLV gi|1174462|sp|P42229|STA5A_HUMAN Signal transducer and activator of transcription 5A NA

767 EKIKAKYPDYEVT gi|25008934|sp|Q9NRX4|PHP14_HUMAN 14 kDa phosphohistidine phosphatase (Phosphohistidine phosphatase 1) (Protein janus-A homolog) NA

768 HMMDALYAQVKKP gi|30913162|sp|Q8TEW0|PARD3_HUMAN Partitioning-defective 3 homolog (PARD-3) (PAR-3) (Atypical PKC isotype-specific-interacting protein) (ASIP) (CTCL tumor antigen se2-5) (PAR3-alpha) [HMMDALYAQVKKP|Y|1127|Q8TEW0|15951569|]

769 TGKSGAYLIPLLE gi|116241327|sp|P26196|DDX6_HUMAN Probable ATP-dependent RNA helicase DDX6 (DEAD box protein 6) (ATP-dependent RNA helicase p54) (Oncogene RCK) NA

770 NNLAEIYGRIERE gi|18203332|sp|Q9NZN3|EHD3_HUMAN EH domain-containing protein 3 NA

771 NCFLSSYPNPVAH gi|59802987|sp|O75153|IF3X_HUMAN Putative eukaryotic translation initiation factor 3 subunit (eIF-3) NA

772 FCGTIEYMAPEII gi|37999483|sp|O75676|KS6A4_HUMAN Ribosomal protein S6 kinase alpha-4 (Nuclear mitogen-and stress-activated protein kinase 2) (90 kDa ribosomal protein S6 kinase 4) (Ribosomal protein kinase B) (RSKB) NA

773 EIDEETYEEIYKS gi|61227725|sp|P62310|LSM3_HUMAN U6 snRNA-associated Sm-like protein LSm3 NA

774 GQAAKDYLNLHIM gi|3914118|sp|P56597|NDK5_HUMAN Nucleoside diphosphate kinase homolog 5 (NDK-H 5) (NDP kinase homolog 5) (nm23-H5) (Testis-specific nm23 homolog) (Inhibitor of p53-induced apoptosis-beta) (IPIA-beta) NA

775 GFTGLTYANPQGC gi|2497600|sp|Q13751|LAMB3_HUMAN Laminin subunit beta-3 precursor (Laminin 5 beta 3) (Laminin B1k chain) (Kalinin B1 chain) NA

776 FVPSNNYIIPNKS gi|48429157|sp|P61812|TGFB2_HUMAN Transforming growth factor beta-2 precursor (TGF-beta-2) (Glioblastoma-derived T-cell suppressor factor) (G-TSF) (BSC-1 cell growth inhibitor) (Polyergin) (Cetermin) NA

777 FSEDDDYIDIVDS gi|123055|sp|P05546|HEP2_HUMAN Heparin cofactor 2 precursor (Heparin cofactor II) (HC-II) (Protease inhibitor leuserpin 2) (HLS2) NA

778 PPAQQPYQPQPVQ gi|1168430|sp|Q99217|AMELX_HUMAN Amelogenin  X isoform precursor NA

779 YVPRTYYANPAVV gi|1705606|sp|P07498|CASK_HUMAN Kappa-casein precursor NA



780 VTTDTAYLRVVAH gi|8134694|sp|O95754|SEM4F_HUMAN Semaphorin-4F precursor (Semaphorin W) (Sema W) (Semaphorin M) (Sema M) NA

781 SKSGLKYINVGDL gi|6831735|sp|Q9Y3D8|KAD6_HUMAN Adenylate kinase isoenzyme 6 (ATP-AMP transphosphorylase 6) NA

782 KLKPENYENVQSL gi|68837635|sp|O15442|MPPD1_HUMAN Metallophosphoesterase domain-containing protein 1 (Adult brain protein 239) (239AB) NA

783 TAAMQKYPNPMNP gi|26392626|sp|Q9Y3B1|CT045_HUMAN Uncharacterized protein C20orf45 NA

784 PDPTTVYVDMRAL gi|32700084|sp|Q14689|DIP2A_HUMAN Disco-interacting protein 2 homolog A'NA

785 REIQGGYMDMYRR gi|145559499|sp|O15049|N4BP3_HUMAN NEDD4-binding protein 3 (N4BP3) NA

786 KQLQLSYVEMYQR gi|6136547|sp|O60299|K0552_HUMAN Uncharacterized protein KIAA0552 NA

787 EALDKVYEEIEKD gi|8134317|sp|O43520|AT8B1_HUMAN Probable phospholipid-transporting ATPase IC (Familial intrahepatic cholestasis type 1) (ATPase class I type 8B member 1) NA

788 QRTPENYPNAGLT gi|114062|sp|P08519|APOA_HUMAN Apolipoprotein(a) precursor (Apo(a)) (Lp(a)) NA

789 PYLMEAYGPIPAY gi|12585187|sp|P82251|BAT1_HUMAN B(0 +)-type amino acid transporter 1 (B(0 +)AT) (Glycoprotein-associated amino acid transporter b0 +AT1) NA

790 SIFFIIYIIIVAF gi|116241275|sp|Q01668|CAC1D_HUMAN Voltage-dependent L-type calcium channel subunit alpha-1D (Voltage-gated calcium channel subunit alpha Cav1.3) (Calcium channel  L type  alpha-1 polypeptide  isoform 2) NA

791 SSYYVFYIYVGVA gi|147744553|sp|P13569|CFTR_HUMAN Cystic fibrosis transmembrane conductance regulator (CFTR) (cAMP-dependent chloride channel) (ATP-binding cassette transporter sub-family C member 7) NA

792 IFFFVSYIIISFL gi|119631737|gb|EAX11332.1| sodium channel  voltage-gated  type III  alpha  isoform CRA_b [Homo sapiens]NA

793 SRDYNPYNYSDSI gi|77416392|sp|O75122|CLAP2_HUMAN CLIP-associating protein 2 (Cytoplasmic linker-associated protein 2) (hOrbit2)NA

794 FLGNLPYDVTEES gi|124219|sp|P23588|IF4B_HUMAN Eukaryotic translation initiation factor 4B (eIF-4B) NA

795 GLARDIYKNPDYV gi|143811474|sp|P17948|VGFR1_HUMAN Vascular endothelial growth factor receptor 1 precursor (VEGFR-1) (Vascular permeability factor receptor) (Tyrosine-protein kinase receptor FLT) (Flt-1) (Tyrosine-protein kinase FRT) (Fms-like tyrosine kinase 1) NA

796 SRASISYGSNMRP gi|71151982|sp|Q7Z406|MYH14_HUMAN Myosin-14 (Myosin heavy chain 14) (Myosin heavy chain  nonmuscle IIc) (Nonmuscle myosin heavy chain IIc) (NMHC II-C) NA

797 AILDHTYSKHVKS gi|23396462|sp|O94805|ACL6B_HUMAN Actin-like protein 6B (53 kDa BRG1-associated factor B) (Actin-related protein Baf53b) (ArpNalpha) NA

798 GVAKETYKSLPKL gi|17369704|sp|Q9ULB1|NRX1A_HUMAN Neurexin-1-alpha precursor (Neurexin I-alpha) NA

799 G1:17 contol_spot NA

800 G5:17 contol_spot NA

801 LVGAPTYDDVSKV gi|126302583|sp|P80108|PHLD_HUMAN Phosphatidylinositol-glycan-specific phospholipase D precursor (PI-G PLD) (Glycoprotein phospholipase D) (Glycosyl-phosphatidylinositol-specific phospholipase D) NA

802 YPHKTLYVPNRKV gi|74760061|sp|Q8NA75|WD21C_HUMAN WD repeat protein 21C NA

803 PPDWTDYNDFELQ gi|126469|sp|P23467|PTPRB_HUMAN Receptor-type tyrosine-protein phosphatase beta precursor (Protein-tyrosine phosphatase beta) (R-PTP-beta) NA

804 QDELDHYINHLLQ gi|1170685|sp|P46019|KPB2_HUMAN Phosphorylase b kinase regulatory subunit alpha  liver isoform (Phosphorylase kinase alpha L subunit) NA

805 TKKYDGYTSCPLV gi|27151704|sp|Q9Y6N5|SQRD_HUMAN Sulfide:quinone oxidoreductase  mitochondrial precursor NA

806 HFFAPEYGEVTNV gi|74761962|sp|Q9UHY1|NRBP_HUMAN Nuclear receptor-binding protein NA

807 YVPRTYYANPAVV gi|1705606|sp|P07498|CASK_HUMAN Kappa-casein precursor NA

808 FMIQEEYVDTVSG gi|18201966|sp|O15399|NMDE4_HUMAN Glutamate [NMDA] receptor subunit epsilon-4 precursor (N-methyl D-aspartate receptor subtype 2D) (NR2D) (NMDAR2D) (EB11) NA

809 DISWDPYQPNRVV gi|119620540|gb|EAX00135.1| hCG1784313  isoform CRA_c [Homo sapiens]NA

810 LYLMEDYVGSPVV gi|128581|sp|P20783|NT3_HUMAN Neurotrophin-3 precursor (NT-3) (Neurotrophic factor) (HDNF) (Nerve growth factor 2) (NGF-2) NA

811 AWNDQGYEHTAED gi|73621409|sp|Q8WZA1|PMGT1_HUMAN Protein O-linked-mannose beta-1 2-N-acetylglucosaminyltransferase 1 (POMGnT1) (UDP-GlcNAc:alpha-D-mannoside beta-1 2-N-acetylglucosaminyltransferase I.2) (GnT I.2) NA

812 LKKEPLYVGVDDD gi|20532388|sp|Q9NVP1|DDX18_HUMAN ATP-dependent RNA helicase DDX18 (DEAD box protein 18) (Myc-regulated DEAD box protein) (MrDb) NA

813 KEFKNDYKKLSMQ gi|6686048|sp|Q9Y210|TRPC6_HUMAN Short transient receptor potential channel 6 (TrpC6) NA

814 ERFEGPYTDFTPW gi|146328628|sp|Q99543|DNJC2_HUMAN DnaJ homolog subfamily C member 2 (Zuotin-related factor 1) (M-phase phosphoprotein 11)NA

815 LATETVYVDDASW gi|118572728|sp|Q12789|TF3C1_HUMAN General transcription factor 3C polypeptide 1 (Transcription factor IIIC-subunit alpha) (TF3C-alpha) (TFIIIC 220 kDa subunit) (TFIIIC220) (TFIIIC box B-binding subunit)NA

816 RKSFDEYWAHTRW gi|31652312|emb|CAD92495.1| RP1-20N2.5 [Homo sapiens]NA

817 TLSNEEYMYAYRW gi|1350587|sp|P48382|RFX5_HUMAN DNA-binding protein RFX5 (Regulatory factor X subunit 5) NA

818 WLSCQEYEEEGPW gi|10720024|sp|Q9UBN7|HDAC6_HUMAN Histone deacetylase 6 (HD6) NA

819 YDDMDYYFGPPPP gi|62089074|dbj|BAD92981.1| adipocyte enhancer binding protein 1 precursor variant [Homo sapiens]NA

820 FESEVRYQCNPGY gi|148886654|ref|NP_699197.3| polydom [Homo sapiens]NA

821 LEQMPDYSIFRGY gi|145559531|sp|Q8WWQ8|STAB2_HUMAN Stabilin-2 precursor (Fasciclin  EGF-like  laminin-type EGF-like and link domain-containing scavenger receptor 2) (FEEL-2) (FAS1 EGF-like and X-link domain-containing adhesion molecule 2) (Hyaluronan receptor for endocytosis) [Contains: 190 kDa form stabilin-2 (190 kDa hyaluronan receptor for endocytosis)] NA

822 NGSGAPYVYHAIY gi|74719655|sp|Q9NZI7|UBIP1_HUMAN Upstream-binding protein 1 (LBP-1) NA

823 SDYELKYCFVDKY gi|74759693|sp|Q8IY67|RAVR1_HUMAN Ribonucleoprotein PTB-binding 1 (Protein raver-1) NA

824 VVLENYYKDFTIY gi|38258809|sp|Q8TAA9|VANG1_HUMAN Vang-like protein 1 (Van Gogh-like protein 1) (Strabismus 2) (Loop-tail protein 2 homolog) (LPP2) NA

825 ESDGDEYAMASSA gi|74762140|sp|Q15020|SART3_HUMAN Squamous cell carcinoma antigen recognized by T-cells 3 (SART-3) (hSART-3) (Tat-interacting protein of 110 kDa) (Tip110) NA

826 ADMEAKYEEILHD gi|119587879|gb|EAW67475.1| hypothetical protein LOC283152 [Homo sapiens]NA

827 DVFPDSYVSTWHD gi|45477325|sp|Q96K62|ZBT45_HUMAN Zinc finger and BTB domain-containing protein 45 (Zinc finger protein 499) NA

828 KNEKGQYISPFHD gi|8247940|sp|Q15181|IPYR_HUMAN Inorganic pyrophosphatase (Pyrophosphate phospho-hydrolase) (PPase) NA

829 AVRENRYIVLAKD gi|20532409|sp|P43686|PRS6B_HUMAN 26S protease regulatory subunit 6B (Proteasome 26S subunit ATPase 4) (MIP224) (MB67-interacting protein) (TAT-binding protein 7) (TBP-7) NA

830 KKSKLRYTEEGKD gi|1706179|sp|P49711|CTCF_HUMAN Transcriptional repressor CTCF (CCCTC-binding factor) (CTCFL paralog) (11-zinc finger protein) NA

831 ELEGDTYDRVLVD gi|152125805|sp|Q96CB9|NSUN4_HUMAN Putative methyltransferase NSUN4 (NOL1/NOP2/Sun domain family member 4) NA



832 PAPDVDYDSATSA gi|21749720|dbj|BAC03647.1| unnamed protein product [Homo sapiens] NA

833 YMKDVCYVDGKVD gi|74719591|sp|Q9NYV6|RRN3_HUMAN RNA polymerase I-specific transcription initiation factor RRN3 (Transcription initiation factor IA) (TIF-IA) NA

834 PTQEDLYLHVNSA gi|23396998|sp|Q9BRP0|OVOL2_HUMAN Transcription factor Ovo-like 2 (hOvo2) (Zinc finger protein 339) NA

835 WDTEEAYIGSMRP gi|76800646|sp|Q9Y4K1|AIM1_HUMAN Absent in melanoma 1 protein NA

836 SLRMGAYVFIGVG gi|131775|sp|P27701|CD82_HUMAN CD82 antigen (Inducible membrane protein R2) (C33 antigen) (IA4) (Metastasis suppressor Kangai 1) (Suppressor of tumorigenicity-6) (Tetraspanin-27) (Tspan-27) NA

837 VELGPYYVEIGHE gi|23821932|sp|Q8TDX9|PK1L1_HUMAN Polycystic kidney disease 1-like 1 protein (Polycystin-1L1) NA

838 PGEDDKYNIGIIE gi|119628684|gb|EAX08279.1| hypothetical protein LOC221143  isoform CRA_b [Homo sapiens]NA

839 ELPQDVYTIKALE gi|7387495|sp|Q14738|2A5D_HUMAN Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit delta isoform (PP2A  B subunit  B' delta isoform) (PP2A  B subunit  B56 delta isoform) (PP2A  B subunit  PR61 delta isoform) (PP2A  B subunit  R5 delta isoform) NA

840 ILFCSTYRNMALE gi|2829667|sp|P78333|GPC5_HUMAN Glypican-5 precursor NA

841 TIDAEAYAIGKKE gi|74762440|sp|Q7Z6E9|RBBP6_HUMAN Retinoblastoma-binding protein 6 (p53-associated cellular protein of testis) (Proliferation potential-related protein) (Protein P2P-R) (Retinoblastoma-binding Q protein 1) (Protein RBQ-1) NA

842 CISNDFYSHMPVG gi|154350236|ref|NP_062546.2| hypothetical protein LOC56204 [Homo sapiens]NA

843 <<Marker>> contol_spot NA

844 GEHMDVYVPVACH gi|152031705|sp|Q8NHU6|TDRD7_HUMAN Tudor domain-containing protein 7 (Tudor repeat associator with PCTAIRE 2) (Trap) NA

845 GTEKPKYLQHSCH gi|119584213|gb|EAW63809.1| mitochondrial tumor suppressor 1  isoform CRA_f [Homo sapiens]NA

846 TNNGNMYTSSLYG gi|61252474|sp|P54869|HMCS2_MOUSE Hydroxymethylglutaryl-CoA synthase  mitochondrial precursor (HMG-CoA synthase) (3-hydroxy-3-methylglutaryl coenzyme A synthase) NA

847 YPFDWQYINPVAH gi|2497687|sp|Q13093|PAFA_HUMAN Platelet-activating factor acetylhydrolase precursor (PAF acetylhydrolase) (PAF 2-acylhydrolase) (LDL-associated phospholipase A2) (LDL-PLA(2)) (2-acetyl-1-alkylglycerophosphocholine esterase) (1-alkyl-2-acetylglycerophosphocholine esterase) NA

848 LPVDESYVLPQSE gi|119621882|gb|EAX01477.1| lipoxygenase homology domains 1  isoform CRA_a [Homo sapiens]NA

849 VKAAREYEDPPSE gi|123231843|emb|CAM19643.1| FERM domain containing 3 [Homo sapiens] NA

850 DMSKYLYADSSKT gi|146286138|sp|Q8NDI1|EHBP1_HUMAN EH domain-binding protein 1NA

851 HLEAGGYHSLALT gi|30580361|sp|Q96Q42|ALS2_HUMAN Alsin (Amyotrophic lateral sclerosis protein 2) (Amyotrophic lateral sclerosis 2 chromosomal region candidate gene 6 protein) NA

852 SGAMENYHDLHKT gi|112421039|ref|NP_032935.2| periplakin [Mus musculus] NA

853 DASKHKYTSEDLT gi|126302515|sp|P51826|AFF3_HUMAN AF4/FMR2 family member 3 (Protein LAF-4) (Lymphoid nuclear protein related to AF4)NA

854 IPRENAYLTKDLT gi|37537898|sp|Q96M32|KAD7_HUMAN Putative adenylate kinase 7 NA

855 PDSPPGYEECVGP gi|119603417|gb|EAW83011.1| hCG2025614 [Homo sapiens]NA

856 DGFEGFYKSTYRT gi|119616488|gb|EAW96082.1| leukocyte-derived arginine aminopeptidase  isoform CRA_c [Homo sapiens]NA

857 NIFMTLYGINGST gi|119621884|gb|EAX01479.1| lipoxygenase homology domains 1  isoform CRA_c [Homo sapiens]NA

858 FPESEGYSYETST gi|1170875|sp|P46821|MAP1B_HUMAN Microtubule-associated protein 1B (MAP 1B) [Contains: MAP1 light chain LC1] NA

859 TPYMTKYERARVL gi|47117761|sp|P61218|RPAB2_HUMAN DNA-directed RNA polymerases I  II  and III subunit RPABC2 (RNA polymerases I  II  and III subunit ABC2) (DNA-directed RNA polymerase II subunit F) (RPB6) (DNA-directed RNA polymerases I  II  and III 14.4 kDa polypeptide) (RPABC14.4) (RPB14.4) (RPC15) NA

860 ASTEDHYLSIVTT gi|119497911|ref|XP_001265713.1| COPII-coated vesicle protein (Erv41)  putative [Neosartorya fischeri NRRL 181] NA

861 GNGSPQYWEMGVT gi|12006045|gb|AAG44728.1|AF267859_1 GL013 [Homo sapiens]NA

862 RFAVDEYSDMVAV gi|49036087|sp|Q86VI3|IQGA3_HUMAN Ras GTPase-activating-like protein IQGAP3 NA

863 YNEKVMYVEGTAV gi|33338076|gb|AAQ13660.1|AF176916_1 MSTP126 [Homo sapiens] NA

864 <<Marker>> contol_spot NA

865 ICFEAKYVGSLDV gi|57012635|sp|O75052|CAPON_HUMAN Carboxyl-terminal PDZ ligand of neuronal nitric oxide synthase protein (C--terminal PDZ ligand of neuronal nitric oxide synthase protein) (Nitric oxide synthase 1 adaptor protein) NA

866 PNVEESYLPSPDV gi|148880116|sp|Q9UPR0|PLCL2_HUMAN Inactive phospholipase C-like protein 2 (Phospholipase C epsilon 2) (Phospholipase C-L2) (PLC-L(2)) (PLC-L2) NA

867 EFRNFSYVSPELQ gi|1346393|sp|P24723|KPCL_HUMAN Protein kinase C eta type (nPKC-eta) (PKC-L) NA

868 FYESLKYARVKEV gi|13878337|sp|Q13315|ATM_HUMAN Serine-protein kinase ATM (Ataxia telangiectasia mutated) (A-T  mutated) NA

869 LHNKGVYVRVGLQ gi|1708624|sp|P52824|DGKQ_HUMAN Diacylglycerol kinase theta (Diglyceride kinase theta) (DGK-theta) (DAG kinase theta) NA

870 HEPKGYYANFCSG gi|135684|sp|P10600|TGFB3_HUMAN Transforming growth factor beta-3 precursor (TGF-beta-3) NA

871 KGDEEEYWNSSKF gi|41016926|sp|Q9H9C1|CN133_HUMAN Uncharacterized protein C14orf133 [KGDEEEYWNSSKF|Y|11|Q9H9C1|15592455|]

872 CDYCDTYLTHDSP gi|134093|sp|P09234|RU1C_HUMAN U1 small nuclear ribonucleoprotein C (U1 snRNP protein C) (U1C protein) (U1-C) [CDYCDTYLTHDSP|Y|12|P09234|15592455|]

873 DSEGHLYTVPIRE gi|13637934|sp|Q03135|CAV1_HUMAN Caveolin-1 [DSEGHLYTVPIRE|Y|14|P49817|12036959;11075810;8632005;12531427;11094059;15592455|Abl;Src|[P00519:ABL1_HUMAN,P12931:SRC_HUMAN]DSEGHLYTVPIRE|Y|14|Q03135|12921535;14992595|Fyn;Src|[P06241:FYN_HUMAN,P12931:SRC_HUMAN]]

874 GTYGVVYKAKNRE gi|231726|sp|Q00526|CDK3_HUMAN Cell division protein kinase 3 NA

875 DCETDGYLSSSGF gi|41688789|sp|Q96J92|WNK4_HUMAN Serine/threonine-protein kinase WNK4 (Protein kinase with no lysine 4) (Protein kinase  lysine-deficient 4) NA

876 DALKEKYDSAAAM gi|731157|sp|P41221|WNT5A_HUMAN Protein Wnt-5a precursor NA

877 RRKKEPYGASPGF gi|14589937|ref|NP_116567.1| protocadherin 8 isoform 2 precursor [Homo sapiens] NA

878 DKNSEVYQEVQAM gi|74735811|sp|Q52LJ0|FA98B_HUMAN Protein FAM98B NA

879 GFEKYSYEIIQKF gi|113414409|ref|XP_497913.3| PREDICTED: similar to alpha 3 type VI collagen isoform 1 precursor [Homo sapiens] NA

880 LFWSLKYVIMAKF gi|113418228|ref|XP_001130692.1| PREDICTED: similar to mannosidase  endo-alpha [Homo sapiens]NA

881 MGSESTYSECETF gi|14424221|sp|O75154|RFIP3_HUMAN Rab11 family-interacting protein 3 (Rab11-FIP3) (EF hands-containing Rab-interacting protein) (Eferin) NA

882 GYSEVIYGRKRWF gi|67848436|gb|AAY82251.1| PP14397 [Homo sapiens]NA

883 RISEDGYPWDSVF gi|6225373|sp|Q99518|FMO2_HUMAN Dimethylaniline monooxygenase [N-oxide-forming] 2 (Pulmonary flavin-containing monooxygenase 2) (FMO 2) (Dimethylaniline oxidase 2) (FMO 1B1)NA



884 WKREPGYTPPGAG gi|74751663|sp|Q93052|LPP_HUMAN Lipoma-preferred partner (LIM domain-containing preferred translocation partner in lipoma) NA

885 <<Marker>> contol_spot NA

886 EHSTIIYEDPQHH gi|48428729|sp|P61962|WDR68_HUMAN WD repeat protein 68 (WD repeat protein An11 homolog) NA

887 GEPHPTYTDLTGH gi|6016293|sp|O43365|HXA3_HUMAN Homeobox protein Hox-A3 (Hox-1E) NA

888 NDSIFEYKDIGEI gi|74762200|sp|Q5JVG2|ZN484_HUMAN Zinc finger protein 484 NA

889 CDPKFHYDNTAGI gi|9087218|sp|P35968|VGFR2_HUMAN Vascular endothelial growth factor receptor 2 precursor (VEGFR-2) (Kinase insert domain receptor) (Protein-tyrosine kinase receptor Flk-1) (CD309 antigen) [CDPKFHYDNTAGI|Y|1214|P35968|12023952;11387210|KDR|[P35968:VGFR2_HUMAN]CDPKFHYDNTAGI|Y|1212|P35918|12023952;15107818|KDR|[P35968:VGFR2_HUMAN]]

890 KQPEPIYSKKTEI gi|119585900|gb|EAW65496.1| forkhead box P1  isoform CRA_e [Homo sapiens]NA

891 VRYQGPYVSMAFI gi|116242831|sp|Q8TE23|TS1R2_HUMAN Taste receptor type 1 member 2 precursor (Sweet taste receptor T1R2) (G-protein coupled receptor 71) NA

892 EKECFTYVLKGHI gi|68566146|sp|Q9NQW7|XPP1_HUMAN Xaa-Pro aminopeptidase 1 (X-Pro aminopeptidase 1) (X-prolyl aminopeptidase 1  soluble) (Cytosolic aminopeptidase P) (Soluble aminopeptidase P) (sAmp) (Aminoacylproline aminopeptidase) NA

893 KSKCPSYVGITGI gi|20141663|sp|O95707|RP29_HUMAN Ribonuclease P protein subunit p29 (hPOP4) NA

894 RACESCYMSSLRI gi|22550298|gb|AAN01613.1|AF508978_1 MTA1S [Homo sapiens]NA

895 VNEDPEYQWIDRI gi|74750574|sp|Q86YS7|K0528_HUMAN Uncharacterized protein KIAA0528 NA

896 FIRSSDYMRHQRI gi|74762352|sp|Q6P9A3|ZN549_HUMAN Zinc finger protein 549 NA

897 EYKEEMYITSDCG gi|27151698|sp|Q96PQ0|SORC2_HUMAN VPS10 domain-containing receptor SorCS2 precursorNA

898 RQAEEAYGASHYP gi|24418715|sp|Q8WYN3|TAIP2_HUMAN TGF-beta-induced apoptosis protein 2 (TAIP-2) (Protein FAM130A2) NA

899 TGKHEGYVHFGTI gi|73620659|sp|Q6ZRH7|CS015_HUMAN Uncharacterized protein C19orf15 precursorNA

900 VKAMSDYWVVGKK gi|67460432|sp|O95766|CG028_HUMAN Uncharacterized protein C7orf28 NA

901 HVSLGDYEIHDGM gi|52082771|sp|Q9BZL1|UBL5_HUMAN Ubiquitin-like protein 5 NA

902 LQSLEKYTKVKCG gi|17368550|sp|Q92611|EDEM1_HUMAN ER degradation-enhancing alpha-mannosidase-like 1 NA

903 FPKDTAYVLLYKK gi|38372866|sp|Q8NB14|UBP38_HUMAN Ubiquitin carboxyl-terminal hydrolase 38 (Ubiquitin thioesterase 38) (Ubiquitin-specific-processing protease 38) (Deubiquitinating enzyme 38) (HP43.8KD) NA

904 DIEESKYRQRHLK gi|38605067|sp|Q9NSB8|HOME2_HUMAN Homer protein homolog 2 (Homer-2) (Cupidin) NA

905 RGSDELYAIKILK gi|462455|sp|P05129|KPCG_HUMAN Protein kinase C gamma type (PKC-gamma) NA

906 <<Marker>> contol_spot NA

907 GTSKTLYSTNMAL gi|108935980|sp|Q52LR7|EPC2_HUMAN Enhancer of polycomb homolog 2 (EPC-like) NA

908 APSWPKYFSIVAL gi|27526556|emb|CAC82495.1| hypothetical protein [Homo sapiens]NA

909 NSDCETYMSADDL gi|145559437|sp|Q9Y2T4|2ABG_HUMAN Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B gamma isoform (PP2A  subunit B  B-gamma isoform) (PP2A  subunit B  B55-gamma isoform) (PP2A  subunit B  PR55-gamma isoform) (PP2A  subunit B  R2-gamma isoform) (IMYPNO1)'NA

910 RECYEAYVIYNFM gi|74734475|sp|Q9NVA4|TMM34_HUMAN Transmembrane protein 34 NA

911 AFTGDAYDAIGEL gi|20140146|sp|Q96RF0|SNX18_HUMAN Sorting nexin-18 (Sorting nexin-associated Golgi protein 1) (SH3 and PX domain-containing protein 3B) NA

912 GLTDEEYERYREL gi|62288846|sp|Q76G19|PDZK4_HUMAN PDZ domain-containing protein 4 (PDZ domain-containing RING finger protein 4-like protein) NA

913 FSSGHIYVLMGLL gi|1710243|gb|AAB50216.1| unknown [Homo sapiens]NA

914 PDNATTYVHKGLL gi|14285643|sp|O94826|TOM70_HUMAN Mitochondrial precursor proteins import receptor (Translocase of outer membrane TOM70) NA

915 HLDDGEYWSNRAA gi|74753022|sp|Q9NWH7|SPAT6_HUMAN Spermatogenesis-associated protein 6 precursor NA

916 RRPEGGYKAVWFG gi|45477168|sp|Q9HBB8|MUCDL_HUMAN Mucin and cadherin-like protein precursor (Mu-protocadherin) NA

917 QLEDEFYTFVNLL gi|74748786|sp|Q6IE81|JADE1_HUMAN Protein Jade-1 (PHD finger protein 17) NA

918 FPVGSEYADFPHM gi|119629223|gb|EAX08818.1| cytidine and dCMP deaminase domain containing 1  isoform CRA_d [Homo sapiens]NA

919 DVSNQLYACYAIG gi|418175|sp|P15313|VATB1_HUMAN Vacuolar ATP synthase subunit B  kidney isoform (V-ATPase subunit B 1) (Vacuolar proton pump subunit B 1) (Endomembrane proton pump 58 kDa subunit)NA

920 GEPEFHYIAGAHG gi|27805434|sp|Q8N436|CPXM2_HUMAN Carboxypeptidase-like protein X2 precursor NA

921 GYDTPGYVPGYHG gi|17433016|sp|P78357|CNTP1_HUMAN Contactin-associated protein 1 precursor (Caspr) (Caspr1) (Neurexin 4) (Neurexin IV) (p190) NA

922 LQNETSYSRVLHG gi|119578878|gb|EAW58474.1| WD repeat domain 40A  isoform CRA_b [Homo sapiens]NA

923 NLYMTLYDEVTHG gi|134034056|sp|Q8IY85|CQ057_HUMAN EF-hand domain-containing protein C17orf57 NA

924 SIAEFSYAILTHG gi|119581291|gb|EAW60887.1| cyclin N-terminal domain containing  isoform CRA_b [Homo sapiens]NA

925 TPGMKIYIDPFTY gi|76803654|sp|P29323|EPHB2_HUMAN Ephrin type-B receptor 2 precursor (Tyrosine-protein kinase receptor EPH-3) (DRT) (Receptor protein-tyrosine kinase HEK5) (ERK) (Tyrosine-protein kinase TYRO5) (Renal carcinoma antigen NY-REN-47) [TPGMKIYIDPFTY|Y|604|P54763|10572014;10542222;9233798|EphB2|[P29323:EPHB2_HUMAN]]

926 DDPEAAYTTRGGK gi|116241351|sp|P29320|EPHA3_HUMAN Ephrin type-A receptor 3 precursor (Tyrosine-protein kinase receptor ETK1) (HEK) (HEK4) (Tyrosine-protein kinase TYRO4) [DDPEAAYTTRGGK|Y|779|P29320|11870224;17192257|EphA3|[P29320:EPHA3_HUMAN]]

927 <<Marker>> contol_spot NA

928 DDPEATYTTSGGK gi|125333|sp|P29317|EPHA2_HUMAN Ephrin type-A receptor 2 precursor (Tyrosine-protein kinase receptor ECK) (Epithelial cell kinase) [DDPEATYTTSGGK|Y|772|P29317|15951569;17192257|]

929 VHHIDYYKKTSNG gi|13432140|sp|P22455|FGFR4_HUMAN Fibroblast growth factor receptor 4 precursor (FGFR-4) (CD334 antigen) NA

930 VIENPQYFRQGHN gi|134035335|sp|Q16288|NTRK3_HUMAN NT-3 growth factor receptor precursor (Neurotrophic tyrosine kinase receptor type 3) (TrkC tyrosine kinase) (GP145-TrkC) (Trk-C) [VIENPQYFRQGHN|Y|516|Q03351|N.N.|VIENPQYFRQGHN|Y|516|Q16288|11877382|]

931 VPEGHEYYRVRED gi|56405328|sp|P29597|TYK2_HUMAN Non-receptor tyrosine-protein kinase TYK2 [VPEGHEYYRVRED|Y|1054|P29597|8702790;15659558;15659558|Tyk2;JAK1|[P29597:TYK2_HUMAN,P23458:JAK1_HUMAN]VPEGHEYYRVRED|Y|1047|Q9R117|14996842|]

932 GIHPVRYQPGKYP gi|14548196|sp|Q9NRQ2|PLS4_HUMAN Phospholipid scramblase 4 (PL scramblase 4) (Ca(2+)-dependent phospholipid scramblase 4) (TRA1) (Cell growth-inhibiting gene 43 protein) [GIHPVRYQPGKYP|Y|83|Q9NRQ2|14757045|Abl|[P00519:ABL1_HUMAN]]

933 GMSRDIYSTDYYR gi|94730402|sp|P04629|NTRK1_HUMAN High affinity nerve growth factor receptor precursor (Neurotrophic tyrosine kinase receptor type 1) (TRK1 transforming tyrosine kinase protein) (p140-TrkA) (Trk-A) [GMSRDIYSTDYYR|Y|676|P04629|11159935|TRKA|[P04629:NTRK1_HUMAN]]

934 ALLGDHYVQLPAT gi|585912|sp|Q04912|RON_HUMAN Macrophage-stimulating protein receptor precursor (MSP receptor) (p185-Ron) (CD136 antigen) (CDw136) [Contains: Macrophage-stimulating protein receptor alpha chain; Macrophage-stimulating protein receptor beta chain] [ALLGDHYVQLPAT|Y|1353|Q04912|10871856|Ron]

935 GTDEGIYDVPLLG gi|8134421|sp|O43281|EFS_HUMAN Embryonal Fyn-associated substrate (HEFS) NA



936 HGECVEYVKSFNI gi|3334210|sp|O15379|HDAC3_HUMAN Histone deacetylase 3 (HD3) (RPD3-2) (SMAP45) NA

937 IETDKEYYTVKDD gi|125060|sp|P23458|JAK1_HUMAN Tyrosine-protein kinase JAK1 (Janus kinase 1) (JAK-1) [IETDKEYYTVKDD|Y|1022|P23458|12559972;15659558;15659558|JAK3|[P52333:JAK3_HUMAN]IETDKEYYTVKDD|Y|1033|P52332|15923602;14557412|]

938 TDVETTYADFIAS gi|48428970|sp|P61925|IPKA_HUMAN cAMP-dependent protein kinase inhibitor alpha (PKI-alpha) (cAMP-dependent protein kinase inhibitor  muscle/brain isoform) [TDVETTYADFIAS|Y|8|P61925|92065884|EGFR|[P00533:EGFR_HUMAN]]

939 IYETDYYRKGGKG gi|33112647|sp|P06213|INSR_HUMAN Insulin receptor precursor (IR) (CD220 antigen) [Contains: Insulin receptor subunit alpha; Insulin receptor subunit beta][IYETDYYRKGGKG|Y|1190|P06213|7806540;9506989|InsR|[P06213:INSR_HUMAN]IYETDYYRKGGKG|Y|1166|P08069|8550552;8940173|Src;IGF1R|[P12931:SRC_HUMAN,P08069:IGF1R_HUMAN]IYETDYYRKGGKG|Y|1168|Q60751|8940173|Src;IGF1R|[P12931:SRC_HUMAN,P08069:IGF1R_HUMAN]IYETDYYRKGGKG|Y|1180|P15208|15699041;15632081|]

940 TATEPQYQPGENL gi|125870|sp|P07947|YES_HUMAN Proto-oncogene tyrosine-protein kinase Yes (p61-Yes) (c-Yes) [TATEPQYQPGENL|Y|531|P06241|1985196|Csk|[P41240:CSK_HUMAN]TATEPQYQPGENL|Y|537|P07947|7690925|TATEPQYQPGENL|Y|531|P39688|16339530|]

941 LGGKAAYRTSPRL gi|121116|sp|P06396|GELS_HUMAN Gelsolin precursor (Actin-depolymerizing factor) (ADF) (Brevin) (AGEL) NA

942 ASSGADYPDELQC gi|136408|sp|P07477|TRY1_HUMAN Trypsin-1 precursor (Trypsin I) (Cationic trypsinogen) (Serine protease 1) [ASSGADYPDELQC|Y|154|P07477|96266496|]

943 YPNDSVYANWMLS gi|547807|sp|P07949|RET_HUMAN Proto-oncogene tyrosine-protein kinase receptor ret precursor (C-ret) [YPNDSVYANWMLS|Y|1096|P07949|11470823;8621380;14711813|Ret|[P07949:RET_HUMAN]]

944 IDEEDTYTMPSTR gi|3183518|sp|Q05397|FAK1_HUMAN Focal adhesion kinase 1 (FADK 1) (pp125FAK) (Protein-tyrosine kinase 2) [IDEEDTYTMPSTR|Y|407|Q05397|7529876;16254240;15247219;12960434|]

945 EDSARVYENVGLM gi|84028248|sp|Q06124|PTN11_HUMAN Tyrosine-protein phosphatase non-receptor type 11 (Protein-tyrosine phosphatase 2C) (PTP-2C) (PTP-1D) (SH-PTP3) (SH-PTP2) (SHP-2) (Shp2)[EDSARVYENVGLM|Y|584|Q06124|11684012;8622870;16094384|PDGFR_groupEDSARVYENVGLM|Y|584|P35235|12522270|]

946 DDEMTGYVATRWY gi|2499600|sp|Q16539|MK14_HUMAN Mitogen-activated protein kinase 14 (Mitogen-activated protein kinase p38 alpha) (MAP kinase p38 alpha) (Cytokine suppressive anti-inflammatory drug-binding protein) (CSAID-binding protein) (CSBP) (MAX-interacting protein 2) (MAP kinase MXI2) (SAPK2A) [DDEMTGYVATRWY|Y|182|P47811|95141073;17242355|DDEMTGYVATRWY|Y|182|Q16539|15592455;16083285;15659558;15674326;10781613;15972258;15735649;17081983;17192257|MAP2K3;MAP2K6|[P46734:MP2K3_HUMAN,P52564:MP2K6_HUMAN]]

947 IGSTLSYFGLAAV gi|3915804|sp|Q99572|P2RX7_HUMAN P2X purinoceptor 7 (ATP receptor) (P2X7) (Purinergic receptor) (P2Z receptor) [IGSTLSYFGLAAV|Y|343|Q99572|11707406|]

948 <<Marker>> contol_spot NA

949 GILTHLYRDFDKC gi|24638065|sp|Q9UJ70|NAGK_HUMAN N-acetylglucosamine kinase (GlcNAc kinase) NA

950 YEPETVYEVAGAG gi|45382633|ref|NP_990799.1| cortactin [Gallus gallus] [YEPETVYEVAGAG|Y|483|Q01406|96108162|Src|[P12931:SRC_HUMAN]]

951 SKDINAYNCEEPT gi|1718024|sp|P30041|PRDX6_HUMAN Peroxiredoxin-6 (Antioxidant protein 2) (1-Cys peroxiredoxin) (1-Cys PRX) (Acidic calcium-independent phospholipase A2) (aiPLA2) (Non-selenium glutathione peroxidase) (NSGPx) (24 kDa protein) (Liver 2D page spot 40) (Red blood cells page spot 12) [SKDINAYNCEEPT|Y|89|P30041|15592455|]

952 EQKEVDYSGLRVQ gi|119599582|gb|EAW79176.1| CDV3 homolog (mouse)  isoform CRA_a [Homo sapiens] [EQKEVDYSGLRVQ|Y|95|Q9UKY7|15592455|]

953 KLAQQYYLVYQEP gi|130850|sp|P25787|PSA2_HUMAN Proteasome subunit alpha type 2 (Proteasome component C3) (Macropain subunit C3) (Multicatalytic endopeptidase complex subunit C3) [KLAQQYYLVYQEP|Y|98|P25787|15592455|]

954 LKEALTYDGALLG gi|18276665|sp|Q15056|IF4H_HUMAN Eukaryotic translation initiation factor 4H (eIF-4H) (Williams-Beuren syndrome chromosome region 1 protein) [LKEALTYDGALLG|Y|101|Q15056|15592455|]

955 ASDPILYRPVAVA gi|20178296|sp|P14618|KPYM_HUMAN Pyruvate kinase isozymes M1/M2 (Pyruvate kinase muscle isozyme) (Pyruvate kinase 2/3) (Cytosolic thyroid hormone-binding protein) (CTHBP) (THBP1) [ASDPILYRPVAVA|Y|105|P14618|15592455;16497976|ASDPILYRPVAVA|Y|105|P52480|15592455|]

956 VTTCNDYVALVHP gi|3122258|sp|P56537|IF6_HUMAN Eukaryotic translation initiation factor 6 (eIF-6) (B4 integrin interactor) (CAB) (p27(BBP)) (B(2)GCN homolog) NA

957 DGYSRHYEDGYPG gi|14916543|sp|O60716|CTND1_HUMAN Catenin delta-1 (p120 catenin) (p120(ctn)) (Cadherin-associated Src substrate) (CAS) (p120(cas)) NA

958 GAGKGKYYAVNYP gi|2498443|sp|Q13547|HDAC1_HUMAN Histone deacetylase 1 (HD1) NA

959 DTLQNDYFAIKQE gi|119641|sp|P14921|ETS1_HUMAN Protein C-ets-1 (p54) [DTLQNDYFAIKQE|Y|223|P14921|15592455|]

960 HSGVKPYECTECG gi|85681869|sp|Q15935|ZNF77_HUMAN Zinc finger protein 77 (ZNFpT1) NA

961 LQNGPIYARVIQK gi|1169096|sp|P46108|CRK_HUMAN Proto-oncogene C-crk (p38) (Adapter molecule crk) NA

962 QTHQPVYHKIQGD gi|12643665|sp|O95817|BAG3_HUMAN BAG family molecular chaperone regulator 3 (BCL-2-binding athanogene-3) (BAG-3) (Bcl-2-binding protein Bis) (Docking protein CAIR-1) [QTHQPVYHKIQGD|Y|247|O95817|15592455|]

963 RVKEEGYELPYNP gi|17366642|sp|Q99704|DOK1_HUMAN Docking protein 1 (Downstream of tyrosine kinase 1) (p62(dok)) (pp62) [RVKEEGYELPYNP|Y|398|Q99704|12087092;11551902;10688886;15592455;16094384|InsR|[P06213:INSR_HUMAN]]

964 RPDLITYEPFYTS gi|56404432|sp|O14639|ABLM1_HUMAN Actin-binding LIM protein 1 (Actin-binding LIM protein family member 1) (abLIM-1) (Actin-binding double zinc finger protein) (LIMAB1) (Limatin)[RPDLITYEPFYTS|Y|406|O14639|15592455|]

965 SHEDGDYYEVDIN gi|34098604|sp|Q8TD16|BICD2_HUMAN Protein bicaudal D homolog 2 (Bic-D 2) NA

966 QSDDEVYAPGLDI gi|2498882|sp|Q15459|SF3A1_HUMAN Splicing factor 3 subunit 1 (Spliceosome-associated protein 114) (SAP 114) (SF3a120) [QSDDEVYAPGLDI|Y|456|Q15459|15592455|]

967 DPDSNPYSLLDNT gi|1730139|sp|P51114|FXR1_HUMAN Fragile X mental retardation syndrome-related protein 1 (hFXR1p) [DPDSNPYSLLDNT|Y|506|Q61584|15592455|]

968 GRLNLHYAVVSKR gi|1351170|sp|P47897|SYQ_HUMAN Glutaminyl-tRNA synthetase (Glutamine--tRNA ligase) (GlnRS) [GRLNLHYAVVSKR|Y|491|P47897|15592455|]

969 <<Marker>> contol_spot NA

970 NSHDPSYFACLIK gi|116242816|sp|Q86TI0|TBCD1_HUMAN TBC1 domain family member 1'NA

971 LEEDVIYDDVPCE gi|119615247|gb|EAW94841.1| Rho guanine nucleotide exchange factor (GEF) 10-like  isoform CRA_b [Homo sapiens][LEEDVIYDDVPCE|Y|131|Q8C1A1|15592455|]

972 STFDTPYCRVGLG gi|18088311|gb|AAH20620.1| Nitrilase family  member 2 [Homo sapiens] [STFDTPYCRVGLG|Y|145|Q9NQR4|15592455|]

973 DHLAYRYEVLKII gi|150421544|sp|O43781|DYRK3_HUMAN Dual specificity tyrosine-phosphorylation-regulated kinase 3 (Regulatory erythroid kinase) (REDK) [DHLAYRYEVLKII|Y|209|O43781|15592455|]

974 PSSGQIYGSGPQG gi|74751663|sp|Q93052|LPP_HUMAN Lipoma-preferred partner (LIM domain-containing preferred translocation partner in lipoma) NA

975 PIDDEIYEELPEE gi|74735515|sp|O75563|SKAP2_HUMAN Src kinase-associated phosphoprotein 2 (Src family-associated phosphoprotein 2) (Src kinase-associated phosphoprotein 55-related protein) (SKAP55 homolog) (SKAP-HOM) (SKAP-55HOM) (Src-associated adapter protein with PH and SH3 domains) (Pyk2/RAFTK-associated protein) (Retinoic acid-induced protein 70) [PIDDEIYEELPEE|Y|260|Q3UND0|15592455|]

976 PQSMHSYKKVNIL gi|73921276|sp|Q04116|YHP1_YEAST Homeobox protein YHP1 NA

977 IFYNNCYKENAFD gi|730855|sp|P25302|SWI4_YEAST Regulatory protein SWI4 (Cell-cycle box factor subunit SWI4) (Protein ART1) NA

978 LEDQDLYSINYIH gi|731532|sp|P39956|RPH1_YEAST DNA damage-responsive transcriptional repressor RPH1 NA

979 TSSQPEYEHISTP gi|1723892|sp|P53147|TOS8_YEAST Homeobox protein TOS8 (Target of SBF 8) NA

980 QLMKNKYCDVVHL gi|129733|sp|P12383|PDR1_YEAST Transcription factor PDR1 (Pleiotropic drug resistance protein 1) NA

981 FRRKDAYKRHVAM gi|417688|sp|P32338|RME1_YEAST Zinc finger protein RME1 NA

982 TFEEEQYETKTGL gi|2507068|sp|P22148|MSN1_YEAST Protein MSN1 (Multicopy suppressor of SNF1 protein 1) NA

983 FLRKDRYDPTSQE gi|74645031|sp|Q12180|HAL9_YEAST Halotolerance protein 9 NA

984 FNEGERYNNDGQL gi|729140|sp|P40917|YAP4_YEAST AP-1-like transcription factor YAP4 (Transcription activator CIN5) (Chromosome instability protein 5) NA

985 TIDSEEYIDNMEV gi|74655046|sp|Q12398|HMS1_YEAST Probable transcription factor HMS1 (High-copy MEP suppressor protein 1) NA

986 KDDSTVYVKNEMP gi|1168610|sp|P41696|AZF1_YEAST Asparagine-rich zinc finger protein AZF1 NA

987 YAPKSQYEMMVPP gi|2506540|sp|P20134|SFL1_YEAST Flocculation suppression protein (Protein SFL1) NA



988 LMEKDSYPRFLRS gi|67477383|sp|P49796|RGS3_HUMAN Regulator of G-protein signaling 3 (RGS3) (RGP3) NA

989 LQENEAYECMVAA gi|1723116|sp|P50876|UB7I4_HUMAN Ubiquitin-conjugating enzyme 7-interacting protein 4 (UbcM4-interacting protein 4) (RING finger protein 144) NA

990 <<Marker>> contol_spot NA

991 IKKMEPYDDHSNM gi|85700957|sp|Q7Z4H7|FA29A_HUMAN Protein FAM29A NA

992 PAQDSDYVLRNMM gi|133777484|gb|AAI10609.1| EFCAB5 protein [Homo sapiens] NA

993 RTSKTIYQGAGPM gi|73621450|sp|Q5TC82|RC3H1_HUMAN Roquin (RING finger and C3H zinc finger protein 1) (RING finger protein 198) NA

994 VEEGAEYTSHNNM gi|1706799|sp|P02671|FIBA_HUMAN Fibrinogen alpha chain precursor [Contains: Fibrinopeptide A] NA

995 HGSQGTYSNTKEN gi|51338754|sp|P11137|MAP2_HUMAN Microtubule-associated protein 2 (MAP 2) (MAP-2)[HGSQGTYSNTKEN|Y|67|P11137|15536091|Fyn;Lyn|[P06241:FYN_HUMAN,P07948:LYN_HUMAN]]

996 KEEKYDYISRGEN gi|85541650|sp|Q15652|JHD2C_HUMAN Probable JmjC domain-containing histone demethylation protein 2C (Jumonji domain-containing protein 1C) (Thyroid receptor-interacting protein 8) (TRIP-8)'NA

997 MKVKDEYSERDEN gi|23396448|sp|Q9UKT9|AIOL_HUMAN Zinc finger protein Aiolos (IKAROS family zinc finger protein 3) NA

998 RQEECKYWHYDEN gi|51315961|sp|Q86SF2|GALT7_HUMAN N-acetylgalactosaminyltransferase 7 (Protein-UDP acetylgalactosaminyltransferase 7) (UDP-GalNAc:polypeptide N-acetylgalactosaminyltransferase 7) (Polypeptide GalNAc transferase 7) (GalNAc-T7) (pp-GaNTase 7) NA

999 SQSVTFYIDNAEN gi|119575692|gb|EAW55288.1| hypothetical protein LOC221711 [Homo sapiens]NA

1000 VREDDSYLFDLDN gi|116241348|sp|Q96KQ7|EHMT2_HUMAN Histone-lysine N-methyltransferase  H3 lysine-9 specific 3 (Histone H3-K9 methyltransferase 3) (H3-K9-HMTase 3) (Euchromatic histone-lysine N-methyltransferase 2) (HLA-B-associated transcript 8) (Protein G9a) NA

1001 LKPLKTYVDPHTY gi|125333|sp|P29317|EPHA2_HUMAN Ephrin type-A receptor 2 precursor (Tyrosine-protein kinase receptor ECK) (Epithelial cell kinase) [LKPLKTYVDPHTY|Y|588|P29317|15951569|]

1002 LPCTGDYMNMSPV gi|547738|sp|P35568|IRS1_HUMAN Insulin receptor substrate 1 (IRS-1) [LPCTGDYMNMSPV|Y|727|P35570|11572799|IGF1R|[P08069:IGF1R_HUMAN]]

1003 LPQDKEYYKVKEP gi|12643404|sp|O60674|JAK2_HUMAN Tyrosine-protein kinase JAK2 (Janus kinase 2) (JAK-2) [LPQDKEYYKVKEP|Y|1007|O60674|9111318|JAK2|[O60674:JAK2_HUMAN]LPQDKEYYKVKEP|Y|1007|Q62120|9111318;11593427;15143187;16705160;16705159;15923602;15793561|Abl;JAK2|[P00519:ABL1_HUMAN,O60674:JAK2_HUMAN]]

1004 LVEVASYCEESRG gi|149759367|ref|XP_001493871.1| PREDICTED: similar to MY18_HUMAN [Equus caballus]NA

1005 MEGQHNYLCAGRN gi|90110048|sp|P06401|PRGR_HUMAN Progesterone receptor (PR) NA

1006 ASSQDCYDIPRAF gi|90180201|sp|Q13480|GAB1_HUMAN GRB2-associated-binding protein 1 (GRB2-associated binder 1) [ASSQDCYDIPRAF|Y|406|Q13480|9890893;10753869;10734310|Met;EGFR|[P08581:MET_HUMAN,P00533:EGFR_HUMAN]]

1007 SPRDDGYAIKERN gi|27805715|sp|Q15380|RY2B_HUMAN RNA binding motif protein  Y chromosome  family 2 member B NA

1008 DCPEGYYADEDSN gi|57208981|emb|CAI41234.1| proprotein convertase subtilisin/kexin type 5 [Homo sapiens] NA

1009 PLFNTDYDILKSN gi|17375506|sp|Q15054|DPOD3_HUMAN DNA polymerase subunit delta 3 (DNA polymerase subunit delta p66) NA

1010 VGSKVKYEVTVSN gi|12643723|sp|Q13683|ITA7_HUMAN Integrin alpha-7 precursor [Contains: Integrin alpha-7 heavy chain; Integrin alpha-7 light chain]NA

1011 DGFTEAYESGQNQ gi|74750445|sp|Q86V20|FA35A_HUMAN Protein FAM35A NA

1012 LIENESYRTKNNQ gi|119600755|gb|EAW80349.1| KIAA1128  isoform CRA_a [Homo sapiens]NA

1013 FASEPYYNREGSQ gi|122939208|ref|NP_001073860.1| nuclear antigen Sp100 isoform 1 [Homo sapiens]NA

1014 GPTCDEYAQKVRQ gi|60267755|sp|P26639|SYTC_HUMAN Threonyl-tRNA synthetase  cytoplasmic (Threonine--tRNA ligase) (ThrRS) NA

1015 KPRSEDYDAGGSQ gi|119593507|gb|EAW73101.1| hCG22893 [Homo sapiens]NA

1016 VLSVDCYLNLGSQ gi|119621330|gb|EAX00925.1| GREB1 protein  isoform CRA_a [Homo sapiens]NA

1017 GKRKLDYCECGTQ gi|119627965|gb|EAX07560.1| chromosome 1 open reading frame 91  isoform CRA_d [Homo sapiens]NA

1018 PRNMDLYYQSYSQ gi|62512172|sp|Q08828|ADCY1_HUMAN Adenylate cyclase type 1 (Adenylate cyclase type I) (ATP pyrophosphate-lyase 1) (Adenylyl cyclase 1) (Ca(2+)/calmodulin-activated adenylyl cyclase) NA

1019 KHVEAVYIDIADR gi|130770|sp|Q00169|PIPNA_HUMAN Phosphatidylinositol transfer protein alpha isoform (PtdIns transfer protein alpha) (PtdInsTP) (PI-TP-alpha) NA

1020 MLDERGYCCIYCR gi|18202941|sp|Q9H2S6|TNMD_HUMAN Tenomodulin (TeM) (hTeM) (Chondromodulin-I-like protein) (ChM1L) (hChM1L) (Myodulin) (Tendin) NA

1021 PSPSPPYTLMGCR gi|82582992|sp|Q9UHC3|ACCN3_HUMAN Amiloride-sensitive cation channel 3 (Acid-sensing ion channel 3) (ASIC3) (hASIC3) (Testis sodium channel 1) (hTNaC1) NA

1022 SCRPQRYVSSGCR gi|74737618|sp|Q6PEX3|KR261_HUMAN Keratin-associated protein 26-1 NA

1023 SVDKEGYIIVADR gi|121941685|sp|Q2Q1W2|LIN41_HUMAN Tripartite motif-containing protein 71 (Lin-41 homolog) NA

1024 DPKVDSYVEKAVA gi|119626534|gb|EAX06129.1| solute carrier family 39 (zinc transporter)  member 8  isoform CRA_a [Homo sapiens]NA

1025 LAKTEKYWDGWFR gi|47606055|sp|Q9Y570|PPME1_HUMAN Protein phosphatase methylesterase 1 (PME-1) NA

1026 SGSDTKYKILEGR gi|147640896|sp|Q9P219|DAPLE_HUMAN Protein Daple (Dvl-associating protein with a high frequency of leucine residues) (hDaple) (Hook-related protein 2) (HkRP2) NA

1027 ATAEGLYWTLNGR gi|44887813|sp|O75462|CRLF1_HUMAN Cytokine receptor-like factor 1 precursor (Cytokine-like factor 1) (CLF-1) (ZcytoR5) NA

1028 FFNATSYLEVPGR gi|17433089|sp|Q9UHC6|CNTP2_HUMAN Contactin-associated protein-like 2 precursor (Cell recognition molecule Caspr2) NA

1029 DFRDGEYEAAVTL gi|109940213|sp|Q15327|ANKR1_HUMAN Ankyrin repeat domain-containing protein 1 (Cardiac ankyrin repeat protein) (Cytokine-inducible nuclear protein) (C-193) NA

1030 SNEEYVYVRGRGR gi|119627578|gb|EAX07173.1| human immunodeficiency virus type I enhancer binding protein 3 [Homo sapiens]NA

1031 GNEECTYDYVAVL gi|119627106|gb|EAX06701.1| CUB domain containing protein 2 [Homo sapiens]NA

1032 VGSWLKYIRFAGC gi|119598965|gb|EAW78559.1| ecotropic viral integration site 1  isoform CRA_c [Homo sapiens]NA

1033 GRQFLKYVDPKLG gi|49036457|sp|Q9BVG9|PTSS2_HUMAN Phosphatidylserine synthase 2 (PtdSer synthase 2) (PSS-2) (Serine-exchange enzyme II) NA

1034 LPSSSIYQCINLG gi|29611731|sp|P59510|ATS20_HUMAN ADAMTS-20 precursor (A disintegrin and metalloproteinase with thrombospondin motifs 20) (ADAM-TS 20) (ADAM-TS20) NA

1035 YLKQPPYGMNGLG gi|417425|sp|P32242|OTX1_HUMAN Homeobox protein OTX1 (Orthodenticle homolog 1) NA

1036 FGDMHSYVRSRKR gi|83305929|sp|Q96RU8|TRIB1_HUMAN Tribbles homolog 1 (TRB-1) (SKIP1) (G-protein-coupled receptor-induced protein 2) (GIG-2) NA

1037 PWPKGLYVRSAVL gi|113418790|ref|XP_001132701.1| PREDICTED: similar to 40S ribosomal protein S10 [Homo sapiens] NA

1038 EIKKKKYNQMPVR gi|728984|sp|P38398|BRCA1_HUMAN Breast cancer type 1 susceptibility protein (RING finger protein 53) NA

1039 LGYEQRYHSGDVR gi|28201801|sp|Q9P2B2|FPRP_HUMAN Prostaglandin F2 receptor negative regulator precursor (Prostaglandin F2-alpha receptor regulatory protein) (Prostaglandin F2-alpha receptor-associated protein) (CD9 partner 1) (CD9P-1) (CD315 antigen) NA



1040 PYFDQGYEAPGVR gi|71153839|sp|O75934|BCAS2_HUMAN Breast carcinoma amplified sequence 2 (DNA amplified in mammary carcinoma 1 protein) (Spliceosome-associated protein SPF 27) NA

1041 IKEETEYMELLAA gi|74749389|sp|Q6UWJ1|TMCO3_HUMAN Transmembrane and coiled-coil domain-containing protein 3 precursor (Putative LAG1-interacting protein) NA

1042 FPRDGDYRDQDYR gi|12644371|sp|P98175|RBM10_HUMAN RNA-binding protein 10 (RNA-binding motif protein 10) (G patch domain-containing protein 9)NA

1043 KRNQVSYVRPAEP gi|114149931|sp|Q96AT1|K1143_HUMAN Uncharacterized protein KIAA1143 NA

1044 RKTGEAYVQFEEP gi|55977848|sp|Q12849|GRSF1_HUMAN G-rich sequence factor 1 (GRSF-1)NA

1045 DEYEPNYSIQDDS gi|119604352|gb|EAW83946.1| solute carrier family 37 (glycerol-3-phosphate transporter)  member 3  isoform CRA_d [Homo sapiens]NA

1046 DLSETIYQEPFCS gi|143811385|sp|O60673|DPOLZ_HUMAN DNA polymerase zeta catalytic subunit (hREV3) NA

1047 YSKDGLYASLTTL gi|119601346|gb|EAW80940.1| pleckstrin homology domain containing  family H (with MyTH4 domain) member 1 [Homo sapiens]NA

1048 GNCEDIYSSYHCS gi|71153499|sp|P82279|CRUM1_HUMAN Crumbs homolog 1 precursor NA

1049 ESPKIPYEKQQLP gi|152112287|sp|O94979|SC31A_HUMAN Protein transport protein Sec31A (SEC31-related protein A) (SEC31-like 1) (ABP125) (ABP130) (Web1-like protein) [ESPKIPYEKQQLP|Y|804|O94979|17081983|]

1050 PDYGALYEGRNPG gi|130225|sp|P19174|PLCG1_HUMAN 1-phosphatidylinositol-4 5-bisphosphate phosphodiesterase gamma 1 (Phosphoinositide phospholipase C) (PLC-gamma-1) (Phospholipase C-gamma-1) (PLC-II) (PLC-148) [PDYGALYEGRNPG|Y|775|P19174|15592455|]

1051 NRTSQDYDQLPSC gi|88911265|sp|Q13191|CBLB_HUMAN E3 ubiquitin-protein ligase CBL-B (Signal transduction protein CBL-B) (SH3-binding protein CBL-B) (Casitas B-lineage lymphoma proto-oncogene b) (RING finger protein 56) NA

1052 EIINPNYMGVGPF gi|119591435|gb|EAW71029.1| inositol polyphosphate-5-phosphatase  145kDa  isoform CRA_a [Homo sapiens][EIINPNYMGVGPF|Y|914|Q92835|15592455|]

1053 TPGSATYVRYKPS gi|92058729|sp|O60292|SI1L3_HUMAN Signal-induced proliferation-associated 1-like protein 3 (SPA-1-like protein 3) NA

1054 LDRHVAYGGYSTP gi|55976600|sp|Q9HBL0|TENS1_HUMAN Tensin-1 NA

1055 QRFAKQYINAIKD gi|134044255|sp|Q15149|PLEC1_HUMAN Plectin-1 (PLTN) (PCN) (Hemidesmosomal protein 1) (HD1) (Plectin-11)NA

1056 FESTPVYPNAGRY gi|30172968|sp|Q9NUB1|ACS2L_HUMAN Acetyl-coenzyme A synthetase 2-like  mitochondrial precursor (Acetate--CoA ligase 2) (Acetyl-CoA synthetase 2) (Acyl-CoA synthetase short-chain family member 1) NA

1057 LDMLQYYLNLTEA gi|39932730|sp|Q92484|ASM3A_HUMAN Acid sphingomyelinase-like phosphodiesterase 3a precursor (ASM-like phosphodiesterase 3a) NA

1058 KSGQGYYVEMTVG gi|6685248|sp|P56817|BACE1_HUMAN Beta-secretase 1 precursor (Beta-site APP cleaving enzyme 1) (Beta-site amyloid precursor protein cleaving enzyme 1) (Membrane-associated aspartic protease 2) (Memapsin-2) (Aspartyl protease 2) (Asp 2) (ASP2) NA

1059 ADPINLYANAADI gi|231629|sp|P19835|CEL_HUMAN Bile salt-activated lipase precursor (BAL) (Bile salt-stimulated lipase) (BSSL) (Carboxyl ester lipase) (Sterol esterase) (Cholesterol esterase) (Pancreatic lysophospholipase) NA

1060 MDLLRQYLRVETQ gi|118601083|sp|Q13085|COA1_HUMAN Acetyl-CoA carboxylase 1 (ACC-alpha) [Includes: Biotin carboxylase ] NA

1061 STVKCDYENVPTT gi|50403780|sp|Q16881|TRXR1_HUMAN Thioredoxin reductase 1  cytoplasmic precursor (TR) (TR1)NA

1062 TQNLSAYIIPGTD gi|25091514|sp|O43895|XPP2_HUMAN Xaa-Pro aminopeptidase 2 precursor (X-Pro aminopeptidase 2) (Membrane-bound aminopeptidase P) (Membrane-bound APP) (Membrane-bound AmP) (mAmP) (Aminoacylproline aminopeptidase) NA

1063 DDWKGHYANVACA gi|13124582|sp|P57727|TMPS3_HUMAN Transmembrane protease  serine 3 (Serine protease TADG-12) (Tumor-associated differentially-expressed gene 12 protein) NA

1064 YAYLFKYIIIGDT gi|46577636|sp|P61019|RAB2A_HUMAN Ras-related protein Rab-2A NA

1065 AQIQEPYTAVGYL gi|547686|sp|P36915|GNL1_HUMAN Guanine nucleotide-binding protein-like 1 (GTP-binding protein HSR1) NA

1066 YDRNKCYTAVVPL gi|400044|sp|P01591|IGJ_HUMAN Immunoglobulin J chain NA

1067 LSSREAYGRALDR gi|23831128|sp|P18505|GBRB1_HUMAN Gamma-aminobutyric-acid receptor subunit beta-1 precursor (GABA(A) receptor subunit beta-1) NA

1068 VFLPVFYTAVFLT gi|1346170|sp|P49685|GPR15_HUMAN G-protein coupled receptor 15 (BOB) NA

1069 NKDNENYPNVKKA gi|7674059|sp|O14626|GP171_HUMAN Probable G-protein coupled receptor 171 (G-protein coupled receptor H963) NA

1070 DVQYDLYLNVANR gi|417184|sp|P26951|IL3RA_HUMAN Interleukin-3 receptor alpha chain precursor (IL-3R-alpha) (CD123 antigen) NA

1071 TFNRTGYANVTIY gi|116242527|sp|Q01638|ILRL1_HUMAN Interleukin-1 receptor-like 1 precursor (ST2 protein) NA

1072 RVVESAYLNLSSE gi|547770|sp|P07333|CSF1R_HUMAN Macrophage colony-stimulating factor 1 receptor precursor (CSF-1-R) (Fms proto-oncogene) (c-fms) (CD115 antigen) NA

1073 IHIETKYEDNKGS gi|147720965|sp|Q9UKF7|PITC1_HUMAN Cytoplasmic phosphatidylinositol transfer protein 1 (Retinal degeneration B homolog beta) (RdgBbeta) (MrdgBbeta) (M-rdgB beta)NA

1074 LSSSVGYLQHPGS gi|92086999|sp|Q15032|R3HD1_HUMAN R3H domain-containing protein 1 NA

1075 ASYSDPYISQRLC gi|38372723|sp|Q8NGL4|OR5DD_HUMAN Olfactory receptor 5D13 (Olfactory receptor OR11-142) (Olfactory receptor OR11-148) NA

1076 FLSEVAYLMEPLC gi|59797888|sp|Q9H0E9|BRD8_HUMAN Bromodomain-containing protein 8 (p120) (Skeletal muscle abundant protein) (Skeletal muscle abundant protein 2) (Thyroid hormone receptor coactivating protein 120kDa) (TrCP120) NA

1077 FYNNPAYADPGMC gi|143811383|sp|Q96NT3|CV013_HUMAN Uncharacterized protein C22orf13 (Protein LLN4)'NA

1078 KPLDELYEKKANC gi|34098756|sp|Q9UQD0|SCN8A_HUMAN Sodium channel protein type 8 subunit alpha (Sodium channel protein type VIII subunit alpha) (Voltage-gated sodium channel subunit alpha Nav1.6) NA

1079 SFNSTIYEVIGKS gi|47605541|sp|Q9BZW8|CD244_HUMAN Natural killer cell receptor 2B4 precursor (NKR2B4) (NK cell type I receptor protein 2B4) (h2B4) (CD244 antigen) (NK cell activation-inducing ligand) (NAIL) NA

1080 WVKSSEYHENKKS gi|20178235|sp|Q9Y2H8|ZN510_HUMAN Zinc finger protein 510 NA

1081 KPPKKSYVNYKVL gi|146286060|sp|Q8NDD1|CA131_HUMAN Uncharacterized protein C1orf131NA

1082 KRRKPNYSSVDLS gi|119585708|gb|EAW65304.1| calcium channel  voltage-dependent  alpha 2/delta 3 subunit  isoform CRA_b [Homo sapiens]NA

1083 VTGNPSYTCSCLS gi|119591637|gb|EAW71231.1| hCG2013435  isoform CRA_d [Homo sapiens]NA

1084 GLRPEKYFWTGLS gi|126730|sp|P22897|MRC1_HUMAN Macrophage mannose receptor 1 precursor (MMR) (CD206 antigen) NA

1085 RKMPTDYIRNGVL gi|119593843|gb|EAW73437.1| death-inducing-protein  isoform CRA_f [Homo sapiens]NA

1086 FLINSNYVDPKFP gi|547692|sp|P17483|HXB4_HUMAN Homeobox protein Hox-B4 (Hox-2F) (Hox-2.6) NA

1087 LHSKENYDKYSEP gi|23822034|sp|Q9HCQ7|RFRP_HUMAN FMRFamide-related peptides precursor (Neuropeptide VF) [Contains: Neuropeptide NPSF (Neuropeptide RFRP-1); Neuropeptide RFRP-2; Neuropeptide NPVF (Neuropeptide RFRP-3)] NA

1088 RQSKNDYAVDLVL gi|83814829|ref|YP_446200.1| 5 10-methylenetetrahydrofolate reductase [Salinibacter ruber DSM 13855] NA

1089 ANQDTIYEGIGGP gi|85687376|sp|P20908|CO5A1_HUMAN Collagen alpha-1(V) chain precursor NA

1090 EIPESKYSPLGGP gi|9087155|sp|Q12968|NFAC3_HUMAN Nuclear factor of activated T-cells  cytoplasmic 3 (NF-ATc3) (NFATc3) (T cell transcription factor NFAT4) (NF-AT4) (NFATx) NA

1091 LLDKPFYNDFERG gi|126407|sp|P09917|LOX5_HUMAN Arachidonate 5-lipoxygenase (5-lipoxygenase) (5-LO) NA



1092 IGSDDCYVGDGYS gi|73919921|sp|Q14520|HABP2_HUMAN Hyaluronan-binding protein 2 precursor (Plasma hyaluronan-binding protein) (Hepatocyte growth factor activator-like protein) (Factor VII-activating protease) (Factor seven-activating protease) (FSAP) [Contains: Hyaluronan-binding protein 2 50 kDa heavy chain; Hyaluronan-binding protein 2 50 kDa heavy chain alternate form; Hyaluronan-binding protein 2 27 kDa light chain; Hyaluronan-binding protein 2 27 kDa light chain alternate form] NA

1093 PSETDGYVAPLTC gi|119533|sp|P04626|ERBB2_HUMAN Receptor tyrosine-protein kinase erbB-2 precursor (p185erbB2) (C-erbB-2) (NEU proto-oncogene) (Tyrosine kinase-type cell surface receptor HER2) (MLN 19) (CD340 antigen) NA

1094 AKSDIIYVQTDAT gi|33112647|sp|P06213|INSR_HUMAN Insulin receptor precursor (IR) (CD220 antigen) [Contains: Insulin receptor subunit alpha; Insulin receptor subunit beta]NA

1095 HRTCSDYSEMRAT gi|116241333|sp|Q8TDM6|DLG5_HUMAN Disks large homolog 5 (Placenta and prostate DLG) (Discs large protein P-dlg)NA

1096 QFSDDEYKTPLAT gi|74756617|sp|Q5THJ4|VP13D_HUMAN Vacuolar protein sorting-associated protein 13D NA

1097 TAENAEYLRVAPQ gi|2811086|sp|P00533|EGFR_HUMAN Epidermal growth factor receptor precursor (Receptor tyrosine-protein kinase ErbB-1) [TAENAEYLRVAPQ|Y|1197|P00533|8845374;15302935;17081983|EGFR|[P00533:EGFR_HUMAN]]

1098 GAFGTVYKGIWIP gi|119533|sp|P04626|ERBB2_HUMAN Receptor tyrosine-protein kinase erbB-2 precursor (p185erbB2) (C-erbB-2) (NEU proto-oncogene) (Tyrosine kinase-type cell surface receptor HER2) (MLN 19) (CD340 antigen) NA

1099 ITSPFKYQSLLTK gi|127796459|gb|AAH12481.3| Adrenergic  beta-2-  receptor  surface [Homo sapiens][ITSPFKYQSLLTK|Y|141|P04274|8521811;8557631|InsR;IGF1R|[P06213:INSR_HUMAN,P08069:IGF1R_HUMAN]ITSPFKYQSLLTK|Y|141|P07550|8910597|IGF1R|[P08069:IGF1R_HUMAN]]

1100 PIPSVPYAPFAAI gi|143811452|sp|Q13905|RPGF1_HUMAN Rap guanine nucleotide exchange factor 1 (Guanine nucleotide-releasing factor 2) (C3G protein) (CRK SH3-binding GNRP) [PIPSVPYAPFAAI|Y|504|Q13905|14551197;12734187;10318861;15320955|Src;HCK|[P12931:SRC_HUMAN,P08631:HCK_HUMAN]]

1101 QPEQDEYDIPRHL gi|8134339|sp|P56945|BCAR1_HUMAN Breast cancer anti-estrogen resistance protein 1 (CRK-associated substrate) (p130cas) NA

1102 RYLNRNYWEKKQE gi|71152119|sp|O14964|HGS_HUMAN Hepatocyte growth factor-regulated tyrosine kinase substrate (Protein pp110) (Hrs) [RYLNRNYWEKKQE|Y|334|O14964|11687594;12953068|]

1103 ATTDDFYDDPCFD gi|127624|sp|P15172|MYOD1_HUMAN Myoblast determination protein 1 (Myogenic factor 3) (Myf-3) NA

1104 EDCGGGYTPDCSS gi|143811366|sp|P11274|BCR_HUMAN Breakpoint cluster region protein (Renal carcinoma antigen NY-REN-26) [EDCGGGYTPDCSS|Y|328|P11274|9467953|]

1105 GLSKKIYSGDYYR gi|10720097|sp|Q12866|MERTK_HUMAN Proto-oncogene tyrosine-protein kinase MER precursor (C-mer) (Receptor tyrosine kinase MerTK) [GLSKKIYSGDYYR|Y|749|Q12866|8702477|Mer|[Q12866:MERTK_HUMAN]]

1106 QKVAEDYVSVAAF gi|23396831|sp|Q969Q5|RAB24_HUMAN Ras-related protein Rab-24 [QKVAEDYVSVAAF|Y|172|Q969Q5|14680817|]

1107 TLGGSPYPGVPVE gi|120046|sp|P11362|FGFR1_HUMAN Basic fibroblast growth factor receptor 1 precursor (FGFR-1) (bFGF-R) (Fms-like tyrosine kinase 2) (c-fgr) (CD331 antigen) NA

1108 DYGHPVYIVQEMP gi|1706673|sp|P52799|EFNB2_HUMAN Ephrin-B2 precursor (EPH-related receptor tyrosine kinase ligand 5) (LERK-5) (HTK ligand) (HTK-L) [DYGHPVYIVQEMP|Y|317|O73612|11983165;11466320|EphB2;Src_group|[P29323:EPHB2_HUMAN]DYGHPVYIVQEMP|Y|329|P98172|11466320|DYGHPVYIVQEMP|Y|316|P52799|12606549|DYGHPVYIVQEMP|Y|328|P52795|11983165|]

1109 EHRQLNYIQVDLE gi|71152057|sp|Q8WU20|FRS2_HUMAN Fibroblast growth factor receptor substrate 2 (FGFR substrate 2) (Suc1-associated neurotrophic factor target 1) (SNT-1) (FGFR-signaling adaptor SNT) [EHRQLNYIQVDLE|Y|436|Q8C180|9632781|]

1110 GAEEKEYHAEGGK gi|2811086|sp|P00533|EGFR_HUMAN Epidermal growth factor receptor precursor (Receptor tyrosine-protein kinase ErbB-1) [GAEEKEYHAEGGK|Y|869|P00533|11983694;10075741|Src|[P12931:SRC_HUMAN]GAEEKEYHAEGGK|Y|871|Q01279|14647453|]

1111 IIPPVDYLPDNRT gi|50897492|sp|Q92738|US6NL_HUMAN USP6 N-terminal-like protein (Related to the N-terminus of tre) (RN-tre) [IIPPVDYLPDNRT|Y|729|Q92738|15144186|]

1112 NNQLFLYDTHQNL gi|143811440|sp|P16885|PLCG2_HUMAN 1-phosphatidylinositol-4 5-bisphosphate phosphodiesterase gamma 2 (Phosphoinositide phospholipase C) (PLC-gamma-2) (Phospholipase C-gamma-2) (PLC-IV)[NNQLFLYDTHQNL|Y|1217|P24135|11507089|BTK|[Q06187:BTK_HUMAN]NNQLFLYDTHQNL|Y|1217|P16885|11507089;15184383|BTK|[Q06187:BTK_HUMAN]NNQLFLYDTHQNL|Y|1217|Q8CIH5|15509800|]

1113 PQNDDHYVMQEHR gi|37999491|sp|Q07912|ACK1_HUMAN Activated CDC42 kinase 1 (ACK-1) (Tyrosine kinase non-receptor protein 2) [PQNDDHYVMQEHR|Y|284|Q07912|14506255;16472662|TNK2|[Q07912:ACK1_HUMAN]]

1114 QLNLKEYNLV gi|38258883|sp|P50148|GNAQ_HUMAN Guanine nucleotide-binding protein G(q) subunit alpha (Guanine nucleotide-binding protein alpha-q) [QLNLKEYNLV|Y|356|P21278|11994281|QLNLKEYNLV|Y|350|P21279|9188537;12799383|]

1115 GRYYEGYYAAGPG gi|74751663|sp|Q93052|LPP_HUMAN Lipoma-preferred partner (LIM domain-containing preferred translocation partner in lipoma) [GRYYEGYYAAGPG|Y|300|Q93052|15144186;15592455;16094384;15659558|]

1116 KELEEIYMLPRMR gi|3182949|sp|O14646|CHD1_HUMAN Chromodomain-helicase-DNA-binding protein 1 (ATP-dependent helicase CHD1) (CHD-1) [KELEEIYMLPRMR|Y|1068|O14646|12522270|]

1117 QNTDLIYQTGPKS gi|32469749|sp|Q8TBA6|GOGA5_HUMAN Golgin subfamily A member 5 (Golgin-84) (RET-fused gene 5 protein) (Ret-II protein) [QNTDLIYQTGPKS|Y|54|Q8TBA6|15144186;15592455|]

1118 TVRQGGYMPQ gi|729833|sp|P40189|IL6RB_HUMAN Interleukin-6 receptor subunit beta precursor (IL-6R-beta) (Interleukin-6 signal transducer) (Membrane glycoprotein 130) (gp130) (Oncostatin-M receptor alpha subunit) (CD130 antigen) (CDw130) [TVRQGGYMPQ|Y|915|P40189|8612579;10661409|]

1119 DKQRLSYGAFTNQ gi|119370361|sp|Q9ULH1|DDEF1_HUMAN 130 kDa phosphatidylinositol 4 5-biphosphate-dependent ARF1 GTPase-activating protein (PIP2-dependent ARF1 GAP) (ADP-ribosylation factor-directed GTPase-activating protein 1) (ARF GTPase-activating protein 1) (Development and differentiation-enhancing factor 1)[DKQRLSYGAFTNQ|Y|782|Q9QWY8|16413287|]

1120 EKDLPNYNWNSFG gi|6016439|sp|Q15726|KISS1_HUMAN Metastasis-suppressor KiSS-1 precursor (Kisspeptin-1) [Contains: Metastin (Kisspeptin-54); Kisspeptin-14; Kisspeptin-13; Kisspeptin-10] [EKDLPNYNWNSFG|Y|112|Q15726|15144186|]

1121 DERSWVYSPLHYS gi|78099088|sp|O60331|PI51C_HUMAN Phosphatidylinositol-4-phosphate 5-kinase type-1 gamma (Phosphatidylinositol-4-phosphate 5-kinase type I gamma) (PtdIns(4)P-5-kinase gamma) (PtdInsPKIgamma) (PIP5KIgamma) [DERSWVYSPLHYS|Y|644|O70161|14691141|Src|[P12931:SRC_HUMAN]]

1122 EFRDSTYDLPRSL gi|46396035|sp|Q9UQC2|GAB2_HUMAN GRB2-associated-binding protein 2 (GRB2-associated binder 2) (pp100) [EFRDSTYDLPRSL|Y|266|Q9UQC2|12522270|]

1123 FGQQKLYQVPNPQ gi|8134360|sp|Q14511|CASL_HUMAN Enhancer of filamentation 1 (HEF1) (CRK-associated substrate-related protein) (CAS-L) (CasL) (p105) (Protein NEDD9) (Renal carcinoma antigen NY-REN-12) NA

1124 LPTTVDYSSVPKQ gi|8928283|sp|O00559|RCAS1_HUMAN Receptor-binding cancer antigen expressed on SiSo cells (Cancer-associated surface antigen RCAS1) (Estrogen receptor-binding fragment-associated gene 9 protein) [LPTTVDYSSVPKQ|Y|48|O00559|15144186|]

1125 QEQYELYCEMGST gi|88911265|sp|Q13191|CBLB_HUMAN E3 ubiquitin-protein ligase CBL-B (Signal transduction protein CBL-B) (SH3-binding protein CBL-B) (Casitas B-lineage lymphoma proto-oncogene b) (RING finger protein 56) [QEQYELYCEMGST|Y|371|P22681|10635327;11997497|EGFR;InsR|[P00533:EGFR_HUMAN,P06213:INSR_HUMAN]]

1126 SDEKVDYVQVDKE gi|46396035|sp|Q9UQC2|GAB2_HUMAN GRB2-associated-binding protein 2 (GRB2-associated binder 2) (pp100) [SDEKVDYVQVDKE|Y|643|Q9UQC2|15170389|SDEKVDYVQVDKE|Y|632|Q9Z1S8|9885561;11640929|Src|[P12931:SRC_HUMAN]]

1127 NGGPGPYVGQAGT gi|14916543|sp|O60716|CTND1_HUMAN Catenin delta-1 (p120 catenin) (p120(ctn)) (Cadherin-associated Src substrate) (CAS) (p120(cas)) NA

1128 SLDNGGYYISPRI gi|125480|sp|P07948|LYN_HUMAN Tyrosine-protein kinase Lyn [SLDNGGYYISPRI|Y|193|P07948|16497976|]

1129 DEAISDYFRKQYS gi|23831360|sp|P31939|PUR9_HUMAN Bifunctional purine biosynthesis protein PURH [Includes: Phosphoribosylaminoimidazolecarboxamide formyltransferase (5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase) (AICAR transformylase); IMP cyclohydrolase (Inosinicase) (IMP synthetase) (ATIC)] NA

1130 QAGMTGYGMPRQI gi|586000|sp|P37802|TAGL2_HUMAN Transgelin-2 (SM22-alpha homolog) NA

1131 KEDQTEYLEERRV gi|17865718|sp|P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90) NA

1132 SGKIEKYNVPLNR gi|20138067|sp|Q9UHB6|LIMA1_HUMAN LIM domain and actin-binding protein 1 (Epithelial protein lost in neoplasm) NA

1133 MVEDCLYETVKEI gi|84029384|sp|Q9NWQ8|PAG1_HUMAN Phosphoprotein associated with glycosphingolipid-enriched microdomains 1 (Transmembrane adapter protein PAG) (Csk-binding protein) (Transmembrane phosphoprotein Cbp) [MVEDCLYETVKEI|Y|181|Q9NWQ8|16497976|]

1134 DLSDRVYLKTQLE gi|51316025|sp|Q8N4A0|GALT4_HUMAN Polypeptide N-acetylgalactosaminyltransferase 4 (Protein-UDP acetylgalactosaminyltransferase 4) (UDP-GalNAc:polypeptide N-acetylgalactosaminyltransferase 4) (Polypeptide GalNAc transferase 4) (GalNAc-T4) (pp-GaNTase 4) NA

1135 LLEAADYLERRER gi|729978|sp|Q05195|MAD_HUMAN MAD protein (MAX dimerizer) (MAX dimerization protein 1) NA

1136 HEGETSYIRVYPE gi|3929377|sp|Q13242|SFRS9_HUMAN Splicing factor  arginine/serine-rich 9 (Pre-mRNA-splicing factor SRp30C) NA

1137 CRNATRYVVLHAS gi|11387208|sp|Q9UKU6|TRHDE_HUMAN Thyrotropin-releasing hormone-degrading ectoenzyme (TRH-degrading ectoenzyme) (TRH-DE) (TRH-specific aminopeptidase) (Thyroliberinase) (Pyroglutamyl-peptidase II) (PAP-II) NA

1138 AHPLSPYGETLTE gi|143811460|sp|Q9NP31|SH22A_HUMAN SH2 domain-containing protein 2A (T cell-specific adapter protein) (TSAd) (VEGF receptor-associated protein) (SH2 domain-containing adapter protein) NA

1139 DDYPGSYSPQDPS gi|23813907|sp|Q9NQG5|CT077_HUMAN Uncharacterized protein C20orf77 NA

1140 LNTLAHYKIPEGA gi|51701868|sp|Q9Y4D7|PLXD1_HUMAN Plexin-D1 precursor NA

1141 GSYRDSYDSYATH gi|5921786|sp|Q14011|CIRBP_HUMAN Cold-inducible RNA-binding protein (Glycine-rich RNA-binding protein CIRP) (A18 hnRNP) NA

1142 AQGEMLYLATRIE gi|27734215|sp|Q9H9E1|ANRA2_HUMAN Ankyrin repeat family A protein 2 (RFXANK-like 2) NA

1143 PSRNKPYISWPSS gi|92090617|sp|Q9Y5S2|MRCKB_HUMAN Serine/threonine-protein kinase MRCK beta (CDC42-binding protein kinase beta) (Myotonic dystrophy kinase-related CDC42-binding kinase beta) (Myotonic dystrophy protein kinase-like beta) (MRCK beta) (DMPK-like beta) NA



1144 KLNCRLYRKANKS gi|113936|sp|P01008|ANT3_HUMAN Antithrombin-III precursor (ATIII) NA

1145 YGGFDDYGGYNNY gi|23503095|sp|P31942|HNRH3_HUMAN Heterogeneous nuclear ribonucleoprotein H3 (hnRNP H3) (hnRNP 2H9) NA

1146 AAAWKGYADIVQL gi|108885279|sp|Q92882|OSTF1_HUMAN Osteoclast-stimulating factor 1 NA

1147 EFVNQYYGSFKEA gi|1352513|sp|P35228|NOS2A_HUMAN Nitric oxide synthase  inducible (NOS type II) (Inducible NO synthase) (Inducible NOS) (iNOS) (Hepatocyte NOS) (HEP-NOS) NA

1148 KEALKFYTDPSYF gi|59800456|sp|Q9Y6W5|WASF2_HUMAN Wiskott-Aldrich syndrome protein family member 2 (WASP-family protein member 2) (Protein WAVE-2) (Verprolin homology domain-containing protein 2) [KEALKFYTDPSYF|Y|150|Q9Y6W5|15657136|Abl|[P00519:ABL1_HUMAN]]

1149 EEQKKYYNAMKKL gi|150417969|ref|NP_001092875.1| voltage-gated sodium channel type V alpha isoform d [Homo sapiens][EEQKKYYNAMKKL|Y|1495|Q14524|15831816|]

1150 IQAEEWYFGKLGR gi|125370|sp|P06241|FYN_HUMAN Proto-oncogene tyrosine-protein kinase Fyn (p59-Fyn) (Protooncogene Syn) (SLK) NA

1151 ELEEPVYEEPVYE gi|73619965|sp|Q8WWN8|CEND3_HUMAN Centaurin-delta 3 (Cnt-d3) (Arf-GAP  Rho-GAP  ankyrin repeat and pleckstrin homology domain-containing protein 3) NA

1152 YSSEDDYVGYSDV gi|29337242|sp|Q9UH99|UN84B_HUMAN Sad1/unc-84-like protein 2 (Rab5-interacting protein) (Rab5IP) NA

1153 DDISSSYTTTTTI gi|21431730|sp|O00767|ACOD_HUMAN Acyl-CoA desaturase (Stearoyl-CoA desaturase) (Fatty acid desaturase) (Delta(9)-desaturase) NA

1154 TRFTDDYQLFEEL gi|62512173|sp|Q13555|KCC2G_HUMAN Calcium/calmodulin-dependent protein kinase type II gamma chain (CaM-kinase II gamma chain) (CaM kinase II gamma subunit) (CaMK-II subunit gamma)NA

1155 KLAPITYPQGLAL gi|131806|sp|P15153|RAC2_HUMAN Ras-related C3 botulinum toxin substrate 2 precursor (p21-Rac2) (Small G protein) (GX) NA

1156 LQGKSLYSYAGLA gi|131573277|gb|ABO33171.1| Rho GTPase-activating protein [Homo sapiens]NA

1157 INEASNYNVTSDY gi|48474955|sp|Q9HAU0|PKHA5_HUMAN Pleckstrin homology domain-containing family A member 5 (Phosphoinositol 3-phosphate-binding protein 2) (PEPP-2) NA

1158 LRPQANYSQIHHP gi|116242614|sp|Q96RT1|LAP2_HUMAN Protein LAP2 (Erbb2-interacting protein) (Erbin) (Densin-180-like protein) NA

1159 CLDRPIYPCRWLC gi|61216811|sp|Q8N474|SFRP1_HUMAN Secreted frizzled-related protein 1 precursor (sFRP-1) (Frizzled-related protein 1) (FRP-1) (Secreted apoptosis-related protein 2) (SARP-2) NA

1160 TAPNDLYLKLEDV gi|50401072|sp|Q8NFU5|IPMK_HUMAN Inositol polyphosphate multikinase (Inositol 1 3 4 6-tetrakisphosphate 5-kinase) NA

1161 TTPDEDYEYMNRQ gi|119534|sp|P21860|ERBB3_HUMAN Receptor tyrosine-protein kinase erbB-3 precursor (c-erbB3) (Tyrosine kinase-type cell surface receptor HER3) NA

1162 PNRVEIYEKTVEV gi|134034199|sp|Q96F07|CYFP2_HUMAN Cytoplasmic FMR1-interacting protein 2 (p53-inducible protein 121)'NA

1163 LKSKMIYASSKDA gi|6831517|sp|Q9Y281|COF2_HUMAN Cofilin-2 (Cofilin  muscle isoform) NA

1164 GSVGGTYRQKSMP gi|115502447|sp|O43166|SI1L1_HUMAN Signal-induced proliferation-associated 1-like protein 1 (High-risk human papilloma viruses E6 oncoproteins targeted protein 1) (E6-targeted protein 1) NA

1165 QLEEDLYDGQVLQ gi|20139178|sp|Q9HBI1|PARVB_HUMAN Beta-parvin (Affixin) NA

1166 SDVNKEYYTQNME gi|74762758|sp|Q9NW64|RBM22_HUMAN Pre-mRNA-splicing factor RBM22 (RNA-binding motif protein 22) (Zinc finger CCCH domain-containing protein 16) NA

1167 IRELVPYDIFTEK gi|119621883|gb|EAX01478.1| lipoxygenase homology domains 1  isoform CRA_b [Homo sapiens]NA

1168 EEADENYNSVNTR gi|3041737|sp|Q12846|STX4_HUMAN Syntaxin-4 (Renal carcinoma antigen NY-REN-31) NA

1169 QEKQELYGKLRST gi|145559478|sp|Q14789|GOGB1_HUMAN Golgin subfamily B member 1 (Giantin) (Macrogolgin) (372 kDa Golgi complex-associated protein) (GCP372) NA

1170 SEHENAYENVPEE gi|6225642|sp|Q13113|PDZ1I_HUMAN PDZK1-interacting protein 1 (17 kDa membrane-associated protein) (Protein DD96) NA

1171 WMFSLGYINPKNS gi|32171483|sp|Q8NFP9|NBEA_HUMAN Protein neurobeachin (Lysosomal-trafficking regulator 2) (Protein BCL8B) NA

1172 DTTEPGYINIMEL gi|34098663|sp|Q92613|JADE3_HUMAN Protein Jade-3 (PHD finger protein 16) NA

1173 YGPQGGYQPDYGQ gi|135162|sp|P08247|SYPH_HUMAN Synaptophysin (Major synaptic vesicle protein p38) NA

1174 ILDEDLYINANDQ gi|1705486|sp|P54132|BLM_HUMAN Bloom syndrome protein (RecQ protein-like 3) (DNA helicase  RecQ-like type 2) NA

1175 SGEGTDYINASYI gi|400199|sp|P23471|PTPRZ_HUMAN Receptor-type tyrosine-protein phosphatase zeta precursor (R-PTP-zeta) NA

1176 SFTILSYLNATDL gi|13124142|sp|Q9NRD0|FBX8_HUMAN F-box only protein 8 (F-box/SEC7 protein FBS) NA

1177 LSGFELYGTVNGV gi|85682779|sp|Q9ULT8|HECD1_HUMAN E3 ubiquitin-protein ligase HECTD1 (HECT domain-containing protein 1) (E3 ligase for inhibin receptor) (EULIR)NA

1178 LPQLLAYPNPIDP gi|51338683|sp|P62256|UBE2H_HUMAN Ubiquitin-conjugating enzyme E2 H (Ubiquitin-protein ligase H) (Ubiquitin carrier protein H) (UbcH2) (E2-20K) NA

1179 CLKMVYYANVVGG gi|6648106|sp|Q05086|UBE3A_HUMAN Ubiquitin-protein ligase E3A (E6AP ubiquitin-protein ligase) (Oncogenic protein-associated protein E6-AP) (Human papillomavirus E6-associated protein) (Renal carcinoma antigen NY-REN-54)NA

1180 EPDYQVYLNASKV gi|28201801|sp|Q9P2B2|FPRP_HUMAN Prostaglandin F2 receptor negative regulator precursor (Prostaglandin F2-alpha receptor regulatory protein) (Prostaglandin F2-alpha receptor-associated protein) (CD9 partner 1) (CD9P-1) (CD315 antigen) NA

1181 TGKSADYVNLSLK gi|17369343|sp|Q9P2S2|NRX2A_HUMAN Neurexin-2-alpha precursor (Neurexin II-alpha) NA

1182 RYAGEVYGMIRFS gi|38258919|sp|P42356|PI4KA_HUMAN Phosphatidylinositol 4-kinase alpha (PI4-kinase alpha) (PtdIns-4-kinase alpha) (PI4K-alpha) NA

1183 VPRCTSYLNPGLP gi|13632586|sp|O75747|P3C2G_HUMAN Phosphatidylinositol-4-phosphate 3-kinase C2 domain-containing gamma polypeptide (Phosphoinositide 3-Kinase-C2-gamma) (PtdIns-3-kinase C2 gamma) (PI3K-C2gamma) NA

1184 VDGKEIYNTIRRK gi|121743|sp|P20936|RASA1_HUMAN Ras GTPase-activating protein 1 (GTPase-activating protein) (GAP) (Ras p21 protein activator) (p120GAP) (RasGAP) [VDGKEIYNTIRRK|Y|460|P20936|1850098|EGFR;PDGFR_group|[P00533:EGFR_HUMAN]]

1185 MLVTHDYTAVKED gi|8928460|sp|O75962|TRIO_HUMAN Triple functional domain protein (PTPRF-interacting protein) NA

1186 AVALQDYMAPDCR gi|2498559|sp|Q16674|MIA_HUMAN Melanoma-derived growth regulatory protein precursor (Melanoma inhibitory activity) NA

1187 RKQLVIYEEISDP gi|115502458|sp|O60225|SSX5_HUMAN Protein SSX5 NA

1188 PSPMPEYLNVHYI gi|1351190|sp|P49116|TR4_HUMAN Orphan nuclear receptor TR4 (Orphan nuclear receptor TAK1) NA

1189 FYKCEAYGRAFNW gi|152031765|sp|Q03924|ZN117_HUMAN Zinc finger protein 117 (Zinc finger protein HPF9) (Provirus-linked krueppel) (h-PLK) NA

1190 DTVQESYENVDSL gi|24418868|sp|O14978|ZN263_HUMAN Zinc finger protein 263 (Zinc finger protein FPM315) (Zinc finger protein with KRAB and SCAN domains 12) NA

1191 ASFSWTYEEIKEV gi|76803797|sp|Q99698|LYST_HUMAN Lysosomal-trafficking regulator (Beige homolog) NA

1192 LYKNVCYVNLLFW gi|30316350|sp|O94823|AT10B_HUMAN Probable phospholipid-transporting ATPase VB']NA

1193 EFYKIHYWDTTTL gi|1169096|sp|P46108|CRK_HUMAN Proto-oncogene C-crk (p38) (Adapter molecule crk) NA

1194 QGPPEIYSNTQFP gi|119599582|gb|EAW79176.1| CDV3 homolog (mouse)  isoform CRA_a [Homo sapiens] NA

1195 TTMKKAYYLACGF gi|62900106|sp|Q9UJW0|DCTN4_HUMAN Dynactin subunit 4 (Dynactin subunit p62) NA



1196 AFIPFSYLVDQWR gi|113041|sp|P22966|ACET_HUMAN Angiotensin-converting enzyme  testis-specific isoform precursor (ACE-T) (Dipeptidyl carboxypeptidase I) (Kininase II) [Contains: Angiotensin-converting enzyme  testis-specific isoform  soluble form] NA

1197 VQVSSAYVKTSEK gi|20141658|sp|O43399|TPD54_HUMAN Tumor protein D54 (hD54) (Tumor protein D52-like 2) NA

1198 RYESSSYTDQFSR gi|85700443|sp|Q07157|ZO1_HUMAN Tight junction protein ZO-1 (Zonula occludens 1 protein) (Zona occludens 1 protein) (Tight junction protein 1) NA

1199 FQYEGTYKWVNPH gi|116242483|sp|P11413|G6PD_HUMAN Glucose-6-phosphate 1-dehydrogenase (G6PD) [FQYEGTYKWVNPH|Y|507|P11413|15951569|]

1200 F5:17 contol_spot NA

1201 pY contol_spot NA

1202 pY contol_spot NA

1203 Triple Flaq contol_spot NA

1204 pY contol_spot NA

1205 pY contol_spot NA

1206 Triple Flaq contol_spot NA

1207 VDEREKYMIGNSV gi|116242614|sp|Q96RT1|LAP2_HUMAN Protein LAP2 (Erbb2-interacting protein) (Erbin) (Densin-180-like protein) NA

1208 KEEMGDYIRSYSV gi|97046413|sp|Q567U6|CCD93_HUMAN Coiled-coil domain-containing protein 93 NA

1209 SKADEYYPEHTSV gi|46397678|sp|Q13017|RHG05_HUMAN Rho GTPase-activating protein 5 (p190-B) NA

1210 IISKMMYENTTTV gi|30172802|sp|Q15021|CND1_HUMAN Condensin complex subunit 1 (Non-SMC condensin I complex subunit D2) (Chromosome condensation-related SMC-associated protein 1) (Chromosome-associated protein D2) (hCAP-D2) (XCAP-D2 homolog) NA

1211 PNEQNIYIVVGVV gi|6624134|gb|AAF19260.1|AC004832_5 similar to SHPS-1 [Homo sapiens]; similar to BAA12974.1 (PID:g1864011) NA

1212 SHSRELYTSKWTV gi|134035045|sp|O94886|TM63A_HUMAN Transmembrane protein 63A NA

1213 DGYQDGYWDGPHW gi|124219|sp|P23588|IF4B_HUMAN Eukaryotic translation initiation factor 4B (eIF-4B) NA

1214 GIENIHYLNDGLW gi|119632280|gb|EAX11875.1| malignant T cell amplified sequence 1  isoform CRA_b [Homo sapiens]'NA

1215 KFSKAIYKYVNHW gi|154240671|ref|NP_775760.3| hypothetical protein LOC133558 [Homo sapiens]NA

1216 MFSRSKYASAEKW gi|57162167|emb|CAI39957.1| testis expressed 11 [Homo sapiens] NA

1217 ITENYKYEEGSLQ gi|20532415|sp|O43548|TGM5_HUMAN Protein-glutamine gamma-glutamyltransferase 5 (Transglutaminase-5) (TGase 5) (Transglutaminase X) (TGase X) (TGX) (TG(X)) NA

1218 QQMLEGYSDPGIW gi|133777266|gb|AAI01037.1| PCDHGC4 protein [Homo sapiens]NA

1219 LLECLDYLTAPNP gi|22653810|sp|O15344|TRI18_HUMAN Midline-1 (Tripartite motif-containing protein 18) (Putative transcription factor XPRF) (Midin) (RING finger protein 59) (Midline 1 RING finger protein) NA

1220 QKAGEGYEQTLLQ gi|10834694|gb|AAG23777.1|AF258574_1 PP4135 [Homo sapiens]NA

1221 EGICDSYTDFSTG gi|126366|sp|P07942|LAMB1_HUMAN Laminin subunit beta-1 precursor (Laminin B1 chain) NA

1222 RNEKFNYVVMQLQ gi|97203020|sp|Q5TCY1|TTBK1_HUMAN Tau-tubulin kinase 1 (Brain-derived tau kinase) NA

1223 ENSCTYYECHYPP gi|46397255|sp|Q96E35|ZMY19_HUMAN Zinc finger MYND domain-containing protein 19 (Melanin-concentrating hormone receptor 1-interacting zinc finger protein) (MCH-R1-interacting zinc finger protein) NA

1224 MSSNLEYAKGYPP gi|119611661|gb|EAW91255.1| potassium channel  subfamily T  member 2  isoform CRA_a [Homo sapiens]NA

1225 EDHKSYYAINTVY gi|108860796|sp|Q8IXI2|MIRO1_HUMAN Mitochondrial Rho GTPase 1 (MIRO-1) (hMiro-1) (Ras homolog gene family member T1) (Rac-GTP-binding protein-like protein) NA

1226 KHTRTHYVDKPYY gi|74762721|sp|Q9BZE0|GLIS2_HUMAN Zinc finger protein GLIS2 (GLI-similar 2) (Neuronal Krueppel-like protein) NA

1227 QDEEYLYLVMDYY gi|74762299|sp|Q6DT37|MRCKG_HUMAN Serine/threonine-protein kinase MRCK gamma (CDC42-binding protein kinase gamma) (Myotonic dystrophy kinase-related CDC42-binding kinase gamma) (Myotonic dystrophy protein kinase-like alpha) (MRCK gamma) (DMPK-like gamma) NA

1228 EMDDERYFNEMSA gi|2498281|sp|Q16204|CCDC6_HUMAN Coiled-coil domain-containing protein 6 (H4 protein) (Papillary thyroid carcinoma-encoded protein) NA

1229 IKEWPGYGSTLFD gi|17433142|sp|Q9HD67|MYO10_HUMAN Myosin-X (Unconventional myosin-10)NA

1230 LVENVKYEDIYED gi|152031557|sp|Q92481|AP2B_HUMAN Transcription factor AP-2 beta (AP2-beta) (Activating enhancer-binding protein 2 beta) NA

1231 LEASGDYKYSGRD gi|125729|sp|P12956|KU70_HUMAN ATP-dependent DNA helicase 2 subunit 1 (ATP-dependent DNA helicase II 70 kDa subunit) (Lupus Ku autoantigen protein p70) (Ku70) (70 kDa subunit of Ku antigen) (Thyroid-lupus autoantigen) (TLAA) (CTC box-binding factor 75 kDa subunit) (CTCBF) (CTC75) (DNA-repair protein XRCC6) NA

1232 TPAKSHYVFNLRD gi|119619959|gb|EAW99553.1| hCG1990835  isoform CRA_a [Homo sapiens]NA

1233 IPDAEIYKITATD gi|60416428|sp|O15056|SYNJ2_HUMAN Synaptojanin-2 (Synaptic inositol-1 4 5-trisphosphate 5-phosphatase 2) NA

1234 RFKKCIYVGMATD gi|586092|sp|P10828|THB1_HUMAN Thyroid hormone receptor beta-1 NA

1235 LMCQESYACSGTD gi|34098716|sp|Q9HBF4|ZFYV1_HUMAN Zinc finger FYVE domain-containing protein 1 (Double FYVE-containing protein 1) (Tandem FYVE fingers-1) (SR3) NA

1236 TRTKEKYRVVYTD gi|3023467|sp|O14627|CDX4_HUMAN Homeobox protein CDX-4 (Caudal-type homeobox protein 4) NA

1237 AMQKWYYKDPQGE gi|74710467|sp|Q6Y7W6|PERQ2_HUMAN PERQ amino acid-rich with GYF domain-containing protein 2 (Grb10-interacting GYF protein 2) (Trinucleotide repeat-containing protein 15) NA

1238 DWMEEEYRHIPGE gi|1730125|sp|Q10981|FUT2_HUMAN Galactoside 2-alpha-L-fucosyltransferase 2 (GDP-L-fucose:beta-D-galactoside 2-alpha-L-fucosyltransferase 2) (Alpha(1 2)FT 2) (Fucosyltransferase 2) (Secretor blood group alpha-2-fucosyltransferase) (Secretor factor) (Se) (SE2) NA

1239 EKTEQGYSNTETA gi|115502355|sp|O95671|ASML_HUMAN N-acetylserotonin O-methyltransferase-like protein (ASMTL) NA

1240 EYSCTPYNSLGTA gi|119573141|gb|EAW52756.1| immunoglobulin superfamily  member 9  isoform CRA_a [Homo sapiens]NA

1241 DMETDHYSNGVGE gi|61215334|sp|Q96S59|RANB9_HUMAN Ran-binding protein 9 (RanBP9) (RanBP7) (Ran-binding protein M) (RanBPM) (BPM90) (BPM-L) NA

1242 PEERDGYGRWNHE gi|37999812|sp|Q9UL42|PNMA2_HUMAN Paraneoplastic antigen Ma2 (Onconeuronal antigen Ma2) (Paraneoplastic neuronal antigen MM2) (40 kDa neuronal protein) NA

1243 <<Marker>> contol_spot NA

1244 APKLPPYVWVASE gi|34535146|dbj|BAC87220.1| unnamed protein product [Homo sapiens]NA

1245 LWYDQDYARFESP gi|5870276|gb|AAD54507.1|AC010077_1 MTDM_HUMAN [AA 1- 966]; DNA METHYLTRANSFERASE; DNA METASE; MCMT; M.HSAI [Homo sapiens]NA

1246 DPESSDYGHVQSP gi|32699509|sp|Q14241|ELOA1_HUMAN Transcription elongation factor B polypeptide 3 (RNA polymerase II transcription factor SIII subunit A1) (SIII p110) (Elongin-A) (EloA) (Elongin 110 kDa subunit) NA

1247 NKFVDEYIISPSP gi|119590881|gb|EAW70475.1| hypothetical protein FLJ23861  isoform CRA_a [Homo sapiens]NA



1248 EDVDLGYVEDGTP gi|14423634|sp|Q9P0K1|ADA22_HUMAN ADAM 22 precursor (A disintegrin and metalloproteinase domain 22) (Metalloproteinase-like  disintegrin-like  and cysteine-rich protein 2) (Metalloproteinase-disintegrin ADAM22-3) NA

1249 SFCFLEYEDHKTA gi|23397427|ref|NP_006363.3| synaptotagmin binding  cytoplasmic RNA interacting protein [Homo sapiens] NA

1250 ETASSGYASVQGT gi|74751443|sp|Q8TEB7|RN128_HUMAN E3 ubiquitin-protein ligase RNF128 precursor (RING finger protein 128) (Gene related to anergy in lymphocytes protein) NA

1251 LEFYADYSDNPWL gi|119370373|sp|P51530|DNA2L_HUMAN DNA2-like helicase (DNA replication ATP-dependent helicase-like homolog)NA

1252 GAIKDLYGDFKIT gi|2506889|sp|P51674|GPM6A_HUMAN Neuronal membrane glycoprotein M6-a (M6a) NA

1253 ISPNCGYINSHIT gi|585912|sp|Q04912|RON_HUMAN Macrophage-stimulating protein receptor precursor (MSP receptor) (p185-Ron) (CD136 antigen) (CDw136) [Contains: Macrophage-stimulating protein receptor alpha chain; Macrophage-stimulating protein receptor beta chain] NA

1254 RGQELIYAGMPIT gi|116241237|sp|P53396|ACLY_HUMAN ATP-citrate synthase (ATP-citrate (pro-S-)-lyase) (Citrate cleavage enzyme) NA

1255 VDASDDYIFFNIT gi|152031605|sp|Q5H8C1|FREM1_HUMAN FRAS1-related extracellular matrix protein 1 precursor (Protein QBRICK)NA

1256 RSAKIEYVIPNNT gi|51094947|gb|EAL24192.1| guanine nucleotide binding protein  alpha transducing 3 [Homo sapiens]NA

1257 VFRSLKYAESDPT gi|17368466|sp|Q14703|MBTP1_HUMAN Membrane-bound transcription factor site-1 protease precursor (S1P endopeptidase) (Site-1 protease) (Subtilisin/kexin-isozyme 1) (SKI-1) NA

1258 LEERTRYASPGPT gi|88997880|ref|XP_938403.1| PREDICTED: hypothetical protein [Homo sapiens] NA

1259 AGRLGSYVINGRT gi|32129513|sp|Q96KS0|EGLN2_HUMAN Egl nine homolog 2 (Hypoxia-inducible factor prolyl hydroxylase 1) (HIF-prolyl hydroxylase 1) (HIF-PH1) (HPH-3) (Prolyl hydroxylase domain-containing protein 1) (PHD1) (Estrogen-induced tag 6) NA

1260 KPSSPSYTVVGRT gi|125888011|sp|Q3SX64|CS019_HUMAN Uncharacterized protein C19orf19 NA

1261 TCYADGYEQVYQT gi|62510692|sp|Q8N475|FSTL5_HUMAN Follistatin-related protein 5 precursor (Follistatin-like 5) NA

1262 PRFSEIYHNINAD gi|114163|sp|P27540|ARNT_HUMAN Aryl hydrocarbon receptor nuclear translocator (ARNT protein) (Dioxin receptor  nuclear translocator) (Hypoxia-inducible factor 1 beta) (HIF-1 beta) NA

1263 VAEWEKYIISLAD gi|126469|sp|P23467|PTPRB_HUMAN Receptor-type tyrosine-protein phosphatase beta precursor (Protein-tyrosine phosphatase beta) (R-PTP-beta) NA

1264 <<Marker>> contol_spot NA

1265 LPRVSAYVDTTAD gi|72533478|gb|AAI00957.1| Spermatogenesis associated  serine-rich 1 [Homo sapiens]NA

1266 RYSNEKYQKFKAV gi|74757585|sp|Q6GMR7|FAAH2_HUMAN Fatty-acid amide hydrolase 2 (Oleamide hydrolase 2) (Anandamide amidohydrolase 2) (Amidase domain-containing protein) NA

1267 FTPKPEYEGPFCV gi|116241339|sp|Q07864|DPOE1_HUMAN DNA polymerase epsilon  catalytic subunit A (DNA polymerase II subunit A)'NA

1268 LLPKTKYVACVCV gi|37081671|sp|Q9P2V4|LRC21_HUMAN Leucine-rich repeat-containing protein 21 precursor (Photoreceptor-associated LRR superfamily protein) (Retina-specific protein PAL) NA

1269 KFHAEIYFDHDLQ gi|45477317|sp|Q8N302|AGGF1_HUMAN Angiogenic factor with G patch and FHA domains 1 (Angiogenic factor VG5Q) (Vasculogenesis gene on 5q protein) (hVG5Q) (G patch domain-containing protein 7) NA

1270 IYVSDGYCNSRIV gi|23503036|sp|P19021|AMD_HUMAN Peptidyl-glycine alpha-amidating monooxygenase precursor (PAM) [Includes: Peptidylglycine alpha-hydroxylating monooxygenase (PHM); Peptidyl-alpha-hydroxyglycine alpha-amidating lyase (Peptidylamidoglycolate lyase) (PAL)] NA

1271 MDSEFRYTLFPIV gi|129557|sp|P25105|PTAFR_HUMAN Platelet-activating factor receptor (PAF-R) NA

1272 PILEPKYAVEKIV gi|119607188|gb|EAW86782.1| retinal short chain dehydrogenase reductase isoform 1  isoform CRA_c [Homo sapiens]NA

1273 SMEKGVYVCIIKV gi|74747057|sp|Q5VU65|P210L_HUMAN Nuclear pore membrane glycoprotein 210-like precursor (Nucleoporin 210 kDa-like) NA

1274 GVADGAYVSPWKP gi|4063508|gb|AAC98314.1| unknown [Homo sapiens]NA

1275 KQCKDIYCDYLDF gi|12229836|sp|Q99665|I12R2_HUMAN Interleukin-12 receptor beta-2 chain precursor (IL-12 receptor beta-2) (IL-12R-beta2) NA

1276 PWSENKYDISKDF gi|74708278|sp|Q5XXA6|TM16A_HUMAN Transmembrane protein 16A (Discovered on gastrointestinal stromal tumors protein 1) (Oral cancer overexpressed protein 2) (Tumor amplified and overexpressed sequence 2) NA

1277 GRPGDGYMGMAGF gi|48429103|sp|P61978|HNRPK_HUMAN Heterogeneous nuclear ribonucleoprotein K (hnRNP K) (Transformation up-regulated nuclear protein) (TUNP) NA

1278 IQLKDTYETNTFF gi|2833281|sp|Q16816|PHKG1_HUMAN Phosphorylase b kinase gamma catalytic chain  skeletal muscle isoform (Phosphorylase kinase subunit gamma 1) NA

1279 LDDGPAYEDCSEF gi|108757328|ref|YP_635434.1| transcriptional regulator  AfsR/DnrI/RedD family [Myxococcus xanthus DK 1622] NA

1280 QKTERDYVGTLEF gi|74758897|sp|Q70Z35|DEPD2_HUMAN DEP domain-containing protein 2 (Phosphatidylinositol 3 4 5-trisphosphate-dependent Rac exchanger 2) (PtdIns(3 4 5)-dependent Rac exchanger 2) (P-Rex2) NA

1281 SCFTKDYEEHDKA gi|117558|sp|P09603|CSF1_HUMAN Macrophage colony-stimulating factor 1 precursor (CSF-1) (MCSF) (M-CSF) (Lanimostim) NA

1282 GKDDHGYKQSKDM gi|109825713|sp|Q68D51|DEN2C_HUMAN DENN domain-containing protein 2C NA

1283 GPDAEHYWSLAAM gi|152061018|gb|AAI50537.1| LOC388323 protein [Homo sapiens]NA

1284 AASTAIYVYMYSF gi|13878808|sp|Q9HD45|TM9S3_HUMAN Transmembrane 9 superfamily protein member 3 precursor (SM-11044-binding protein) (EP70-P-iso) NA

1285 <<Marker>> contol_spot NA

1286 DPSEQRYGMIRTF gi|148886707|ref|NP_001092142.1| hephaestin-like 1 [Homo sapiens]NA

1287 LASALDYETLYTF gi|62287160|sp|Q9BYE9|PCDLK_HUMAN Protocadherin LKC precursor (PC-LKC) NA

1288 SEHDFAYQDPKVH gi|51701722|sp|O43157|PLXB1_HUMAN Plexin-B1 precursor (Semaphorin receptor SEP) NA

1289 LPSKDDYFQVLCM gi|119631984|gb|EAX11579.1| glycosyltransferase-like domain containing 1  isoform CRA_a [Homo sapiens]NA

1290 MEAKNSYVRDDAI gi|23503103|sp|Q12933|TRAF2_HUMAN TNF receptor-associated factor 2 (Tumor necrosis factor type 2 receptor-associated protein 3) NA

1291 EKIKSLYVNMIDI gi|4895029|gb|AAD32701.1|AF143884_1 unknown [Homo sapiens] NA

1292 MEPSDSYEVLSCI gi|13124090|sp|Q9UBF2|COPG2_HUMAN Coatomer subunit gamma-2 (Gamma-2 coat protein) (Gamma-2 COP) NA

1293 SDAEEKYSQKEDI gi|51094986|gb|EAL24230.1| similar to tropomyosin 3 [Homo sapiens]NA

1294 WGEETDYTPVWCM gi|2507533|sp|P06132|DCUP_HUMAN Uroporphyrinogen decarboxylase (URO-D) (UPD) NA

1295 GWEELVYYTVPLI gi|17380133|sp|O75323|NIPS2_HUMAN Protein NipSnap2 (Glioblastoma amplified sequence) NA

1296 YSSWSDYIHICNI gi|37538034|sp|Q8TEB1|WDR23_HUMAN WD repeat protein 23 NA

1297 PCCKEDYNGCPNI gi|32469734|sp|Q8IZD9|DOCK3_HUMAN Dedicator of cytokinesis protein 3 (Modifier of cell adhesion) (Presenilin-binding protein) (PBP) NA

1298 FASSNIYSDSERI gi|74751127|sp|Q8N9S7|CX059_HUMAN Uncharacterized protein CXorf59 NA

1299 LIIDEYYDNTGRI gi|20532415|sp|O43548|TGM5_HUMAN Protein-glutamine gamma-glutamyltransferase 5 (Transglutaminase-5) (TGase 5) (Transglutaminase X) (TGase X) (TGX) (TG(X)) NA



1300 PPRVPKYVLTDHK gi|74735426|sp|O60284|ST18_HUMAN Suppression of tumorigenicity protein 18 (Zinc finger protein 387) NA

1301 VSEWTEYKTADGK gi|52783427|sp|O14776|TCRG1_HUMAN Transcription elongation regulator 1 (TATA box-binding protein-associated factor 2S) (Transcription factor CA150) NA

1302 EVEAESYEGSRIK gi|114762|sp|P06748|NPM_HUMAN Nucleophosmin (NPM) (Nucleolar phosphoprotein B23) (Numatrin) (Nucleolar protein NO38) NA

1303 TKEKEFYDEWPIK gi|90111861|sp|P51160|PDE6C_HUMAN Cone cGMP-specific 3' 5'-cyclic phosphodiesterase subunit alpha' (cGMP phosphodiesterase 6C) NA

1304 ADRKDGYVWSGKK gi|20178106|sp|Q8WXH5|SOCS4_HUMAN Suppressor of cytokine signaling 4 (SOCS-4) (Suppressor of cytokine signaling 7) (SOCS-7) NA

1305 ESEESLYKPGAKK gi|77416856|sp|P35663|CYLC1_HUMAN Cylicin-1 (Cylicin I) (Multiple-band polypeptide I) NA

1306 <<Marker>> contol_spot NA

1307 NIRNDKYAGEEGM gi|73921624|sp|Q86U86|PB1_HUMAN Protein polybromo-1 (hPB1) (Polybromo-1D) (BRG1-associated factor 180) (BAF180) NA

1308 DKAKDKYVRSLWK gi|115502390|sp|P07332|FES_HUMAN Proto-oncogene tyrosine-protein kinase Fes/Fps (C-Fes) NA

1309 NYECLVYVQLPFM gi|125731|sp|P13010|KU86_HUMAN ATP-dependent DNA helicase 2 subunit 2 (ATP-dependent DNA helicase II 80 kDa subunit) (Lupus Ku autoantigen protein p86) (Ku86) (Ku80) (86 kDa subunit of Ku antigen) (Thyroid-lupus autoantigen) (TLAA) (CTC box-binding factor 85 kDa subunit) (CTCBF) (CTC85) (Nuclear factor IV) (DNA-repair protein XRCC5) NA

1310 DMSCAKYEFTDAL gi|94536836|ref|NP_060703.3| 2-oxoglutarate and iron-dependent oxygenase domain containing 1 [Homo sapiens] NA

1311 HDFRPDYLRLGAL gi|22654276|sp|O94762|RECQ5_HUMAN ATP-dependent DNA helicase Q5 (RecQ protein-like 5) (RecQ5) NA

1312 ALSHSGYVSFQAL gi|118568027|sp|Q6ZRQ5|CF167_HUMAN Uncharacterized protein C6orf167NA

1313 NFFVDDYARFTIL gi|68053323|sp|Q9NYU2|UGGG1_HUMAN UDP-glucose:glycoprotein glucosyltransferase 1 precursor (UDP-glucose ceramide glucosyltransferase-like 1) (UDP--Glc:glycoprotein glucosyltransferase) (HUGT1) NA

1314 ELDPQKYHDLAKL gi|10720321|sp|Q9UL62|TRPC5_HUMAN Short transient receptor potential channel 5 (TrpC5) (Htrp-5) (Htrp5) NA

1315 ALRKDWYSDCSKL gi|76803799|sp|O15151|MDM4_HUMAN Mdm4 protein (p53-binding protein Mdm4) (Mdm2-like p53-binding protein) (Mdmx protein) (Double minute 4 protein) NA

1316 IDAEGKYMAEALL gi|14285643|sp|O94826|TOM70_HUMAN Mitochondrial precursor proteins import receptor (Translocase of outer membrane TOM70) NA

1317 NIEADTYWCMSKL gi|25008319|sp|Q8WUA7|TB22A_HUMAN TBC1 domain family member 22A NA

1318 VSPAEYYHQMALL gi|116242494|sp|P10071|GLI3_HUMAN Zinc finger protein GLI3NA

1319 RARGDEYLSWQHM gi|21264427|sp|P30711|GSTT1_HUMAN Glutathione S-transferase theta-1 (GST class-theta-1) (Glutathione transferase T1-1) NA

1320 IEKNIEYVSSSAA gi|152031673|sp|Q92766|RREB1_HUMAN RAS-responsive element-binding protein 1 (RREB-1) (Raf-responsive zinc finger protein LZ321) (Zinc-finger motif-enhancer binding-protein-1) (Zep-1) (Finger protein in nuclear bodies) NA

1321 VITEPIYPEVVHM gi|116241235|sp|Q13362|2A5G_HUMAN Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit gamma isoform (PP2A  B subunit  B' gamma isoform) (PP2A  B subunit  B56 gamma isoform) (PP2A  B subunit  PR61 gamma isoform) (PP2A  B subunit  R5 gamma isoform) (Renal carcinoma antigen NY-REN-29) NA

1322 YSKNQKYTQVEIM gi|42538984|ref|NP_973718.1| cardiomyopathy associated 3 [Rattus norvegicus] NA

1323 AHERTLYTDIAIG gi|20137971|sp|Q9H5Z1|DHX35_HUMAN Probable ATP-dependent RNA helicase DHX35 (DEAH box protein 35) NA

1324 CLGAGGYADNDIG gi|119594421|gb|EAW74015.1| asparaginase like 1  isoform CRA_c [Homo sapiens]NA

1325 RVDPNGYMMMSPS gi|547738|sp|P35568|IRS1_HUMAN Insulin receptor substrate 1 (IRS-1) [RVDPNGYMMMSPS|Y|662|P35568|15592455|RVDPNGYMMMSPS|Y|658|P35570|11572799|IGF1R|[P08069:IGF1R_HUMAN]]

1326 SEDLSAYASISFQ gi|547738|sp|P35568|IRS1_HUMAN Insulin receptor substrate 1 (IRS-1) NA

1327 <<Marker>> contol_spot NA

1328 SFLDSGYRILGAV gi|21903479|sp|P18206|VINC_HUMAN Vinculin (Metavinculin) NA

1329 SIRMKRYILHFHS gi|47117832|sp|P21709|EPHA1_HUMAN Ephrin type-A receptor 1 precursor (Tyrosine-protein kinase receptor EPH) NA

1330 SQESEDYSQPSTS gi|266516|sp|Q00987|MDM2_HUMAN E3 ubiquitin-protein ligase Mdm2 (p53-binding protein Mdm2) (Oncoprotein Mdm2) (Double minute 2 protein) (Hdm2) [SQESEDYSQPSTS|Y|394|Q00987|14757045;12110584;16702947|Abl|[P00519:ABL1_HUMAN]]

1331 TATKDTYDALHMQ gi|23830999|sp|P20963|CD3Z_HUMAN T-cell surface glycoprotein CD3 zeta chain precursor (T-cell receptor T3 zeta chain) (CD247 antigen) [TATKDTYDALHMQ|Y|153|P20963|16094384;15659558|TATKDTYDALHMQ|Y|153|P24161|90239005|]

1332 AIKMERYKDNFTA gi|146345416|sp|Q15375|EPHA7_HUMAN Ephrin type-A receptor 7 precursor (Tyrosine-protein kinase receptor EHK-3) (EPH homology kinase 3) (Receptor protein-tyrosine kinase HEK11) NA

1333 AIKMGRYEESFAA gi|19860819|sp|P54760|EPHB4_HUMAN Ephrin type-B receptor 4 precursor (Tyrosine-protein kinase receptor HTK) (Tyrosine-protein kinase TYRO11) NA

1334 FDERQPYAHMNGG gi|124240|sp|P08069|IGF1R_HUMAN Insulin-like growth factor 1 receptor precursor (Insulin-like growth factor I receptor) (IGF-I receptor) (CD221 antigen) [Contains: Insulin-like growth factor 1 receptor alpha chain; Insulin-like growth factor 1 receptor beta chain] [FDERQPYAHMNGG|Y|1346|P08069|8550552|IGF1R|[P08069:IGF1R_HUMAN]FDERQPYAHMNGG|Y|1352|Q60751|8940173|Src;IGF1R|[P12931:SRC_HUMAN,P08069:IGF1R_HUMAN]]

1335 FQNGLKYIAIDVR gi|2809059|dbj|BAA24500.1| insulin receptor substrate-2 [Homo sapiens]NA

1336 FVLDDQYTSSTGT gi|585361|sp|Q08881|ITK_HUMAN Tyrosine-protein kinase ITK/TSK (T-cell-specific kinase) (Tyrosine-protein kinase Lyk) (Kinase EMT) [FVLDDQYTSSTGT|Y|512|Q08881|9312162;15144186;12842872;17192257|Lck|[P06239:LCK_HUMAN]FVLDDQYTSSTGT|Y|517|Q03526|12842872|]

1337 GEEQSQYMHVGSC gi|1168948|sp|P22001|KCNA3_HUMAN Potassium voltage-gated channel subfamily A member 3 (Voltage-gated potassium channel subunit Kv1.3) (HPCN3) (HGK5) (HuKIII) (HLK3) [GEEQSQYMHVGSC|Y|447|P22001|11812778|Src|[P12931:SRC_HUMAN]]

1338 SQGVDTYVEMRPV gi|547770|sp|P07333|CSF1R_HUMAN Macrophage colony-stimulating factor 1 receptor precursor (CSF-1-R) (Fms proto-oncogene) (c-fms) (CD115 antigen) [SQGVDTYVEMRPV|Y|723|P07333|N.N.|SQGVDTYVEMRPV|Y|721|P09581|11297560;8981370|CSF1R|[P07333:CSF1R_HUMAN]]

1339 KKGNFNYVEFTRI gi|20141521|sp|P24844|MLRN_HUMAN Myosin regulatory light chain 2  smooth muscle isoform (Myosin RLC) (Myosin regulatory light chain 9) (LC20) [KKGNFNYVEFTRI|Y|156|P02612|84032534|EGFR|[P00533:EGFR_HUMAN]KKGNFNYVEFTRI|Y|156|P24844|96108162|EGFR|[P00533:EGFR_HUMAN]]

1340 GVCAERYSQEVFE gi|31077008|sp|O15304|SIVA_HUMAN Apoptosis regulatory protein Siva (CD27-binding protein) (CD27BP) [GVCAERYSQEVFE|Y|34|O15304|11278261|Abl2|[P42684:ABL2_HUMAN]]

1341 EDCYGNYDNLLSQ gi|17380162|sp|O15530|PDPK1_HUMAN 3-phosphoinositide-dependent protein kinase 1 (hPDK1) [EDCYGNYDNLLSQ|Y|376|O15530|11481331;15302935|Src|[P12931:SRC_HUMAN]]

1342 EEEEEAYGWMDFG gi|120952|sp|P01350|GAST_HUMAN Gastrin precursor [Contains: Gastrin-71 (Component I); Gastrin-52 (G52); Big gastrin (Gastrin-34) (G34) (Component II); Gastrin (Gastrin-17) (G17) (Component III); Gastrin-14 (G14); Gastrin-6 (G6)] [EEEEEAYGWMDFG|Y|87|P01350|96108162|Src|[P12931:SRC_HUMAN]]

1343 EELQDDYEDMMEE gi|114787|sp|P02730|B3AT_HUMAN Band 3 anion transport protein (Anion exchange protein 1) (AE 1) (Solute carrier family 4 member 1) (CD233 antigen) [EELQDDYEDMMEE|Y|8|P02730|10942405|Lyn;Syk|[P07948:LYN_HUMAN,P43405:KSYK_HUMAN]]

1344 GALSPLYGVPETN gi|27735219|sp|P49023|PAXI_HUMAN Paxillin [GALSPLYGVPETN|Y|181|P49023|11774284;16254239|]

1345 FMDDDSYSHHSGL gi|5915890|sp|P51636|CAV2_HUMAN Caveolin-2 [FMDDDSYSHHSGL|Y|19|P51636|12091389;15504032|Src|[P12931:SRC_HUMAN]]

1346 KKFKVEYHAGGST gi|6840802|sp|P55263|ADK_HUMAN Adenosine kinase (AK) (Adenosine 5'-phosphotransferase) NA

1347 SSDGHEYIYVDPM gi|129890|sp|P09619|PGFRB_HUMAN Beta-type platelet-derived growth factor receptor precursor (PDGF-R-beta) (CD140b antigen) [SSDGHEYIYVDPM|Y|579|P09619|8195171|PDGFR beta|[P09619:PGFRB_HUMAN]]

1348 <<Marker>> contol_spot NA

1349 KDESVDYVPMLDM gi|129890|sp|P09619|PGFRB_HUMAN Beta-type platelet-derived growth factor receptor precursor (PDGF-R-beta) (CD140b antigen) [KDESVDYVPMLDM|Y|751|P09619|8195171|PDGFR beta;PDGFR_group|[P09619:PGFRB_HUMAN]]

1350 MAPYDNYVPSAPE gi|129890|sp|P09619|PGFRB_HUMAN Beta-type platelet-derived growth factor receptor precursor (PDGF-R-beta) (CD140b antigen) [MAPYDNYVPSAPE|Y|778|P09619|10821867;98055834|PDGFR beta|[P09619:PGFRB_HUMAN]]

1351 VSRLTLYDIAHTP gi|6648067|sp|P40926|MDHM_HUMAN Malate dehydrogenase  mitochondrial precursor [VSRLTLYDIAHTP|Y|56|P40926|15592455|]



1352 SSPGGVYATRSSA gi|55977767|sp|P08670|VIME_HUMAN Vimentin [SSPGGVYATRSSA|Y|61|P08670|15592455|]

1353 QPDSAGYTALHYA gi|74740664|sp|Q53RE8|ANR39_HUMAN Ankyrin repeat domain-containing protein 39 [QPDSAGYTALHYA|Y|65|Q53RE8|15592455|]

1354 LQRTLHYECIVLV gi|20455192|sp|Q9UKK9|NUDT5_HUMAN ADP-sugar pyrophosphatase (Nucleoside diphosphate-linked moiety X motif 5) (Nudix motif 5) (YSA1H) [LQRTLHYECIVLV|Y|74|Q9UKK9|15592455|]

1355 NLDPLVYLLSKLT gi|21450889|sp|Q9BSJ2|GCP2_HUMAN Gamma-tubulin complex component 2 (GCP-2) (Spindle pole body protein Spc97 homolog) (hSpc97) (hGCP2) (h103p) [NLDPLVYLLSKLT|Y|83|Q9BSJ2|15592455|]

1356 TPQGREYGMIYLG gi|60415926|sp|Q7KZF4|SND1_HUMAN Staphylococcal nuclease domain-containing protein 1 (p100 co-activator) (100 kDa coactivator) (EBNA2 coactivator p100) (Tudor domain-containing protein 11) NA

1357 QGPPEIYSDTQFP gi|119599582|gb|EAW79176.1| CDV3 homolog (mouse)  isoform CRA_a [Homo sapiens] [QGPPEIYSDTQFP|Y|190|Q9UKY7|15592455;16094384|QGPPEIYSDTQFP|Y|213|Q920I4|15592455|]

1358 EQYNEQYGAVRTP gi|62511129|sp|Q9BQ04|RBM4B_HUMAN RNA-binding protein 4B (RNA-binding motif protein 4B) (RNA-binding protein 30) (RNA-binding motif protein 30) [EQYNEQYGAVRTP|Y|194|Q9BWF3|15592455|]

1359 APDKRIYQFTAAS gi|74735515|sp|O75563|SKAP2_HUMAN Src kinase-associated phosphoprotein 2 (Src family-associated phosphoprotein 2) (Src kinase-associated phosphoprotein 55-related protein) (SKAP55 homolog) (SKAP-HOM) (SKAP-55HOM) (Src-associated adapter protein with PH and SH3 domains) (Pyk2/RAFTK-associated protein) (Retinoic acid-induced protein 70) [APDKRIYQFTAAS|Y|197|Q3UND0|15592455|]

1360 ANVLARYASICQQ gi|134254704|gb|ABO65082.1| aldolase A [Homo sapiens]NA

1361 RDEESPYATSLYH gi|74728034|sp|Q8IV50|LYSM2_HUMAN LysM and putative peptidoglycan-binding domain-containing protein 2 [RDEESPYATSLYH|Y|208|Q8IV50|15592455|]

1362 SAVGFEYQGKTEK gi|2498954|sp|Q14247|SRC8_HUMAN Src substrate cortactin (Amplaxin) (Oncogene EMS1) [SAVGFEYQGKTEK|Y|215|Q60598|15592455|]

1363 KAVCSTYLQSRYY gi|21431782|sp|Q9H2X6|HIPK2_HUMAN Homeodomain-interacting protein kinase 2 (hHIPk2) [KAVCSTYLQSRYY|Y|352|O88904|15592455|KAVCSTYLQSRYY|Y|352|Q86Z02|16497976|]

1364 GGSDQNYDIVTIG gi|73920059|sp|Q96PE3|INP4A_HUMAN Type I inositol-3 4-bisphosphate 4-phosphatase (Inositol polyphosphate 4-phosphatase type I) [GGSDQNYDIVTIG|Y|355|Q96PE3|15592455|]

1365 FNHTEDYVLLPDE gi|461848|sp|Q05048|CSTF1_HUMAN Cleavage stimulation factor 50 kDa subunit (CSTF 50 kDa subunit) (CF-1 50 kDa subunit) (CstF-50) [FNHTEDYVLLPDE|Y|367|Q05048|15592455|]

1366 TSRESNYFGLSPE gi|118572680|sp|Q01804|OTUD4_HUMAN OTU domain-containing protein 4 (HIV-1-induced protein HIN-1) NA

1367 PPHPLTYSQLPRV gi|61213006|sp|Q8WXE0|CSKI2_HUMAN Caskin-2 [PPHPLTYSQLPRV|Y|384|Q8WXE0|15592455;16094384|]

1368 KGETGKYLRLPQL gi|125711|sp|P12931|SRC_HUMAN Proto-oncogene tyrosine-protein kinase Src (p60-Src) (c-Src) (pp60c-src) NA

1369 <<Marker>> contol_spot NA

1370 SSTETCYSAIPKA gi|38257363|sp|O75369|FLNB_HUMAN Filamin-B (FLN-B) (Beta-filamin) (Actin-binding-like protein) (Thyroid autoantigen) (Truncated actin-binding protein) (Truncated ABP) (ABP-280 homolog) (ABP-278) (Filamin 3) (Filamin homolog 1) (Fh1) [SSTETCYSAIPKA|Y|2502|O75369|15592455|]

1371 SDMHRGYADSPSK gi|116241280|sp|Q01518|CAP1_HUMAN Adenylyl cyclase-associated protein 1 (CAP 1)NA

1372 PASTPTYSPAPTQ gi|74737148|sp|Q6P1N0|CCD1A_HUMAN Coiled-coil and C2 domain-containing protein 1A (Five repressor element under dual repression-binding protein 1) (FRE under dual repression-binding protein 1) (Freud-1) (Putative NF-kappa-B-activating protein 023N) [PASTPTYSPAPTQ|Y|207|Q6P1N0|15592455|]

1373 KDPVGVYCRVRPL gi|118572664|sp|Q02241|KIF23_HUMAN Kinesin-like protein KIF23 (Mitotic kinesin-like protein 1) (Kinesin-like protein 5) NA

1374 AEDGEEYDDPFAG gi|74735515|sp|O75563|SKAP2_HUMAN Src kinase-associated phosphoprotein 2 (Src family-associated phosphoprotein 2) (Src kinase-associated phosphoprotein 55-related protein) (SKAP55 homolog) (SKAP-HOM) (SKAP-55HOM) (Src-associated adapter protein with PH and SH3 domains) (Pyk2/RAFTK-associated protein) (Retinoic acid-induced protein 70) NA

1375 DEVEDLYELLKLV gi|143955280|sp|Q7L8W6|ATBD4_HUMAN ATP-binding domain protein 4[DEVEDLYELLKLV|Y|97|Q9CQ28|15592455|]

1376 DSLEPPYVMKKYH gi|417110|sp|P25364|HCM1_YEAST Forkhead transcription factor HCM1 (High-copy suppressor of calmodulin protein 1) NA

1377 EKWEPKYLITPNL gi|11133517|sp|Q03125|NRG1_YEAST Transcriptional regulator NRG1 (Zinc finger protein MSS1) NA

1378 YAIEGEYKTLATD gi|135077|sp|P08153|SWI5_YEAST Transcriptional factor SWI5 NA

1379 TTVNDSYQNIWLM gi|56757368|sp|P07248|ADR1_YEAST Regulatory protein ADR1 NA

1380 TTLTEKYVNSLEY gi|1711597|sp|P46676|SUM1_YEAST Suppressor of mar1-1 protein (SUM1-1 protein) NA

1381 NESNEDYLGNEKF gi|50400296|sp|Q04052|ARO80_YEAST Transcriptional activator ARO80 NA

1382 LENDDDYERRNLV gi|74644956|sp|Q06266|TOS4_YEAST Transcription factor TOS4 (Target of SBF protein 4) NA

1383 VRYDEEYVYHEDM gi|1351976|sp|P05085|ARGR2_YEAST Arginine metabolism regulation protein II NA

1384 ATDATKYENSFSG gi|417456|sp|P19880|YAP1_YEAST AP-1-like transcription factor YAP1 (Phenanthroline resistance protein PAR1) (Pleiotropic drug resistance protein PDR4) NA

1385 TSQSTEYENGAQI gi|1708907|sp|P35192|MAC1_YEAST Metal-binding activator 1 NA

1386 FSNEDIYDNIDPD gi|730473|sp|P11938|RAP1_YEAST DNA-binding protein RAP1 (SBF-E) (Repressor/activator site-binding protein) (TUF) NA

1387 LLEQLAYVDNFIP gi|88984445|sp|P32389|MET4_YEAST Transcriptional activator of sulfur metabolism MET4 (Methionine-requiring protein 4) NA

1388 LVFSDGYVVKETI gi|20178306|sp|Q15418|KS6A1_HUMAN Ribosomal protein S6 kinase alpha-1 (S6K-alpha 1) (90 kDa ribosomal protein S6 kinase 1) (p90-RSK 1) (Ribosomal S6 kinase 1) (RSK-1) (pp90RSK1) (p90S6K) (MAP kinase-activated protein kinase 1a) (MAPKAPK1A) NA

1389 VISGEGYGRKADI gi|97536681|sp|Q9Y2U5|M3K2_HUMAN Mitogen-activated protein kinase kinase kinase 2 (MAPK/ERK kinase kinase 2) (MEK kinase 2) (MEKK 2) NA

1390 <<Marker>> contol_spot NA

1391 VTECDNYTIRNLV gi|25091053|sp|Q62132|PTPRR_MOUSE Receptor-type tyrosine-protein phosphatase R precursor (Protein-tyrosine-phosphatase SL) (Phosphotyrosine phosphatase 13) NA

1392 GAEEGIYTLNLNE gi|29427817|sp|Q8IVH8|M4K3_HUMAN Mitogen-activated protein kinase kinase kinase kinase 3 (MAPK/ERK kinase kinase kinase 3) (MEK kinase kinase 3) (MEKKK 3) (Germinal center kinase-related protein kinase) (GLK) NA

1393 PDTKDQYIIFGTE gi|30316147|sp|Q9Y4K4|M4K5_HUMAN Mitogen-activated protein kinase kinase kinase kinase 5 (MAPK/ERK kinase kinase kinase 5) (MEK kinase kinase 5) (MEKKK 5) (Kinase homologous to SPS1/STE20) (KHS) NA

1394 QKDYEKYAAKDFQ gi|6685621|sp|Q9Y6R4|M3K4_HUMAN Mitogen-activated protein kinase kinase kinase 4 (MAPK/ERK kinase kinase 4) (MEK kinase 4) (MEKK 4) (MAP three kinase 1) NA

1395 LKDTPLYTDNTAN gi|67460824|sp|Q6P2Q9|PRP8_HUMAN Pre-mRNA-processing-splicing factor 8 (Splicing factor Prp8) (PRP8 homolog) (220 kDa U5 snRNP-specific protein) (p220) NA

1396 SKEKSKYKFPPAA gi|149944548|ref|NP_055990.1| neurobeachin-like 2 [Homo sapiens]NA

1397 TWRMEPYNSSCCN gi|119578863|gb|EAW58459.1| chromosome 9 open reading frame 24  isoform CRA_d [Homo sapiens]NA

1398 YNEGDYYHTVLWM gi|20455169|sp|O15460|P4HA2_HUMAN Prolyl 4-hydroxylase subunit alpha-2 precursor (4-PH alpha-2) (Procollagen-proline 2-oxoglutarate-4-dioxygenase alpha-2 subunit) NA

1399 DERDCLYEYVPDN gi|121945557|sp|Q17RQ9|NKPD1_HUMAN NTPase KAP family P-loop domain-containing protein 1 NA

1400 ELSMEDYWIELEN gi|74723724|sp|Q8N392|RHG18_HUMAN Rho GTPase-activating protein 18 (MacGAP) NA

1401 MSVEGDYTYLRIN gi|74753511|sp|Q9Y5B9|SPT16_HUMAN FACT complex subunit SPT16 (Facilitates chromatin transcription complex subunit SPT16) (hSPT16) (FACT 140 kDa subunit) (FACTp140) (Chromatin-specific transcription elongation factor 140 kDa subunit) NA

1402 QRLEECYEIIEKN gi|30316390|sp|Q9NTI2|AT8A2_HUMAN Probable phospholipid-transporting ATPase IB (ATPase class I type 8A member 2) (ML-1) NA

1403 CEEEFKYAMLALN gi|119611661|gb|EAW91255.1| potassium channel  subfamily T  member 2  isoform CRA_a [Homo sapiens]NA



1404 EDYFTLYADVPLN gi|116241346|sp|Q96RP9|EFG1_HUMAN Elongation factor G 1  mitochondrial precursor (mEF-G 1) (Elongation factor G1) NA

1405 LENGLNYIDLDLV gi|547738|sp|P35568|IRS1_HUMAN Insulin receptor substrate 1 (IRS-1) NA

1406 LIEDNEYTAREGA gi|125474|sp|P06239|LCK_HUMAN Proto-oncogene tyrosine-protein kinase LCK (p56-LCK) (Lymphocyte cell-specific protein-tyrosine kinase) (LSK) (T cell-specific protein-tyrosine kinase) [LIEDNEYTAREGA|Y|394|P06239|89123626;15592455;15659558;17192257|Lck|[P06239:LCK_HUMAN]LIEDNEYTAREGA|Y|393|P42683|92186854|]

1407 DYEGYKYERIDGG gi|88911273|sp|Q12873|CHD3_HUMAN Chromodomain-helicase-DNA-binding protein 3 (ATP-dependent helicase CHD3) (CHD-3) (Mi-2 autoantigen 240 kDa protein) (Mi2-alpha) (Zinc finger helicase) (hZFH) NA

1408 SERDELYAQWGKG gi|74732865|sp|Q9BRD0|BUD13_HUMAN BUD13 homolog [SERDELYAQWGKG|Y|494|Q9BRD0|15592455|]

1409 YWYYNKYINVKKG gi|89029850|ref|XP_933357.1| PREDICTED: similar to ATP synthase  H+ transporting  mitochondrial F0 complex  subunit F2 isoform 2b [Homo sapiens] NA

1410 GRKKIKYKSLTRN gi|38503102|sp|Q8WXU2|DYXC1_HUMAN Dyslexia susceptibility 1 candidate gene 1 protein NA

1411 IQSKNLYKIPLRN gi|55665099|emb|CAH72927.1| GTPase activating Rap/RanGAP domain-like 3 [Homo sapiens] NA

1412 PICMDGYSEIVQN gi|18202358|sp|P78317|RNF4_HUMAN RING finger protein 4 NA

1413 DCYNHHYKKPGYN gi|585673|sp|P38567|HYALP_HUMAN Hyaluronidase PH-20 precursor (Hyal-PH20) (Sperm surface protein PH-20) (Sperm adhesion molecule 1) NA

1414 KPGDTGYKIPRGG gi|134151|sp|P18405|S5A1_HUMAN 3-oxo-5-alpha-steroid 4-dehydrogenase 1 (Steroid 5-alpha-reductase 1) (SR type 1) (S5AR) NA

1415 ISDNDAYWVMNAP gi|6174947|sp|O94810|RGS11_HUMAN Regulator of G-protein signaling 11 (RGS11) NA

1416 NKNDPNYLCMEAP gi|17433091|sp|Q9ULW2|FZD10_HUMAN Frizzled-10 precursor (Fz-10) (hFz10) (FzE7) (CD350 antigen) NA

1417 SHCDLDYGRLPAP gi|56404431|sp|O00634|NET2_HUMAN Netrin-2-like protein precursor NA

1418 LIYPTEYCSVPGG gi|134034993|sp|Q14997|PSME4_HUMAN Proteasome activator complex subunit 4 (Proteasome activator PA200)NA

1419 GHVKEIYKLVALG gi|119615897|gb|EAW95491.1| testis nuclear RNA-binding protein-like  isoform CRA_a [Homo sapiens]NA

1420 LESNEKYAISVKG gi|108861911|sp|Q8WZ42|TITIN_HUMAN Titin (Connectin) (Rhabdomyosarcoma antigen MU-RMS-40.14)NA

1421 REEVHKYVQMMGG gi|62901464|sp|Q92547|TOPB1_HUMAN DNA topoisomerase 2-binding protein 1 (DNA topoisomerase II-binding protein 1) (DNA topoisomerase IIbeta-binding protein 1) (TopBP1)NA

1422 SHTPWDYVINDLG gi|7959167|dbj|BAA95978.1| KIAA1454 protein [Homo sapiens]NA

1423 CKEMSEYCSTLCR gi|83300977|sp|P42575|CASP2_HUMAN Caspase-2 precursor (CASP-2) (ICH-1 protease) (NEDD2 protein) (Neural precursor cell expressed developmentally down-regulated protein 2) (NEDD-2) [Contains: Caspase-2 subunit p18; Caspase-2 subunit p13; Caspase-2 subunit p12] NA

1424 AISAEVYTEEDAA gi|125193|sp|P10644|KAP0_HUMAN cAMP-dependent protein kinase type I-alpha regulatory subunit (Tissue-specific extinguisher 1) (TSE1) NA

1425 GGDVDSYTVSAFR gi|126469|sp|P23467|PTPRB_HUMAN Receptor-type tyrosine-protein phosphatase beta precursor (Protein-tyrosine phosphatase beta) (R-PTP-beta) NA

1426 MAQELKYGDIVER gi|3122765|sp|O14802|RPC1_HUMAN DNA-directed RNA polymerase III subunit RPC1 (RNA polymerase III subunit C1) (DNA-directed RNA polymerase III subunit A) (DNA-directed RNA polymerase III largest subunit) (RPC155) (C160) NA

1427 QNAADSYSWVPER gi|21759074|sp|Q9NPY3|C1QR1_HUMAN Complement component C1q receptor precursor (Complement component 1 q subcomponent receptor 1) (C1qR) (C1qRp) (C1qR(p)) (C1q/MBL/SPA receptor) (Matrix-remodelling-associated protein 4) (CD93 antigen) (CDw93) NA

1428 VFEESIYKTLVER gi|116241319|sp|Q8NHU2|CT026_HUMAN Uncharacterized protein C20orf26NA

1429 CTAEEAYTLTEGR gi|126733|sp|P23368|MAOM_HUMAN NAD-dependent malic enzyme  mitochondrial precursor (NAD-ME) (Malic enzyme 2) NA

1430 GASPDAYLESGGR gi|113428936|ref|XP_001132687.1| PREDICTED: hypothetical protein [Homo sapiens]NA

1431 ACPEPKYRGPLHC gi|74749277|sp|Q6Q0C1|HDMCP_HUMAN Hepatocellular carcinoma-down-regulated mitochondrial carrier protein NA

1432 CLDMFRYTNSYHC gi|11493456|gb|AAG35502.1|AF130117_34 PRO2532 [Homo sapiens]NA

1433 GNLSEKYVFITGC gi|22507405|ref|NP_683695.1| orphan short-chain dehydrogenase / reductase [Homo sapiens] NA

1434 IFLEVKYDDLYHC gi|74756617|sp|Q5THJ4|VP13D_HUMAN Vacuolar protein sorting-associated protein 13D NA

1435 KHKDTEYKKTDIC gi|3121839|sp|O14967|CLGN_HUMAN Calmegin precursor NA

1436 RTSLDLYANVIHC gi|1708404|sp|P51553|IDH3G_HUMAN Isocitrate dehydrogenase [NAD] subunit gamma  mitochondrial precursor (Isocitric dehydrogenase) (NAD(+)-specific ICDH) NA

1437 YPKGESYEDLVQR gi|6226609|sp|Q16877|F264_HUMAN 6-phosphofructo-2-kinase/fructose-2 6-biphosphatase 4 (6PF-2-K/Fru-2 6-P2ASE testis-type isozyme) [Includes: 6-phosphofructo-2-kinase ; Fructose-2 6-bisphosphatase ] NA

1438 IIFLSGYVSVPRR gi|74728760|sp|Q8N328|PGBD3_HUMAN PiggyBac transposable element-derived protein 3 NA

1439 EDEMEIYGYNLSR gi|30316388|sp|Q9H7F0|AT133_HUMAN Probable cation-transporting ATPase 13A3 (ATPase family homolog up-regulated in senescence cells 1)NA

1440 PGNEHLYENLCVL gi|84029599|sp|Q7L591|DOK3_HUMAN Docking protein 3 (Downstream of tyrosine kinase 3) NA

1441 GDFEKPYCQVTTR gi|22095550|sp|Q9HCU4|CELR2_HUMAN Cadherin EGF LAG seven-pass G-type receptor 2 precursor (Epidermal growth factor-like 2) (Multiple epidermal growth factor-like domains 3) (Flamingo 1) NA

1442 RLWGDIYFNPKTR gi|18202501|sp|Q15029|U5S1_HUMAN 116 kDa U5 small nuclear ribonucleoprotein component (U5 snRNP-specific protein  116 kDa) (U5-116 kDa) (Elongation factor Tu GTP-binding domain protein 2) (hSNU114) NA

1443 DQCCPEYECVCDP gi|401413|sp|P04275|VWF_HUMAN von Willebrand factor precursor (vWF) [Contains: von Willebrand antigen 2 (von Willebrand antigen II)] NA

1444 GLSNSIYVFVRDP gi|125472|sp|P10721|KIT_HUMAN Mast/stem cell growth factor receptor precursor (SCFR) (Proto-oncogene tyrosine-protein kinase Kit) (c-kit) (CD117 antigen) NA

1445 ILSDGVYERHMDP gi|148887469|sp|Q8TBC5|ZSC18_HUMAN Zinc finger and SCAN domain-containing protein 18 (Zinc finger protein 447) NA

1446 LFFDLGYDNSLDP gi|22001556|sp|Q99999|G3ST1_HUMAN Galactosylceramide sulfotransferase (GalCer sulfotransferase) (Cerebroside sulfotransferase) (3'-phosphoadenylylsulfate:galactosylceramide 3'-sulfotransferase) (3'-phosphoadenosine-5'-phosphosulfate:GalCer sulfotransferase) NA

1447 PYSADMYVQPVCP gi|2833276|sp|Q16633|OBF1_HUMAN POU domain class 2-associating factor 1 (B-cell-specific coactivator OBF-1) (OCT-binding factor 1) (BOB-1) (OCA-B) NA

1448 EYAERGYERHRAS gi|74749365|sp|Q6UN15|FIP1_HUMAN Pre-mRNA 3'-end-processing factor FIP1 (FIP1-like 1) (Factor interacting with PAP) (hFip1) (Rearranged in hypereosinophilia) NA

1449 HSSVSEYHPADGY gi|2833239|sp|Q12929|EPS8_HUMAN Epidermal growth factor receptor kinase substrate 8 NA

1450 SQGLDDYGARSMS gi|73917636|sp|Q9UQB8|BAIP2_HUMAN Brain-specific angiogenesis inhibitor 1-associated protein 2 (BAI1-associated protein 2) (BAI-associated protein 2) (Protein BAP2) (Insulin receptor substrate p53) (IRSp53) (Insulin receptor substrate protein of 53 kDa) (Insulin receptor substrate p53/p58) (IRSp53/58) (IRS-58) (Fas ligand-associated factor 3) (FLAF3) NA

1451 ESPDGSYTEEQSQ gi|118572321|sp|Q96RU3|FNBP1_HUMAN Formin-binding protein 1 (Formin-binding protein 17) (hFBP17) [ESPDGSYTEEQSQ|Y|522|Q96RU3|15592455|]

1452 GPGGALYARVARR gi|47606791|sp|Q96GP6|SREC2_HUMAN Scavenger receptor class F member 2 precursor (Scavenger receptor expressed by endothelial cells 2 protein) (SREC-II) (SRECRP-1) NA

1453 DVGFSSYELVATP gi|74758999|sp|Q7L2J0|BN3D1_HUMAN BIN3 domain-containing protein 1 (Bin3 homolog) (Bicoid-interacting protein 3 homolog) [DVGFSSYELVATP|Y|661|Q7L2J0|15592455|]

1454 RKTEDTYFISSAG gi|147644956|sp|Q3V6T2|GRDN_HUMAN Girdin (Girders of actin filament) (Akt phosphorylation enhancer) (APE) (Hook-related protein 1) (HkRP1) (G alpha-interacting vesicle-associated protein) (GIV)NA

1455 LIEQEEYLNVQVK gi|30173386|sp|Q9NTJ3|SMC4_HUMAN Structural maintenance of chromosomes protein 4 (Chromosome-associated polypeptide C) (hCAP-C) (XCAP-C homolog) NA



1456 CHTKKDYEEIGPS gi|47117647|sp|P61158|ARP3_HUMAN Actin-like protein 3 (Actin-related protein 3) NA

1457 RECMSHYLRVFNF gi|21362575|sp|Q96CW5|GCP3_HUMAN Gamma-tubulin complex component 3 (GCP-3) (Spindle pole body protein Spc98 homolog) (hSpc98) (hGCP3) (h104p) NA

1458 AEVKAQYEEIAQR gi|547754|sp|P35908|K22E_HUMAN Keratin  type II cytoskeletal 2 epidermal (Cytokeratin-2e) (K2e) (CK 2e) (keratin-2) NA

1459 VKQRIDYANLTGI gi|13431674|sp|O00159|MYO1C_HUMAN Myosin-Ic (Myosin I beta) (MMI-beta) (MMIb) NA

1460 SDENSYYQPDMEY gi|50403806|sp|Q9ULJ8|NEB1_HUMAN Neurabin-1 (Neurabin-I) (Neural tissue-specific F-actin-binding protein I) (Protein phosphatase 1 regulatory subunit 9A)'NA

1461 GIYNSPYIIPGTQ gi|25453448|sp|P14920|OXDA_HUMAN D-amino-acid oxidase (DAMOX) (DAO) (DAAO) NA

1462 QKTPENYPNAGLT gi|130316|sp|P00747|PLMN_HUMAN Plasminogen precursor [Contains: Plasmin heavy chain A; Activation peptide; Angiostatin; Plasmin heavy chain A  short form; Plasmin light chain B] NA

1463 PHHDDLYLNASSF gi|110825735|sp|Q9UMR5|PPT2_HUMAN Lysosomal thioesterase PPT2 precursor (PPT-2) (S-thioesterase G14) NA

1464 HVDDDNYVNARSL gi|27734461|sp|Q9Y644|RFNG_HUMAN Beta-1 3-N-acetylglucosaminyltransferase radical fringe (O-fucosylpeptide 3-beta-N-acetylglucosaminyltransferase)NA

1465 FHYCNAYLNAVRW gi|135006|sp|P08842|STS_HUMAN Steryl-sulfatase precursor (Steroid sulfatase) (Steryl-sulfate sulfohydrolase) (Arylsulfatase C) (ASC) NA

1466 STLLCQYINLQLL gi|730870|sp|P41252|SYIC_HUMAN Isoleucyl-tRNA synthetase  cytoplasmic (Isoleucine--tRNA ligase) (IleRS) (IRS) NA

1467 CISFDRYLNIVHA gi|2829400|sp|P49682|CXCR3_HUMAN C-X-C chemokine receptor type 3 (CXC-R3) (CXCR-3) (Interferon-inducible protein 10 receptor) (IP-10 receptor) (CKR-L2) (CD183 antigen) (G protein-coupled receptor 9) NA

1468 DKMAEAYSEIGMK gi|23830999|sp|P20963|CD3Z_HUMAN T-cell surface glycoprotein CD3 zeta chain precursor (T-cell receptor T3 zeta chain) (CD247 antigen) [DKMAEAYSEIGMK|Y|123|P20963|96108162;12522270;16094384;15659558|Fyn|[P06241:FYN_HUMAN]]

1469 ESMERHYLRVTAQ gi|22095552|sp|Q9NYQ7|CELR3_HUMAN Cadherin EGF LAG seven-pass G-type receptor 3 precursor (Flamingo homolog 1) (hFmi1) (Multiple epidermal growth factor-like domains 2) (Epidermal growth factor-like 1) NA

1470 KECNLVYLIPHAV gi|118228|sp|P21728|DRD1_HUMAN D(1A) dopamine receptor NA

1471 KKILDVYANVCGV gi|21263572|sp|Q9UNE0|EDAR_HUMAN Tumor necrosis factor receptor superfamily member EDAR precursor (Anhidrotic ectodysplasin receptor 1) (Ectodysplasin-A receptor) (EDA-A1 receptor) (Ectodermal dysplasia receptor) (Downless homolog) NA

1472 LAVSEEYLDLRLT gi|13432140|sp|P22455|FGFR4_HUMAN Fibroblast growth factor receptor 4 precursor (FGFR-4) (CD334 antigen) [LAVSEEYLDLRLT|Y|754|P22455|N.N.;8576110|FGFR4|[P22455:FGFR4_HUMAN]]

1473 EYPDGWYTDIRFS gi|401056|sp|P31213|S5A2_HUMAN 3-oxo-5-alpha-steroid 4-dehydrogenase 2 (Steroid 5-alpha-reductase 2) (SR type 2) (5 alpha-SR2) (Type II 5-alpha reductase) NA

1474 KLEDSRYGRLPFS gi|3123225|sp|P21399|IREB1_HUMAN Iron-responsive element-binding protein 1 (IRE-BP 1) (Iron regulatory protein 1) (IRP1) (Ferritin repressor protein) (Aconitate hydratase) (Citrate hydro-lyase) (Aconitase) NA

1475 SLANQQYVSGDGS gi|74761587|sp|Q9HA77|SYCM_HUMAN Probable cysteinyl-tRNA synthetase  mitochondrial precursor (Cysteine--tRNA ligase) (CysRS) NA

1476 CKNSEGYCFMGKC gi|20137479|sp|Q9H2U9|ADAM7_HUMAN ADAM 7 precursor (A disintegrin and metalloproteinase domain 7) (Sperm maturation-related glycoprotein GP-83) NA

1477 FDEKSYYESHLGS gi|74734724|sp|Q9NZC3|GDE1_HUMAN Glycerophosphodiester phosphodiesterase 1 (Membrane interacting protein of RGS16) (RGS16-interacting membrane protein) NA

1478 GVKKPIYLSKLGS gi|62286460|sp|Q13535|ATR_HUMAN Serine/threonine-protein kinase ATR (Ataxia telangiectasia and Rad3-related protein) (FRAP-related protein 1) NA

1479 ASMDDIYFEHTIS gi|21363000|sp|Q8WXI4|ACO11_HUMAN Acyl-coenzyme A thioesterase 11 (Acyl-CoA thioesterase 11) (Acyl-CoA thioester hydrolase 11) (Brown fat-inducible thioesterase) (BFIT) (Adipose-associated thioesterase) NA

1480 EVYEHVYETVDIS gi|59798474|sp|Q9NUP9|LIN7C_HUMAN Lin-7 homolog C (Lin-7C) (Mammalian lin-seven protein 3) (MALS-3) (Vertebrate lin-7 homolog 3) (Veli-3 protein) NA

1481 KTEEEAYALKKIS gi|85683250|sp|Q8N4T0|CBPA6_HUMAN Carboxypeptidase A6 precursor (Carboxypeptidase B) NA

1482 QLSENPYSSGRIS gi|27151703|sp|Q9UPU3|SORC3_HUMAN VPS10 domain-containing receptor SorCS3 precursor NA

1483 VFSHDAYMCTLIS gi|119599207|gb|EAW78801.1| mediator of RNA polymerase II transcription  subunit 12 homolog (yeast)-like  isoform CRA_b [Homo sapiens]NA

1484 IWCHDSYESDGKS gi|74762429|sp|Q7Z3I7|ZN572_HUMAN Zinc finger protein 572 NA

1485 FDESTDYICPMEP gi|42558987|sp|Q8ND30|LIPB2_HUMAN Liprin-beta-2 (Protein tyrosine phosphatase receptor type f polypeptide-interacting protein-binding protein 2) (PTPRF-interacting protein-binding protein 2) NA

1486 NLDNTIYIPFARS gi|119599837|gb|EAW79431.1| coiled-coil domain containing 14  isoform CRA_c [Homo sapiens]NA

1487 SRFELEYALNARS gi|82582303|sp|Q59H18|TNI3K_HUMAN Serine/threonine-protein kinase TNNI3K (TNNI3-interacting kinase) (Cardiac ankyrin repeat kinase)NA

1488 ASMRDLYIKNGQG gi|47117762|sp|P61225|RAP2B_HUMAN Ras-related protein Rap-2b precursor NA

1489 HNNEGSYLAHTQG gi|115764755|ref|XP_781674.2| PREDICTED: similar to SP62_HUMAN; SAP 62; SF3A66 [Strongylocentrotus purpuratus] NA

1490 AFTAYKYVDICFP gi|74752819|sp|Q9HD87|CF050_HUMAN Uncharacterized protein C6orf50 NA

1491 AKADQCYEDVRVS gi|1706004|sp|P31146|COR1A_HUMAN Coronin-1A (Coronin-like protein p57) (Coronin-like protein A) (Clipin-A) (Tryptophan aspartate-containing coat protein) (TACO) NA

1492 ANRTVDYEEVHWL gi|17366834|sp|Q9H251|CAD23_HUMAN Cadherin-23 precursor (Otocadherin) NA

1493 CCKPDTYVPTCWL gi|38372629|sp|Q9BYR8|KRA31_HUMAN Keratin-associated protein 3-1 (Keratin-associated protein 3.1) (High sulfur keratin-associated protein 3.1) NA

1494 GLRENDYLLIHSC gi|125991851|sp|Q9H706|FA59A_HUMAN Protein FAM59A NA

1495 SKESSIYVTKDSC gi|112983|sp|P00505|AATM_HUMAN Aspartate aminotransferase  mitochondrial precursor (Transaminase A) (Glutamate oxaloacetate transaminase 2) NA

1496 EAAPQDYEAVARG gi|41713225|sp|Q14674|ESPL1_HUMAN Separin (Separase) (Caspase-like protein ESPL1) (Extra spindle poles-like 1 protein) NA

1497 KKYICTYINVQER gi|83305554|sp|P49792|RBP2_HUMAN E3 SUMO-protein ligase RanBP2 (Ran-binding protein 2) (Nuclear pore complex protein Nup358) (Nucleoporin Nup358) (358 kDa nucleoporin) (p270) NA

1498 GIQFYLYPNLTRL gi|18203322|sp|Q9NSD5|S6A13_HUMAN Sodium- and chloride-dependent GABA transporter 2NA

1499 NEDYAGYIIPPAP gi|10720285|sp|Q9UNH7|SNX6_HUMAN Sorting nexin-6 (TRAF4-associated factor 2) NA

1500 LEHRKDYINAYSH gi|17369347|sp|Q9P2W9|STX18_HUMAN Syntaxin-18 (Cell growth-inhibiting gene 9 protein) NA

1501 YQYMETYMGPALF gi|20981701|sp|Q14974|IMB1_HUMAN Importin subunit beta-1 (Karyopherin subunit beta-1) (Nuclear factor P97) (Importin 90) NA

1502 AVAFQGYLRQTRC gi|3024000|sp|Q13651|I10R1_HUMAN Interleukin-10 receptor alpha chain precursor (IL-10R-A) (IL-10R1) (CDw210a antigen) [AVAFQGYLRQTRC|Y|446|Q13651|10433356|Tyk2|[P29597:TYK2_HUMAN]]

1503 HSDSEMYVMPAEE gi|82592659|sp|Q8WV28|BLNK_HUMAN B-cell linker protein (Cytoplasmic adapter protein) (B-cell adapter containing SH2 domain protein) (B-cell adapter containing Src homology 2 domain protein) (Src homology 2 domain-containing leukocyte protein of 65 kDa) (SLP-65) [HSDSEMYVMPAEE|Y|84|Q8WV28|12456653|Syk|[P43405:KSYK_HUMAN]HSDSEMYVMPAEE|Y|84|Q9QUN3|16860757|]

1504 LGSQEGYVPKNFI gi|6685489|sp|O75791|GRAP2_HUMAN GRB2-related adapter protein 2 (GADS protein) (Growth factor receptor-binding protein) (GRBLG) (Grf40 adapter protein) (Grf-40) (GRB-2-like protein) (GRB2L) (GRBX) (P38) (Hematopoietic cell-associated adapter protein GrpL) (Adapter protein GRID) (SH3-SH2-SH3 adapter Mona) [LGSQEGYVPKNFI|Y|45|O75791|15144186|]

1505 PPDHQYYNDFPGK gi|17380299|sp|P29353|SHC1_HUMAN SHC-transforming protein 1 (SH2 domain protein C1) (Src homology 2 domain-containing-transforming protein C1) [PPDHQYYNDFPGK|Y|350|P29353|11075717;9121430;9710204;15592455;9927207|Syk;ZAP70;Src;FLT4|[P43405:KSYK_HUMAN,P43403:ZAP70_HUMAN,P12931:SRC_HUMAN,P35916:VGFR3_HUMAN]PPDHQYYNDFPGK|Y|350|P98083|15592455|]

1506 RKEVSKYSDIQRS gi|129892|sp|P16234|PGFRA_HUMAN Alpha-type platelet-derived growth factor receptor precursor (PDGF-R-alpha) (CD140a antigen) [RKEVSKYSDIQRS|Y|754|P16234|7523122|PDGFR alpha|[P16234:PGFRA_HUMAN]]

1507 TNSITVYASVTLP gi|9297047|sp|Q13291|SLAF1_HUMAN Signaling lymphocytic activation molecule precursor (IPO-3) (CD150 antigen) (CDw150) [TNSITVYASVTLP|Y|327|Q13291|11806999;15315965|Fyn;Lyn|[P06241:FYN_HUMAN,P07948:LYN_HUMAN]]



1508 YCPDPLYEVMLKC gi|125484|sp|P08581|MET_HUMAN Hepatocyte growth factor receptor precursor (HGF receptor) (Scatter factor receptor) (SF receptor) (HGF/SF receptor) (Met proto-oncogene tyrosine kinase) (c-Met) [YCPDPLYEVMLKC|Y|1313|P08581|7708691;10069803|]

1509 KVSSTHYYLLPER gi|27923810|sp|Q9UJM3|ERRFI_HUMAN ERBB receptor feedback inhibitor 1 (Mitogen-inducible gene 6 protein) (Mig-6) [KVSSTHYYLLPER|Y|857|Q07912|12522270|]

1510 LQLDNQYAVLENQ gi|119599582|gb|EAW79176.1| CDV3 homolog (mouse)  isoform CRA_a [Homo sapiens] [LQLDNQYAVLENQ|Y|244|Q9UKY7|15144186|]

1511 SHNSALYSQVQKS gi|17366642|sp|Q99704|DOK1_HUMAN Docking protein 1 (Downstream of tyrosine kinase 1) (p62(dok)) (pp62) [SHNSALYSQVQKS|Y|449|Q99704|12087092;10852966;12522270;15592455;16094384;15659558|]

1512 ASQLGVYRAFVDN gi|143811366|sp|P11274|BCR_HUMAN Breakpoint cluster region protein (Renal carcinoma antigen NY-REN-26) [ASQLGVYRAFVDN|Y|591|P11274|12522270|]

1513 DDLHTLYHKKSY gi|74762751|sp|Q9HD26|GOPC_HUMAN Golgi-associated PDZ and coiled-coil motif-containing protein (PDZ protein interacting specifically with TC10) (PIST) (CFTR-associated ligand) (Fused in glioblastoma) [DDLHTLYHKKSY|Y|457|Q9HD26|15144186|]

1514 DSPPALYAEPLDS gi|17366642|sp|Q99704|DOK1_HUMAN Docking protein 1 (Downstream of tyrosine kinase 1) (p62(dok)) (pp62) [DSPPALYAEPLDS|Y|296|Q99704|12087092;10688886|]

1515 NEPVSDYINANII gi|84028248|sp|Q06124|PTN11_HUMAN Tyrosine-protein phosphatase non-receptor type 11 (Protein-tyrosine phosphatase 2C) (PTP-2C) (PTP-1D) (SH-PTP3) (SH-PTP2) (SHP-2) (Shp2)[NEPVSDYINANII|Y|304|Q06124|12531430|NEPVSDYINANII|Y|304|P35235|8995399|]

1516 PRDFAAYRS gi|115973|sp|P10747|CD28_HUMAN T-cell-specific surface glycoprotein CD28 precursor (TP44) [PRDFAAYRS|Y|218|P10747|8992971;8946678|ITK|[Q08881:ITK_HUMAN]]

1517 QSSSPVYGSSAKT gi|27735219|sp|P49023|PAXI_HUMAN Paxillin [QSSSPVYGSSAKT|Y|88|P49023|11695992;16254239|Src|[P12931:SRC_HUMAN]]

1518 SNHHAVYDVPPSV gi|8134339|sp|P56945|BCAR1_HUMAN Breast cancer anti-estrogen resistance protein 1 (CRK-associated substrate) (p130cas) [SNHHAVYDVPPSV|Y|306|P56945|12601080|FGFR1|[P11362:FGFR1_HUMAN]]

1519 VEDDADYEPPPSN gi|10720065|sp|Q13094|LCP2_HUMAN Lymphocyte cytosolic protein 2 (SH2 domain-containing leukocyte protein of 76 kDa) (SLP-76 tyrosine phosphoprotein) (SLP76) [VEDDADYEPPPSN|Y|145|Q13094|8892604|ZAP70;TXK|[P43403:ZAP70_HUMAN,P42681:TXK_HUMAN]]

1520 AQENVDYVILKH gi|6166019|sp|P20273|CD22_HUMAN B-cell receptor CD22 precursor (Sialic acid-binding Ig-like lectin 2) (Siglec-2) (Leu-14) (B-lymphocyte cell adhesion molecule) (BL-CAM) [AQENVDYVILKH|Y|842|P20273|16393971|]

1521 RLPVDYYGIPFAA gi|74745207|sp|Q5T6F2|UBAP2_HUMAN Ubiquitin-associated protein 2 [RLPVDYYGIPFAA|Y|840|Q5T6F2|15144186|]

1522 SKDKDAYSSFGSR gi|73620957|sp|O15523|DDX3Y_HUMAN ATP-dependent RNA helicase DDX3Y (DEAD box protein 3  Y-chromosomal) [SKDKDAYSSFGSR|Y|69|O00571|15592455;16094384|SKDKDAYSSFGSR|Y|69|O15523|15144186|SKDKDAYSSFGSR|Y|67|P16381|15592455|]

1523 TFDAHIYEGRVIQ gi|547803|sp|Q05655|KPCD_HUMAN Protein kinase C delta type (nPKC-delta) [TFDAHIYEGRVIQ|Y|64|Q05655|15302935|TFDAHIYEGRVIQ|Y|64|P28867|11812791|]

1524 TNSEDNYVPMNPG gi|46396035|sp|Q9UQC2|GAB2_HUMAN GRB2-associated-binding protein 2 (GRB2-associated binder 2) (pp100) [TNSEDNYVPMNPG|Y|452|Q9UQC2|11334882|]

1525 TVVHSGYRHQVPS gi|729833|sp|P40189|IL6RB_HUMAN Interleukin-6 receptor subunit beta precursor (IL-6R-beta) (Interleukin-6 signal transducer) (Membrane glycoprotein 130) (gp130) (Oncostatin-M receptor alpha subunit) (CD130 antigen) (CDw130) [TVVHSGYRHQVPS|Y|767|P40189|8612579;10661409|]

1526 APGAGHYEDTILK gi|146328566|sp|Q9UM73|ALK_HUMAN ALK tyrosine kinase receptor precursor (Anaplastic lymphoma kinase) (CD246 antigen) [APGAGHYEDTILK|Y|1604|Q9UM73|15592455;9819383|]

1527 LNPKQDYCSICLQ gi|126253822|sp|Q8N3P4|VPS8_HUMAN Vacuolar protein sorting-associated protein 8 homologNA

1528 SFFEGGYPAYASG gi|38348376|ref|NP_940942.1| UDP-GlcNAc:betaGal beta-1 3-N-acetylglucosaminyltransferase 8 [Homo sapiens] NA

1529 ATAAAGYVSTPLP gi|21928235|dbj|BAC05721.1| seven transmembrane helix receptor [Homo sapiens]NA

1530 IRPKRKYEKKPKV gi|59797889|sp|Q9H2F5|EPC1_HUMAN Enhancer of polycomb homolog 1 NA

1531 LSDAQIYVDKVKQ gi|6831570|sp|O14879|IFIT3_HUMAN Interferon-induced protein with tetratricopeptide repeats 3 (IFIT-3) (IFIT-4) (Interferon-induced 60 kDa protein) (IFI-60K) (ISG-60) (CIG49) (Retinoic acid-induced gene G protein) (RIG-G) NA

1532 INEESDYHDLELV gi|30316346|sp|O43861|ATP9B_HUMAN Probable phospholipid-transporting ATPase IIB NA

1533 LNARRVYMQSQAN gi|57013078|sp|Q7Z699|SPRE1_HUMAN Sprouty-related  EVH1 domain-containing protein 1 (Spred-1) NA

1534 RVKELTYQTEEDR gi|3041707|sp|P13535|MYH8_HUMAN Myosin-8 (Myosin heavy chain 8) (Myosin heavy chain  skeletal muscle  perinatal) (MyHC-perinatal)'NA

1535 RELNKLYPTHACR gi|136120|sp|P17532|TPH1_MOUSE Tryptophan 5-hydroxylase 1 (Tryptophan 5-monooxygenase 1) NA

1536 GMVIPNYSSRTEY gi|22256789|sp|Q96N76|HUTU_HUMAN Probable urocanate hydratase (Urocanase) (Imidazolonepropionate hydrolase) NA

1537 SEKEDKYEEEIKL gi|54039751|sp|P67936|TPM4_HUMAN Tropomyosin alpha-4 chain (Tropomyosin-4) (TM30p1) NA

1538 QQGMTAYGTRRHL gi|2829431|sp|P51911|CNN1_HUMAN Calponin-1 (Calponin H1  smooth muscle) (Basic calponin) NA

1539 NYRMKSYKNKALN gi|3122273|sp|O15131|IMA5_HUMAN Importin subunit alpha-6 (Karyopherin subunit alpha-5) NA

1540 QKYLENYLNRLLT gi|13124441|sp|O14939|PLD2_HUMAN Phospholipase D2 (PLD 2) (Choline phosphatase 2) (Phosphatidylcholine-hydrolyzing phospholipase D2) (PLD1C) (hPLD2) NA

1541 THSDYQYSQRSQA gi|20139105|sp|Q99959|PKP2_HUMAN Plakophilin-2 NA

1542 GGGGGGYAPYGRP gi|20454955|sp|Q14526|HIC1_HUMAN Hypermethylated in cancer 1 protein (Hic-1) (Zinc finger and BTB domain-containing protein 29)NA

1543 DMHDWLYAFNPLL gi|119364606|sp|Q12756|KIF1A_HUMAN Kinesin-like protein KIF1A (Axonal transporter of synaptic vesicles) (Microtubule-based motor KIF1A) (UNC-104-and KIF1A-related protein) (hUNC-104) NA

1544 KPIIDLYEEMGKV gi|12644008|sp|P30085|KCY_HUMAN UMP-CMP kinase (Cytidylate kinase) (Deoxycytidylate kinase) (Cytidine monophosphate kinase) (Uridine monophosphate/cytidine monophosphate kinase) (UMP/CMP kinase) (UMP/CMPK) (Uridine monophosphate kinase) NA

1545 LAEKVVYVGVWIP gi|46577576|sp|P61073|CXCR4_HUMAN C-X-C chemokine receptor type 4 (CXC-R4) (CXCR-4) (Stromal cell-derived factor 1 receptor) (SDF-1 receptor) (Fusin) (Leukocyte-derived seven transmembrane domain receptor) (LESTR) (LCR1) (FB22) (NPYRL) (HM89) (CD184 antigen) NA

1546 SVHSRFYDLSSKY gi|20978558|sp|Q9UNM6|PSD13_HUMAN 26S proteasome non-ATPase regulatory subunit 13 (26S proteasome regulatory subunit S11) (26S proteasome regulatory subunit p40.5) NA

1547 ISAKSNYNFEKPF gi|51338598|sp|P62826|RAN_HUMAN GTP-binding nuclear protein Ran (GTPase Ran) (Ras-like protein TC4) (Androgen receptor-associated protein 24) NA

1548 EKRIQTYLQSTKP gi|12644008|sp|P30085|KCY_HUMAN UMP-CMP kinase (Cytidylate kinase) (Deoxycytidylate kinase) (Cytidine monophosphate kinase) (Uridine monophosphate/cytidine monophosphate kinase) (UMP/CMP kinase) (UMP/CMPK) (Uridine monophosphate kinase) NA

1549 APFFRDYIMSAGL gi|114150036|sp|Q3SYC2|MOGT2_HUMAN 2-acylglycerol O-acyltransferase 2 (Monoacylglycerol O-acyltransferase 2) (Acyl CoA:monoacylglycerol acyltransferase 2) (MGAT2) (hMGAT2) (Diacylglycerol acyltransferase 2-like protein 5) (Diacylglycerol O-acyltransferase candidate 5) (hDC5) NA

1550 TDPSGTYHAWKAN gi|108936006|sp|Q8TAA3|PSA7L_HUMAN Proteasome subunit alpha type 7-like NA

1551 EDDYVGYSDVDQQ gi|29337242|sp|Q9UH99|UN84B_HUMAN Sad1/unc-84-like protein 2 (Rab5-interacting protein) (Rab5IP) NA

1552 DPDTLLYLLQQKS gi|74731648|sp|Q96F24|NRBF2_HUMAN Nuclear receptor-binding factor 2 (NRBF-2) (Comodulator of PPAR and RXR) NA

1553 GGSRDYYSSRSQS gi|5921786|sp|Q14011|CIRBP_HUMAN Cold-inducible RNA-binding protein (Glycine-rich RNA-binding protein CIRP) (A18 hnRNP) NA

1554 DQQHDSYSQNQQS gi|8928305|sp|Q92804|RBP56_HUMAN TATA-binding protein-associated factor 2N (RNA-binding protein 56) (TAFII68) (TAF(II)68) NA

1555 YGGSRDYYSSRSQ gi|5921786|sp|Q14011|CIRBP_HUMAN Cold-inducible RNA-binding protein (Glycine-rich RNA-binding protein CIRP) (A18 hnRNP) NA

1556 PLPENPYHSRPRP gi|8039804|sp|P51970|NDUA8_HUMAN NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 8 (NADH-ubiquinone oxidoreductase 19 kDa subunit) (Complex I-19kD) (CI-19kD) (Complex I-PGIV) (CI-PGIV) NA

1557 SQARSDYHVTQLQ gi|131573277|gb|ABO33171.1| Rho GTPase-activating protein [Homo sapiens]NA

1558 PPPPPAYRTGSLK gi|20981729|sp|Q15654|TRIP6_HUMAN Thyroid receptor-interacting protein 6 (TRIP-6) (OPA-interacting protein 1) (Zyxin-related protein 1) (ZRP-1) [PPPPPAYRTGSLK|Y|131|Q15654|16497976|]

1559 QAPHVHYARLKTL gi|119534|sp|P21860|ERBB3_HUMAN Receptor tyrosine-protein kinase erbB-3 precursor (c-erbB3) (Tyrosine kinase-type cell surface receptor HER3) NA



1560 TILTHAYSRVVLR gi|2494303|sp|Q14232|EI2BA_HUMAN Translation initiation factor eIF-2B subunit alpha (eIF-2B GDP-GTP exchange factor subunit alpha) NA

1561 TRFTEEYQLFEEL gi|20177970|sp|Q9UQM7|KCC2A_HUMAN Calcium/calmodulin-dependent protein kinase type II alpha chain (CaM-kinase II alpha chain) (CaM kinase II alpha subunit) (CaMK-II subunit alpha) NA

1562 TRGAPPYRHIDPF gi|585912|sp|Q04912|RON_HUMAN Macrophage-stimulating protein receptor precursor (MSP receptor) (p185-Ron) (CD136 antigen) (CDw136) [Contains: Macrophage-stimulating protein receptor alpha chain; Macrophage-stimulating protein receptor beta chain] NA

1563 LKSTGNYVDFYSA gi|84028193|sp|Q9UQB3|CTND2_HUMAN Catenin delta-2 (Delta-catenin) (Neural plakophilin-related ARM-repeat protein) (NPRAP) (Neurojungin) (GT24) NA

1564 VTLEDLYNGATRK gi|1706474|sp|P31689|DNJA1_HUMAN DnaJ homolog subfamily A member 1 (Heat shock 40 kDa protein 4) (DnaJ protein homolog 2) (HSJ-2) (HSDJ) NA

1565 SVCAEAYNPDEEE gi|400115|sp|P31323|KAP3_HUMAN cAMP-dependent protein kinase type II-beta regulatory subunit NA

1566 LFYTNLYCSILFL gi|21264488|sp|P41231|P2RY2_HUMAN P2Y purinoceptor 2 (P2Y2) (P2U purinoceptor 1) (P2U1) (ATP receptor) (Purinergic receptor) NA

1567 DETFGEYRSLESD gi|1705571|sp|P32004|L1CAM_HUMAN Neural cell adhesion molecule L1 precursor (N-CAM L1) (CD171 antigen) NA

1568 IGSNSTYLTSKSK gi|50400481|sp|Q86SQ4|GP126_HUMAN Probable G-protein coupled receptor 126 precursor NA

1569 EKELLIYLRVATW gi|3253117|gb|AAC24302.1| TA2R_HUMAN  BETA ISOFORM; TXA2-R; PROSTANOID TP RECEPTOR [Homo sapiens] NA

1570 ASQDPLYINIERA gi|1717829|sp|Q06418|TYRO3_HUMAN Tyrosine-protein kinase receptor TYRO3 precursor (Tyrosine-protein kinase RSE) (Tyrosine-protein kinase SKY) (Tyrosine-protein kinase DTK) (Protein-tyrosine kinase byk) NA

1571 FFLCSVYVPMCTE gi|62298045|sp|Q9ULV1|FZD4_HUMAN Frizzled-4 precursor (Fz-4) (hFz4) (FzE4) (CD344 antigen) NA

1572 EPPPDGYENVTNI gi|20139300|sp|Q9Y3Q0|NALD2_HUMAN N-acetylated-alpha-linked acidic dipeptidase 2 (N-acetylated-alpha-linked acidic dipeptidase II) (NAALADase II) NA

1573 RPTLVWYQPDGTR gi|29337230|sp|Q13444|ADA15_HUMAN ADAM 15 precursor (A disintegrin and metalloproteinase domain 15) (Metalloproteinase-like  disintegrin-like  and cysteine-rich protein 15) (MDC-15) (Metalloprotease RGD disintegrin protein) (Metargidin) NA

1574 EKTNETYGKLEAV gi|118177|sp|P01040|CYTA_HUMAN Cystatin-A (Stefin-A) (Cystatin-AS) NA

1575 YESESAYPNAELV gi|33112667|sp|Q13613|MTMR1_HUMAN Myotubularin-related protein 1 NA

1576 SEAESCYINIART gi|131530|sp|P26045|PTN3_HUMAN Tyrosine-protein phosphatase non-receptor type 3 (Protein-tyrosine phosphatase H1) (PTP-H1) NA

1577 GHTQTDYINASFM gi|1172724|sp|P43378|PTN9_HUMAN Tyrosine-protein phosphatase non-receptor type 9 (Protein-tyrosine phosphatase MEG2) (PTPase-MEG2) NA

1578 NSARSDYLRVSWV gi|126469|sp|P23467|PTPRB_HUMAN Receptor-type tyrosine-protein phosphatase beta precursor (Protein-tyrosine phosphatase beta) (R-PTP-beta) NA

1579 NREKNRYPNILPN gi|126471|sp|P23469|PTPRE_HUMAN Receptor-type tyrosine-protein phosphatase epsilon precursor (Protein-tyrosine phosphatase epsilon) (R-PTP-epsilon) NA

1580 SHSHSDYINASPI gi|116242738|sp|Q92932|PTPR2_HUMAN Receptor-type tyrosine-protein phosphatase N2 precursor (R-PTP-N2) (Islet cell autoantigen-related protein) (ICAAR) (IAR) (Phogrin) NA

1581 TEGEMEYEEITLE gi|71658825|sp|P78352|DLG4_HUMAN Disks large homolog 4 (Postsynaptic density protein 95) (PSD-95) (Synapse-associated protein 90) (SAP90)NA

1582 TQKQPIYIVMELV gi|115502390|sp|P07332|FES_HUMAN Proto-oncogene tyrosine-protein kinase Fes/Fps (C-Fes) NA

1583 TNVKELYGKIAEA gi|17375873|sp|O14908|GIPC1_HUMAN PDZ domain-containing protein GIPC1 (RGS19-interacting protein 1) (GAIP C-terminus-interacting protein) (RGS-GAIP-interacting protein) (Tax interaction protein 2) (TIP-2) NA

1584 TDVETTYADFIAS gi|48428970|sp|P61925|IPKA_HUMAN cAMP-dependent protein kinase inhibitor alpha (PKI-alpha) (cAMP-dependent protein kinase inhibitor  muscle/brain isoform) [TDVETTYADFIAS|Y|8|P61925|92065884|EGFR|[P00533:EGFR_HUMAN]]

1585 LPCTGDYMNMSPV gi|547738|sp|P35568|IRS1_HUMAN Insulin receptor substrate 1 (IRS-1) [LPCTGDYMNMSPV|Y|727|P35570|11572799|IGF1R|[P08069:IGF1R_HUMAN]]

1586 MESIDDYVNVPES gi|14194891|sp|O43561|LAT_HUMAN Linker for activation of T-cells family member 1 (36 kDa phospho-tyrosine adapter protein) (pp36) (p36-38) NA

1587 QALIEAYVDMRKI gi|68571766|sp|P33991|MCM4_HUMAN DNA replication licensing factor MCM4 (CDC21 homolog) (P1-CDC21)']NA

1588 TISPVLYANINFP gi|37999860|sp|O14686|MLL2_HUMAN Myeloid/lymphoid or mixed-lineage leukemia protein 2 (ALL1-related protein) NA

1589 GRRRSEYVEMYPV gi|6831585|sp|Q16621|NFE2_HUMAN Transcription factor NF-E2 45 kDa subunit (Nuclear factor  erythroid-derived 2 45 kDa subunit) (p45 NF-E2) (Leucine zipper protein NF-E2) NA

1590 ARTCQLYPNAVAS gi|18203318|sp|Q9NRJ5|PAPOB_HUMAN Poly(A) polymerase beta (PAP beta) (Polynucleotide adenylyltransferase beta) (Testis-specific poly(A) polymerase) NA

1591 SANGEVYGLLGSV gi|9988061|sp|P48552|NRIP1_HUMAN Nuclear receptor-interacting protein 1 (Nuclear factor RIP140) (Receptor-interacting protein 140) NA

1592 AWQTHTYEEIKAY gi|124028630|sp|Q92753|RORB_HUMAN Nuclear receptor ROR-beta (Retinoid-related orphan receptor-beta) (Nuclear receptor RZR-beta)'NA

1593 ERSETEYALLRTS gi|74741766|sp|Q5JQS6|CA150_HUMAN Putative uncharacterized protein C1orf150 NA

1594 KTASGDYIDSSWE gi|41018464|sp|Q86UX7|URP2_HUMAN Unc-112-related protein 2 (Kindlin-3) (MIG2-like) NA

1595 LQHMQDYPNYKYR gi|20532272|sp|Q9BT81|SOX7_HUMAN Transcription factor SOX-7 NA

1596 NALRGGYSTPQTL gi|46396283|sp|Q12791|KCMA1_HUMAN Calcium-activated potassium channel subunit alpha 1 (Calcium-activated potassium channel  subfamily M subunit alpha 1) (Maxi K channel) (MaxiK) (BK channel) (K(VCA)alpha) (BKCA alpha) (KCa1.1) (Slowpoke homolog) (Slo homolog) (Slo-alpha) (Slo1) (hSlo) NA

1597 KTATNIYIFNLAL gi|32363499|sp|P41143|OPRD_HUMAN Delta-type opioid receptor (DOR-1) NA

1598 SPVPKTYDMLKAG gi|20139105|sp|Q99959|PKP2_HUMAN Plakophilin-2 NA

1599 ADRESRYEEEEEQ gi|74753511|sp|Q9Y5B9|SPT16_HUMAN FACT complex subunit SPT16 (Facilitates chromatin transcription complex subunit SPT16) (hSPT16) (FACT 140 kDa subunit) (FACTp140) (Chromatin-specific transcription elongation factor 140 kDa subunit) NA

1600 SGVGPEYAERPEV gi|119589445|gb|EAW69039.1| hCG22253  isoform CRA_a [Homo sapiens] NA

1601 INSAETYFESARV gi|68565296|sp|Q9H3L0|CB025_HUMAN Uncharacterized protein C2orf25  mitochondrial precursor NA

1602 QIWKTSYAQHKQV gi|114596449|ref|XP_001146194.1| PREDICTED: similar to v-fos transformation effector protein [Pan troglodytes]NA

1603 ALLETEYGQNTRV gi|1770451|emb|CAA66919.1| X-1 [Homo sapiens]NA

1604 RTQDVKYIEMKRV gi|29611911|sp|Q9Y3A2|UTP11_HUMAN Probable U3 small nucleolar RNA-associated protein 11 (U3 snoRNA-associated protein 11) (UTP11-like protein) NA

1605 RIHEPFYKKVAAA gi|74747057|sp|Q5VU65|P210L_HUMAN Nuclear pore membrane glycoprotein 210-like precursor (Nucleoporin 210 kDa-like) NA

1606 LKDDYDYVLISSV gi|74751081|sp|Q8N766|K0090_HUMAN Uncharacterized protein KIAA0090 precursor NA

1607 FYCNTYYIMVLAW gi|1352529|sp|P48029|SC6A8_HUMAN Sodium- and chloride-dependent creatine transporter 1 (CT1) (Creatine transporter 1) (Solute carrier family 6 member 8) NA

1608 KMPEVDYVVLSEW gi|27808656|sp|O00142|KITM_HUMAN Thymidine kinase 2  mitochondrial precursor (Mt-TK) NA

1609 LLMEPEYANICFW gi|119584818|gb|EAW64414.1| glutamate decarboxylase-like 1 [Homo sapiens]NA

1610 LSNESRYMIYEFW gi|74760025|sp|Q8N987|ECBP1_HUMAN EF-hand calcium-binding protein 1 (Neuronal calcium-binding protein 1) NA

1611 SKAEDEYEHEVDW gi|119591752|gb|EAW71346.1| hCG1810857  isoform CRA_b [Homo sapiens]NA



1612 ASSQETYGKSPFW gi|74723330|sp|Q7Z4G4|TRM11_HUMAN tRNA guanosine-2'-O-methyltransferase TRM11 homolog [ASSQETYGKSPFW|Y|44|Q7Z4G4|15592455|]

1613 AHSKVTYEAHKEY gi|32171483|sp|Q8NFP9|NBEA_HUMAN Protein neurobeachin (Lysosomal-trafficking regulator 2) (Protein BCL8B) NA

1614 EKRTDGYAAFQEY gi|34098413|sp|Q15311|RBP1_HUMAN RalA-binding protein 1 (RalBP1) (Ral-interacting protein 1) (76 kDa Ral-interacting protein) (Dinitrophenyl S-glutathione ATPase) (DNP-SG ATPase) NA

1615 KRERDEYKRRCFY gi|32425493|gb|AAH10431.1| HOM-TES-103 protein [Homo sapiens] NA

1616 SDNEYFYVDFREY gi|544320|sp|P36888|FLT3_HUMAN FL cytokine receptor precursor (Tyrosine-protein kinase receptor FLT3) (Stem cell tyrosine kinase 1) (STK-1) (CD135 antigen) [SDNEYFYVDFREY|Y|591|P36888|11971190|FLT3|[P36888:FLT3_HUMAN]]

1617 CPENSHYEVCGPP gi|117949403|sp|Q9Y6R7|FCGBP_HUMAN IgGFc-binding protein precursor (FcgammaBP) (Fcgamma-binding protein antigen)NA

1618 GGAADDYGKAGPP gi|109892840|sp|Q9ULL5|PRR12_HUMAN Proline-rich protein 12NA

1619 VEKGDYYEAHQMY gi|74738593|sp|Q7L5D6|CG020_HUMAN UPF0363 protein C7orf20 NA

1620 GNQDSGYGRSGSY gi|119623229|gb|EAX02824.1| hCG1989619  isoform CRA_a [Homo sapiens]NA

1621 RPGKVKYMSKPSY gi|119576355|gb|EAW55951.1| hCG37560  isoform CRA_a [Homo sapiens]NA

1622 CRPSDPYSMNSVY gi|118572660|sp|O43151|K0401_HUMAN Uncharacterized protein KIAA0401 NA

1623 IGFFTDYEIGPVY gi|74721310|sp|Q9Y238|DLEC1_HUMAN Deleted in lung and esophageal cancer protein 1 (Deleted in lung cancer protein 1) (DLC-1) NA

1624 AKDERIYVTNYYY gi|119611102|gb|EAW90696.1| olfactomedin-like 2B  isoform CRA_a [Homo sapiens]NA

1625 GAWENPYTALAFA gi|77416517|sp|Q9UEF7|KLOT_HUMAN Klotho precursor [Contains: Klotho peptide] NA

1626 IGSESAYESFLSA gi|1170875|sp|P46821|MAP1B_HUMAN Microtubule-associated protein 1B (MAP 1B) [Contains: MAP1 light chain LC1] NA

1627 LCNNFSYVVMLSA gi|2498243|sp|Q13286|CLN3_HUMAN Battenin (Protein CLN3) (Batten disease protein) NA

1628 DHYDPDYEFLQQD gi|143811452|sp|Q13905|RPGF1_HUMAN Rap guanine nucleotide exchange factor 1 (Guanine nucleotide-releasing factor 2) (C3G protein) (CRK SH3-binding GNRP) NA

1629 GAMNDQYHRAARD gi|81175048|sp|Q495M9|USH1G_HUMAN Usher syndrome type-1G protein (Scaffold protein containing ankyrin repeats and SAM domain) NA

1630 YASMLPYNNKDRD gi|729978|sp|Q05195|MAD_HUMAN MAD protein (MAX dimerizer) (MAX dimerization protein 1) NA

1631 KEEADRYQRLKDE gi|29336622|sp|Q14683|SMC1A_HUMAN Structural maintenance of chromosomes protein 1A (SMC1alpha protein) (Sb1.8) NA

1632 RVCDSCYDSIKDE gi|51316866|sp|Q8IWB7|WDFY1_HUMAN WD repeat and FYVE domain-containing protein 1 (WD40- and FYVE domain-containing protein 1) (Phosphoinositide-binding protein 1) (FENS-1) (Zinc finger FYVE domain-containing protein 17) NA

1633 FTDFDKYMTISDE gi|3123230|sp|P55884|IF39_HUMAN Eukaryotic translation initiation factor 3 subunit 9 (eIF-3 eta) (eIF3 p116) (eIF3 p110) (eIF3b) (Prt1 homolog) (hPrt1) NA

1634 YKNRPDYVSEEEE gi|83305554|sp|P49792|RBP2_HUMAN E3 SUMO-protein ligase RanBP2 (Ran-binding protein 2) (Nuclear pore complex protein Nup358) (Nucleoporin Nup358) (358 kDa nucleoporin) (p270) NA

1635 VDHIDIYADVGEE gi|88909266|sp|Q16630|CPSF6_HUMAN Cleavage and polyadenylation specificity factor 6 (Cleavage and polyadenylation specificity factor 68 kDa subunit) (CPSF 68 kDa subunit) (Pre-mRNA cleavage factor Im 68 kDa subunit) (Protein HPBRII-4/7) NA

1636 NDEDKVYHDVNFE gi|113414409|ref|XP_497913.3| PREDICTED: similar to alpha 3 type VI collagen isoform 1 precursor [Homo sapiens] NA

1637 GYRDPPYHNWMHA gi|3182954|sp|O00408|PDE2A_HUMAN cGMP-dependent 3' 5'-cyclic phosphodiesterase (Cyclic GMP-stimulated phosphodiesterase) (CGS-PDE) (cGSPDE) NA

1638 ADEVVKYIDTKNE gi|41018471|sp|Q8NEG5|ZSWM2_HUMAN Zinc finger SWIM domain-containing protein 2 (Zinc finger ZZ-type-containing protein 2) NA

1639 ILDTDEYVLKYME gi|74762202|sp|Q5JVL4|EFHC1_HUMAN EF-hand domain-containing protein 1 NA

1640 ARSEAGYGPFGQE gi|19860819|sp|P54760|EPHB4_HUMAN Ephrin type-B receptor 4 precursor (Tyrosine-protein kinase receptor HTK) (Tyrosine-protein kinase TYRO11) NA

1641 LCCCESYGKINPE gi|13959538|sp|O15105|SMAD7_HUMAN Mothers against decapentaplegic homolog 7 (SMAD 7) (Mothers against DPP homolog 7) (Smad7) (hSMAD7) NA

1642 MGGFDGYVRLNTA gi|52783044|sp|Q6JEL2|KLH10_HUMAN Kelch-like protein 10 NA

1643 <<Marker>> contol_spot NA

1644 QQLEPLYLNLHAF gi|113045|sp|P12821|ACE_HUMAN Angiotensin-converting enzyme  somatic isoform precursor (Dipeptidyl carboxypeptidase I) (Kininase II) (CD143 antigen) [Contains: Angiotensin-converting enzyme  somatic isoform  soluble form] NA

1645 YKEAQEYGSFGTA gi|34223721|sp|P29144|TPP2_HUMAN Tripeptidyl-peptidase 2 (Tripeptidyl-peptidase II) (TPP-II) (Tripeptidyl aminopeptidase) NA

1646 LGEGESYSMPTAF gi|127819|sp|P22736|NR4A1_HUMAN Orphan nuclear receptor NR4A1 (Orphan nuclear receptor HMR) (Early response protein NAK1) (TR3 orphan receptor) (ST-59) NA

1647 RNEQDFYAAVDDF gi|18202948|sp|Q9H8V3|ECT2_HUMAN Protein ECT2 (Epithelial cell-transforming sequence 2 oncogene)NA

1648 ANYMPGYHSKKDF gi|32172451|sp|Q12913|PTPRJ_HUMAN Receptor-type tyrosine-protein phosphatase eta precursor (Protein-tyrosine phosphatase eta) (R-PTP-eta) (HPTP eta) (Protein-tyrosine phosphatase receptor type J) (Density-enhanced phosphatase 1) (DEP-1) (CD148 antigen)NA

1649 IIECLKYICTGDF gi|60392986|sp|Q92878|RAD50_HUMAN DNA repair protein RAD50 (hRAD50) NA

1650 LAEKYKYRSIAIP gi|110815960|sp|Q460N5|PRP14_HUMAN Poly [ADP-ribose] polymerase 14 (PARP-14) (B aggressive lymphoma protein 2)NA

1651 VGSCSSYEDKTIP gi|155369266|ref|NP_001027006.1| potassium channel  subfamily U  member 1 [Homo sapiens]NA

1652 MGRMDTYFEDPLT gi|12585217|sp|Q9Y6A2|CP46A_HUMAN Cytochrome P450 46A1 (Cholesterol 24-hydroxylase) (CH24H) NA

1653 SFDMLRYVETLLT gi|68565328|sp|Q9NXX6|NSE4A_HUMAN Non-SMC element 4 homolog A NA

1654 EQSCEAYKHRGNT gi|17433039|sp|Q9C0A0|CNTP4_HUMAN Contactin-associated protein-like 4 precursor (Cell recognition molecule Caspr4) NA

1655 IDFAQEYEDVLNT gi|119605464|gb|EAW85058.1| tetraspanin 17  isoform CRA_f [Homo sapiens] NA

1656 VVSEPPYYATDYT gi|74737318|sp|Q6P4A8|LAML1_HUMAN LAMA-like protein 1 precursor NA

1657 MYANFGYSINGDA gi|109127525|ref|XP_001099484.1| PREDICTED: similar to ectonucleotide pyrophosphatase/phosphodiesterase 7 [Macaca mulatta]NA

1658 LEEEVHYGSSPLA gi|30913318|sp|Q8TDD2|SP7_HUMAN Transcription factor Sp7 (Zinc finger protein osterix) NA

1659 TRQEGLYAMGPLA gi|48429264|sp|Q9UJX0|OSGI1_HUMAN Oxidative stress induced growth inhibitor 1 (Pregnancy-induced growth inhibitor OKL38) (huOKL38) (Ovary  kidney and liver protein 38) NA

1660 DKEKREYVLVGAD gi|121957949|sp|O15090|ZN536_HUMAN Zinc finger protein 536 NA

1661 LVDCGIYEIVPVC gi|148677790|gb|EDL09737.1| esophagus cancer-related gene-2 [Mus musculus]NA

1662 KYEDNIYMYIYFV gi|34098756|sp|Q9UQD0|SCN8A_HUMAN Sodium channel protein type 8 subunit alpha (Sodium channel protein type VIII subunit alpha) (Voltage-gated sodium channel subunit alpha Nav1.6) NA

1663 TLANNTYVQKYFV gi|119603447|gb|EAW83041.1| hCG2026396 [Homo sapiens]NA



1664 <<Marker>> contol_spot NA

1665 DMDEEDYAWLEIV gi|12229697|sp|O95696|BRD1_HUMAN Bromodomain-containing protein 1 (BR140-like protein) NA

1666 KHGDEIYIAPSGV gi|74731866|sp|Q96GX9|APIP_HUMAN APAF1-interacting protein NA

1667 PQFEAKYYKMEIV gi|41018366|sp|Q9BYT9|TM16C_HUMAN Transmembrane protein 16C NA

1668 TFLEPAYPTPGHV gi|126302563|sp|O15230|LAMA5_HUMAN Laminin subunit alpha-5 precursorNA

1669 RIPYDDYPVVFLP gi|73621365|sp|Q5EBL8|PDZ11_HUMAN PDZ domain-containing protein 11 [RIPYDDYPVVFLP|Y|10|Q5EBL8|15592455|]

1670 GASTGIYEALELR gi|134254702|gb|ABO65081.1| enolase 1 [Homo sapiens][GASTGIYEALELR|Y|44|P06733|96108162;15592455|Src|[P12931:SRC_HUMAN]GASTGIYEALELR|Y|44|P17182|15592455|]

1671 GPARLEYYENEKK gi|547738|sp|P35568|IRS1_HUMAN Insulin receptor substrate 1 (IRS-1) [GPARLEYYENEKK|Y|46|P35568|15592455|]

1672 RISGLIYEETRGV gi|124504316|gb|AAI28106.1| HIST2H4B protein [Homo sapiens][RISGLIYEETRGV|Y|52|P62805|15592455|]

1673 TRRSLGYAYVNFQ gi|119627671|gb|EAX07266.1| poly(A) binding protein  cytoplasmic 4 (inducible form)  isoform CRA_f [Homo sapiens][TRRSLGYAYVNFQ|Y|54|P11940|15592455|]

1674 PSHARTYSSNTTL gi|27734865|ref|NP_775832.1| unc-5 homolog C-like [Homo sapiens] NA

1675 LPHSEGYMPVPNF gi|23831069|sp|Q9NRM1|ENAM_HUMAN Enamelin precursor NA

1676 QLENDSYAKEKPF gi|119576348|gb|EAW55944.1| hypothetical protein FLJ25422  isoform CRA_c [Homo sapiens]NA

1677 FVPSPSYFDVVYL gi|74762141|sp|Q15198|PGFRL_HUMAN Platelet-derived growth factor receptor-like protein precursor (PDGF receptor beta-like tumor suppressor) NA

1678 YCRYDNYADSLRF gi|74750447|sp|Q86V42|F124A_HUMAN Protein FAM124A NA

1679 HPQYTAYNEAWRF gi|2506538|sp|Q02962|PAX2_HUMAN Paired box protein Pax-2 NA

1680 CPCSDCYLDSAKA gi|5915798|sp|O75936|BODG_HUMAN Gamma-butyrobetaine dioxygenase (Gamma-butyrobetaine 2-oxoglutarate dioxygenase) (Gamma-butyrobetaine hydroxylase) (Gamma-BBH) NA

1681 TLCSDEYFAGGLH gi|47605903|sp|Q8NEM0|MCPH1_HUMAN Microcephalin NA

1682 HLREITYKEKKPH gi|20141039|sp|Q9HBT8|ZN286_HUMAN Zinc finger protein 286 NA

1683 SKSSESYGIIIQH gi|21757251|dbj|BAC05068.1| unnamed protein product [Homo sapiens]NA

1684 DISNNEYLEYGSH gi|145559462|sp|O14936|CSKP_HUMAN Peripheral plasma membrane protein CASK (hCASK) (Calcium/calmodulin-dependent serine protein kinase) (Lin-2 homolog) NA

1685 <<Marker>> contol_spot NA

1686 RDMDDAYDRLTRH gi|123081|sp|P07686|HEXB_HUMAN Beta-hexosaminidase beta chain precursor (N-acetyl-beta-glucosaminidase) (Beta-N-acetylhexosaminidase) (Hexosaminidase B) (Cervical cancer proto-oncogene 7) (HCC-7) [Contains: Beta-hexosaminidase beta-B chain; Beta-hexosaminidase beta-A chain] NA

1687 QRGDPIYVTELTH gi|7023332|dbj|BAA91927.1| unnamed protein product [Homo sapiens]NA

1688 VWEIDEYIDFEKI gi|17380163|sp|O60313|OPA1_HUMAN Dynamin-like 120 kDa protein  mitochondrial precursor (Optic atrophy protein 1) [Contains: Dynamin-like 120 kDa protein  form S1] NA

1689 CCSNISYERDGEQ gi|32171848|sp|Q8IV20|CM031_HUMAN UPF0124 protein C13orf31 NA

1690 ALSPPTYLQGGYA gi|13626838|sp|P58012|FOXL2_HUMAN Forkhead box protein L2 NA

1691 NEWFTKYTEMDYA gi|51316541|sp|Q9UKD2|MRT4_HUMAN mRNA turnover protein 4 homolog NA

1692 NWMESSYWDGRYA gi|61252474|sp|P54869|HMCS2_MOUSE Hydroxymethylglutaryl-CoA synthase  mitochondrial precursor (HMG-CoA synthase) (3-hydroxy-3-methylglutaryl coenzyme A synthase) NA

1693 LRQMEDYHYAHLI gi|32469678|sp|Q14185|DOCK1_HUMAN Dedicator of cytokinesis protein 1 (180 kDa protein downstream of CRK) (DOCK180) NA

1694 ARQEKDYSSLCDK gi|119602885|gb|EAW82479.1| G protein-coupled receptor kinase 4  isoform CRA_a [Homo sapiens]NA

1695 EVNETQYNEMFGM gi|143811429|sp|Q04721|NOTC2_HUMAN Neurogenic locus notch homolog protein 2 precursor (Notch 2) (hN2) [Contains: Notch 2 extracellular truncation; Notch 2 intracellular domain] NA

1696 YIPKDAYFSMMDK gi|119591292|gb|EAW70886.1| hCG1644232  isoform CRA_b [Homo sapiens]NA

1697 GLEECNYECKGEK gi|14602977|gb|AAH09975.1| WSCD1 protein [Homo sapiens]NA

1698 CLKDVVYKNNDFK gi|17369343|sp|Q9P2S2|NRX2A_HUMAN Neurexin-2-alpha precursor (Neurexin II-alpha) NA

1699 ESSEILYRNKLGK gi|73621383|sp|Q8NEN9|PDZD8_HUMAN PDZ domain-containing protein 8 (Sarcoma antigen NY-SAR-84/NY-SAR-104) NA

1700 ELSSPEYPRPYPK gi|117949604|sp|O00187|MASP2_HUMAN Mannan-binding lectin serine protease 2 precursor (Mannose-binding protein-associated serine protease 2) (MASP-2) (MBL-associated serine protease 2) [Contains: Mannan-binding lectin serine protease 2 A chain; Mannan-binding lectin serine protease 2 B chain]NA

1701 GDCQEPYAINDSK gi|114626350|ref|XP_001145956.1| PREDICTED: similar to RIKEN cDNA 1700018C11 gene [Pan troglodytes]NA

1702 HPKEGPYVEDLSK gi|50403793|sp|Q96L93|SNX23_HUMAN Kinesin-like motor protein C20orf23 (Sorting nexin-23) NA

1703 SAFSERYLGMPSK gi|67460566|sp|Q8N608|DPP10_HUMAN Inactive dipeptidyl peptidase 10 (Dipeptidyl peptidase X) (Dipeptidyl peptidase-like protein 2) (DPL2) (Dipeptidyl peptidase IV-related protein 3) (DPRP-3) NA

1704 LKEMLKYSRNCEG gi|148887400|sp|O15068|MCF2L_HUMAN Guanine nucleotide exchange factor DBS (DBL's big sister) (MCF2-transforming sequence-like protein) NA

1705 EFYKDTYNKLKTK gi|231724|sp|P21926|CD9_HUMAN CD9 antigen (p24) (Leukocyte antigen MIC3) (Motility-related protein) (MRP-1) (Tetraspanin-29) (Tspan-29) NA

1706 <<Marker>> contol_spot NA

1707 KLKNQEYETLDHL gi|73921624|sp|Q86U86|PB1_HUMAN Protein polybromo-1 (hPB1) (Polybromo-1D) (BRG1-associated factor 180) (BAF180) NA

1708 TAGQEKYHSVCHL gi|37999892|sp|Q9H0T7|RAB17_HUMAN Ras-related protein Rab-17 NA

1709 GLSAEKYSVATHL gi|119619965|gb|EAW99559.1| hCG1643983  isoform CRA_a [Homo sapiens]NA

1710 AASEYKYVVKHKM gi|32172451|sp|Q12913|PTPRJ_HUMAN Receptor-type tyrosine-protein phosphatase eta precursor (Protein-tyrosine phosphatase eta) (R-PTP-eta) (HPTP eta) (Protein-tyrosine phosphatase receptor type J) (Density-enhanced phosphatase 1) (DEP-1) (CD148 antigen)NA

1711 AHEDIKYEQACIL gi|68053318|sp|Q9H3S7|PTN23_HUMAN Tyrosine-protein phosphatase non-receptor type 23 (His domain-containing protein tyrosine phosphatase) (HD-PTP) (Protein tyrosine phosphatase TD14) (PTP-TD14) NA

1712 SLANSPYATLASA gi|20532299|sp|O75132|ZBED4_HUMAN Zinc finger BED domain-containing protein 4 NA

1713 KEAEESYMMAKSL gi|134035047|sp|Q6ZXV5|TMTC3_HUMAN Transmembrane and TPR repeat-containing protein 3 (Protein SMILE)NA

1714 TACEILYERMKSL gi|3023637|sp|Q14562|DHX8_HUMAN ATP-dependent RNA helicase DHX8 (DEAH box protein 8) (RNA helicase HRH1) NA

1715 QKEYEDYEVASSL gi|82802803|gb|ABB92450.1| rcCTAGE5 [Homo sapiens]NA



1716 LRVQDTYLDCGTL gi|74705745|sp|O60486|PLXC1_HUMAN Plexin-C1 precursor (Virus-encoded semaphorin protein receptor) (CD232 antigen) NA

1717 KPRDSKYPCSDKM gi|73620045|sp|Q8IYX7|CI138_HUMAN Uncharacterized protein C9orf138 NA

1718 NQSEAGYHILQGM gi|553586|gb|AAA66955.1| MHC class I HLA-J antigenNA

1719 PQDKEYYKVKEPG gi|12643404|sp|O60674|JAK2_HUMAN Tyrosine-protein kinase JAK2 (Janus kinase 2) (JAK-2) [PQDKEYYKVKEPG|Y|1008|O60674|11818507|JAK2|[O60674:JAK2_HUMAN]PQDKEYYKVKEPG|Y|1008|Q62120|9111318;11593427;16705160;16705159;15923602;15793561|Abl;JAK3|[P00519:ABL1_HUMAN,P52333:JAK3_HUMAN]]

1720 QDSNPLYKSAITT gi|124973|sp|P26010|ITB7_HUMAN Integrin beta-7 precursor NA

1721 QQDGKDYIPINAI gi|143811474|sp|P17948|VGFR1_HUMAN Vascular endothelial growth factor receptor 1 precursor (VEGFR-1) (Vascular permeability factor receptor) (Tyrosine-protein kinase receptor FLT) (Flt-1) (Tyrosine-protein kinase FRT) (Fms-like tyrosine kinase 1) [QQDGKDYIPINAI|Y|1169|P17948|11513746;9299537|]

1722 REGSKRYCIQTKH gi|125987789|sp|Q07075|AMPE_HUMAN Glutamyl aminopeptidase (EAP) (Aminopeptidase A) (APA) (Differentiation antigen gp160) (CD249 antigen) NA

1723 RIIDSEYTAQEGA gi|1705485|sp|P51451|BLK_HUMAN Tyrosine-protein kinase BLK (B lymphocyte kinase) (p55-BLK) NA

1724 RQPFVKYATLISN gi|116242617|sp|P48357|LEPR_HUMAN Leptin receptor precursor (LEP-R) (OB receptor) (OB-R) (HuB219) (CD295 antigen) NA

1725 DKPKQEYLNPVEE gi|3913590|sp|Q15303|ERBB4_HUMAN Receptor tyrosine-protein kinase erbB-4 precursor (p180erbB4) (Tyrosine kinase-type cell surface receptor HER4) NA

1726 DTSDPTYTSALGG gi|76803654|sp|P29323|EPHB2_HUMAN Ephrin type-B receptor 2 precursor (Tyrosine-protein kinase receptor EPH-3) (DRT) (Receptor protein-tyrosine kinase HEK5) (ERK) (Tyrosine-protein kinase TYRO5) (Renal carcinoma antigen NY-REN-47) [DTSDPTYTSALGG|Y|788|P54763|10572014|]

1727 <<Marker>> contol_spot NA

1728 DVYSTDYYRVGGH gi|2497560|sp|Q16620|NTRK2_HUMAN BDNF/NT-3 growth factors receptor precursor (Neurotrophic tyrosine kinase receptor type 2) (TrkB tyrosine kinase) (GP145-TrkB) (Trk-B) [DVYSTDYYRVGGH|Y|705|P15209|8106527;9582017;7982951|TRKB|[Q16620:NTRK2_HUMAN]]

1729 EEADGVYAASGGS gi|46241292|gb|AAS82866.1| proto-oncogene c-fes variant 1 [Homo sapiens]NA

1730 EIGEGAYGKVFKA gi|266423|sp|Q00534|CDK6_HUMAN Cell division protein kinase 6 (Serine/threonine-protein kinase PLSTIRE) [EIGEGAYGKVFKA|Y|24|Q00534|15592455|]

1731 AIKMDRYKDNFTA gi|1711371|sp|P54764|EPHA4_HUMAN Ephrin type-A receptor 4 precursor (Tyrosine-protein kinase receptor SEK) (Receptor protein-tyrosine kinase HEK8) (Tyrosine-protein kinase TYRO1) [AIKMDRYKDNFTA|Y|928|Q03137|14742708|EphA4|[P54764:EPHA4_HUMAN]]

1732 KPDLERYEAQAHG gi|84028176|sp|P35670|ATP7B_HUMAN Copper-transporting ATPase 2 (Copper pump 2) (Wilson disease-associated protein)NA

1733 PPEPGPYAQPSVN gi|1169096|sp|P46108|CRK_HUMAN Proto-oncogene C-crk (p38) (Adapter molecule crk) [PPEPGPYAQPSVN|Y|221|P46108|12198159;9642287;9480991;8194526|Abl;EGFR;IGF1R|[P00519:ABL1_HUMAN,P00533:EGFR_HUMAN,P08069:IGF1R_HUMAN]]

1734 SLDNPDYQQDFFP gi|2811086|sp|P00533|EGFR_HUMAN Epidermal growth factor receptor precursor (Receptor tyrosine-protein kinase ErbB-1) [SLDNPDYQQDFFP|Y|1172|P00533|8845374;15302935;17081983|EGFR|[P00533:EGFR_HUMAN]SLDNPDYQQDFFP|Y|1172|Q01279|16902180|]

1735 CSPQPEYVNQPDV gi|119533|sp|P04626|ERBB2_HUMAN Receptor tyrosine-protein kinase erbB-2 precursor (p185erbB2) (C-erbB-2) (NEU proto-oncogene) (Tyrosine kinase-type cell surface receptor HER2) (MLN 19) (CD340 antigen) [CSPQPEYVNQPDV|Y|1139|P04626|11500516|ErbB2|[P04626:ERBB2_HUMAN]]

1736 VTSTDEYLDLSAP gi|120050|sp|P22607|FGFR3_HUMAN Fibroblast growth factor receptor 3 precursor (FGFR-3) (CD333 antigen) [VTSTDEYLDLSAP|Y|760|P22607|11294897|FGFR3|[P22607:FGFR3_HUMAN]]

1737 SSSIDEYFSEQPL gi|90110827|sp|P17181|INAR1_HUMAN Interferon-alpha/beta receptor alpha chain precursor (IFN-alpha-REC) [SSSIDEYFSEQPL|Y|481|P17181|95059042|Tyk2|[P29597:TYK2_HUMAN]]

1738 GRNPGFYVEANPM gi|130225|sp|P19174|PLCG1_HUMAN 1-phosphatidylinositol-4 5-bisphosphate phosphodiesterase gamma 1 (Phosphoinositide phospholipase C) (PLC-gamma-1) (Phospholipase C-gamma-1) (PLC-II) (PLC-148) [GRNPGFYVEANPM|Y|783|P08487|91208680|EGFR|[P00533:EGFR_HUMAN]GRNPGFYVEANPM|Y|783|P19174|1689310;1708307;8657103;12601080;16126727;16038803|Syk;EGFR;FGFR1;FGFR_group;PDGFR_group|[P43405:KSYK_HUMAN,P00533:EGFR_HUMAN,P11362:FGFR1_HUMAN]GRNPGFYVEANPM|Y|783|Q62077|12730118;15764700|]

1739 GEEDTEYMTPSSR gi|115855|sp|P22681|CBL_HUMAN E3 ubiquitin-protein ligase CBL (Signal transduction protein CBL) (Proto-oncogene c-CBL) (Casitas B-lineage lymphoma proto-oncogene) (RING finger protein 55) [GEEDTEYMTPSSR|Y|700|P22681|9525940;9102067;12522270;11997497;10829062|Fyn;Lck;Abl;Syk;Yes;InsR|[P06241:FYN_HUMAN,P06239:LCK_HUMAN,P00519:ABL1_HUMAN,P43405:KSYK_HUMAN,P07947:YES_HUMAN,P06213:INSR_HUMAN]]

1740 TGFLTEYVATRWY gi|232066|sp|P27361|MK03_HUMAN Mitogen-activated protein kinase 3 (Extracellular signal-regulated kinase 1) (ERK-1) (Insulin-stimulated MAP2 kinase) (MAP kinase 1) (MAPK 1) (p44-ERK1) (ERT2) (p44-MAPK) (Microtubule-associated protein 2 kinase) [TGFLTEYVATRWY|Y|190|P26696|92205337|TGFLTEYVATRWY|Y|204|P27361|7867743;8626767;16464493;15466476;11971971;17081983;17192257|MAP2K1;MAP2K2|[Q9UHA4:MK1I1_HUMAN,P36507:MP2K2_HUMAN]TGFLTEYVATRWY|Y|185|P63085|91184134;17242355|TGFLTEYVATRWY|Y|187|P28482|1378617;15592455;16094384;11971971;15972258;15935618;17192257|MAP2K1|[Q9UHA4:MK1I1_HUMAN]TGFLTEYVATRWY|Y|187|Q1HBJ4|17081983|TGFLTEYVATRWY|Y|205|Q63844|16186792;12032835|]

1741 ADIDGQYAMTRAQ gi|461854|sp|P35222|CTNB1_HUMAN Catenin beta-1 (Beta-catenin) [ADIDGQYAMTRAQ|Y|86|P35222|11279024|Src|[P12931:SRC_HUMAN]]

1742 DFGMTRYVLDDEY gi|116242835|sp|P42681|TXK_HUMAN Tyrosine-protein kinase TXK NA

1743 SFMMTPYVVTRYY gi|2507195|sp|P45983|MK08_HUMAN Mitogen-activated protein kinase 8 (Stress-activated protein kinase JNK1) (c-Jun N-terminal kinase 1) (JNK-46) [SFMMTPYVVTRYY|Y|185|P45983|95141073;15911620;15755722;9312068;17192257|MAP2K4;MAP2K7|[P45985:MP2K4_HUMAN,O14733:MP2K7_HUMAN]SFMMTPYVVTRYY|Y|223|P53779|15911620|MAP2K4|[P45985:MP2K4_HUMAN]SFMMTPYVVTRYY|Y|185|Q91Y86|15345747|]

1744 TQEGPLYVIVECA gi|13432140|sp|P22455|FGFR4_HUMAN Fibroblast growth factor receptor 4 precursor (FGFR-4) (CD334 antigen) NA

1745 HQEFSDYDNPIFE gi|97536681|sp|Q9Y2U5|M3K2_HUMAN Mitogen-activated protein kinase kinase kinase 2 (MAPK/ERK kinase kinase 2) (MEK kinase 2) (MEKK 2) NA

1746 QKIGDKYISFARK gi|6685621|sp|Q9Y6R4|M3K4_HUMAN Mitogen-activated protein kinase kinase kinase 4 (MAPK/ERK kinase kinase 4) (MEK kinase 4) (MEKK 4) (MAP three kinase 1) NA

1747 PCYTPYYVAPEVL gi|1346538|sp|P49137|MAPK2_HUMAN MAP kinase-activated protein kinase 2 (MAPK-activated protein kinase 2) (MAPKAP kinase 2) (MAPKAPK-2) (MK2) NA

1748 <<Marker>> contol_spot NA

1749 QHEKLSYINTHNS gi|1710804|sp|P38165|RTG3_YEAST Retrograde regulation protein 3 NA

1750 GRCGSTYVNNKTF gi|586313|sp|P38128|SMP1_YEAST Transcription factor SMP1 NA

1751 PDYPPNYILFLNN gi|134095|sp|P08579|RU2B_HUMAN U2 small nuclear ribonucleoprotein B'' NA

1752 SRGDNVYVVTEVL gi|13124058|sp|P57764|GSDC1_HUMAN Gasdermin domain-containing protein 1 [SRGDNVYVVTEVL|Y|158|P57764|15592455|]

1753 VSIYEGYTLPHAI gi|62420975|gb|AAX82206.1| actin-like protein [Homo sapiens]NA

1754 VSLEEIYSGCTKR gi|8928155|sp|Q9UDY4|DNJB4_HUMAN DnaJ homolog subfamily B member 4 (Heat shock 40 kDa protein 1 homolog) (Heat shock protein 40 homolog) (HSP40 homolog) [VSLEEIYSGCTKR|Y|172|Q9D832|15592455|]

1755 ETEVELYNEFPEP gi|1709999|sp|P51149|RAB7A_HUMAN Ras-related protein Rab-7a [ETEVELYNEFPEP|Y|183|P51149|15592455|ETEVELYNEFPEP|Y|183|P51150|15592455|]

1756 NLDGLEYKLHDFG gi|1172027|sp|P43490|NAMPT_HUMAN Nicotinamide phosphoribosyltransferase (NAmPRTase) (Nampt) (Pre-B cell-enhancing factor) (Pre-B-cell colony-enhancing factor 1) (Visfatin) [NLDGLEYKLHDFG|Y|188|P43490|15592455|]

1757 EDFLKDYIHINIG gi|129383|sp|P17844|DDX5_HUMAN Probable ATP-dependent RNA helicase DDX5 (DEAD box protein 5) (RNA helicase p68) NA

1758 VVGGEDYEEVDRY gi|74727495|sp|Q86UK7|ZN598_HUMAN Zinc finger protein 598 [VVGGEDYEEVDRY|Y|306|Q86UK7|15592455;16094384|]

1759 LTAEFLYDEVHPK gi|94730596|sp|Q6IBS0|TWF2_HUMAN Twinfilin-2 (Twinfilin-1-like protein) (A6-related protein) (hA6RP) (Protein tyrosine kinase 9-like) [LTAEFLYDEVHPK|Y|309|Q9Z0P5|15592455|LTAEFLYDEVHPK|Y|309|Q6IBS0|15592455|]

1760 ASGYAHYEEQEN gi|51702204|sp|Q9Y3S2|ZN330_HUMAN Zinc finger protein 330 (Nucleolar cysteine-rich protein) (Nucleolar autoantigen 36) [ASGYAHYEEQEN|Y|315|Q9Y3S2|15592455|]

1761 NDQDGEYCPEVKL gi|68566065|sp|P78362|SRPK2_HUMAN Serine/threonine-protein kinase SRPK2 (Serine/arginine-rich protein-specific kinase 2) (SR-protein-specific kinase 2) (SFRS protein kinase 2)[NDQDGEYCPEVKL|Y|319|P78362|15592455|]

1762 LKKEDIYAVEIVG gi|6226869|sp|P34932|HSP74_HUMAN Heat shock 70 kDa protein 4 (Heat shock 70-related protein APG-2) (HSP70RY) [LKKEDIYAVEIVG|Y|336|P34932|15592455|]

1763 GKQKLQYEGIFIK gi|2498882|sp|Q15459|SF3A1_HUMAN Splicing factor 3 subunit 1 (Spliceosome-associated protein 114) (SAP 114) (SF3a120) [GKQKLQYEGIFIK|Y|759|Q15459|15592455|]

1764 PDYGALYEGRNPG gi|130225|sp|P19174|PLCG1_HUMAN 1-phosphatidylinositol-4 5-bisphosphate phosphodiesterase gamma 1 (Phosphoinositide phospholipase C) (PLC-gamma-1) (Phospholipase C-gamma-1) (PLC-II) (PLC-148) [PDYGALYEGRNPG|Y|775|P19174|15592455|]

1765 DNDITPYLVSRFY gi|23831382|sp|Q13523|PRP4B_HUMAN Serine/threonine-protein kinase PRP4 homolog (PRP4 pre-mRNA-processing factor 4 homolog) (PRP4 kinase) [DNDITPYLVSRFY|Y|849|Q13523|15592455;17081983|DNDITPYLVSRFY|Y|849|Q61136|15592455;17242355|]

1766 QSAPQIYGPPQYN gi|116242614|sp|Q96RT1|LAP2_HUMAN Protein LAP2 (Erbb2-interacting protein) (Erbin) (Densin-180-like protein) [QSAPQIYGPPQYN|Y|972|Q96RT1|15592455|]

1767 NEEENIYSVPHDS gi|29611783|sp|Q9NRY4|GRLF1_HUMAN Glucocorticoid receptor DNA-binding factor 1 (Glucocorticoid receptor repression factor 1) (GRF-1) (Rho GAP p190A) (p190-A) [NEEENIYSVPHDS|Y|1105|Q9NRY4|9819392;11309200;15592455|Src|[P12931:SRC_HUMAN]NEEENIYSVPHDS|Y|1105|P81128|16452087|]



1768 SSAGLIYIDPSNL gi|20137621|sp|O95071|EDD1_HUMAN E3 ubiquitin-protein ligase EDD1 (Hyperplastic discs protein homolog) (hHYD) (Progestin-induced protein) [SSAGLIYIDPSNL|Y|1746|O95071|15592455|]

1769 <<Marker>> contol_spot NA

1770 PKEDPIYDEPEGL gi|17366642|sp|Q99704|DOK1_HUMAN Docking protein 1 (Downstream of tyrosine kinase 1) (p62(dok)) (pp62) [PKEDPIYDEPEGL|Y|362|Q99704|12087092;11551902;10688886;15592455;16094384|InsR|[P06213:INSR_HUMAN]]

1771 ETAKGDYPLEAVR gi|20178296|sp|P14618|KPYM_HUMAN Pyruvate kinase isozymes M1/M2 (Pyruvate kinase muscle isozyme) (Pyruvate kinase 2/3) (Cytosolic thyroid hormone-binding protein) (CTHBP) (THBP1) NA

1772 EAEAAIYHLQLFE gi|20178296|sp|P14618|KPYM_HUMAN Pyruvate kinase isozymes M1/M2 (Pyruvate kinase muscle isozyme) (Pyruvate kinase 2/3) (Cytosolic thyroid hormone-binding protein) (CTHBP) (THBP1) [EAEAAIYHLQLFE|Y|390|P14618|15592455|EAEAAIYHLQLFE|Y|390|P52480|15592455|]

1773 REVDAEYEARSRL gi|74729129|sp|Q8N6H7|ZN289_HUMAN GTPase-activating protein ZNF289 NA

1774 REYDQLYEEYTRT gi|4558641|gb|AAD22671.1|AC007192_2 P85B_HUMAN; PTDINS-3-KINASE P85-BETA [Homo sapiens][REYDQLYEEYTRT|Y|458|O08908|15592455|REYDQLYEEYTRT|Y|464|O00459|15951569|]

1775 HTGEKPYECVECG gi|147742906|sp|Q08ER8|ZN543_HUMAN Zinc finger protein 543 NA

1776 KYWENLYLKNGGI gi|1177049|sp|P46974|ZMS1_YEAST Zinc finger protein ZMS1 NA

1777 KKKMGEYNDLQPS gi|114814|sp|P14164|BAF1_YEAST Transcription factor BAF1 (ARS-binding factor 1) (Protein ABF1) (Bidirectionally acting factor) (SFB-B) (DNA replication enhancer-binding protein OBF1) NA

1778 RETPNAYANVAQL gi|549671|sp|P36093|PHD1_YEAST Putative transcription factor PHD1 NA

1779 PLSFTDYTISTAL gi|131653|sp|P25502|PUT3_YEAST Proline utilization trans-activator NA

1780 KRYSTTYVEALQS gi|1168927|sp|P43634|CHA4_YEAST CHA4 activatory protein NA

1781 NVVDPWYINPSGF gi|113022|sp|P21192|ACE2_YEAST Metallothionein expression activator NA

1782 DLNMPAYVKFNYM gi|127962|sp|P16333|NCK1_HUMAN Cytoplasmic protein NCK1 (NCK adaptor protein 1) (SH2/SH3 adaptor protein NCK-alpha) NA

1783 KSPDTNYLFMGDY gi|50402236|sp|P62714|PP2AB_HUMAN Serine/threonine-protein phosphatase 2A catalytic subunit beta isoform (PP2A-beta) NA

1784 EASGITYEDRPSK gi|729833|sp|P40189|IL6RB_HUMAN Interleukin-6 receptor subunit beta precursor (IL-6R-beta) (Interleukin-6 signal transducer) (Membrane glycoprotein 130) (gp130) (Oncostatin-M receptor alpha subunit) (CD130 antigen) (CDw130) NA

1785 RQEEAEYVRALFD gi|1169096|sp|P46108|CRK_HUMAN Proto-oncogene C-crk (p38) (Adapter molecule crk) NA

1786 VYDDGKYVYVVTE gi|1730070|sp|P51812|KS6A3_HUMAN Ribosomal protein S6 kinase alpha-3 (S6K-alpha 3) (90 kDa ribosomal protein S6 kinase 3) (p90-RSK 3) (Ribosomal S6 kinase 2) (RSK-2) (pp90RSK2) (Insulin-stimulated protein kinase 1) (ISPK-1) (MAP kinase-activated protein kinase 1b) (MAPKAPK1B) NA

1787 VEREQEYIRRQLE gi|29427585|sp|O95819|M4K4_HUMAN Mitogen-activated protein kinase kinase kinase kinase 4 (MAPK/ERK kinase kinase kinase 4) (MEK kinase kinase 4) (MEKKK 4) (HPK/GCK-like kinase HGK) (Nck-interacting kinase) NA

1788 CWSKATYIYMKAA gi|74743633|sp|Q5SRH9|CA034_HUMAN TPR repeat-containing protein C1orf34 (Differentially expressed in MCF7 with estradiol protein 6) (DEME-6) NA

1789 NSSFEVYCDMETM gi|12230074|sp|Q14314|FGL2_HUMAN Fibroleukin precursor (Fibrinogen-like protein 2) (pT49) NA

1790 <<Marker>> contol_spot NA

1791 YYSKIEYQNHLSM gi|62296764|sp|Q13129|RLF_HUMAN Zinc finger protein Rlf (Rearranged L-myc fusion gene protein) (Zn-15-related protein) NA

1792 RIKNEPYQVVECA gi|52783467|sp|Q96AE7|TTC17_HUMAN Tetratricopeptide repeat protein 17 (TPR repeat protein 17) NA

1793 FRAESKYTFERWM gi|93204574|sp|O94887|FARP2_HUMAN FERM  RhoGEF and pleckstrin domain-containing protein 2 (FERM domain including RhoGEF) (FIR) NA

1794 IFSKVKYYNVEYM gi|119615516|gb|EAW95110.1| myomesin family  member 3  isoform CRA_c [Homo sapiens]NA

1795 GKQEGVYAWIGIN gi|74752912|sp|Q9NQZ7|ENTP7_HUMAN Ectonucleoside triphosphate diphosphohydrolase 7 (NTPDase 7) (Lysosomal apyrase-like protein 1) NA

1796 KACENLYFTLGIN gi|34223733|sp|P59046|NAL12_HUMAN NACHT  LRR and PYD domains-containing protein 12 (PYRIN-containing APAF1-like protein 7) (Monarch-1) (Regulated by nitric oxide) NA

1797 RYSSSGYSSAEIN gi|55958101|emb|CAI13152.1| chromosome 9 open reading frame 25 [Homo sapiens] NA

1798 ALKGIDYETVPIN gi|119601687|gb|EAW81281.1| glutathione transferase zeta 1 (maleylacetoacetate isomerase)  isoform CRA_d [Homo sapiens]NA

1799 DWREKGYVTPVKN gi|115741|sp|P07711|CATL_HUMAN Cathepsin L precursor (Major excreted protein) (MEP) [Contains: Cathepsin L heavy chain; Cathepsin L light chain] NA

1800 LEEAEIYFKININ gi|13633994|sp|Q9UBN4|TRPC4_HUMAN Short transient receptor potential channel 4 (TrpC4) (Trp-related protein 4) (hTrp-4) (hTrp4) NA

1801 LLSEQKYGALVNN gi|152125805|sp|Q96CB9|NSUN4_HUMAN Putative methyltransferase NSUN4 (NOL1/NOP2/Sun domain family member 4) NA

1802 AKDNSIYVVANIG gi|88952267|sp|Q9NY84|VNN3_HUMAN Vascular non-inflammatory molecule 3 precursor (Vanin-3)NA

1803 ELSCDHYCHNYIG gi|19860140|sp|P48740|MASP1_HUMAN Complement-activating component of Ra-reactive factor precursor (Ra-reactive factor serine protease p100) (RaRF) (Mannan-binding lectin serine protease 1) (Mannose-binding protein-associated serine protease) (MASP-1) (Serine protease 5) [Contains: Complement-activating component of Ra-reactive factor heavy chain; Complement-activating component of Ra-reactive factor light chain]NA

1804 DREMKDYEPAKGG gi|121949057|sp|Q3SYE8|HMG4L_HUMAN High mobility group protein B3-like (High-mobility group protein 4-like) NA

1805 GTKVDDYWEPGKG gi|119585619|gb|EAW65215.1| dynein  axonemal  heavy polypeptide 1  isoform CRA_a [Homo sapiens]NA

1806 KRYMDDYIFTYIG gi|23821872|sp|Q12965|MYO1E_HUMAN Myosin-Ie (Myosin-Ic) NA

1807 CAPPTAYIDFARQ gi|39932641|sp|P60174|TPIS_HUMAN Triosephosphate isomerase (TIM) (Triose-phosphate isomerase) NA

1808 FVSSDYYNENDWN gi|146345530|sp|P20061|TCO1_HUMAN Transcobalamin-1 precursor (Transcobalamin I) (TCI) (TC I) NA

1809 GLCDPNYKDVDWN gi|119624708|gb|EAX04303.1| hCG2042411 [Homo sapiens]NA

1810 IFGDLEYVTVEGG gi|113412849|ref|XP_001132518.1| PREDICTED: similar to C1GALT1-specific chaperone 1 [Homo sapiens] NA

1811 PFPELRYLSLAYN gi|150378449|ref|NP_892014.1| X-ray radiation resistance associated 1 [Homo sapiens]NA

1812 TISKGGYLQGNVN gi|12585385|sp|Q9UPY5|XCT_HUMAN Cystine/glutamate transporter (Amino acid transport system xc-) (xCT) (Calcium channel blocker resistance protein CCBR1) NA

1813 MLIEELYAFMPAR gi|119629151|gb|EAX08746.1| hCG2020255 [Homo sapiens]NA

1814 SGPKGPYVSWGAR gi|119587448|gb|EAW67044.1| hCG2032408  isoform CRA_f [Homo sapiens]NA

1815 QQRKNDYIITGGG gi|110815960|sp|Q460N5|PRP14_HUMAN Poly [ADP-ribose] polymerase 14 (PARP-14) (B aggressive lymphoma protein 2)NA

1816 YGVCPVYEDVPAR gi|134034147|sp|Q86XL3|K0692_HUMAN ANK repeat and LEM domain-containing protein KIAA0692NA

1817 CECDQGYIMVRKG gi|41017299|sp|Q14767|LTBP2_HUMAN Latent-transforming growth factor beta-binding protein 2 precursor (LTBP-2)NA

1818 FAFKDKYKQFFLG gi|113463|sp|P12236|ADT3_HUMAN ADP/ATP translocase 3 (Adenine nucleotide translocator 2) (ANT 3) (ADP ATP carrier protein 3) (Solute carrier family 25 member 6) (ADP ATP carrier protein  isoform T2) NA

1819 AFEKNHYVVGAER gi|57015304|sp|Q04741|EMX1_HUMAN Homeobox protein EMX1 (Empty spiracles homolog 1) (Empty spiracles-like protein 1) NA



1820 EWRELRYDSTCER gi|729167|sp|P07357|CO8A_HUMAN Complement component C8 alpha chain precursor (Complement component 8 subunit alpha) NA

1821 PREEGLYFAARDR gi|119613520|gb|EAW93114.1| hCG1996536 [Homo sapiens]NA

1822 RVSPKGYESVGER gi|92117045|ref|YP_576774.1| ABC transporter related [Nitrobacter hamburgensis X14] NA

1823 VDYEIEYVCRGER gi|12643873|sp|Q9UBS5|GABR1_HUMAN Gamma-aminobutyric acid type B receptor  subunit 1 precursor (GABA-B receptor 1) (GABA-B-R1) (Gb1) NA

1824 DFEGSGYTDLQER gi|33112396|sp|Q9NQ76|MEPE_HUMAN Matrix extracellular phosphoglycoprotein precursor (Osteoblast/osteocyte factor 45) (OF45) NA

1825 FHENRKYYNKTEC gi|149047690|gb|EDM00360.1| transcription factor Pur-beta [Rattus norvegicus]NA

1826 GRNETGYLSSVEC gi|81175180|sp|Q9P2G3|KLH14_HUMAN Kelch-like protein 14 NA

1827 INESENYEALLEC gi|74727834|sp|Q86XI2|CNDG2_HUMAN Condensin-II complex subunit G2 (Chromosome-associated protein G2) (hCAP-G2) (CAP-G2) (Non-SMC condensin II complex subunit G2) (Leucine zipper protein 5) NA

1828 LNKKSIYSRVPEC gi|113421409|ref|XP_001131609.1| PREDICTED: similar to eukaryotic translation initiation factor 3  subunit 6 interacting protein [Homo sapiens]NA

1829 PSPCGKYISCAEC gi|124056465|sp|P05107|ITB2_HUMAN Integrin beta-2 precursor (Cell surface adhesion glycoproteins LFA-1/CR3/p150 95 subunit beta) (Complement receptor C3 subunit beta) (CD18 antigen) NA

1830 GEYSTGYIDNVTL gi|90185107|sp|Q13753|LAMC2_HUMAN Laminin subunit gamma-2 precursor (Laminin 5 gamma 2 subunit) (Kalinin/nicein/epiligrin 100 kDa subunit) (Laminin B2t chain) (Cell-scattering factor 140 kDa subunit) (CSF 140 kDa subunit) (Large adhesive scatter factor 140 kDa subunit) (Ladsin 140 kDa subunit) NA

1831 CMPKEKYEPPDPR gi|6330365|dbj|BAA86508.1| KIAA1194 protein [Homo sapiens]NA

1832 LADQTPYPNTPPR gi|149271283|ref|XP_917023.2| PREDICTED: similar to CDNA sequence BC049702 [Mus musculus] NA

1833 LYSTFTYMNPAQR gi|1351096|sp|P48436|SOX9_HUMAN Transcription factor SOX-9 NA

1834 VDYEEKYGRMFPR gi|74746777|sp|Q5VIR6|VPS53_HUMAN Vacuolar protein sorting-associated protein 53 homolog NA

1835 EATEEIYLTPVQR gi|17433093|sp|Q9UQF2|JIP1_HUMAN C-jun-amino-terminal kinase-interacting protein 1 (JNK-interacting protein 1) (JIP-1) (JNK MAP kinase scaffold protein 1) (Islet-brain 1) (IB-1) (Mitogen-activated protein kinase 8-interacting protein 1) NA

1836 SQCNEMYINSSQR gi|14194461|sp|Q99996|AKAP9_HUMAN A-kinase anchor protein 9 (Protein kinase A-anchoring protein 9) (PRKA9) (A-kinase anchor protein 450 kDa) (AKAP 450) (A-kinase anchor protein 350 kDa) (AKAP 350) (hgAKAP 350) (AKAP 120-like protein) (Protein hyperion) (Protein yotiao) (Centrosome- and Golgi-localized PKN-associated protein) (CG-NAP) NA

1837 YGRDLDYSDHPNG gi|23503093|sp|P38159|HNRPG_HUMAN Heterogeneous nuclear ribonucleoprotein G (hnRNP G) (RNA-binding motif protein  X chromosome) (Glycoprotein p43) NA

1838 DKFNSKYNPVGAS gi|399033|sp|Q01432|AMPD3_HUMAN AMP deaminase 3 (AMP deaminase isoform E) (Erythrocyte AMP deaminase) NA

1839 GHVEDDYILFDCP gi|119618320|gb|EAW97914.1| ATP binding domain 1 family  member C [Homo sapiens]NA

1840 KLCKLDYACKLAS gi|61675704|ref|NP_001013421.1| hypothetical protein LOC347487 [Homo sapiens] NA

1841 SPCQSYYVQAPAS gi|56205464|emb|CAI20975.1| chromosome 1 open reading frame 68 [Homo sapiens] NA

1842 ARQGEQYMNTRCP gi|3122245|sp|Q14642|I5P1_HUMAN Type I inositol-1 4 5-trisphosphate 5-phosphatase (5PTase) NA

1843 GIQDEKYYQICES gi|29839394|sp|Q9BY41|HDAC8_HUMAN Histone deacetylase 8 (HD8) NA

1844 VGDDKKYTSMKES gi|116242695|sp|Q9HC10|OTOF_HUMAN Otoferlin (Fer-1-like protein 2) NA

1845 ALSTAKYKNWPES gi|83288393|sp|Q92954|PRG4_HUMAN Proteoglycan-4 precursor (Lubricin) (Megakaryocyte-stimulating factor) (Superficial zone proteoglycan) [Contains: Proteoglycan-4 C-terminal part] NA

1846 EEKCQAYESNRES gi|1168366|sp|P43652|AFAM_HUMAN Afamin precursor (Alpha-albumin) (Alpha-Alb) NA

1847 NGIEACYCNMGFS gi|42559012|sp|Q9HBW9|ELTD1_HUMAN EGF  latrophilin and seven transmembrane domain-containing protein 1 precursor (EGF-TM7-latrophilin-related protein) (ETL protein) NA

1848 VGDEGRYQCVAFS gi|114627229|ref|XP_520315.2| PREDICTED: similar to novel hemicentin protein  partial [Pan troglodytes]NA

1849 WYRNCHYANLNGL gi|9087217|sp|P22105|TENX_HUMAN Tenascin-X precursor (TN-X) (Hexabrachion-like protein) NA

1850 SGREIIYPNASLL gi|115940|sp|P06731|CEAM5_HUMAN Carcinoembryonic antigen-related cell adhesion molecule 5 precursor (Carcinoembryonic antigen) (CEA) (Meconium antigen 100) (CD66e antigen) NA

1851 ISALLQYINLSLT gi|37537862|sp|Q9UJX5|ANC4_HUMAN Anaphase-promoting complex subunit 4 (APC4) (Cyclosome subunit 4) NA

1852 KIGEGTYGVVYKG gi|115922|sp|P06493|CDC2_HUMAN Cell division control protein 2 homolog (p34 protein kinase) (Cyclin-dependent kinase 1) (CDK1) [KIGEGTYGVVYKG|Y|15|P06493|96108162;7743995;15592455;16083285;15964826;17192257|Wee1|[P30291:WEE1_HUMAN]KIGEGTYGVVYKG|Y|15|P13863|91122037|KIGEGTYGVVYKG|Y|15|P11440|15592455;17242355|KIGEGTYGVVYKG|Y|15|Q5H9N4|17081983|]

1853 MLLASKYEEIYPP gi|8134359|sp|P78396|CCNA1_HUMAN Cyclin-A1 NA

1854 VRMLDDYEEISAG gi|57015409|sp|Q8IWT3|PARC_HUMAN p53-associated parkin-like cytoplasmic protein (UbcH7-associated protein 1) NA

1855 FGLPPRYQPDVKF gi|20455027|sp|Q9UJ83|HACL1_HUMAN 2-hydroxyacyl-CoA lyase 1 (2-hydroxyphytanoyl-CoA lyase) (2-HPCL) NA

1856 MNPLSPYLNVDPR gi|18201964|sp|O14925|TIM23_HUMAN Mitochondrial import inner membrane translocase subunit Tim23 NA

1857 LGWYPPYANPPPE gi|13629029|sp|Q08397|LOXL1_HUMAN Lysyl oxidase homolog 1 precursor (Lysyl oxidase-like protein 1) (LOL) NA

1858 HGGLRGYLRVFFR gi|12229870|sp|Q9UI09|NDUAC_HUMAN NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 12 (NADH-ubiquinone oxidoreductase subunit B17.2) (Complex I-B17.2) (CI-B17.2) (CIB17.2) (13 kDa differentiation-associated protein) NA

1859 LGTVMRYEEIELR gi|30580486|sp|Q9BZQ4|NMNA2_HUMAN Nicotinamide mononucleotide adenylyltransferase 2 (NMN adenylyltransferase 2) NA

1860 RWLAVDYENVRPD gi|129018|sp|P04181|OAT_HUMAN Ornithine aminotransferase  mitochondrial precursor (Ornithine--oxo-acid aminotransferase) [Contains: Ornithine aminotransferase  hepatic form; Ornithine aminotransferase  renal form] NA

1861 DAGCRPYMAPERI gi|1170596|sp|P45985|MP2K4_HUMAN Dual specificity mitogen-activated protein kinase kinase 4 (MAP kinase kinase 4) (JNK-activating kinase 1) (c-Jun N-terminal kinase kinase 1) (JNKK) (SAPK/ERK kinase 1) (SEK1) NA

1862 PLAAYCYLRVVGK gi|1709347|sp|P51957|NEK4_HUMAN Serine/threonine-protein kinase Nek4 (NimA-related protein kinase 4) (Serine/threonine-protein kinase 2) (Serine/threonine-protein kinase NRK2) NA

1863 NGGTLYYMAPEHL gi|60393639|sp|Q13546|RIPK1_HUMAN Receptor-interacting serine/threonine-protein kinase 1 (Serine/threonine-protein kinase RIP) (Cell death protein RIP) (Receptor-interacting protein) NA

1864 IRRHKNYLRVVGN gi|34922250|sp|Q9UKV5|AMFR2_HUMAN Autocrine motility factor receptor  isoform 2 (AMF receptor) (gp78) NA

1865 VPQVKFYEEIKEY gi|116241253|sp|P35626|ARBK2_HUMAN Beta-adrenergic receptor kinase 2 (Beta-ARK-2) (G-protein-coupled receptor kinase 3) NA

1866 EVGTIRYMAPEVL gi|12643724|sp|Q13873|BMPR2_HUMAN Bone morphogenetic protein receptor type-2 precursor (Bone morphogenetic protein receptor type II) (BMP type II receptor) (BMPR-II) NA

1867 SSDGHEYIYVDPM gi|129890|sp|P09619|PGFRB_HUMAN Beta-type platelet-derived growth factor receptor precursor (PDGF-R-beta) (CD140b antigen) [SSDGHEYIYVDPM|Y|579|P09619|8195171|PDGFR beta|[P09619:PGFRB_HUMAN]]

1868 FENNGDYMDMKQA gi|129892|sp|P16234|PGFRA_HUMAN Alpha-type platelet-derived growth factor receptor precursor (PDGF-R-alpha) (CD140a antigen) [FENNGDYMDMKQA|Y|731|P16234|11818394|]

1869 GVEGSDYINASFL gi|125978|sp|P10586|PTPRF_HUMAN Receptor-type tyrosine-protein phosphatase F precursor (LAR protein) (Leukocyte antigen related) NA

1870 TDSLSTYINANYI gi|134039192|sp|Q15256|PTPRR_HUMAN Receptor-type tyrosine-protein phosphatase R precursor (Protein-tyrosine phosphatase PCPTP1) (NC-PTPCOM1) (Ch-1PTPase) NA

1871 YPNDSVYANWMLS gi|547807|sp|P07949|RET_HUMAN Proto-oncogene tyrosine-protein kinase receptor ret precursor (C-ret) [YPNDSVYANWMLS|Y|1096|P07949|11470823;8621380;14711813|Ret|[P07949:RET_HUMAN]]



1872 PAVILFYVNACFF gi|6226142|sp|Q99835|SMO_HUMAN Smoothened homolog precursor (SMO) (Gx protein) NA

1873 FMPPPTYTEVDPC gi|74752618|sp|Q9H3M7|TXNIP_HUMAN Thioredoxin-interacting protein (Vitamin D3 up-regulated protein 1) (Thioredoxin-binding protein 2) NA

1874 LGRNLDYVCEGPC gi|81905882|sp|Q9DA19|CIR_MOUSE CBF1-interacting corepressor NA

1875 THATDKYSDYHPC gi|74758686|sp|Q6ZMW2|ZN782_HUMAN Zinc finger protein 782 NA

1876 AYVETKYSPPAIS gi|2501458|sp|Q14694|UBP10_HUMAN Ubiquitin carboxyl-terminal hydrolase 10 (Ubiquitin thioesterase 10) (Ubiquitin-specific-processing protease 10) (Deubiquitinating enzyme 10)'NA

1877 NIDKSLYVAEYHS gi|116241327|sp|P26196|DDX6_HUMAN Probable ATP-dependent RNA helicase DDX6 (DEAD box protein 6) (ATP-dependent RNA helicase p54) (Oncogene RCK) NA

1878 QKRSDSYVLLEHS gi|37537861|sp|Q9UJX4|ANC5_HUMAN Anaphase-promoting complex subunit 5 (APC5) (Cyclosome subunit 5) NA

1879 GKIKEWYEKHGNS gi|147744568|sp|P13645|K1C10_HUMAN Keratin  type I cytoskeletal 10 (Cytokeratin-10) (CK-10) (Keratin-10) (K10)NA

1880 PGHGDIYASFYNS gi|59803098|sp|Q16851|UGPA_HUMAN UTP--glucose-1-phosphate uridylyltransferase (UDP-glucose pyrophosphorylase) (UDPGP) (UGPase) NA

1881 DLPEETYETKLPS gi|73619948|sp|Q6UY09|CEA20_HUMAN Carcinoembryonic antigen-related cell adhesion molecule 20 precursor NA

1882 GLVPTDYVEILPS gi|12643956|sp|Q9Y5X1|SNX9_HUMAN Sorting nexin-9 (SH3 and PX domain-containing protein 1) (Protein SDP1) (SH3 and PX domain-containing protein 3A) NA

1883 PAEEPEYAYHIPS gi|143811399|sp|Q86SQ6|GP123_HUMAN Probable G-protein coupled receptor 123 NA

1884 DDNEDEYAPVIQS gi|462334|sp|Q03933|HSF2_HUMAN Heat shock factor protein 2 (HSF 2) (Heat shock transcription factor 2) (HSTF 2) NA

1885 PSWGEKYQYPDTS gi|90652851|ref|NP_054831.2| zinc finger transcription factor TRPS1 [Homo sapiens] NA

1886 TFTATGYVVVTSS gi|116242740|sp|Q15269|PWP2_HUMAN Periodic tryptophan protein 2 homolog NA

1887 KKKCDEYIPGTTS gi|117168275|ref|NP_109599.3| amino acid transporter system A1 [Homo sapiens] NA

1888 ADTQEAYSSVPVS gi|1708274|sp|P55317|HNF3A_HUMAN Hepatocyte nuclear factor 3-alpha (HNF-3A) (Forkhead box protein A1) NA

1889 FLSEDKYPLIIVS gi|74753323|sp|Q9UH65|SWP70_HUMAN Switch-associated protein 70 (SWAP-70) NA

1890 TWEYEYYEIGPVS gi|68565259|sp|Q96G30|CF117_HUMAN Uncharacterized protein C6orf117 NA

1891 IGLMEVYKNTPET gi|17368720|sp|Q9C0E2|XPO4_HUMAN Exportin-4 (Exp4) NA

1892 RATKPPYECPVET gi|116241271|sp|P55201|BRPF1_HUMAN Peregrin (Bromodomain and PHD finger-containing protein 1) (BR140 protein) NA

1893 CNYNLPYVCKKGT gi|3288885|gb|AAC25581.1| PGCN_HUMAN  PARTIAL CDS; 245 KD EARLY POSTNATAL CORE GLYCOPROTEIN [Homo sapiens]NA

1894 GADFTKYAIMLFT gi|119574493|gb|EAW54108.1| GTPase  IMAP family member 8  isoform CRA_b [Homo sapiens]NA

1895 RKWDDDYVRYWFT gi|6581091|gb|AAF18452.1|AF205598_1 transposase-like protein [Homo sapiens]NA

1896 DDSLDGYVFGTGT gi|126549|sp|P06887|LV1H_HUMAN Ig lambda chain V-I region MEMNA

1897 RTDDLVYLNVMEL gi|3183003|sp|Q14289|FAK2_HUMAN Protein tyrosine kinase 2 beta (Focal adhesion kinase 2) (FADK 2) (Proline-rich tyrosine kinase 2) (Cell adhesion kinase beta) (CAK beta) (Calcium-dependent tyrosine kinase) (CADTK) (Related adhesion focal tyrosine kinase) (RAFTK) [RTDDLVYLNVMEL|Y|881|Q14289|10880513|]

1898 VFPCSVYVPDEWE gi|33112647|sp|P06213|INSR_HUMAN Insulin receptor precursor (IR) (CD220 antigen) [Contains: Insulin receptor subunit alpha; Insulin receptor subunit beta][VFPCSVYVPDEWE|Y|1011|P06213|12707268|InsR|[P06213:INSR_HUMAN]]

1899 APVYSVYSKLHPP gi|71153548|sp|O75886|STAM2_HUMAN Signal transducing adapter molecule 2 (STAM-2) [APVYSVYSKLHPP|Y|374|O75886|15144186;15592455|]

1900 DSFLQRYSSDPTG gi|2811086|sp|P00533|EGFR_HUMAN Epidermal growth factor receptor precursor (Receptor tyrosine-protein kinase ErbB-1) [DSFLQRYSSDPTG|Y|1069|P00533|15302935;17081983|]

1901 EEISAMYSSVNKP gi|84029384|sp|Q9NWQ8|PAG1_HUMAN Phosphoprotein associated with glycosphingolipid-enriched microdomains 1 (Transmembrane adapter protein PAG) (Csk-binding protein) (Transmembrane phosphoprotein Cbp) [EEISAMYSSVNKP|Y|317|Q9NWQ8|16497976|]

1902 GGWMEDYDYVHLQ gi|8134339|sp|P56945|BCAR1_HUMAN Breast cancer anti-estrogen resistance protein 1 (CRK-associated substrate) (p130cas) [GGWMEDYDYVHLQ|Y|664|P56945|8621540;11604500|GGWMEDYDYVHLQ|Y|668|Q61140|11604500|FAK;Src|[Q05397:FAK1_HUMAN,P12931:SRC_HUMAN]]

1903 SYLPLSYWQQP gi|730980|sp|P40238|TPOR_HUMAN Thrombopoietin receptor precursor (TPO-R) (Myeloproliferative leukemia protein) (C-mpl) (CD110 antigen) [SYLPLSYWQQP|Y|631|P40238|9122198|SYLPLSYWQQP|Y|621|Q08351|9122198|]

1904 EDDQEVYDDVAEQ gi|6166197|sp|O15117|FYB_HUMAN FYN-binding protein (FYN-T-binding protein) (FYB-120/130) (p120/p130) (SLP-76-associated phosphoprotein) (SLAP-130) (Adhesion and degranulation promoting adaptor protein) (ADAP) [EDDQEVYDDVAEQ|Y|595|O15117|10570256;10409671|Fyn|[P06241:FYN_HUMAN]]

1905 LLTIDRYLAIVHA gi|31542354|ref|NP_034044.2| CC chemokine receptor 3 [Mus musculus] [LLTIDRYLAIVHA|Y|139|P41597|9670957|JAK2|[O60674:JAK2_HUMAN]]

1906 RCKRQFYLYKGKC gi|97189858|sp|Q2I0M5|RSPO4_HUMAN R-spondin-4 precursor (Roof plate-specific spondin-4) (hRspo4) [RCKRQFYLYKGKC|Y|112|Q2I0M5|15144186|]

1907 YSKNTDYTELHQQ gi|32469749|sp|Q8TBA6|GOGA5_HUMAN Golgin subfamily A member 5 (Golgin-84) (RET-fused gene 5 protein) (Ret-II protein) [YSKNTDYTELHQQ|Y|42|Q8TBA6|15144186;15592455|]

1908 DLVSCAYQVARGM gi|119602968|gb|EAW82562.1| fibroblast growth factor receptor 3 (achondroplasia  thanatophoric dwarfism)  isoform CRA_a [Homo sapiens][DLVSCAYQVARGM|Y|605|P11362|12601080|FGFR1|[P11362:FGFR1_HUMAN]]

1909 KTPAILYTYSGLR gi|74759932|sp|Q8N684|CPSF7_HUMAN Cleavage and polyadenylation specificity factor 7 (Cleavage and polyadenylation specificity factor 59 kDa subunit) (CPSF 59 kDa subunit) (Pre-mRNA cleavage factor Im 59 kDa subunit) [KTPAILYTYSGLR|Y|72|Q8N684|15144186|]

1910 LMARALYDNVPEC gi|8134360|sp|Q14511|CASL_HUMAN Enhancer of filamentation 1 (HEF1) (CRK-associated substrate-related protein) (CAS-L) (CasL) (p105) (Protein NEDD9) (Renal carcinoma antigen NY-REN-12) [LMARALYDNVPEC|Y|12|Q14511|15144186|]

1911 SLETLLYKPVDRV gi|143811366|sp|P11274|BCR_HUMAN Breakpoint cluster region protein (Renal carcinoma antigen NY-REN-26) [SLETLLYKPVDRV|Y|644|P11274|12522270|]

1912 TSSTVQYSTVVHS gi|729833|sp|P40189|IL6RB_HUMAN Interleukin-6 receptor subunit beta precursor (IL-6R-beta) (Interleukin-6 signal transducer) (Membrane glycoprotein 130) (gp130) (Oncostatin-M receptor alpha subunit) (CD130 antigen) (CDw130) [TSSTVQYSTVVHS|Y|759|P40189|8934572;9505191|]

1913 GGYGYGYGRSRDY gi|1710620|sp|P98179|RBM3_HUMAN Putative RNA-binding protein 3 (RNA-binding motif protein 3) (RNPL) [GGYGYGYGRSRDY|Y|129|P98179|15144186|]

1914 LLREETYDVPPAF gi|8134339|sp|P56945|BCAR1_HUMAN Breast cancer anti-estrogen resistance protein 1 (CRK-associated substrate) (p130cas) [LLREETYDVPPAF|Y|327|P56945|12601080|FGFR1|[P11362:FGFR1_HUMAN]LLREETYDVPPAF|Y|331|Q61140|15592455|]

1915 EEGYQDYEPEA gi|586067|sp|P37840|SYUA_HUMAN Alpha-synuclein (Non-A beta component of AD amyloid) (Non-A4 component of amyloid precursor) (NACP) [EEGYQDYEPEA|Y|136|P37840|11744621|Syk|[P43405:KSYK_HUMAN]]

1916 FVGTLQYLAPELL gi|14285497|sp|O14920|IKKB_HUMAN Inhibitor of nuclear factor kappa-B kinase subunit beta (I-kappa-B-kinase beta) (IkBKB) (IKK-beta) (IKK-B) (I-kappa-B kinase 2) (IKK2) (Nuclear factor NF-kappa-B inhibitor kinase beta) (NFKBIKB) NA

1917 HTTQGVYDIPPSS gi|8134360|sp|Q14511|CASL_HUMAN Enhancer of filamentation 1 (HEF1) (CRK-associated substrate-related protein) (CAS-L) (CasL) (p105) (Protein NEDD9) (Renal carcinoma antigen NY-REN-12) NA

1918 KQPYTEYISTRWY gi|41017258|sp|Q9UQ07|MOK_HUMAN MAPK/MAK/MRK overlapping kinase (MOK protein kinase) (Renal tumor antigen 1) (RAGE-1) [KQPYTEYISTRWY|Y|161|Q9UQ07|10421840|KQPYTEYISTRWY|Y|161|Q9WVS4|10421840|]

1919 CSPQPEYVNQPDV gi|119533|sp|P04626|ERBB2_HUMAN Receptor tyrosine-protein kinase erbB-2 precursor (p185erbB2) (C-erbB-2) (NEU proto-oncogene) (Tyrosine kinase-type cell surface receptor HER2) (MLN 19) (CD340 antigen) [CSPQPEYVNQPDV|Y|1139|P04626|11500516|ErbB2|[P04626:ERBB2_HUMAN]]

1920 RGLQGTYQDVGSL gi|547896|sp|P11912|CD79A_HUMAN B-cell antigen receptor complex-associated protein alpha-chain precursor (Ig-alpha) (MB-1 membrane glycoprotein) (Surface IgM-associated protein) (Membrane-bound immunoglobulin-associated protein) (CD79a antigen) [RGLQGTYQDVGSL|Y|210|P11912|11909947|]

1921 SVQNPVYHNQPLN gi|2811086|sp|P00533|EGFR_HUMAN Epidermal growth factor receptor precursor (Receptor tyrosine-protein kinase ErbB-1) [SVQNPVYHNQPLN|Y|1110|P00533|8845374;15302935|EGFR|[P00533:EGFR_HUMAN]]

1922 TLGGNPYPGIPPE gi|547807|sp|P07949|RET_HUMAN Proto-oncogene tyrosine-protein kinase receptor ret precursor (C-ret) NA

1923 YDQTNPYTDVRRR gi|85681902|sp|Q9UPU5|UBP24_HUMAN Ubiquitin carboxyl-terminal hydrolase 24 (Ubiquitin thioesterase 24) (Ubiquitin-specific-processing protease 24) (Deubiquitinating enzyme 24)[YDQTNPYTDVRRR|Y|1274|Q9UPU5|15302935;15144186|]



1924 EKVSGDYGHPVYI gi|2494367|sp|Q15768|EFNB3_HUMAN Ephrin-B3 precursor (EPH-related receptor tyrosine kinase ligand 8) (LERK-8) (EPH-related receptor transmembrane ligand ELK-L3) [EKVSGDYGHPVYI|Y|312|O73612|11983165;11466320|EphB2;Src_group|[P29323:EPHB2_HUMAN]EKVSGDYGHPVYI|Y|324|P98172|11466320|EKVSGDYGHPVYI|Y|311|P52799|12606549|EKVSGDYGHPVYI|Y|323|P52795|11983165|]

1925 IEDEDYYKASVTR gi|3183003|sp|Q14289|FAK2_HUMAN Protein tyrosine kinase 2 beta (Focal adhesion kinase 2) (FADK 2) (Proline-rich tyrosine kinase 2) (Cell adhesion kinase beta) (CAK beta) (Calcium-dependent tyrosine kinase) (CADTK) (Related adhesion focal tyrosine kinase) (RAFTK) [IEDEDYYKASVTR|Y|580|Q14289|10704819;10085136;12522270|IEDEDYYKASVTR|Y|580|Q9QVP9|11420674;15705590|]

1926 PGGSDNYGSLSRV gi|14916543|sp|O60716|CTND1_HUMAN Catenin delta-1 (p120 catenin) (p120(ctn)) (Cadherin-associated Src substrate) (CAS) (p120(cas)) [PGGSDNYGSLSRV|Y|228|P30999|15592455|]

1927 TAMRA contol_spot NA

1928 IgM contol_spot NA

1929 pY contol_spot NA

1930 TAMRA contol_spot NA

1931 IgM contol_spot NA

1932 pY contol_spot NA

1933 DEGGEVYEDLMKA gi|12643372|sp|Q9UKW4|VAV3_HUMAN Protein vav-3 NA

1934 ARVSSGYVPPPVA gi|2497677|sp|Q15942|ZYX_HUMAN Zyxin (Zyxin-2) NA

1935 RYEGRVYHYRINT gi|1168268|sp|P42684|ABL2_HUMAN Tyrosine-protein kinase ABL2 (Abelson murine leukemia viral oncogene homolog 2) (Abelson-related gene protein) (Tyrosine kinase ARG) NA

1936 TVEFMHYIIAARA gi|21542165|sp|O00541|PESC_HUMAN Pescadillo homolog 1 NA

1937 IWKKEIYEESSTW gi|20138899|sp|O96007|MOS2L_HUMAN Molybdenum cofactor synthesis protein 2 large subunit (Molybdopterin synthase large subunit) (MPT synthase large subunit) (MOCS2B) (MOCO1-B) NA

1938 KQERISYTPPESP gi|730927|sp|P41212|ETV6_HUMAN Transcription factor ETV6 (ETS-related protein Tel1) (Tel) (ETS translocation variant 6) NA

1939 HPATAEYEFANPS gi|6016268|sp|Q16082|HSPB2_HUMAN Heat shock protein beta-2 (HspB2) (DMPK-binding protein) (MKBP) NA

1940 GADPNPYVKTYLL gi|152031652|sp|O00443|P3C2A_HUMAN Phosphatidylinositol-4-phosphate 3-kinase C2 domain-containing alpha polypeptide (Phosphoinositide 3-Kinase-C2-alpha) (PtdIns-3-kinase C2 alpha) (PI3K-C2alpha) NA

1941 KPPYTDYVSTRWY gi|48428273|sp|Q9UPZ9|ICK_HUMAN Serine/threonine-protein kinase ICK (Intestinal cell kinase) (hICK) (MAK-related kinase) (MRK) (Laryngeal cancer kinase 2) (LCK2) [KPPYTDYVSTRWY|Y|159|Q9UPZ9|15988018|ICK|[Q9UPZ9:ICK_HUMAN]]

1942 KCDPAGYYCGFKA gi|46397659|sp|P60900|PSA6_HUMAN Proteasome subunit alpha type 6 (Proteasome iota chain) (Macropain iota chain) (Multicatalytic endopeptidase complex iota chain) (27 kDa prosomal protein) (PROS-27) (p27K) NA

1943 SRNAAEYLLSSGI gi|85681908|sp|P00519|ABL1_HUMAN Proto-oncogene tyrosine-protein kinase ABL1 (p150) (c-ABL) (Abelson murine leukemia viral oncogene homolog 1) NA

1944 PTPRSQYLSAEEN gi|47117044|sp|O75581|LRP6_HUMAN Low-density lipoprotein receptor-related protein 6 precursor NA

1945 RQLREQYDEKRSQ gi|60390262|sp|O95453|PARN_HUMAN Poly(A)-specific ribonuclease PARN (Polyadenylate-specific ribonuclease) (Deadenylating nuclease) (Deadenylation nuclease) NA

1946 SYHPSAYSPFHFQ gi|17380231|sp|Q9UKK3|PARP4_HUMAN Poly [ADP-ribose] polymerase 4 (PARP-4) (Vault poly(ADP-ribose) polymerase) (VPARP) (193 kDa vault protein) (PARP-related/IalphaI-related H5/proline-rich) (PH5P)NA

1947 AYADSYYYEDGGM gi|73619722|sp|Q8IVM0|CCD50_HUMAN Coiled-coil domain-containing protein 50 (Protein Ymer) NA

1948 RGFGFVYFQNHDA gi|8134660|sp|Q13151|ROA0_HUMAN Heterogeneous nuclear ribonucleoprotein A0 (hnRNP A0) NA

1949 RAYADSYYYEDGG gi|73619722|sp|Q8IVM0|CCD50_HUMAN Coiled-coil domain-containing protein 50 (Protein Ymer) NA

1950 LFQPVQYGQKPEG gi|55976571|sp|Q96L91|EP400_HUMAN E1A-binding protein p400 (p400 kDa SWI2/SNF2-related protein) (Domino homolog) (hDomino) (CAG repeat protein 32) (Trinucleotide repeat-containing gene 12 protein)NA

1951 YDEQSNYDQQHDS gi|8928305|sp|Q92804|RBP56_HUMAN TATA-binding protein-associated factor 2N (RNA-binding protein 56) (TAFII68) (TAF(II)68) NA

1952 YAVQAKYGDYNKE gi|464541|sp|P35241|RADI_HUMAN Radixin NA

1953 IVRSNHYDPEEDE gi|85700443|sp|Q07157|ZO1_HUMAN Tight junction protein ZO-1 (Zonula occludens 1 protein) (Zona occludens 1 protein) (Tight junction protein 1) NA

1954 KEKKYDYDNLPRT gi|84028209|sp|Q8IXK2|GLT12_HUMAN Polypeptide N-acetylgalactosaminyltransferase 12 (Protein-UDP acetylgalactosaminyltransferase 12) (UDP-GalNAc:polypeptide N-acetylgalactosaminyltransferase 12) (Polypeptide GalNAc transferase 12) (GalNAc-T12) (pp-GaNTase 12) NA

1955 DQDINYYIPAEDF gi|85396869|gb|AAI04789.1| Hyaluronoglucosaminidase 4 [Homo sapiens] NA

1956 GSFIGQYTVKKDK gi|83304988|sp|O94856|NFASC_HUMAN Neurofascin precursor NA

1957 FGGLVNYFKSKPV gi|6685982|sp|O95721|SNP29_HUMAN Synaptosomal-associated protein 29 (SNAP-29) (Vesicle-membrane fusion protein SNAP-29) (Soluble 29 kDa NSF attachment protein) NA

1958 GSHISGYATLRRG gi|82581557|sp|Q70E73|RAPH1_HUMAN Ras-associated and pleckstrin homology domains-containing protein 1 (RAPH1) (Lamellipodin) (Proline-rich EVH1 ligand 2) (PREL-2) (Protein RMO1) (Amyotrophic lateral sclerosis 2 chromosomal region candidate 9 gene protein)NA

1959 RNDSGTYLCGAIS gi|145559515|sp|Q15116|PDCD1_HUMAN Programmed cell death protein 1 precursor (Protein PD-1) (hPD-1) (CD279 antigen) NA

1960 MGATAVYELDTEK gi|3123165|sp|O15541|R113A_HUMAN RING finger protein 113A (Zinc finger protein 183) NA

1961 AVRRACYGVLRFI gi|417719|sp|P23396|RS3_HUMAN 40S ribosomal protein S3 NA

1962 NSYPWPYGRQTAP gi|27805737|sp|Q96GD4|AURKB_HUMAN Serine/threonine-protein kinase 12 (Aurora-B) (Aurora-and Ipl1-like midbody-associated protein 1) (AIM-1) (Aurora/IPL1-related kinase 2) (Aurora-related kinase 2) (STK-1) [NSYPWPYGRQTAP|Y|12|Q96GD4|16565220|]

1963 GCTPLHYAASKNR gi|20532206|sp|O75832|PSD10_HUMAN 26S proteasome non-ATPase regulatory subunit 10 (26S proteasome regulatory subunit p28) (Gankyrin) NA

1964 LLITGRYVEARNI gi|116242491|sp|P35573|GDE_HUMAN Glycogen debranching enzyme (Glycogen debrancher) [Includes: 4-alpha-glucanotransferase (Oligo-1 4-1 4-glucantransferase); Amylo-alpha-1 6-glucosidase (Amylo-1 6-glucosidase) (Dextrin 6-alpha-D-glucosidase)] NA

1965 KHINEVYYAKKKR gi|3219996|sp|Q13627|DYR1A_HUMAN Dual specificity tyrosine-phosphorylation-regulated kinase 1A (Protein kinase minibrain homolog) (MNBH) (HP86) (Dual specificity YAK1-related kinase) (hMNB) NA

1966 DKNADGYIDLDEL gi|54042075|sp|P63316|TNNC1_HUMAN Troponin C  slow skeletal and cardiac muscles (TN-C) NA

1967 SINTVTYEWAPPV gi|17380320|sp|Q9UGI8|TES_HUMAN Testin (TESS) NA

1968 ANSVASYENEEPA gi|119572412|gb|EAW52027.1| linker for activation of T cells  isoform CRA_d [Homo sapiens]NA

1969 IEWWDSYIIPNGF gi|37082334|sp|O43395|PRPF3_HUMAN U4/U6 small nuclear ribonucleoprotein Prp3 (Pre-mRNA-splicing factor 3) (U4/U6 snRNP 90 kDa protein) (hPrp3) NA

1970 GNRFEPYANPTKR gi|55977747|sp|P52272|HNRPM_HUMAN Heterogeneous nuclear ribonucleoprotein M (hnRNP M) NA

1971 FLKAIGYLIPLMD gi|15214275|sp|O75533|SF3B1_HUMAN Splicing factor 3B subunit 1 (Spliceosome-associated protein 155) (SAP 155) (SF3b155) (Pre-mRNA-splicing factor SF3b 155 kDa subunit) NA

1972 DKLKELYGQVLYR gi|6094347|sp|O76094|SRP72_HUMAN Signal recognition particle 72 kDa protein (SRP72) NA

1973 ARFCNRYPNIELS gi|56405304|sp|O75643|U520_HUMAN U5 small nuclear ribonucleoprotein 200 kDa helicase (U5 snRNP-specific 200 kDa protein) (U5-200KD) (Activating signal cointegrator 1 complex subunit 3-like 1) (BRR2 homolog) NA

1974 AKREKEYVNIQTF gi|67477390|sp|Q01968|OCRL_HUMAN Inositol polyphosphate 5-phosphatase OCRL-1 (Lowe oculocerebrorenal syndrome protein) NA

1975 CFYNSSYLNVQRE gi|231458|sp|P19652|A1AG2_HUMAN Alpha-1-acid glycoprotein 2 precursor (AGP 2) (Orosomucoid-2) (OMD 2) NA



1976 YASLRHYLNLVTR gi|1172796|sp|P10082|PYY_HUMAN Peptide YY precursor (PYY) (PYY-I) (Peptide tyrosine tyrosine) [Contains: Peptide YY(3-36) (PYY-II)] NA

1977 GLQEHVYEEIGDA gi|116241250|sp|Q02410|APBA1_HUMAN Amyloid beta A4 precursor protein-binding family A member 1 (Neuron-specific X11 protein) (Neuronal Munc18-1-interacting protein 1) (Mint-1) (Adapter protein X11alpha) NA

1978 PMLPNTYQPQPDS gi|8134339|sp|P56945|BCAR1_HUMAN Breast cancer anti-estrogen resistance protein 1 (CRK-associated substrate) (p130cas) NA

1979 VVALYDYMPMNAN gi|547759|sp|Q06187|BTK_HUMAN Tyrosine-protein kinase BTK (Bruton tyrosine kinase) (Agammaglobulinaemia tyrosine kinase) (ATK) (B cell progenitor kinase) (BPK) NA

1980 VVKREPYGKPVDV gi|145559462|sp|O14936|CSKP_HUMAN Peripheral plasma membrane protein CASK (hCASK) (Calcium/calmodulin-dependent serine protein kinase) (Lin-2 homolog) NA

1981 LAGEIVYQPDGSA gi|108935822|sp|Q15911|ATBF1_HUMAN Alpha-fetoprotein enhancer-binding protein (AT motif-binding factor) (AT-binding transcription factor 1) NA

1982 KLSSGQYPNLETF gi|22653668|sp|Q9UIF8|BAZ2B_HUMAN Bromodomain adjacent to zinc finger domain protein 2B (hWALp4)NA

1983 LQAQSDYEEIKTE gi|67476941|sp|O14529|CUTL2_HUMAN Homeobox protein cut-like 2 (Homeobox protein Cux-2) (Cut-like 2)NA

1984 DTESDFYEEIEVS gi|1352398|sp|P49640|EVX1_HUMAN Homeobox even-skipped homolog protein 1 (EVX-1) NA

1985 MRLTISYLRVRKL gi|2498017|sp|Q16665|HIF1A_HUMAN Hypoxia-inducible factor 1 alpha (HIF-1 alpha) (HIF1 alpha) (ARNT-interacting protein) (Member of PAS protein 1) (Basic-helix-loop-helix-PAS protein MOP1) NA

1986 APEAPVYANLSSY gi|135308|sp|P17535|JUND_HUMAN Transcription factor jun-D NA

1987 GTDSWVYPNISIP gi|13959682|sp|Q16281|CNGA3_HUMAN Cyclic nucleotide-gated cation channel alpha 3 (CNG channel alpha 3) (CNG-3) (CNG3) (Cyclic nucleotide-gated channel alpha 3) (Cone photoreceptor cGMP-gated channel subunit alpha) NA

1988 DVKFKNYLIPKGM gi|306327|gb|AAA02630.1| cytochrome P-4502C18 [Homo sapiens]NA

1989 ILLLVIYTAVFTP gi|26006810|sp|Q9H252|KCNH6_HUMAN Potassium voltage-gated channel subfamily H member 6 (Voltage-gated potassium channel subunit Kv11.2) (Ether-a-go-go-related gene potassium channel 2) (Ether-a-go-go-related protein 2) (Eag-related protein 2) NA

1990 FFAPSLYIIPLGI gi|6225708|sp|O15403|MOT7_HUMAN Monocarboxylate transporter 7 (MCT 7) (MCT 6) (Solute carrier family 16 member 6) NA

1991 MRDVDMYINLFHD gi|1709292|sp|P55011|S12A2_HUMAN Solute carrier family 12 member 2 (Bumetanide-sensitive sodium-(potassium)-chloride cotransporter 1) (Basolateral Na-K-Cl symporter) NA

1992 MARFYTYINPAEI gi|1172435|sp|P46059|S15A1_HUMAN Oligopeptide transporter  small intestine isoform (Peptide transporter 1) (Intestinal H(+)/peptide cotransporter) (Solute carrier family 15 member 1) NA

1993 EDAANNYARGHYT gi|119591124|gb|EAW70718.1| tubulin  alpha 1 (testis specific)  isoform CRA_a [Homo sapiens]NA

1994 SVKDIQYLKDSLA gi|1171955|sp|P42338|PK3CB_HUMAN Phosphatidylinositol-4 5-bisphosphate 3-kinase catalytic subunit beta isoform (PI3-kinase p110 subunit beta) (PtdIns-3-kinase p110) (PI3K) (PI3Kbeta) NA

1995 STENQSYAKHSAN gi|116242614|sp|Q96RT1|LAP2_HUMAN Protein LAP2 (Erbb2-interacting protein) (Erbin) (Densin-180-like protein) NA

1996 PCLQGYYTAAELK gi|51315841|sp|Q14435|GALT3_HUMAN Polypeptide N-acetylgalactosaminyltransferase 3 (Protein-UDP acetylgalactosaminyltransferase 3) (UDP-GalNAc:polypeptide N-acetylgalactosaminyltransferase 3) (Polypeptide GalNAc transferase 3) (GalNAc-T3) (pp-GaNTase 3) NA

1997 TFPNLDYSECCLF gi|134047802|sp|Q9BYX4|IFIH1_HUMAN Interferon-induced helicase C domain-containing protein 1 (Interferon-induced with helicase C domain protein 1) (Helicase with 2 CARD domains) (Helicard) (Melanoma differentiation-associated protein 5) (MDA-5) (RNA helicase-DEAD box protein 116) (Murabutide-down-regulated protein)'NA

1998 LEHLICYSFQVAK gi|9087218|sp|P35968|VGFR2_HUMAN Vascular endothelial growth factor receptor 2 precursor (VEGFR-2) (Kinase insert domain receptor) (Protein-tyrosine kinase receptor Flk-1) (CD309 antigen) [LEHLICYSFQVAK|Y|1006|P35918|12598525|]

1999 H2:17 contol_spot NA

2000 H6:17 contol_spot NA

2001 NFSWRGYAQMAPV gi|126302563|sp|O15230|LAMA5_HUMAN Laminin subunit alpha-5 precursorNA

2002 TDSCDPYFMLNNV gi|27151691|sp|Q9UP95|S12A4_HUMAN Solute carrier family 12 member 4 (Electroneutral potassium-chloride cotransporter 1) (Erythroid K-Cl cotransporter 1) (hKCC1) NA

2003 ERRESLYAHHAQV gi|122890477|emb|CAM13202.1| Sfi1 homolog  spindle assembly associated (yeast) [Homo sapiens] NA

2004 LQPCTAYVPVYPV gi|23821870|sp|Q99946|PRRT1_HUMAN Proline-rich transmembrane protein 1 NA

2005 VIYCDQYASLIPV gi|38503353|sp|Q8NFU1|VMDL1_HUMAN Bestrophin-2 (Vitelliform macular dystrophy 2-like protein 1) NA

2006 SAAKTYYMSGGLQ gi|134044259|sp|P11177|ODPB_HUMAN Pyruvate dehydrogenase E1 component subunit beta  mitochondrial precursor (PDHE1-B) NA

2007 RFVEFYYWDSYWV gi|3287921|sp|O43280|TREA_HUMAN Trehalase precursor (Alpha alpha-trehalase) (Alpha alpha-trehalose glucohydrolase) NA

2008 YRCELLYEGPPDD gi|119172|sp|P13639|EF2_HUMAN Elongation factor 2 (EF-2) NA

2009 IASPSKYVYILYV gi|119623143|gb|EAX02738.1| hypothetical protein FLJ10178  isoform CRA_a [Homo sapiens]NA

2010 LRSDCFYEQPDED gi|90185249|sp|Q9BYK8|PR285_HUMAN Peroxisomal proliferator-activated receptor A-interacting complex 285 kDa protein (ATP-dependent helicase PRIC285) (PPAR-alpha-interacting complex protein 285) (PPAR-gamma DBD-interacting protein 1) (PDIP1)NA

2011 YFSRDAYWEKLYV gi|547807|sp|P07949|RET_HUMAN Proto-oncogene tyrosine-protein kinase receptor ret precursor (C-ret) NA

2012 EPEEVQYKKSTAW gi|150456451|ref|NP_060264.3| hypothetical protein LOC54914 [Homo sapiens] NA

2013 LSFGESYDNSKSW gi|119608751|gb|EAW88345.1| mannosidase  alpha  class 1B  member 1  isoform CRA_a [Homo sapiens]NA

2014 LILECKYVKKPLQ gi|68565242|sp|Q8WW14|CJ082_HUMAN Uncharacterized protein C10orf82 NA

2015 LLKKTKYGDRGNQ gi|17366458|sp|Q14573|ITPR3_HUMAN Inositol 1 4 5-trisphosphate receptor type 3 (Type 3 inositol 1 4 5-trisphosphate receptor) (Type 3 InsP3 receptor) (IP3 receptor isoform 3) (InsP3R3) NA

2016 LPDELLYGRAGYL gi|47116933|sp|Q9NS86|LANC2_HUMAN LanC-like protein 2 (Testis-specific adriamycin sensitivity protein) NA

2017 LRSDDIYNQVSAY gi|2495719|sp|Q12768|STRUM_HUMAN Strumpellin NA

2018 RGLQEGYENSRCY gi|134035341|sp|Q9C0C9|UBE2O_HUMAN Ubiquitin-conjugating enzyme E2 O (Ubiquitin-protein ligase O) (Ubiquitin carrier protein O) (Ubiquitin-conjugating enzyme E2 of 230 kDa) (E2-230K)NA

2019 DIDENAYAKVCLY gi|6174930|sp|Q13200|PSD2_HUMAN 26S proteasome non-ATPase regulatory subunit 2 (26S proteasome regulatory subunit RPN1) (26S proteasome regulatory subunit S2) (26S proteasome subunit p97) (Tumor necrosis factor type 1 receptor-associated protein 2) (55.11 protein) NA

2020 EFQDELYKNTPKY gi|119585105|gb|EAW64701.1| hCG1643239 [Homo sapiens]NA

2021 QADMTKYLEGSLY gi|147668009|sp|Q8N6K7|SAMD3_HUMAN Sterile alpha motif domain-containing protein 3 NA

2022 VLQWSDYEIVRLQ gi|13633364|sp|O14966|RAB7L_HUMAN Ras-related protein Rab-7L1 (Rab-7-like protein 1) NA

2023 AQSGEDYDSFLMY gi|13638154|sp|P16144|ITB4_HUMAN Integrin beta-4 precursor (GP150) (CD104 antigen)NA

2024 KLGYDPYANPPNY gi|6686059|sp|O60507|TPS1_HUMAN Protein-tyrosine sulfotransferase 1 (Tyrosylprotein sulfotransferase-1) (TPST-1) NA

2025 TCTEGKYGIHCDQ gi|145559531|sp|Q8WWQ8|STAB2_HUMAN Stabilin-2 precursor (Fasciclin  EGF-like  laminin-type EGF-like and link domain-containing scavenger receptor 2) (FEEL-2) (FAS1 EGF-like and X-link domain-containing adhesion molecule 2) (Hyaluronan receptor for endocytosis) [Contains: 190 kDa form stabilin-2 (190 kDa hyaluronan receptor for endocytosis)] NA

2026 FCQRELYEDSLLD gi|143811449|sp|Q96EQ8|RN125_HUMAN E3 ubiquitin-protein ligase RNF125 (RING finger protein 125) (T-cell RING activation protein 1) (TRAC-1) NA

2027 KKHFDSYIETALD gi|119576332|gb|EAW55928.1| UDP glycosyltransferase 3 family  polypeptide A1  isoform CRA_b [Homo sapiens] NA



2028 AAAEWKYVAMVMD gi|113071|sp|P02708|ACHA_HUMAN Acetylcholine receptor subunit alpha precursor NA

2029 KTSMSGYIPSYLD gi|135705|sp|P10827|THA_HUMAN Thyroid hormone receptor alpha (C-erbA-alpha) (c-erbA-1) (EAR-7) (EAR7) NA

2030 HLECARYMDVREA gi|7020152|dbj|BAA91014.1| unnamed protein product [Homo sapiens]NA

2031 DFSKQPYIVSAAE gi|109896166|sp|Q3MJ13|WDR72_HUMAN WD repeat protein 72 NA

2032 FGRSEQYRQVASP gi|20178334|sp|O95409|ZIC2_HUMAN Zinc finger protein ZIC 2 (Zinc finger protein of the cerebellum 2) NA

2033 NPLEYKYKNGASP gi|56404632|sp|Q8TAT5|NEIL3_HUMAN Endonuclease VIII-like 3 (Nei-like 3) (DNA glycosylase FPG2) NA

2034 YEAFEGYDSIDSP gi|20978543|sp|O00231|PSD11_HUMAN 26S proteasome non-ATPase regulatory subunit 11 (26S proteasome regulatory subunit S9) (26S proteasome regulatory subunit p44.5) NA

2035 LSCEGRYERGRAE gi|68565596|sp|Q8IZL2|MAML2_HUMAN Mastermind-like protein 2 (Mam-2) NA

2036 EQSGTIYLQHADE gi|134047855|sp|P37198|NUP62_HUMAN Nuclear pore glycoprotein p62 (62 kDa nucleoporin) NA

2037 SYGDSLYYNNAYG gi|62511089|sp|Q9BWF3|RBM4_HUMAN RNA-binding protein 4 (RNA-binding motif protein 4) (RNA-binding motif protein 4a) (Lark homolog) (hLark) NA

2038 ILSDEIYCPPETA gi|125987826|sp|P15311|EZRI_HUMAN Ezrin (p81) (Cytovillin) (Villin-2) NA

2039 LDRMAKYEISALE gi|81170632|sp|Q6NV75|GP153_HUMAN Probable G-protein coupled receptor 153 (G-protein coupled receptor PGR1) NA

2040 IPGATGYEENTYL gi|21753422|dbj|BAC04342.1| unnamed protein product [Homo sapiens]NA

2041 KALDTSYVILPTA gi|10719900|sp|O14514|BAI1_HUMAN Brain-specific angiogenesis inhibitor 1 precursor NA

2042 ARSLDKYDIICME gi|133021|sp|P18124|RL7_HUMAN 60S ribosomal protein L7 NA

2043 <<Marker>> contol_spot NA

2044 TASTSYYEAAGTA gi|132518|sp|P22670|RFX1_HUMAN MHC class II regulatory factor RFX1 (RFX) (Enhancer factor C) (EF-C) NA

2045 ASDMSPYVRKTAA gi|18202497|sp|Q13367|AP3B2_HUMAN AP-3 complex subunit beta-2 (Adapter-related protein complex 3 beta-2 subunit) (Beta3B-adaptin) (Adaptor protein complex AP-3 beta-2 subunit) (AP-3 complex beta-2 subunit) (Clathrin assembly protein complex 3 beta-2 large chain) (Neuron-specific vesicle coat protein beta-NAP) NA

2046 MLGKALYENMLVE gi|67462009|sp|Q15386|UBE3C_HUMAN Ubiquitin-protein ligase E3C NA

2047 YYADTIYTSAGVE gi|134053883|ref|NP_997303.2| intestinal facilitative glucose transporter 7 [Homo sapiens] NA

2048 GREATKYVRWIAF gi|122063373|sp|Q8NHV5|CP052_HUMAN Uncharacterized protein C16orf52NA

2049 LDDNFYYQSMRYE gi|116242735|sp|Q8IV42|PSTK_HUMAN L-seryl-tRNA(Sec) kinase (O-phosphoseryl-tRNA(Sec) kinase)NA

2050 LQHEYPYEDHLWL gi|119575395|gb|EAW55000.1| hCG40385  isoform CRA_b [Homo sapiens]NA

2051 FHFEGSYDSISKA gi|145617724|ref|ZP_01773788.1| phosphoesterase  PA-phosphatase related [Geobacter bemidjiensis Bem] NA

2052 IAEELLYLRVVRG gi|32364694|gb|AAP80384.1| p40 [Homo sapiens]NA

2053 SDWDSPYLDMELA gi|51702148|sp|Q9H987|SYP2L_HUMAN Synaptopodin 2-like proteinNA

2054 CIYEWFYSNIDKP gi|74708186|sp|Q5TKA1|LIN9_HUMAN Lin-9 homolog (huLin-9) (hLin-9) (Beta-subunit associated regulator of apoptosis) (Type I interferon receptor beta chain-associated protein) (TUDOR gene similar protein) (pRB-associated protein) NA

2055 EHCGAAYEDFNIP gi|3192971|gb|AAC19168.1| gastric mucin [Homo sapiens]NA

2056 GPPEPPYSFHQVT gi|5921785|sp|O43525|KCNQ3_HUMAN Potassium voltage-gated channel subfamily KQT member 3 (Voltage-gated potassium channel subunit Kv7.3) (Potassium channel subunit alpha KvLQT3) (KQT-like 3) NA

2057 KEFDPKYAHIQVT gi|32469767|sp|Q96BY6|DOC10_HUMAN Dedicator of cytokinesis protein 10 (Zizimin-3)NA

2058 DPDESSYFVIGAV gi|10719903|sp|O60241|BAI2_HUMAN Brain-specific angiogenesis inhibitor 2 precursor NA

2059 FSKDPDYIVVPYT gi|332129|gb|AAA46542.1| Pr160 gag pro pol precursor [Mus musculus]NA

2060 MDEKTLYLALGAV gi|2833247|sp|Q13797|ITA9_HUMAN Integrin alpha-9 precursor (Integrin alpha-RLC) NA

2061 QVSSPIYDINYYT gi|1705896|sp|P51681|CCR5_HUMAN C-C chemokine receptor type 5 (C-C CKR-5) (CC-CKR-5) (CCR-5) (CCR5) (HIV-1 fusion coreceptor) (CHEMR13) (CD195 antigen) NA

2062 RGSRTGYVHIYDV gi|109892504|sp|Q53GT1|KLH22_HUMAN Kelch-like protein 22 NA

2063 CPDEGFYKSGKFV gi|46577655|sp|P61081|UBC12_HUMAN NEDD8-conjugating enzyme Ubc12 (Ubiquitin-conjugating enzyme E2 M) (NEDD8 protein ligase) (NEDD8 carrier protein) NA

2064 <<Marker>> contol_spot NA

2065 NQFVPLYTDPQEV gi|543774|sp|P35612|ADDB_HUMAN Beta-adducin (Erythrocyte adducin subunit beta) NA

2066 VGAWGDYDDSAFV gi|113413200|ref|XP_934799.2| PREDICTED: similar to Prostate  ovary  testis expressed protein on chromosome 2 [Homo sapiens]NA

2067 ALPPTDYDRSPFV gi|7676156|sp|O00482|NR5A2_HUMAN Orphan nuclear receptor NR5A2 (Alpha-1-fetoprotein transcription factor) (Hepatocytic transcription factor) (B1-binding factor) (hB1F) (CYP7A promoter-binding factor) (Liver receptor homolog 1) (LRH-1) NA

2068 GFSGEQYVLEKGV gi|74750904|sp|Q8N1P7|AIM1L_HUMAN Absent in melanoma 1-like protein NA

2069 KLVQIEYALAAVA gi|130850|sp|P25787|PSA2_HUMAN Proteasome subunit alpha type 2 (Proteasome component C3) (Macropain subunit C3) (Multicatalytic endopeptidase complex subunit C3) [KLVQIEYALAAVA|Y|24|P25787|15592455|]

2070 TVEVDLYTAKGLF gi|20981682|sp|P09104|ENOG_HUMAN Gamma-enolase (2-phospho-D-glycerate hydro-lyase) (Neural enolase) (Neuron-specific enolase) (NSE) (Enolase 2) [TVEVDLYTAKGLF|Y|25|P17182|15592455|]

2071 DTAEQVYISSLAL gi|51701716|sp|O00487|PSDE_HUMAN 26S proteasome non-ATPase regulatory subunit 14 (26S proteasome regulatory subunit rpn11) (26S proteasome-associated PAD1 homolog 1) NA

2072 IDPTGTYHGDSDL gi|119608775|gb|EAW88369.1| tubulin  beta 2C  isoform CRA_b [Homo sapiens][IDPTGTYHGDSDL|Y|36|P07437|15592455|]

2073 TGAKNLYIISVKG gi|51338639|sp|P62829|RL23_HUMAN 60S ribosomal protein L23 (Ribosomal protein L17) NA

2074 GPYSKQYAGYDYS gi|74760683|sp|Q969M3|YIPF5_HUMAN Protein YIPF5 (YIP1 family member 5) (YPT-interacting protein 1 A) (Five-pass transmembrane protein localizing in the Golgi apparatus and the endoplasmic reticulum 5) (Smooth muscle cell-associated protein 5) (SMAP-5) [GPYSKQYAGYDYS|Y|39|Q969M3|15592455|]

2075 HFIKDEYKENPLF gi|55976292|sp|Q08683|APC5_YEAST Anaphase-promoting complex subunit 5 NA

2076 LRMKGDYVLGGLF gi|62299063|sp|Q7RTX0|TS1R3_HUMAN Taste receptor type 1 member 3 precursor (Sweet taste receptor T1R3) NA

2077 VESKNAYGITPLF gi|20531999|sp|Q96Q27|ASB2_HUMAN Ankyrin repeat and SOCS box protein 2 (ASB-2) NA

2078 GRESSGYLRLAFH gi|114607680|ref|XP_518520.2| PREDICTED: meprin A  alpha (PABA peptide hydrolase) [Pan troglodytes]NA

2079 DSHMDTYEQGVLF gi|115311843|sp|Q5JRX3|PREP_HUMAN Presequence protease  mitochondrial precursor (hPreP) (Pitrilysin metalloproteinase 1) (Metalloprotease 1) (hMP1) NA



2080 IQSDFIYFRKGPF gi|71891697|dbj|BAA86461.2| KIAA1147 protein [Homo sapiens]NA

2081 NTSSYEYTDVPFH gi|67477354|sp|O95897|NOE2_HUMAN Noelin-2 precursor (Olfactomedin-2) NA

2082 YCKWPEYQRGGFH gi|6686252|sp|Q99765|YV002_HUMAN Putative uncharacterized protein DJ1104E15.3 NA

2083 ILEHLEYADEAEA gi|74761513|sp|Q9H7X2|CA115_HUMAN Uncharacterized protein C1orf115 NA

2084 GRRKVDYILVYHH gi|74708278|sp|Q5XXA6|TM16A_HUMAN Transmembrane protein 16A (Discovered on gastrointestinal stromal tumors protein 1) (Oral cancer overexpressed protein 2) (Tumor amplified and overexpressed sequence 2) NA

2085 <<Marker>> contol_spot NA

2086 TVIKAKYAEVAKH gi|119579378|gb|EAW58974.1| SMC2 structural maintenance of chromosomes 2-like 1 (yeast)  isoform CRA_b [Homo sapiens]NA

2087 KLPDDHYQEKTAM gi|74750502|sp|Q86WG5|MTMRD_HUMAN Myotubularin-related protein 13 (SET-binding factor 2) NA

2088 QIKSLQYSNTGDM gi|119576364|gb|EAW55960.1| WD repeat domain 70  isoform CRA_a [Homo sapiens]NA

2089 NDEHTSYGETGVP gi|125991837|sp|Q9NZJ0|DTL_HUMAN Denticleless protein homolog (Lethal(2) denticleless protein homolog) (Ddb1- and Cul4-associated factor 2) (Retinoic-acid regulated nuclear matrix-associated protein)NA

2090 SEELTKYKIVTYL gi|20137579|sp|Q9Y239|NOD1_HUMAN Nucleotide-binding oligomerization domain-containing protein 1 (Caspase recruitment domain-containing protein 4) NA

2091 KWEEIPYVQAFMA gi|21751026|dbj|BAC03888.1| unnamed protein product [Homo sapiens] NA

2092 VPSKEAYCAYAII gi|2499523|sp|Q13183|S13A2_HUMAN Solute carrier family 13 member 2 (Renal sodium/dicarboxylate cotransporter) (Na(+)/dicarboxylate cotransporter 1) (NaDC-1) NA

2093 LNEEGGYHQIGPA gi|119569260|gb|EAW48875.1| hypothetical protein FLJ36090  isoform CRA_c [Homo sapiens]NA

2094 QGSEATYESGFVI gi|119572311|gb|EAW51926.1| hCG2039500 [Homo sapiens]NA

2095 DGRSQDYINDAAK gi|115556|sp|P21941|MATN1_HUMAN Cartilage matrix protein precursor (Matrilin-1) NA

2096 GLEKTHYNSTSWI gi|30315933|sp|Q8TF62|AT8B4_HUMAN Probable phospholipid-transporting ATPase IM (ATPase class I type 8B member 4)NA

2097 LWRKDKYDCLIWI gi|729367|sp|P40879|S26A3_HUMAN Chloride anion exchanger (Protein DRA) (Down-regulated in adenoma) (Solute carrier family 26 member 3) NA

2098 QSNKEAYVISLYI gi|20455347|sp|O95922|TTLL1_HUMAN Probable tubulin polyglutamylase (Tubulin polyglutamylase complex subunit 3) (PGs3) (Tubulin--tyrosine ligase-like protein 1) NA

2099 HVGESLYAIVLCK gi|71152986|sp|Q8TBM7|CJ057_HUMAN Uncharacterized protein C10orf57 NA

2100 CRSFSLYVSCNCC gi|24370915|emb|CAC85427.1| Neuropeptide G-Protein-Coupled Receptor short form [Homo sapiens]NA

2101 NIGKGSYAIPGDC gi|3024670|sp|Q15831|STK11_HUMAN Serine/threonine-protein kinase 11 (Serine/threonine-protein kinase LKB1) (Renal carcinoma antigen NY-REN-19) NA

2102 NGREAEYSDKHGQ gi|19860819|sp|P54760|EPHB4_HUMAN Ephrin type-B receptor 4 precursor (Tyrosine-protein kinase receptor HTK) (Tyrosine-protein kinase TYRO11) NA

2103 LFFDDSYGFYPGQ gi|134035341|sp|Q9C0C9|UBE2O_HUMAN Ubiquitin-conjugating enzyme E2 O (Ubiquitin-protein ligase O) (Ubiquitin carrier protein O) (Ubiquitin-conjugating enzyme E2 of 230 kDa) (E2-230K)NA

2104 VFSMVLYCQIGNK gi|116589|sp|P19075|TSN8_HUMAN Tetraspanin-8 (Tspan-8) (Transmembrane 4 superfamily member 3) (Tumor-associated antigen CO-029) NA

2105 KVAKVEYVRKKPK gi|129719|sp|P04085|PDGFA_HUMAN Platelet-derived growth factor A chain precursor (PDGF A-chain) (Platelet-derived growth factor alpha polypeptide) (PDGF-1) NA

2106 <<Marker>> contol_spot NA

2107 STFVEGYSSNYEL gi|90110039|sp|Q92570|NR4A3_HUMAN Orphan nuclear receptor NR4A3 (Nuclear hormone receptor NOR-1) (Neuron-derived orphan receptor 1) (Mitogen-induced nuclear orphan receptor) NA

2108 TRPNTDYSCGGFL gi|85687556|sp|Q9UGM3|DMBT1_HUMAN Deleted in malignant brain tumors 1 protein precursor (Glycoprotein 340) (Gp-340) (Surfactant pulmonary-associated D-binding protein) NA

2109 TRVAPAYAKMGEM gi|27735161|sp|P17342|ANPRC_HUMAN Atrial natriuretic peptide clearance receptor precursor (ANP-C) (ANPRC) (NPR-C) (Atrial natriuretic peptide C-type receptor) NA

2110 CSFKCSYVVTNGL gi|1172027|sp|P43490|NAMPT_HUMAN Nicotinamide phosphoribosyltransferase (NAmPRTase) (Nampt) (Pre-B cell-enhancing factor) (Pre-B-cell colony-enhancing factor 1) (Visfatin) NA

2111 GGENTAYMSNGGL gi|12643949|sp|Q9Y2T1|AXN2_HUMAN Axin-2 (Axis inhibition protein 2) (Conductin) (Axin-like protein) (Axil) NA

2112 HLEEVVYNQLNGL gi|143811393|sp|Q9HCQ5|GALT9_HUMAN Polypeptide N-acetylgalactosaminyltransferase 9 (Protein-UDP acetylgalactosaminyltransferase 9) (UDP-GalNAc:polypeptide N-acetylgalactosaminyltransferase 9) (Polypeptide GalNAc transferase 9) (GalNAc-T9) (pp-GaNTase 9)NA

2113 RQSKELYGTWEML gi|22256935|sp|Q96TA1|NIBL_HUMAN Niban-like protein (Meg-3) NA

2114 VTVKETYCSVTNL gi|119582843|gb|EAW62439.1| hCG2039359 [Homo sapiens]NA

2115 QPPGGDYQQPPPL gi|88909269|sp|Q86UL8|MAGI2_HUMAN Membrane-associated guanylate kinase  WW and PDZ domain-containing protein 2 (Membrane-associated guanylate kinase inverted 2) (MAGI-2) (Atrophin-1-interacting protein 1) (Atrophin-1-interacting protein A) NA

2116 MLEEEDYPGAIQL gi|119597226|gb|EAW76820.1| hypothetical protein LOC55610  isoform b  isoform CRA_f [Homo sapiens]NA

2117 HKPDEIYGMIERL gi|33301371|sp|Q86U44|MTA70_HUMAN N6-adenosine-methyltransferase 70 kDa subunit (MT-A70) (Methyltransferase-like protein 3) NA

2118 EESDADYDYQNRL gi|60416383|sp|P12259|FA5_HUMAN Coagulation factor V precursor (Activated protein C cofactor) [Contains: Coagulation factor V heavy chain; Coagulation factor V light chain]NA

2119 AYKESTYAKGKNM gi|113422349|ref|XP_934804.2| PREDICTED: similar to Nucleolar transcription factor 1 (Upstream-binding factor 1) (UBF-1) [Homo sapiens] NA

2120 ENGCEEYGIMCPM gi|74762527|sp|Q8N573|OXR1_HUMAN Oxidation resistance protein 1 NA

2121 AGYGDIYLNAGPM gi|66774048|sp|Q14004|CD2L5_HUMAN Cell division cycle 2-like protein kinase 5 (CDC2-related protein kinase 5) (Cholinesterase-related cell division controller) NA

2122 NVMMGPYRQDLLA gi|21903479|sp|P18206|VINC_HUMAN Vinculin (Metavinculin) NA

2123 PDVLEYYKNDHAK gi|90180201|sp|Q13480|GAB1_HUMAN GRB2-associated-binding protein 1 (GRB2-associated binder 1) NA

2124 PIQEANYVPMTPG gi|90180201|sp|Q13480|GAB1_HUMAN GRB2-associated-binding protein 1 (GRB2-associated binder 1) [PIQEANYVPMTPG|Y|472|Q13480|10978177;9890893;10734310|Met;EGFR;InsR|[P08581:MET_HUMAN,P00533:EGFR_HUMAN,P06213:INSR_HUMAN]]

2125 DEVYSKYYTPVPC gi|41019536|sp|P51692|STA5B_HUMAN Signal transducer and activator of transcription 5B NA

2126 WGLAEFYHPGQEY gi|55977123|sp|P68400|CSK21_HUMAN Casein kinase II subunit alpha (CK II) NA

2127 <<Marker>> contol_spot NA

2128 YFLDDQYTSSSGA gi|1174630|sp|P42680|TEC_HUMAN Tyrosine-protein kinase Tec NA

2129 YIEDEDYYKASVT gi|3183003|sp|Q14289|FAK2_HUMAN Protein tyrosine kinase 2 beta (Focal adhesion kinase 2) (FADK 2) (Proline-rich tyrosine kinase 2) (Cell adhesion kinase beta) (CAK beta) (Calcium-dependent tyrosine kinase) (CADTK) (Related adhesion focal tyrosine kinase) (RAFTK) [YIEDEDYYKASVT|Y|579|Q14289|10704819;10085136;12522270;17192257|YIEDEDYYKASVT|Y|579|Q9QVP9|12514172|]

2130 YVDPHTYEDPNQA gi|125333|sp|P29317|EPHA2_HUMAN Ephrin type-A receptor 2 precursor (Tyrosine-protein kinase receptor ECK) (Epithelial cell kinase) [YVDPHTYEDPNQA|Y|594|P29317|15951569;17192257|]

2131 YVLDDQYVSSVGT gi|1705489|sp|P51813|BMX_HUMAN Cytoplasmic tyrosine-protein kinase BMX (Bone marrow tyrosine kinase gene in chromosome X protein) (Epithelial and endothelial tyrosine kinase) (ETK) (NTK38) [YVLDDQYVSSVGT|Y|566|P51813|10688651|Src|[P12931:SRC_HUMAN]]



2132 IKLMEKYHVEAEE gi|9626575|ref|NP_040864.1| DBP [Human adenovirus F] NA

2133 INNIDYYKKTTNG gi|119569729|gb|EAW49344.1| fibroblast growth factor receptor 2 (bacteria-expressed kinase  keratinocyte growth factor receptor  craniofacial dysostosis 1  Crouzon syndrome  Pfeiffer syndrome  Jackson-Weiss syndrome)  isoform CRA_f [Homo sapiens]NA

2134 IYKDPDYVRKGSA gi|1718189|sp|P35916|VGFR3_HUMAN Vascular endothelial growth factor receptor 3 precursor (VEGFR-3) (Tyrosine-protein kinase receptor FLT4) NA

2135 APGMKVYIDPFTY gi|76803655|sp|P54753|EPHB3_HUMAN Ephrin type-B receptor 3 precursor (Tyrosine-protein kinase receptor HEK-2) (Tyrosine-protein kinase TYRO6) [APGMKVYIDPFTY|Y|608|P54753|15951569|]

2136 KAYGNGYSSNGNT gi|114765|sp|P07550|ADRB2_HUMAN Beta-2 adrenergic receptor (Beta-2 adrenoceptor) (Beta-2 adrenoreceptor) NA

2137 KKTFASYMPQFQT gi|116242617|sp|P48357|LEPR_HUMAN Leptin receptor precursor (LEP-R) (OB receptor) (OB-R) (HuB219) (CD295 antigen) [KKTFASYMPQFQT|Y|1141|P48357|14625304|]

2138 VHVNATYVNVKCV gi|125484|sp|P08581|MET_HUMAN Hepatocyte growth factor receptor precursor (HGF receptor) (Scatter factor receptor) (SF receptor) (HGF/SF receptor) (Met proto-oncogene tyrosine kinase) (c-Met) [VHVNATYVNVKCV|Y|1356|P08581|12475979;9444958;9252406;7513258;7731718;8662889;7961992;7687741;9826708|Met|[P08581:MET_HUMAN]VHVNATYVNVKCV|Y|1354|P16056|7513258;10069803;8662733;7838524;7499247;8906793|]

2139 NGNNYVYIDPTQL gi|125472|sp|P10721|KIT_HUMAN Mast/stem cell growth factor receptor precursor (SCFR) (Proto-oncogene tyrosine-protein kinase Kit) (c-kit) (CD117 antigen) [NGNNYVYIDPTQL|Y|569|P05532|N.N.|NGNNYVYIDPTQL|Y|570|P10721|9799234|Kit|[P10721:KIT_HUMAN]]

2140 ESTNHIYSNLANC gi|125472|sp|P10721|KIT_HUMAN Mast/stem cell growth factor receptor precursor (SCFR) (Proto-oncogene tyrosine-protein kinase Kit) (c-kit) (CD117 antigen) [ESTNHIYSNLANC|Y|936|P10721|10377264|Kit|[P10721:KIT_HUMAN]]

2141 PTAGALYSGSEGD gi|134876|sp|P11831|SRF_HUMAN Serum response factor (SRF) NA

2142 VEEEPVYEAEPEP gi|123557|sp|P14317|HCLS1_HUMAN Hematopoietic lineage cell-specific protein (Hematopoietic cell-specific LYN substrate 1) (LckBP1) (p75) [VEEEPVYEAEPEP|Y|360|P14317|96108162|]

2143 MLRLQDYEEKTKK gi|125987826|sp|P15311|EZRI_HUMAN Ezrin (p81) (Cytovillin) (Villin-2) [MLRLQDYEEKTKK|Y|354|P15311|1382070|EGFR|[P00533:EGFR_HUMAN]]

2144 TLSEESYKDSTLI gi|51702210|sp|P62258|1433E_HUMAN 14-3-3 protein epsilon (14-3-3E) NA

2145 EEAEEPYEEATER gi|112927|sp|P05067|A4_HUMAN Amyloid beta A4 protein precursor (APP) (ABPP) (Alzheimer disease amyloid protein) (Cerebral vascular amyloid peptide) (CVAP) (Protease nexin-II) (PN-II) (APPI) (PreA4) [Contains: Soluble APP-alpha (S-APP-alpha); Soluble APP-beta (S-APP-beta); C99; Beta-amyloid protein 42 (Beta-APP42); Beta-amyloid protein 40 (Beta-APP40); C83; P3(42); P3(40); Gamma-CTF(59) (Gamma-secretase C-terminal fragment 59) (Amyloid intracellular domain 59) (AID(59)) (AICD-59); Gamma-CTF(57) (Gamma-secretase C-terminal fragment 57) (Amyloid intracellular domain 57) (AID(57)) (AICD-57); Gamma-CTF(50) (Gamma-secretase C-terminal fragment 50) (Amyloid intracellular domain 50) (AID(50)) (AICD-50); C31] NA

2146 IFKSSCYIDVRWF gi|91208254|sp|Q494W8|CRFM7_HUMAN CHRNA7-FAM7A fusion protein (D-10) (CHRNA7-DR1) NA

2147 KNPKNPYEESSRD gi|119226|sp|P01133|EGF_HUMAN Pro-epidermal growth factor precursor (EGF) [Contains: Epidermal growth factor (Urogastrone)] NA

2148 <<Marker>> contol_spot NA

2149 GVESEFYLAMNKE gi|122756|sp|P21781|FGF7_HUMAN Keratinocyte growth factor precursor (KGF) (Fibroblast growth factor 7) (FGF-7) (HBGF-7) NA

2150 TQDGPLYVIVEYA gi|119583714|gb|EAW63310.1| fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2  Pfeiffer syndrome)  isoform CRA_h [Homo sapiens]NA

2151 TLQQAEYEFLSFV gi|116242694|sp|Q9Y3B8|ORN_HUMAN Oligoribonuclease  mitochondrial precursor (Small fragment nuclease) (RNA exonuclease 2 homolog) NA

2152 HTGEKPYACLECG gi|74757437|sp|Q6DD87|ZN787_HUMAN Zinc finger protein 787 (TTF-I-interacting peptide 20) [HTGEKPYACLECG|Y|122|Q6DD87|15592455|]

2153 ATREGDYVLFHHE gi|116241237|sp|P53396|ACLY_HUMAN ATP-citrate synthase (ATP-citrate (pro-S-)-lyase) (Citrate cleavage enzyme) NA

2154 MKNLTQYEQLKAH gi|60389833|sp|Q8IZD4|DCP1B_HUMAN mRNA-decapping enzyme 1B NA

2155 EHALLAYTLGVKQ gi|156056334|ref|XP_001594091.1| elongation factor 1-alpha [Sclerotinia sclerotiorum 1980] [EHALLAYTLGVKQ|Y|141|P68104|16497976|EHALLAYTLGVKQ|Y|141|Q05639|15592455|]

2156 KRLTHVYDLCKGK gi|133326|sp|P24928|RPB1_HUMAN DNA-directed RNA polymerase II subunit RPB1 (RNA polymerase II subunit B1) (DNA-directed RNA polymerase II subunit A) (DNA-directed RNA polymerase III largest subunit) [KRLTHVYDLCKGK|Y|145|P24928|15592455|]

2157 ERYTEFYHVPTHS gi|47605572|sp|Q96HC4|PDLI5_HUMAN PDZ and LIM domain protein 5 (Enigma homolog) (Enigma-like PDZ and LIM domains protein) [ERYTEFYHVPTHS|Y|251|Q96HC4|15592455|]

2158 KIVDNGYGYVSNG gi|20141641|sp|P49589|SYCC_HUMAN Cysteinyl-tRNA synthetase  cytoplasmic (Cysteine--tRNA ligase) (CysRS) NA

2159 HFPLATYAPVISA gi|119591124|gb|EAW70718.1| tubulin  alpha 1 (testis specific)  isoform CRA_a [Homo sapiens][HFPLATYAPVISA|Y|272|P68366|15592455;15659558|]

2160 SKFDTIYQILLKK gi|12585547|sp|Q14258|TRI25_HUMAN Tripartite motif-containing protein 25 (Zinc finger protein 147) (Estrogen-responsive finger protein) (Efp) (RING finger protein 147) [SKFDTIYQILLKK|Y|278|Q14258|15592455|]

2161 HTGEKPYECIKCG gi|91208389|sp|Q2M3W8|ZN181_HUMAN Zinc finger protein 181 (HHZ181) [HTGEKPYECIKCG|Y|281|Q9BS34|15592455|]

2162 IDDESDYFASDSN gi|116242828|sp|Q15650|TRIP4_HUMAN Activating signal cointegrator 1 (ASC-1) (Thyroid receptor-interacting protein 4) (TRIP-4) [IDDESDYFASDSN|Y|289|Q15650|15592455|]

2163 ARIQRAYNHYFDL gi|42560556|sp|Q9NZW5|MPP6_HUMAN MAGUK p55 subfamily member 6 (Veli-associated MAGUK 1) (VAM-1) [ARIQRAYNHYFDL|Y|500|Q9NZW5|15592455|]

2164 HSGEKPYECVECG gi|14548338|sp|O43296|ZN264_HUMAN Zinc finger protein 264'][HSGEKPYECVECG|Y|511|O43296|15592455|]

2165 GGEDPLYVARRLV gi|73622085|sp|Q96S55|WRIP1_HUMAN ATPase WRNIP1 (Werner helicase-interacting protein 1) NA

2166 ENTEDQYSLVEDD gi|118572681|sp|P27986|P85A_HUMAN Phosphatidylinositol 3-kinase regulatory subunit alpha (PI3-kinase p85-subunit alpha) (PtdIns-3-kinase p85-alpha) (PI3K) [ENTEDQYSLVEDD|Y|607|P26450|15592455|ENTEDQYSLVEDD|Y|607|P27986|8385099;15592455|Src;InsR|[P12931:SRC_HUMAN,P06213:INSR_HUMAN]]

2167 YTTDFIYQLYSEE gi|1346355|sp|Q01813|K6PP_HUMAN 6-phosphofructokinase type C (Phosphofructokinase 1) (Phosphohexokinase) (Phosphofructo-1-kinase isozyme C) (PFK-C) (6-phosphofructokinase  platelet type) [YTTDFIYQLYSEE|Y|651|Q01813|15592455|]

2168 DPGAAPYLKTKFI gi|21618338|ref|NP_003141.2| signal transducer and activator of transcription 3 isoform 2 [Homo sapiens] NA

2169 <<Marker>> contol_spot NA

2170 YGGGGQYFAKPRN gi|133254|sp|P09651|ROA1_HUMAN Heterogeneous nuclear ribonucleoprotein A1 (Helix-destabilizing protein) (Single-strand RNA-binding protein) (hnRNP core protein A1)[YGGGGQYFAKPRN|Y|347|P09651|15592455|]

2171 TPDHVVYARSKTA gi|56749614|sp|Q6NZI2|PTRF_HUMAN Polymerase I and transcript release factor [TPDHVVYARSKTA|Y|310|O54724|15592455|TPDHVVYARSKTA|Y|308|Q6NZI2|15951569|]

2172 PSQDSLYSDPLDS gi|17366642|sp|Q99704|DOK1_HUMAN Docking protein 1 (Downstream of tyrosine kinase 1) (p62(dok)) (pp62) [PSQDSLYSDPLDS|Y|315|Q99704|12087092;10688886|]

2173 HVPAGLYRIRKGV gi|45645212|sp|Q9Y2X7|GIT1_HUMAN ARF GTPase-activating protein GIT1 (G protein-coupled receptor kinase-interactor 1) (GRK-interacting protein 1) (Cool-associated and tyrosine-phosphorylated protein 1) (Cat-1) [HVPAGLYRIRKGV|Y|554|Q9Y2X7|15592455|]

2174 QRKKPLYWDLYEH gi|17366642|sp|Q99704|DOK1_HUMAN Docking protein 1 (Downstream of tyrosine kinase 1) (p62(dok)) (pp62) [QRKKPLYWDLYEH|Y|337|Q99704|16497976|]

2175 PLPNCTYATRQAI gi|74742134|sp|Q5JTD0|TJAP1_HUMAN Tight junction-associated protein 1 (Tight junction protein 4) (Protein incorporated later into tight junctions) NA

2176 LTPENLYDVHGPG gi|1708905|sp|P53338|MAL13_YEAST Maltose fermentation regulatory protein MAL13 NA

2177 ILENNEYPDIVTW gi|730744|sp|P38889|SKN7_YEAST Transcription factor SKN7 (Peroxide sensitivity protein 9) NA

2178 MKNFEDYSNRLPS gi|729290|sp|P21657|DAL81_YEAST Transcriptional activator protein DAL81 (Regulatory protein UGA35) NA

2179 EFEEFDYSINRVL gi|731945|sp|P39529|YJU6_YEAST Uncharacterized transcriptional regulatory protein YJL206C NA

2180 TSSKKKYLDHIIL gi|1173439|sp|P46954|SIP4_YEAST Protein SIP4 NA

2181 YNEEQNYSEARKK gi|88984071|sp|P17106|CBF1_YEAST Centromere-binding protein 1 (CBP-1) (Centromere-binding factor 1) (Centromere promoter factor 1) NA

2182 VMSVSSYMDNHNV gi|1169823|sp|P04386|GAL4_YEAST Regulatory protein GAL4 NA

2183 YKSAPIYEIINKE gi|1169136|sp|P41817|CUP9_YEAST Homeobox protein CUP9 NA



2184 NNSNNSYYSNNED gi|3024551|sp|Q12224|RLM1_YEAST Transcription factor RLM1 NA

2185 KRVNDSYDSPLSG gi|41016991|sp|Q03063|DIG1_YEAST Down-regulator of invasive growth 1 (Regulator of sterile twelve 1) (Regulator of STE12 protein 1) NA

2186 KIYQPSYLSINNE gi|6685617|sp|Q99683|M3K5_HUMAN Mitogen-activated protein kinase kinase kinase 5 (MAPK/ERK kinase kinase 5) (MEK kinase 5) (MEKK 5) (Apoptosis signal-regulating kinase 1) (ASK-1) NA

2187 KPSNILYVDESGD gi|147906429|ref|NP_001086421.1| S6 kinase II beta [Xenopus laevis] NA

2188 MLEGVKYLCIPAA gi|74752929|sp|Q9NRW4|DUS22_HUMAN Dual specificity protein phosphatase 22 (JNK-stimulatory phosphatase-1) (JSP-1) (Mitogen-activated protein kinase phosphatase x) (LMW-DSP2) NA

2189 ETEARKYVRNSRM gi|23831505|sp|O43709|WBS22_HUMAN Uncharacterized methyltransferase WBSCR22 (Williams-Beuren syndrome chromosome region 22 protein) NA

2190 <<Marker>> contol_spot NA

2191 LGRWPGYLNGGRM gi|74758793|sp|Q6ZS27|ZN662_HUMAN Zinc finger protein 662 NA

2192 RICMWKYLDVHSM gi|118764281|gb|AAI28130.1| LOC90835 protein [Homo sapiens] NA

2193 SSRNEDYPRTCRM gi|146345419|sp|Q5XUX0|FBX31_HUMAN F-box only protein 31 NA

2194 AKSEEAYAEDSVM gi|52783206|sp|Q8NC51|PAIRB_HUMAN Plasminogen activator inhibitor 1 RNA-binding protein (PAI1 RNA-binding protein 1) (PAI-RBP1) (SERPINE1 mRNA-binding protein 1) NA

2195 DYPDNTYVSSSEN gi|74714811|sp|Q8N3A8|PARP8_HUMAN Poly [ADP-ribose] polymerase 8 (PARP-8) NA

2196 FCRKPIYLMNNFN gi|119581094|gb|EAW60690.1| type I hair keratin KA35 [Homo sapiens]NA

2197 KRFIGDYERNAGN gi|61563659|gb|AAX46799.1| RAS-like family 11 member B variant A [Homo sapiens]NA

2198 LMEKTGYNMVQEN gi|119625308|gb|EAX04903.1| hypothetical protein MGC27016  isoform CRA_b [Homo sapiens]NA

2199 QEFVDAYVDYIFN gi|74707832|sp|Q5GLZ8|HERC4_HUMAN Probable E3 ubiquitin-protein ligase HERC4 (HECT domain and RCC1-like domain-containing protein 4) NA

2200 AECKTSYESRSGN gi|34364940|emb|CAE46018.1| hypothetical protein [Homo sapiens]NA

2201 ASVMQEYTQSGGV gi|130850|sp|P25787|PSA2_HUMAN Proteasome subunit alpha type 2 (Proteasome component C3) (Macropain subunit C3) (Multicatalytic endopeptidase complex subunit C3) NA

2202 NMLMERYRVESDL gi|149395322|gb|ABR27508.1| E2a DNA binding protein [Human adenovirus E]NA

2203 LLVAEDYMIVYLN gi|38257451|sp|Q86WG3|ATCAY_HUMAN Caytaxin (Ataxia Cayman type protein) (BNIP-H) NA

2204 RRCNIEYSSTGLN gi|74733564|sp|Q9H2Q1|TM133_HUMAN Transmembrane protein 133 NA

2205 VKKCTRYIDCDLN gi|1168340|sp|P45381|ACY2_HUMAN Aspartoacylase (Aminoacylase-2) (ACY-2) NA

2206 CGKEGKYIHFTPN gi|5729769|ref|NP_006527.1| calcium activated chloride channel 2 [Homo sapiens] NA

2207 NGGDHRYVNNYTN gi|116242825|sp|Q14134|TRI29_HUMAN Tripartite motif-containing protein 29 (Ataxia-telangiectasia group D-associated protein) NA

2208 VVHLDDYNDHAPQ gi|2493422|sp|Q08554|DSC1_HUMAN Desmocollin-1 precursor (Desmosomal glycoprotein 2/3) (DG2/DG3) NA

2209 DVCSIDYISGNPQ gi|152031705|sp|Q8NHU6|TDRD7_HUMAN Tudor domain-containing protein 7 (Tudor repeat associator with PCTAIRE 2) (Trap) NA

2210 GLGESLYILVGQQ gi|143811416|sp|P29376|LTK_HUMAN Leukocyte tyrosine kinase receptor precursor (Protein tyrosine kinase 1) NA

2211 LRENGTYPDAEQQ gi|21748502|dbj|BAC03388.1| FLJ00297 protein [Homo sapiens]NA

2212 RHSGPPYVGPPQQ gi|48428276|sp|O43432|IF4G3_HUMAN Eukaryotic translation initiation factor 4 gamma 3 (eIF-4-gamma 3) (eIF-4G 3) (eIF4G 3) (eIF-4-gamma II) (eIF4GII) NA

2213 IGVKSAYVSYDVQ gi|109895058|sp|Q9NUM4|T106B_HUMAN Transmembrane protein 106B NA

2214 LYLEDFYVTQAYQ gi|143583359|sp|Q86VE3|SATL1_HUMAN Spermidine/spermine N(1)-acetyltransferase-like protein 1NA

2215 RIKKPDYKVAYVQ gi|68566020|sp|Q16540|RM23_HUMAN Mitochondrial 39S ribosomal protein L23 (L23mt) (MRP-L23) (L23 mitochondrial-related protein) (Ribosomal protein L23-like) NA

2216 CLDDDTYMKDLYQ gi|74723724|sp|Q8N392|RHG18_HUMAN Rho GTPase-activating protein 18 (MacGAP) NA

2217 FGSKDYYWTHQAR gi|74706096|sp|O96028|NSD2_HUMAN Probable histone-lysine N-methyltransferase NSD2 (Nuclear SET domain-containing protein 2) (Wolf-Hirschhorn syndrome candidate 1 protein) (Multiple myeloma SET domain-containing protein) (Protein trithorax-5) NA

2218 LDDSPEYGLHGYQ gi|51316029|sp|Q8NCQ5|FBX15_HUMAN F-box only protein 15 NA

2219 GYACPYYHNSKDR gi|47117622|sp|Q9C0B0|ZC3H5_HUMAN Zinc finger CCCH domain-containing protein 5 NA

2220 IPEMEGYMKAEVA gi|119591469|gb|EAW71063.1| hCG2012694  isoform CRA_b [Homo sapiens]NA

2221 RDKWDQYKGVGVA gi|119226260|ref|NP_006378.3| calcium homeostasis endoplasmic reticulum protein [Homo sapiens] NA

2222 AKNKDGYTPLLVA gi|22653655|sp|Q92527|ANKR7_HUMAN Ankyrin repeat domain-containing protein 7 (Testis-specific protein TSA806) NA

2223 EAPEVLYWAVPVA gi|119620941|gb|EAX00536.1| phospholipase B1  isoform CRA_e [Homo sapiens]NA

2224 TLETEHYPHPGGG gi|119624572|gb|EAX04167.1| tau tubulin kinase 1  isoform CRA_a [Homo sapiens]NA

2225 DRRDDAYWPEGKR gi|38372432|sp|Q14151|SAFB2_HUMAN Scaffold attachment factor B2 NA

2226 GAAMAEYVKAGKR gi|74728990|sp|Q8N5F7|NKAP_HUMAN NF-kappa-B-activating protein NA

2227 ISNAAEYENIPIR gi|56405304|sp|O75643|U520_HUMAN U5 small nuclear ribonucleoprotein 200 kDa helicase (U5 snRNP-specific 200 kDa protein) (U5-200KD) (Activating signal cointegrator 1 complex subunit 3-like 1) (BRR2 homolog) NA

2228 LLFENQYYPNGIR gi|74748429|sp|Q6DN90|IQEC1_HUMAN IQ motif and Sec7 domain-containing protein 1 (ADP-ribosylation factors guanine nucleotide-exchange protein 100) (ADP-ribosylation factors guanine nucleotide-exchange protein 2) (Brefeldin-resistant Arf-GEF 2 protein) NA

2229 VESEQQYFEIEKR gi|1730009|sp|P12270|TPR_HUMAN Nucleoprotein TPR NA

2230 ECKEGRYLEIEFC gi|21264084|sp|O00300|TR11B_HUMAN Tumor necrosis factor receptor superfamily member 11B precursor (Osteoprotegerin) (Osteoclastogenesis inhibitory factor) NA

2231 LFACEEYAQNALR gi|124020999|sp|Q6NXG1|RB35A_HUMAN RNA-binding protein 35A (RNA-binding motif protein 35A) NA

2232 RVAESTYQHHPKR gi|41017505|sp|Q9HCL0|PCD18_HUMAN Protocadherin-18 precursorNA

2233 SWSMGAYKSSTIC gi|81175180|sp|Q9P2G3|KLH14_HUMAN Kelch-like protein 14 NA

2234 NLPLPDYVHPQLR gi|74745673|sp|Q5T9G4|CF081_HUMAN Uncharacterized protein C6orf81 NA

2235 DAHDDSYTCECPR gi|119591638|gb|EAW71232.1| hCG2013435  isoform CRA_e [Homo sapiens]NA



2236 PIYGTYYVDHINR gi|88909269|sp|Q86UL8|MAGI2_HUMAN Membrane-associated guanylate kinase  WW and PDZ domain-containing protein 2 (Membrane-associated guanylate kinase inverted 2) (MAGI-2) (Atrophin-1-interacting protein 1) (Atrophin-1-interacting protein A) NA

2237 LVPESDYTNNVVR gi|417269|sp|P28300|LYOX_HUMAN Protein-lysine 6-oxidase precursor (Lysyl oxidase) NA

2238 AGFTTIYKWNGNG gi|32469669|sp|O95970|LGI1_HUMAN Leucine-rich glioma-inactivated protein 1 precursor (Epitempin-1) NA

2239 EARQDGYGDRTLG gi|18202503|sp|Q15223|PVRL1_HUMAN Poliovirus receptor-related protein 1 precursor (Herpes virus entry mediator C) (HveC) (Nectin-1) (Herpesvirus Ig-like receptor) (HIgR) (CD111 antigen) NA

2240 GIPEGPYSEGGNG gi|110808200|sp|Q6Y2X3|DCJ14_HUMAN DnaJ homolog subfamily C member 14 (Dopamine receptor-interacting protein of 78 kDa) (DRiP78) NA

2241 LLFDDGYECDVLG gi|8928568|sp|Q12888|TP53B_HUMAN Tumor suppressor p53-binding protein 1 (p53-binding protein 1) (p53BP1) (53BP1) NA

2242 QYVKELYEQECNG gi|15214192|sp|Q9UKL6|PPCT_HUMAN Phosphatidylcholine transfer protein (PC-TP) (StAR-related lipid transfer protein 2) (StARD2) (START domain-containing protein 2) NA

2243 LPSDTSYSEQEDS gi|150383497|sp|Q9UGL1|JAD1B_HUMAN Histone demethylase JARID1B (Jumonji/ARID domain-containing protein 1B) (PLU-1) (Retinoblastoma-binding protein 2 homolog 1) (RBP2-H1)NA

2244 SLVGEEYKSIPCS gi|74753030|sp|Q9NWU1|OXSM_HUMAN 3-oxoacyl-[acyl-carrier-protein] synthase  mitochondrial precursor (Beta-ketoacyl synthase) NA

2245 ASGAEPYIKNPDS gi|32469767|sp|Q96BY6|DOC10_HUMAN Dedicator of cytokinesis protein 10 (Zizimin-3)NA

2246 GAVEECYVSELDS gi|32129530|sp|Q14315|FLNC_HUMAN Filamin-C (Gamma-filamin) (Filamin-2) (Protein FLNc) (Actin-binding-like protein) (ABP-L) (ABP-280-like protein)NA

2247 LLYKTDYSNDFDS gi|119591469|gb|EAW71063.1| hCG2012694  isoform CRA_b [Homo sapiens]NA

2248 TKDSDIYCTLNDS gi|116256077|sp|Q9BYW2|SETD2_HUMAN Histone-lysine N-methyltransferase SETD2 (SET domain-containing protein 2) (hSET2) (Huntingtin-interacting protein HYPB) (Huntingtin yeast partner B) (Huntingtin-interacting protein 1) (HIF-1) (p231HBP)NA

2249 HRQGHIYMEMNFT gi|51702211|sp|P63010|AP2B1_HUMAN AP-2 complex subunit beta-1 (Adapter-related protein complex 2 beta-1 subunit) (Beta-adaptin) (Plasma membrane adaptor HA2/AP2 adaptin beta subunit) (Clathrin assembly protein complex 2 beta large chain) (AP105B) NA

2250 IIQAEFYLNPDQS gi|122206|sp|P01903|2DRA_HUMAN HLA class II histocompatibility antigen  DR alpha chain precursor (MHC class II antigen DRA) NA

2251 TSADHLYVNVSEL gi|1345957|sp|P48023|TNFL6_HUMAN Tumor necrosis factor ligand superfamily member 6 (Fas antigen ligand) (Fas ligand) (CD178 antigen) (CD95L protein) (Apoptosis antigen ligand) (APTL) [Contains: Tumor necrosis factor ligand superfamily member 6  membrane form; Tumor necrosis factor ligand superfamily member 6  soluble form] NA

2252 DKDLRHYLNLRFQ gi|88909269|sp|Q86UL8|MAGI2_HUMAN Membrane-associated guanylate kinase  WW and PDZ domain-containing protein 2 (Membrane-associated guanylate kinase inverted 2) (MAGI-2) (Atrophin-1-interacting protein 1) (Atrophin-1-interacting protein A) NA

2253 IFPQPNYVDMLIS gi|37999836|sp|Q9Y5G6|PCDG7_HUMAN Protocadherin gamma A7 precursor (PCDH-gamma-A7) NA

2254 AAAAETYANISWE gi|33112413|sp|Q92823|NRCAM_HUMAN Neuronal cell adhesion molecule precursor (Nr-CAM) (NgCAM-related cell adhesion molecule) (Ng-CAM-related) (hBravo)NA

2255 RLSGELYGRATAW gi|22001556|sp|Q99999|G3ST1_HUMAN Galactosylceramide sulfotransferase (GalCer sulfotransferase) (Cerebroside sulfotransferase) (3'-phosphoadenylylsulfate:galactosylceramide 3'-sulfotransferase) (3'-phosphoadenosine-5'-phosphosulfate:GalCer sulfotransferase) NA

2256 IAANCIYLNIPNK gi|6831528|sp|O94760|DDAH1_HUMAN NG NG-dimethylarginine dimethylaminohydrolase 1 (Dimethylargininase-1) (Dimethylarginine dimethylaminohydrolase 1) (DDAHI) (DDAH-1) NA

2257 KHATGNYIIIMDA gi|20137697|sp|O60762|DPM1_HUMAN Dolichol-phosphate mannosyltransferase (Dolichol-phosphate mannose synthase) (Dolichyl-phosphate beta-D-mannosyltransferase) (Mannose-P-dolichol synthase) (MPD synthase) (DPM synthase) NA

2258 NFHSFLYQPDWRF gi|585126|sp|P37268|FDFT_HUMAN Squalene synthetase (SQS) (SS) (Farnesyl-diphosphate farnesyltransferase) (FPP:FPP farnesyltransferase) NA

2259 AVCFFSYLRVSQD gi|1730136|sp|P51993|FUT6_HUMAN Alpha-(1 3)-fucosyltransferase (Galactoside 3-L-fucosyltransferase) (Fucosyltransferase 6) (FucT-VI) NA

2260 KVLGLKYEEIDCL gi|62901521|sp|O94923|GLCE_HUMAN D-glucuronyl C5-epimerase (Heparin/heparan sulfate:glucuronic acid C5 epimerase)'NA

2261 CTLWEAYANLHTA gi|1705489|sp|P51813|BMX_HUMAN Cytoplasmic tyrosine-protein kinase BMX (Bone marrow tyrosine kinase gene in chromosome X protein) (Epithelial and endothelial tyrosine kinase) (ETK) (NTK38) NA

2262 VCEELTYEEIRDT gi|3023733|sp|Q16875|F263_HUMAN 6-phosphofructo-2-kinase/fructose-2 6-biphosphatase 3 (6PF-2-K/Fru-2 6-P2ASE brain/placenta-type isozyme) (iPFK-2) (Renal carcinoma antigen NY-REN-56) [Includes: 6-phosphofructo-2-kinase ; Fructose-2 6-bisphosphatase ] NA

2263 RVGTVGYMAPEVV gi|143811400|sp|P32298|GRK4_HUMAN G protein-coupled receptor kinase 4 (G protein-coupled receptor kinase GRK4) (ITI1)'NA

2264 LQMFMWYLNPRQV gi|12643642|sp|O75912|DGKI_HUMAN Diacylglycerol kinase iota (Diglyceride kinase iota) (DGK-iota) (DAG kinase iota) NA

2265 DFEGFSYVNPQFV gi|125549|sp|P17252|KPCA_HUMAN Protein kinase C alpha type (PKC-alpha) (PKC-A) [DFEGFSYVNPQFV|Y|658|P17252|12881490;17192257|Syk|[P43405:KSYK_HUMAN]DFEGFSYVNPQFV|Y|658|P20444|12881490|Syk|[P43405:KSYK_HUMAN]]

2266 FTGTLQYMAPEII gi|116248533|sp|Q6ZN16|M3K15_HUMAN Mitogen-activated protein kinase kinase kinase 15 (MAPK/ERK kinase kinase 15) (MEK kinase 15) (MEKK 15)NA

2267 FWGCDSYANLNTE gi|21542119|sp|Q9BXB1|LGR4_HUMAN Leucine-rich repeat-containing G-protein coupled receptor 4 precursor (G-protein coupled receptor 48) NA

2268 FLGATNYIYVLNE gi|125484|sp|P08581|MET_HUMAN Hepatocyte growth factor receptor precursor (HGF receptor) (Scatter factor receptor) (SF receptor) (HGF/SF receptor) (Met proto-oncogene tyrosine kinase) (c-Met) NA

2269 GKDYFDYINVGSW gi|1709020|sp|P41594|MGR5_HUMAN Metabotropic glutamate receptor 5 precursor (mGluR5) NA

2270 HNGVSYYINLCQK gi|60416403|sp|P11717|MPRI_HUMAN Cation-independent mannose-6-phosphate receptor precursor (CI Man-6-P receptor) (CI-MPR) (M6PR) (Insulin-like growth factor 2 receptor) (Insulin-like growth factor II receptor) (IGF-II receptor) (M6P/IGF2 receptor) (M6P/IGF2R) (300 kDa mannose 6-phosphate receptor) (MPR 300) (MPR300) (CD222 antigen) NA

2271 IMSKAAYMPMAAS gi|14423818|sp|Q9NQN1|OR2S1_HUMAN Olfactory receptor 2S2 (Olfactory receptor OR9-3) NA

2272 GESDGGYMDMSKD gi|129890|sp|P09619|PGFRB_HUMAN Beta-type platelet-derived growth factor receptor precursor (PDGF-R-beta) (CD140b antigen) [GESDGGYMDMSKD|Y|740|P09619|8195171|PDGFR beta|[P09619:PGFRB_HUMAN]]

2273 MTGEDGYYFTNLC gi|56405102|sp|Q9UJ41|RABX5_HUMAN Rab5 GDP/GTP exchange factor (Rabex-5) (Rabaptin-5-associated exchange factor for Rab5) (RAP1)NA

2274 QARGSAYTDPHLC gi|119622563|gb|EAX02158.1| hCG1991523  isoform CRA_b [Homo sapiens]NA

2275 YRMDDVYKEPLKC gi|24211441|sp|Q13443|ADAM9_HUMAN ADAM 9 precursor (A disintegrin and metalloproteinase domain 9) (Metalloprotease/disintegrin/cysteine-rich protein 9) (Myeloma cell metalloproteinase) (Meltrin gamma) (Cellular disintegrin-related protein) NA

2276 PLPAEGYNKVGPG gi|9087156|sp|Q14934|NFAC4_HUMAN Nuclear factor of activated T-cells  cytoplasmic 4 (NF-ATc4) (NFATc4) (T cell transcription factor NFAT3) (NF-AT3) NA

2277 GTFGTEYVFPEVL gi|134047954|sp|O95498|VNN2_HUMAN Vascular non-inflammatory molecule 2 precursor (Vanin-2) (Glycosylphosphatidyl inositol-anchored protein GPI-80) (Protein FOAP-4) NA

2278 CEFETLYKAFSNC gi|74757726|sp|Q6ICH7|ASPH2_HUMAN Aspartate beta-hydroxylase domain-containing protein 2 NA

2279 LSEADPYVILQLS gi|74750540|sp|Q86XP0|PA24D_HUMAN Cytosolic phospholipase A2 delta (cPLA2-delta) (Phospholipase A2 group IVD) NA

2280 QAKAEIYEMRPLS gi|20141419|sp|Q12887|COX10_HUMAN Protoheme IX farnesyltransferase  mitochondrial precursor (Heme O synthase) NA

2281 SFCNPVYQFINLS gi|134254443|ref|NP_055616.3| pecanex-like 2 [Homo sapiens]NA

2282 GEAEEEYVGPRLS gi|108884834|sp|Q13895|BYST_HUMAN Bystin NA

2283 QGSCLVYQNSAMS gi|27734555|sp|Q96BD0|SO4A1_HUMAN Solute carrier organic anion transporter family member 4A1 (Solute carrier family 21 member 12) (Sodium-independent organic anion transporter E) (Organic anion-transporting polypeptide E) (OATP-E) (Colon organic anion transporter) (Organic anion transporter polypeptide-related protein 1) (OATP-RP1) (OATPRP1) (POAT) NA

2284 AKTKEKYVLGQNS gi|110816415|sp|Q15464|SHB_HUMAN SH2 domain-containing adapter protein B NA

2285 SLREGLYFNPYFP gi|117759|sp|P08574|CY1_HUMAN Cytochrome c1 heme protein  mitochondrial precursor (Cytochrome c-1) NA

2286 GTEDESYEYRPRS gi|125991860|sp|O94915|FRYL_HUMAN Protein furry homolog-like (ALL1-fused gene from chromosome 4p12)'NA

2287 GMSDHRYGDGGSS gi|2500576|sp|P55795|HNRH2_HUMAN Heterogeneous nuclear ribonucleoprotein H' (hnRNP H') (FTP-3) NA



2288 RNSEVKYTEACSS gi|114593243|ref|XP_001160091.1| PREDICTED: hypothetical protein isoform 2 [Pan troglodytes] NA

2289 PCSRVEYVSSLSS gi|131573277|gb|ABO33171.1| Rho GTPase-activating protein [Homo sapiens]NA

2290 GTPEGYYMFIETS gi|46396459|sp|Q8NFP4|MDGA1_HUMAN MAM domain-containing glycosylphosphatidylinositol anchor protein 1 precursor (MAM domain-containing protein 3) (GPI and MAM protein) (Glycosylphosphatidylinositol-MAM) (GPIM) NA

2291 EFYMTIYEDSVAT gi|74762463|sp|Q86XP1|DGKH_HUMAN Diacylglycerol kinase eta (Diglyceride kinase eta) (DGK-eta) (DAG kinase eta) NA

2292 HHKKECYLNFDDT gi|116242623|sp|Q9NS15|LTBP3_HUMAN Latent-transforming growth factor beta-binding protein 3 precursor (LTBP-3)NA

2293 GACGDSYAAQGWL gi|116242837|sp|Q9Y2K6|UBP20_HUMAN Ubiquitin carboxyl-terminal hydrolase 20 (Ubiquitin thioesterase 20) (Ubiquitin-specific-processing protease 20) (Deubiquitinating enzyme 20) NA

2294 TTFMCEYADETAT gi|45593462|sp|P60568|IL2_HUMAN Interleukin-2 precursor (IL-2) (T-cell growth factor) (TCGF) (Aldesleukin) NA

2295 GFYEVDYASFHET gi|125987834|sp|Q92806|IRK9_HUMAN G protein-activated inward rectifier potassium channel 3 (GIRK3) (Potassium channel  inwardly rectifying subfamily J member 9) (Inwardly rectifier K(+) channel Kir3.3) NA

2296 AEPFEGYLEPNET gi|67477390|sp|Q01968|OCRL_HUMAN Inositol polyphosphate 5-phosphatase OCRL-1 (Lowe oculocerebrorenal syndrome protein) NA

2297 VCPQAHYNMYPQN gi|41019536|sp|P51692|STA5B_HUMAN Signal transducer and activator of transcription 5B [VCPQAHYNMYPQN|Y|740|P51692|11751923|EGFR|[P00533:EGFR_HUMAN]]

2298 YQSITHYRPVSAS gi|1706639|sp|P50402|EMD_HUMAN Emerin [YQSITHYRPVSAS|Y|167|P50402|15144186;17081983|]

2299 SKDKDAYSSFGSR gi|73620957|sp|O15523|DDX3Y_HUMAN ATP-dependent RNA helicase DDX3Y (DEAD box protein 3  Y-chromosomal) [SKDKDAYSSFGSR|Y|69|O00571|15592455;16094384|SKDKDAYSSFGSR|Y|69|O15523|15144186|SKDKDAYSSFGSR|Y|67|P16381|15592455|]

2300 EDEEYEYMNRRRR gi|119534|sp|P21860|ERBB3_HUMAN Receptor tyrosine-protein kinase erbB-3 precursor (c-erbB3) (Tyrosine kinase-type cell surface receptor HER3) [EDEEYEYMNRRRR|Y|1199|P21860|9516479|]

2301 LNNGKFYVGVCAF gi|1172823|sp|P43351|RAD52_HUMAN DNA repair protein RAD52 homolog [LNNGKFYVGVCAF|Y|104|P43351|14757045|Abl|[P00519:ABL1_HUMAN]]

2302 PGVASGYVSSADL gi|1345923|sp|P32927|IL3RB_HUMAN Cytokine receptor common beta chain precursor (GM-CSF/IL-3/IL-5 receptor common beta-chain) (CD131 antigen) (CDw131) [PGVASGYVSSADL|Y|711|P32927|9257712|]

2303 GTGGSVYTEDNDD gi|6094447|sp|P55072|TERA_HUMAN Transitional endoplasmic reticulum ATPase (TER ATPase) (15S Mg(2+)-ATPase p97 subunit) (Valosin-containing protein) (VCP) [GTGGSVYTEDNDD|Y|796|Q01853|10364224|]

2304 GGPGGDYAAMGAC gi|119534|sp|P21860|ERBB3_HUMAN Receptor tyrosine-protein kinase erbB-3 precursor (c-erbB3) (Tyrosine kinase-type cell surface receptor HER3) [GGPGGDYAAMGAC|Y|1276|P21860|11546794|]

2305 RYYEGYYAAGPGY gi|74751663|sp|Q93052|LPP_HUMAN Lipoma-preferred partner (LIM domain-containing preferred translocation partner in lipoma) [RYYEGYYAAGPGY|Y|301|Q93052|12522270;15144186;15592455|]

2306 SSNGHVYEKLSSI gi|14548162|sp|Q13224|NMDE2_HUMAN Glutamate [NMDA] receptor subunit epsilon-2 precursor (N-methyl D-aspartate receptor subtype 2B) (NR2B) (NMDAR2B) (N-methyl-D-aspartate receptor subunit 3) (NR3) (hNR3) [SSNGHVYEKLSSI|Y|1472|Q00960|11483655|Src|[P12931:SRC_HUMAN]SSNGHVYEKLSSI|Y|1472|Q01097|12451687;11024032|Fyn|[P06241:FYN_HUMAN]]

2307 TEPEPVYSMEAAD gi|2498954|sp|Q14247|SRC8_HUMAN Src substrate cortactin (Amplaxin) (Oncogene EMS1) [TEPEPVYSMEAAD|Y|446|Q14247|12601080;15592455|FGFR1|[P11362:FGFR1_HUMAN]]

2308 DDEDDSYLEPDSP gi|3023207|sp|P78314|3BP2_HUMAN SH3 domain-binding protein 2 (3BP-2) [DDEDDSYLEPDSP|Y|183|P78314|11390470|]

2309 SSQRRSYAFETQA gi|134035020|sp|Q7Z6I6|RHG30_HUMAN Rho GTPase-activating protein 30 (Rho-type GTPase-activating protein 30)[SSQRRSYAFETQA|Y|1087|Q7Z6I6|15144186|]

2310 VNEAPVYSVYSKL gi|71153548|sp|O75886|STAM2_HUMAN Signal transducing adapter molecule 2 (STAM-2) [VNEAPVYSVYSKL|Y|371|O75886|15144186;15592455|]

2311 KQVEELYHSLLEL gi|94730425|sp|Q13813|SPTA2_HUMAN Spectrin alpha chain  brain (Spectrin  non-erythroid alpha chain) (Alpha-II spectrin) (Fodrin alpha chain) NA

2312 VQEAEKYKAEDEV gi|147744565|sp|P08107|HSP71_HUMAN Heat shock 70 kDa protein 1 (HSP70.1) (HSP70-1/HSP70-2) [VQEAEKYKAEDEV|Y|525|P08107|10843914|]

2313 ASLESLYSACSMQ gi|6166186|sp|Q13322|GRB10_HUMAN Growth factor receptor-bound protein 10 (GRB10 adaptor protein) (Insulin receptor-binding protein GRB-IR) [ASLESLYSACSMQ|Y|67|Q13322|10871840|Fyn;Src|[P06241:FYN_HUMAN,P12931:SRC_HUMAN]]

2314 FANFSAYPSEEDM gi|67476728|sp|P42566|EP15_HUMAN Epidermal growth factor receptor substrate 15 (Protein Eps15) (AF-1p protein) [FANFSAYPSEEDM|Y|850|P42567|10953014|EGFR|[P00533:EGFR_HUMAN]FANFSAYPSEEDM|Y|849|P42566|15951569|]

2315 KKSWEVYQGVCQK gi|2506481|sp|P30411|BKRB2_HUMAN B2 bradykinin receptor (BK-2 receptor) (B2R) [KKSWEVYQGVCQK|Y|347|P30411|16226010|Src|[P12931:SRC_HUMAN]]

2316 LSADSGYIIPLPD gi|129892|sp|P16234|PGFRA_HUMAN Alpha-type platelet-derived growth factor receptor precursor (PDGF-R-alpha) (CD140a antigen) [LSADSGYIIPLPD|Y|1018|P16234|7535778|PDGFR alpha|[P16234:PGFRA_HUMAN]]

2317 QRKIKKYRLQQAQ gi|68067956|sp|P05362|ICAM1_HUMAN Intercellular adhesion molecule 1 precursor (ICAM-1) (Major group rhinovirus receptor) (CD54 antigen) [QRKIKKYRLQQAQ|Y|512|P05362|14973144|]

2318 RTALLNYENLPSL gi|71152057|sp|Q8WU20|FRS2_HUMAN Fibroblast growth factor receptor substrate 2 (FGFR substrate 2) (Suc1-associated neurotrophic factor target 1) (SNT-1) (FGFR-signaling adaptor SNT) NA

2319 VDSDNAYIGVTYK gi|129892|sp|P16234|PGFRA_HUMAN Alpha-type platelet-derived growth factor receptor precursor (PDGF-R-alpha) (CD140a antigen) [VDSDNAYIGVTYK|Y|988|P16234|7535778|PDGFR alpha|[P16234:PGFRA_HUMAN]]

2320 DDFDSDYENPDEH gi|82592659|sp|Q8WV28|BLNK_HUMAN B-cell linker protein (Cytoplasmic adapter protein) (B-cell adapter containing SH2 domain protein) (B-cell adapter containing Src homology 2 domain protein) (Src homology 2 domain-containing leukocyte protein of 65 kDa) (SLP-65) [DDFDSDYENPDEH|Y|72|Q8WV28|12456653|Syk|[P43405:KSYK_HUMAN]DDFDSDYENPDEH|Y|72|Q9QUN3|16860757|]

2321 TKDGWVYYANHTE gi|74725363|sp|Q9NZC7|WWOX_HUMAN WW domain-containing oxidoreductase (Fragile site FRA16D oxidoreductase) [TKDGWVYYANHTE|Y|33|Q9NZC7|12514174|TKDGWVYYANHTE|Y|33|Q91WL8|16288044|]

2322 ADERVDYVVVDQQ gi|90180201|sp|Q13480|GAB1_HUMAN GRB2-associated-binding protein 1 (GRB2-associated binder 1) [ADERVDYVVVDQQ|Y|659|Q13480|10978177;9890893;10734310|Met;EGFR|[P08581:MET_HUMAN,P00533:EGFR_HUMAN]ADERVDYVVVDQQ|Y|660|Q9QYY0|10734310|Met;EGFR|[P08581:MET_HUMAN,P00533:EGFR_HUMAN]]

2323 DPDNEAYEMPSEE gi|586067|sp|P37840|SYUA_HUMAN Alpha-synuclein (Non-A beta component of AD amyloid) (Non-A4 component of amyloid precursor) (NACP) [DPDNEAYEMPSEE|Y|125|P37840|11744621;12096713;11162638;12893833|Syk;Src|[P43405:KSYK_HUMAN,P12931:SRC_HUMAN]]

2324 AVENPEYLTPQGG gi|119533|sp|P04626|ERBB2_HUMAN Receptor tyrosine-protein kinase erbB-2 precursor (p185erbB2) (C-erbB-2) (NEU proto-oncogene) (Tyrosine kinase-type cell surface receptor HER2) (MLN 19) (CD340 antigen) [AVENPEYLTPQGG|Y|1196|P04626|11500516|ErbB2|[P04626:ERBB2_HUMAN]]

2325 LDVLKFYDSNTVK gi|143811432|sp|Q13177|PAK2_HUMAN Serine/threonine-protein kinase PAK 2 (p21-activated kinase 2) (PAK-2) (Gamma-PAK) (PAK65) (S6/H4 kinase)'[LDVLKFYDSNTVK|Y|130|Q13177|12215529|Src|[P12931:SRC_HUMAN]]

2326 YVNEPLYLNTFAN gi|3913590|sp|Q15303|ERBB4_HUMAN Receptor tyrosine-protein kinase erbB-4 precursor (p180erbB4) (Tyrosine kinase-type cell surface receptor HER4) NA

2327 LIESELYFLIARY gi|97535778|sp|Q9NSI6|BRWD1_HUMAN Bromodomain and WD repeat domain-containing protein 1 (WD repeat protein 9)NA

2328 VTIDSSYDIAKIS gi|84028186|sp|P36222|CH3L1_HUMAN Chitinase-3-like protein 1 precursor (Cartilage glycoprotein 39) (GP-39) (39 kDa synovial protein) (HCgp-39) (YKL-40) NA

2329 PKGVLLYGPPGTG gi|148702336|gb|EDL34283.1| protease (prosome  macropain) 26S subunit  ATPase 5  isoform CRA_b [Mus musculus]NA

2330 DKHNCPYDYKAEA gi|25091738|sp|O76080|ZFAN5_HUMAN AN1-type zinc finger protein 5 (Zinc finger A20 domain-containing protein 2) (Zinc finger protein 216) NA

2331 TPGDFSYAYQKPE gi|1170875|sp|P46821|MAP1B_HUMAN Microtubule-associated protein 1B (MAP 1B) [Contains: MAP1 light chain LC1] NA

2332 ACGTPGYVAPEVL gi|3122301|sp|Q14012|KCC1A_HUMAN Calcium/calmodulin-dependent protein kinase type 1 (CaM kinase I) (CaM-KI) (CaM kinase I alpha) (CaMKI-alpha) NA

2333 TVSEENYMCRRFL gi|47116568|sp|Q96EK6|GNA1_HUMAN Glucosamine 6-phosphate N-acetyltransferase (Phosphoglucosamine transacetylase) (Phosphoglucosamine acetylase) NA

2334 AECLDEYEDDEAG gi|66773935|sp|Q96IZ0|PAWR_HUMAN PRKC apoptosis WT1 regulator protein (Prostate apoptosis response 4 protein) (Par-4) NA

2335 NANSGYYEAHPVT gi|116242482|sp|Q9UN86|G3BP2_HUMAN Ras GTPase-activating protein-binding protein 2 (G3BP-2) (GAP SH3 domain-binding protein 2) NA

2336 ITTNRFYGPQVNN gi|62291053|sp|O00401|WASL_HUMAN Neural Wiskott-Aldrich syndrome protein (N-WASP) NA

2337 DKEGDDYEVIPNS gi|30173386|sp|Q9NTJ3|SMC4_HUMAN Structural maintenance of chromosomes protein 4 (Chromosome-associated polypeptide C) (hCAP-C) (XCAP-C homolog) NA

2338 KIVLQKYHTINGH gi|133257|sp|P22626|ROA2_HUMAN Heterogeneous nuclear ribonucleoproteins A2/B1 (hnRNP A2 / hnRNP B1) NA

2339 YDLSSKYYQTIGN gi|20978558|sp|Q9UNM6|PSD13_HUMAN 26S proteasome non-ATPase regulatory subunit 13 (26S proteasome regulatory subunit S11) (26S proteasome regulatory subunit p40.5) NA



2340 GADGGLYQIPLPS gi|17433253|sp|Q9NZQ3|SPN90_HUMAN SH3 adapter protein SPIN90 (NCK-interacting protein with SH3 domain) (SH3 protein interacting with Nck  90 kDa) (VacA-interacting protein  54 kDa) (VIP54) (AF3p21) (Diaphanous protein-interacting protein) (Dia-interacting protein 1) (DIP-1) NA

2341 FKKHGVYNPNKIF gi|6648067|sp|P40926|MDHM_HUMAN Malate dehydrogenase  mitochondrial precursor NA

2342 LQVKTWYQNRRMK gi|13431329|sp|Q9UMQ3|BARX2_HUMAN Homeobox protein BarH-like 2 NA

2343 ILDDSGYVSAYKN gi|28380040|sp|Q9BW30|TPPP3_HUMAN Tubulin polymerization-promoting protein family member 3 NA

2344 RSEPDLYCDPRGT gi|20138951|sp|Q13835|PKP1_HUMAN Plakophilin-1 (Band-6 protein) (B6P) NA

2345 ERRDLQYITVSKE gi|12644018|sp|P55196|AFAD_HUMAN Afadin (Protein AF-6) NA

2346 VGSRLGYLPGKGT gi|1710032|sp|P29375|JAD1A_HUMAN Histone demethylase JARID1A (Jumonji/ARID domain-containing protein 1A) (Retinoblastoma-binding protein 2) (RBBP-2) NA

2347 ITLSAIYKWITDN gi|12644465|sp|Q92949|FOXJ1_HUMAN Forkhead box protein J1 (Forkhead-related protein FKHL13) (Hepatocyte nuclear factor 3 forkhead homolog 4) (HFH-4) NA

2348 QAQPRQYYLKGLS gi|119575831|gb|EAW55427.1| CDK5 regulatory subunit associated protein 1-like 1  isoform CRA_c [Homo sapiens]NA

2349 SEWKQKYEETQAE gi|3041707|sp|P13535|MYH8_HUMAN Myosin-8 (Myosin heavy chain 8) (Myosin heavy chain  skeletal muscle  perinatal) (MyHC-perinatal)'NA

2350 SLEYSEYMTGKKL gi|74760971|sp|Q96MM3|ZFP42_HUMAN Zinc finger protein 42 homolog (Zfp-42) (Reduced expression protein 1) (REX-1) (hREX-1) (Zinc finger protein 754) NA

2351 AQWKTKYETDAIQ gi|13431717|sp|Q9UKX3|MYH13_HUMAN Myosin-13 (Myosin heavy chain 13) (Myosin heavy chain  skeletal muscle  extraocular) (MyHC-eo) NA

2352 YRLYVIYKVPQVR gi|31077165|sp|P09661|RU2A_HUMAN U2 small nuclear ribonucleoprotein A' (U2 snRNP-A') NA

2353 RHMDGMYGPPAKR gi|73921720|sp|Q8NFD5|ARI1B_HUMAN AT-rich interactive domain-containing protein 1B (ARID domain-containing protein 1B) (Osa homolog 2) (hOsa2) (p250R) (BRG1-binding protein hELD/OSA1) (BRG1-associated factor 250b) (BAF250B)NA

2354 YRKEPLYAAFPGS gi|42559872|sp|Q9C0H9|SNIP_HUMAN p130Cas-associated protein (p140Cap) (SNAP-25-interacting protein) (SNIP)NA

2355 IRLKLVYDKCDRS gi|3041727|sp|Q07869|PPARA_HUMAN Peroxisome proliferator-activated receptor alpha (PPAR-alpha) NA

2356 LKELEKYEQLPED gi|8928460|sp|O75962|TRIO_HUMAN Triple functional domain protein (PTPRF-interacting protein) NA

2357 TAYEVCYGLVNDD gi|13638154|sp|P16144|ITB4_HUMAN Integrin beta-4 precursor (GP150) (CD104 antigen)[TAYEVCYGLVNDD|Y|1257|P16144|11438664|]

2358 REIQDNYLLIVKG gi|148886692|ref|NP_001008781.2| FAT tumor suppressor homolog 3 [Homo sapiens]NA

2359 DDLDPNYVLSSRV gi|125305|sp|P06732|KCRM_HUMAN Creatine kinase M-type (Creatine kinase M chain) (M-CK) NA

2360 HMYHSLYLKVKGN gi|51338661|sp|P84098|RL19_HUMAN 60S ribosomal protein L19 NA

2361 RGGARRYACRGGG gi|1709254|sp|P55055|NR1H2_HUMAN Oxysterols receptor LXR-beta (Liver X receptor beta) (Nuclear orphan receptor LXR-beta) (Ubiquitously-expressed nuclear receptor) (Nuclear receptor NER) NA

2362 SLEELGYEYMDVG gi|119534|sp|P21860|ERBB3_HUMAN Receptor tyrosine-protein kinase erbB-3 precursor (c-erbB3) (Tyrosine kinase-type cell surface receptor HER3) NA

2363 DMKYGIYAVENEH gi|126302613|sp|Q9UEU0|VTI1B_HUMAN Vesicle transport through interaction with t-SNAREs homolog 1B (Vesicle transport v-SNARE protein Vti1-like 1) (Vti1-rp1) NA

2364 HSYEDPYFDDRVH gi|20139104|sp|Q99569|PKP4_HUMAN Plakophilin-4 (p0071) NA

2365 PADDHRYKFADNK gi|12644474|sp|Q99593|TBX5_HUMAN T-box transcription factor TBX5 (T-box protein 5) NA

2366 DEEDTYYTKDLPI gi|17380291|sp|Q92900|RENT1_HUMAN Regulator of nonsense transcripts 1 (ATP-dependent helicase RENT1) (Nonsense mRNA reducing factor 1) (NORF1) (Up-frameshift suppressor 1 homolog) (hUpf1) NA

2367 FEDKSAYALCTFA gi|30173120|sp|Q9BY32|ITPA_HUMAN Inosine triphosphate pyrophosphatase (ITPase) (Inosine triphosphatase) (Putative oncogene protein hlc14-06-p) NA

2368 FIRVVMYEGKKIM gi|117949802|sp|P07996|TSP1_HUMAN Thrombospondin-1 precursor'NA

2369 IFVERRYTAVVLN gi|24418367|sp|Q9UPY3|DICER_HUMAN Endoribonuclease Dicer (Helicase with RNase motif) (Helicase-MOI) NA

2370 TFNVDMYEEIHRK gi|20981690|sp|Q13098|CSN1_HUMAN COP9 signalosome complex subunit 1 (Signalosome subunit 1) (SGN1) (JAB1-containing signalosome subunit 1) (G protein pathway suppressor 1) (Protein GPS1) (Protein MFH) NA

2371 EGIKQFYINVERE gi|45645183|sp|Q14240|IF4A2_HUMAN Eukaryotic initiation factor 4A-II (ATP-dependent RNA helicase eIF4A-2) (eIF4A-II) (eIF-4A-II) NA

2372 FCGTIEYMAPDIV gi|37999482|sp|O75582|KS6A5_HUMAN Ribosomal protein S6 kinase alpha-5 (Nuclear mitogen-and stress-activated protein kinase 1) (90 kDa ribosomal protein S6 kinase 5) (RSK-like protein kinase) (RSKL) NA

2373 PCGSAEYMAPEVV gi|90102033|sp|Q9HBH9|MKNK2_HUMAN MAP kinase-interacting serine/threonine-protein kinase 2 (MAP kinase signal-integrating kinase 2) (Mnk2) NA

2374 SCLNISYANVAGP gi|33516944|sp|Q9UNW9|NOVA2_HUMAN RNA-binding protein Nova-2 (Neuro-oncological ventral antigen 2) (Astrocytic NOVA1-like RNA-binding protein) NA

2375 HPYLEPYGLVYCV gi|27805644|sp|Q9BU40|CRDL1_HUMAN Chordin-like protein 1 precursor (Neuralin-1) (Ventroptin) (Neurogenesin-1) NA

2376 DGFYYLYANICFR gi|12643360|sp|O14788|TNF11_HUMAN Tumor necrosis factor ligand superfamily member 11 (Receptor activator of nuclear factor kappa B ligand) (RANKL) (TNF-related activation-induced cytokine) (TRANCE) (Osteoprotegerin ligand) (OPGL) (Osteoclast differentiation factor) (ODF) (CD254 antigen) [Contains: Tumor necrosis factor ligand superfamily member 11  membrane form; Tumor necrosis factor ligand superfamily member 11  soluble form] NA

2377 RLDPEAYGAPCAR gi|3914477|sp|O43240|KLK10_HUMAN Kallikrein-10 precursor (Protease serine-like 1) (Normal epithelial cell-specific 1) NA

2378 TGETCVYPNPANV gi|124056489|sp|P02458|CO2A1_HUMAN Collagen alpha-1(II) chain precursor (Alpha-1 type II collagen) [Contains: Chondrocalcin] NA

2379 RLLHSDYMNMTPR gi|115973|sp|P10747|CD28_HUMAN T-cell-specific surface glycoprotein CD28 precursor (TP44) [RLLHSDYMNMTPR|Y|191|P10747|8992971;16094384|Lck;ITK|[P06239:LCK_HUMAN,Q08881:ITK_HUMAN]]

2380 RSAWLPYPNPNPH gi|109939725|sp|Q13591|SEM5A_HUMAN Semaphorin-5A precursor (Semaphorin F) (Sema F) NA

2381 PFIKITYEEIPLP gi|5921793|sp|O75503|CLN5_HUMAN Ceroid-lipofuscinosis neuronal protein 5 (Protein CLN5) NA

2382 NLQMLTYLNLSRN gi|49066056|sp|Q9Y2L9|LRCH1_HUMAN Leucine-rich repeat and calponin homology domain-containing protein 1 (Calponin homology domain-containing protein 1) (Neuronal protein 81) (NP81) NA

2383 MVRKEYPNLSTS gi|76803550|sp|Q9BTX7|CT121_HUMAN Uncharacterized protein C20orf121 NA

2384 ILPRSDYIIIPKS gi|2495717|sp|Q12766|SMF_HUMAN SMF protein NA

2385 GLVDVLYTAVLDL gi|3024887|sp|O15063|K0355_HUMAN Uncharacterized protein KIAA0355NA

2386 HKPSQSYLRVRNK gi|20140756|sp|Q9BVV6|K0586_HUMAN Uncharacterized protein KIAA0586 NA

2387 NRTTENYPNAGLI gi|114062|sp|P08519|APOA_HUMAN Apolipoprotein(a) precursor (Apo(a)) (Lp(a)) NA

2388 QKIEEAYGDVSGL gi|116241261|sp|Q16720|AT2B3_HUMAN Plasma membrane calcium-transporting ATPase 3 (PMCA3) (Plasma membrane calcium pump isoform 3) (Plasma membrane calcium ATPase isoform 3) NA

2389 PVEILNYIIPSGD gi|145559458|sp|Q9NYL5|CP39A_HUMAN Cytochrome P450 39A1 (24-hydroxycholesterol 7-alpha-hydroxylase) (Oxysterol 7-alpha-hydroxylase) (hCYP39A1) NA

2390 YELALKYLNIAFT gi|146345380|sp|Q15878|CAC1E_HUMAN Voltage-dependent R-type calcium channel subunit alpha-1E (Voltage-gated calcium channel subunit alpha Cav2.3) (Calcium channel  L type  alpha-1 polypeptide  isoform 6) (Brain calcium channel II) (BII)NA

2391 IFFFVSYIIISFL gi|119631737|gb|EAX11332.1| sodium channel  voltage-gated  type III  alpha  isoform CRA_b [Homo sapiens]NA



2392 ITAIIAYPNPYTR gi|20141247|sp|P51793|CLCN4_HUMAN Chloride channel protein 4 (ClC-4) NA

2393 DPGERLYDLNMPA gi|127962|sp|P16333|NCK1_HUMAN Cytoplasmic protein NCK1 (NCK adaptor protein 1) (SH2/SH3 adaptor protein NCK-alpha) NA

2394 IIDKEYYYTKEEQ gi|55976470|sp|Q7L5N1|CSN6_HUMAN COP9 signalosome complex subunit 6 (Signalosome subunit 6) (SGN6) (JAB1-containing signalosome subunit 6) (Vpr-interacting protein) (hVIP) (MOV34 homolog) NA

2395 KWLHNEYVRDLPV gi|51316565|sp|O14795|UN13B_HUMAN Unc-13 homolog B (Munc13-2) (munc13) NA

2396 VRANTAYHLHQRL gi|116242614|sp|Q96RT1|LAP2_HUMAN Protein LAP2 (Erbb2-interacting protein) (Erbin) (Densin-180-like protein) NA

2397 VVACNLYPFVKTV gi|23831360|sp|P31939|PUR9_HUMAN Bifunctional purine biosynthesis protein PURH [Includes: Phosphoribosylaminoimidazolecarboxamide formyltransferase (5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase) (AICAR transformylase); IMP cyclohydrolase (Inosinicase) (IMP synthetase) (ATIC)] NA

2398 LCKSADYMNLHFK gi|71153185|sp|Q9UPW8|UN13A_HUMAN Unc-13 homolog A (Munc13-1)NA

2399 G2:17 contol_spot NA

2400 G6:17 contol_spot NA

2401 NWDMTGYGSHSKV gi|21431782|sp|Q9H2X6|HIPK2_HUMAN Homeodomain-interacting protein kinase 2 (hHIPk2) NA

2402 AAATDAYSQMQLV gi|14602658|gb|AAH09851.1| IGHM protein [Homo sapiens]NA

2403 ILKKNYYKSPNLV gi|11493437|gb|AAG35493.1|AF130117_24 PRO2158 [Homo sapiens] NA

2404 NSTDLGYANGNLV gi|119611339|gb|EAW90933.1| chromosome 1 open reading frame 9  isoform CRA_e [Homo sapiens]NA

2405 AAFEPVYWLVDNV gi|37999852|sp|Q969W1|ZDH16_HUMAN Probable palmitoyltransferase ZDHHC16 (Zinc finger DHHC domain-containing protein 16) (DHHC-16) NA

2406 ISFDGIYANMRMV gi|52000732|sp|Q99700|ATX2_HUMAN Ataxin-2 (Spinocerebellar ataxia type 2 protein) (Trinucleotide repeat-containing gene 13 protein) NA

2407 AAFKAHYSSNPSG gi|91207142|sp|Q9NT99|LRC4B_HUMAN Leucine-rich repeat-containing protein 4B precursor NA

2408 PWGEVKYSTYGTG gi|119600767|gb|EAW80361.1| protocadherin 21  isoform CRA_a [Homo sapiens]NA

2409 ENCKDKYYNCNVV gi|119598279|gb|EAW77873.1| thrombospondin  type I  domain containing 4  isoform CRA_a [Homo sapiens]NA

2410 PNYKWGYCSNTVV gi|48474987|sp|Q9P2L0|WDR35_HUMAN WD repeat protein 35 NA

2411 DSDAEGYVEGLDD gi|730318|sp|P39687|AN32A_HUMAN Acidic leucine-rich nuclear phosphoprotein 32 family member A (Potent heat-stable protein phosphatase 2A inhibitor I1PP2A) (Acidic nuclear phosphoprotein pp32) (Leucine-rich acidic nuclear protein) (Lanp) (Putative HLA-DR-associated protein I) (PHAPI) (Mapmodulin) NA

2412 MNYKGRYEITAED gi|74752718|sp|Q9H814|RNUXA_HUMAN RNA U small nuclear RNA export adapter protein (Phosphorylated adapter RNA export protein) NA

2413 DPRNEIYILFNPW gi|57015359|sp|P22735|TGM1_HUMAN Protein-glutamine gamma-glutamyltransferase K (Transglutaminase K) (TGase K) (TGK) (TG(K)) (Transglutaminase-1) (Epidermal TGase) NA

2414 FNPECLYVFPCQW gi|152125899|sp|A0PJZ3|GL8D4_HUMAN Glycosyltransferase 8 domain-containing protein 4'NA

2415 KLREEGYLAYYLQ gi|3913541|sp|Q99956|DUS9_HUMAN Dual specificity protein phosphatase 9 (Mitogen-activated protein kinase phosphatase 4) (MAP kinase phosphatase 4) (MKP-4) NA

2416 KNEVQDYVSVEYL gi|67461057|sp|Q8NHP6|MSPD2_HUMAN Motile sperm domain-containing protein 2 NA

2417 TTMNLSYVFIPLW gi|47605551|sp|Q9H2L4|TMM60_HUMAN Transmembrane protein 60 NA

2418 KRSEYIYGENQLQ gi|119607215|gb|EAW86809.1| hCG1787556  isoform CRA_b [Homo sapiens]NA

2419 CTVEQIYEILKIY gi|2493531|sp|Q14790|CASP8_HUMAN Caspase-8 precursor (CASP-8) (ICE-like apoptotic protease 5) (MORT1-associated CED-3 homolog) (MACH) (FADD-homologous ICE/CED-3-like protease) (FADD-like ICE) (FLICE) (Apoptotic cysteine protease) (Apoptotic protease Mch-5) (CAP4) [Contains: Caspase-8 subunit p18; Caspase-8 subunit p10] NA

2420 FNMEPSYDFLHIY gi|38604975|sp|Q96PZ7|CSMD1_HUMAN CUB and sushi domain-containing protein 1 precursor (CUB and sushi multiple domains protein 1)NA

2421 LFEMNGYLDSAIY gi|74751569|sp|Q8WW27|ABEC4_HUMAN Putative C-NA

2422 PYNMETYDQRAIY gi|61813357|ref|XP_598915.1| PREDICTED: hypothetical protein [Bos taurus]NA

2423 SQADLDYVVPQIY gi|61252289|sp|Q8TEQ8|PIGO_HUMAN GPI ethanolamine phosphate transferase 3 (Phosphatidylinositol-glycan biosynthesis class O protein) (PIG-O) NA

2424 AAWMAYYINHPLY gi|20177939|sp|Q9NZ01|GPSN2_HUMAN Synaptic glycoprotein SC2 NA

2425 SDIEGEYVPVEGD gi|32129852|sp|Q9Y534|CSDC2_HUMAN Cold shock domain-containing protein C2 (RNA-binding protein PIPPin) NA

2426 ATGNEEYLINLID gi|119619494|gb|EAW99088.1| elongation factor Tu GTP binding domain containing 1  isoform CRA_b [Homo sapiens]NA

2427 EASKVIYTNGCID gi|74727485|sp|Q86UF1|TSN33_HUMAN Tetraspanin-33 (Tspan-33) (Proerythroblast new membrane) (Penumbra) (hPen) NA

2428 KSQRSSYVSMRID gi|120940|sp|P24046|GBRR1_HUMAN Gamma-aminobutyric-acid receptor subunit rho-1 precursor (GABA(A) receptor subunit rho-1) NA

2429 FLSWPDYGVPSSA gi|1172724|sp|P43378|PTN9_HUMAN Tyrosine-protein phosphatase non-receptor type 9 (Protein-tyrosine phosphatase MEG2) (PTPase-MEG2) NA

2430 SGMNHMYEDNDKD gi|85542144|sp|Q562F6|SGOL2_HUMAN Shugoshin-like 2 (Tripin) NA

2431 FYSASDYISDCWD gi|108936027|sp|Q9Y2G8|DJC16_HUMAN DnaJ homolog subfamily C member 16 precursor NA

2432 SEYAEGYESVSVD gi|119580509|gb|EAW60105.1| hypothetical protein FLJ23322  isoform CRA_a [Homo sapiens]NA

2433 CAPCDIYWCWPRP gi|28316330|dbj|BAC56948.1| Fe65L2 isoform 339 [Homo sapiens]NA

2434 PACLPIYQDMTQP gi|119591033|gb|EAW70627.1| phospholipase C  delta 4  isoform CRA_a [Homo sapiens]NA

2435 AINAEEYMSIIVG gi|115502124|sp|Q6ZS81|CJ064_HUMAN Uncharacterized protein C10orf64']NA

2436 WADPGKYALMGAA gi|12644301|sp|P51798|CLCN7_HUMAN Chloride channel protein 7 (ClC-7) NA

2437 DFGSEVYVWHGKE gi|57013034|sp|O95425|SVIL_HUMAN Supervillin (Archvillin) (p205/p250) NA

2438 YSCEPSYDLRGAA gi|117310|sp|P17927|CR1_HUMAN Complement receptor type 1 precursor (C3b/C4b receptor) (CD35 antigen) NA

2439 EPFPTIYVDSQKE gi|3915059|sp|O43776|SYNC_HUMAN Asparaginyl-tRNA synthetase  cytoplasmic (Asparagine--tRNA ligase) (AsnRS) NA

2440 LTSSIDYSRLNKE gi|148612801|ref|NP_055710.2| KIAA1009 protein [Homo sapiens] NA

2441 ACKSGGYKSKDYG gi|31559829|ref|NP_853512.1| keratin 25 [Homo sapiens] NA

2442 CMEDLIYEIYTVG gi|133021|sp|P18124|RL7_HUMAN 60S ribosomal protein L7 NA

2443 <<Marker>> contol_spot NA



2444 GGDFNLYENMRCH gi|20137929|sp|Q9BPU6|DPYL5_HUMAN Dihydropyrimidinase-related protein 5 (DRP-5) (ULIP6 protein) (Collapsin response mediator protein 5) (CRMP-5) (CRMP3-associated molecule) (CRAM) NA

2445 LREATEYEIELYG gi|3915888|sp|P24821|TENA_HUMAN Tenascin precursor (TN) (Tenascin-C) (TN-C) (Hexabrachion) (Cytotactin) (Neuronectin) (GMEM) (JI) (Myotendinous antigen) (Glioma-associated-extracellular matrix antigen) (GP 150-225) NA

2446 VTYKPKYIEQQYG gi|27734564|sp|Q9NYB5|SO1C1_HUMAN Solute carrier organic anion transporter family member 1C1 (Solute carrier family 21 member 14) (Organic anion transporter F) (OATP-F) (Organic anion-transporting polypeptide 14) (Organic anion transporter polypeptide-related protein 5) (OAT-RP-5) (OATPRP5) NA

2447 ASFAPAYADLLSE gi|123271|sp|P14653|HXB1_HUMAN Homeobox protein Hox-B1 (Hox-2I) NA

2448 NGIEDAYILEATE gi|74732251|sp|Q96LW4|CC111_HUMAN Coiled-coil domain-containing protein 111 NA

2449 DIFEEEYLEQDVE gi|119614736|gb|EAW94330.1| hCG1810810  isoform CRA_d [Homo sapiens]NA

2450 LLDKEAYWTPVVL gi|145559500|sp|Q86W25|NAL13_HUMAN NACHT  LRR and PYD domains-containing protein 13 (Nucleotide-binding oligomerization domain protein 14) NA

2451 LNTNLYYTSNALT gi|62906890|sp|Q92485|ASM3B_HUMAN Acid sphingomyelinase-like phosphodiesterase 3b precursor (ASM-like phosphodiesterase 3b) NA

2452 SHPAEQYVSKLKT gi|154089852|emb|CAO81741.1| collagen type VI alpha 6 [Homo sapiens]NA

2453 IIIEPDYLGNHHP gi|42518115|ref|NP_964045.1| endopeptidase O [Lactobacillus johnsonii NCC 533] NA

2454 LGPTADYVFPDLT gi|74734719|sp|Q9NZ53|PDXL2_HUMAN Podocalyxin-like protein 2 precursor (Endoglycan) NA

2455 PQFDGKYIHWNHP gi|74743637|sp|Q5SRI9|MANEA_HUMAN Glycoprotein endo-alpha-1 2-mannosidase (Mandaselin) (hEndo) NA

2456 EIEDHIYQELKST gi|28380172|sp|O75764|TCEA3_HUMAN Transcription elongation factor A protein 3 (Transcription elongation factor S-II protein 3) (Transcription elongation factor TFIIS.h) NA

2457 TICNDLYIYDTRT gi|119573049|gb|EAW52664.1| kelch/ankyrin repeat containing cyclin A1 interacting protein  isoform CRA_e [Homo sapiens]NA

2458 HSNPAKYVSINST gi|119606839|gb|EAW86433.1| hCG2042943 [Homo sapiens]NA

2459 PYYPPEYTCTPST gi|8134810|sp|O60320|K0574_HUMAN Uncharacterized protein KIAA0574 NA

2460 CFEKDKYILQGVT gi|130316|sp|P00747|PLMN_HUMAN Plasminogen precursor [Contains: Plasmin heavy chain A; Activation peptide; Angiostatin; Plasmin heavy chain A  short form; Plasmin light chain B] NA

2461 KDKVTIYENLDVT gi|85542144|sp|Q562F6|SGOL2_HUMAN Shugoshin-like 2 (Tripin) NA

2462 TICKVSYASLADV gi|119618163|gb|EAW97757.1| hCG1811684 [Homo sapiens]NA

2463 FFSMVDYDEGTDV gi|6166601|sp|Q13454|TUSC3_HUMAN Tumor suppressor candidate 3 (Protein N33) NA

2464 <<Marker>> contol_spot NA

2465 KSFEEKYEVFMDV gi|13878337|sp|Q13315|ATM_HUMAN Serine-protein kinase ATM (Ataxia telangiectasia mutated) (A-T  mutated) NA

2466 EDMENLYVQLKLQ gi|74729997|sp|Q8NAS9|CE017_HUMAN Uncharacterized protein C5orf17 NA

2467 YLSMSYYFDRDDV gi|120516|sp|P02794|FRIH_HUMAN Ferritin heavy chain (Ferritin H subunit) (Proliferation-inducing gene 15 protein) NA

2468 GSDGEFYENHCEV gi|62510692|sp|Q8N475|FSTL5_HUMAN Follistatin-related protein 5 precursor (Follistatin-like 5) NA

2469 EDEEGPYYSALSG gi|116242809|sp|Q8WXH0|SYNE2_HUMAN Nesprin-2 (Nuclear envelope spectrin repeat protein 2) (Syne-2) (Synaptic nuclear envelope protein 2) (Nucleus and actin connecting element protein) (Protein NUANCE)'NA

2470 IARGPCYSDNGSG gi|74750770|sp|Q8IYR6|TEFF1_HUMAN Tomoregulin-1 precursor (Transmembrane protein with EGF-like and one follistatin-like domain) (TR-1) (H7365) NA

2471 EDLPKSYDYDLII gi|50403780|sp|Q16881|TRXR1_HUMAN Thioredoxin reductase 1  cytoplasmic precursor (TR) (TR1)[EDLPKSYDYDLII|Y|11|Q16881|15592455|]

2472 CRADQQYECVAEI gi|266423|sp|Q00534|CDK6_HUMAN Cell division protein kinase 6 (Serine/threonine-protein kinase PLSTIRE) [CRADQQYECVAEI|Y|13|Q00534|15592455|]

2473 NEIKVVYLRCTGG gi|266921|sp|P30050|RL12_HUMAN 60S ribosomal protein L12 NA

2474 GSWAAIYQDIRHE gi|131467|sp|P18031|PTN1_HUMAN Tyrosine-protein phosphatase non-receptor type 1 (Protein-tyrosine phosphatase 1B) (PTP-1B) [GSWAAIYQDIRHE|Y|20|P18031|15592455|]

2475 FEWEKGYSDRYGF gi|77416521|sp|Q6UWM7|LCTL_HUMAN Lactase-like protein precursor (Klotho/lactase-phlorizin hydrolase-related protein) NA

2476 MGHEDLYKRYGGF gi|127976|sp|P01213|PDYN_HUMAN Beta-neoendorphin-dynorphin precursor (Proenkephalin B) (Preprodynorphin) [Contains: Beta-neoendorphin; Dynorphin; Leu-enkephalin; Rimorphin; Leumorphin] NA

2477 DISDTIYPRNPAM gi|12643387|sp|P98170|BIRC4_HUMAN Baculoviral IAP repeat-containing protein 4 (Inhibitor of apoptosis protein 3) (X-linked inhibitor of apoptosis protein) (X-linked IAP) (IAP-like protein) (HILP) NA

2478 DDFETFYEIWEKF gi|34098756|sp|Q9UQD0|SCN8A_HUMAN Sodium channel protein type 8 subunit alpha (Sodium channel protein type VIII subunit alpha) (Voltage-gated sodium channel subunit alpha Nav1.6) NA

2479 GTSTPEYNVKGIF gi|28376972|sp|O15484|CAN5_HUMAN Calpain-5 (nCL-3) (htra-3) NA

2480 PYKNELYHWFPIF gi|17366354|sp|P58397|ATS12_HUMAN ADAMTS-12 precursor (A disintegrin and metalloproteinase with thrombospondin motifs 12) (ADAM-TS 12) (ADAM-TS12) NA

2481 SGNEIEYMEPHVF gi|146330009|sp|Q86UE6|LRRT1_HUMAN Leucine-rich repeat transmembrane neuronal protein 1 precursor NA

2482 LKESGSYMWIYVF gi|12643959|sp|Q9Y6L6|SO1B1_HUMAN Solute carrier organic anion transporter family member 1B1 (Solute carrier family 21 member 6) (Sodium-independent organic anion-transporting polypeptide 2) (OATP 2) (Liver-specific organic anion transporter 1) (LST-1) (OATP-C) NA

2483 SVEGWDYVDSLYF gi|24636285|sp|Q9HB15|KCNKC_HUMAN Potassium channel subfamily K member 12 (Tandem pore domain halothane-inhibited potassium channel 2) (THIK-2) NA

2484 CTRGDKYPNDTGH gi|74738220|sp|Q6UXH8|CCBE1_HUMAN Collagen and calcium-binding EGF domain-containing protein 1 precursor NA

2485 <<Marker>> contol_spot NA

2486 FKKEPVYQLPCGH gi|21363047|sp|O94941|RNF37_HUMAN RING finger protein 37 (Ubiquitin-conjugating enzyme 7-interacting protein 5) (U-box domain-containing protein 5) NA

2487 GWEGGVYVQTCGH gi|74762410|sp|Q6ZT12|ZN650_HUMAN Zinc finger protein 650 NA

2488 YDCSDSYDKAPEI gi|113418951|ref|XP_942004.2| PREDICTED: similar to Neurogenic locus notch homolog protein 1 precursor (Notch 1) (Motch A) (mT14) (p300) [Homo sapiens] NA

2489 CFSKLDYAVAWFI gi|2498228|sp|Q16739|CEGT_HUMAN Ceramide glucosyltransferase (Glucosylceramide synthase) (GCS) (UDP-glucose:N-acylsphingosine D-glucosyltransferase) (UDP-glucose ceramide glucosyltransferase) (GLCT-1) NA

2490 RSPKLFYADHPFI gi|20141241|sp|P50454|SERPH_HUMAN Serpin H1 precursor (Collagen-binding protein) (Colligin) (47 kDa heat shock protein) (Rheumatoid arthritis-related antigen RA-A47) (Arsenic-transactivated protein 3) (AsTP3) (Proliferation-inducing gene 14 protein) NA

2491 AEEMGGYFIINGI gi|92090637|sp|Q9H9Y6|RPA2_HUMAN DNA-directed RNA polymerase I subunit RPA2 (RNA polymerase I subunit 2) (DNA-directed RNA polymerase I 135 kDa polypeptide) (RPA135) NA

2492 FLTCDEYEKKQHI gi|2833252|sp|Q14571|ITPR2_HUMAN Inositol 1 4 5-trisphosphate receptor type 2 (Type 2 inositol 1 4 5-trisphosphate receptor) (Type 2 InsP3 receptor) (IP3 receptor isoform 2) (InsP3R2) NA

2493 PFENGQYLDIYGI gi|88984537|sp|Q7Z3B1|NEGR1_HUMAN Neuronal growth regulator 1 precursor NA

2494 RAFEQQYSPIPRI gi|8134597|sp|Q9Y5S8|NOX1_HUMAN NADPH oxidase homolog 1 (NOX-1) (NOH-1) (NADH/NADPH mitogenic oxidase subunit P65-MOX) (Mitogenic oxidase 1) (MOX1) NA

2495 VTKEGEYIPLDQI gi|119569494|gb|EAW49109.1| potassium inwardly-rectifying channel  subfamily J  member 12 [Homo sapiens]']NA



2496 SSSESSYHGPSRI gi|61213482|sp|Q6ZNL6|FGD5_HUMAN FYVE  RhoGEF and PH domain-containing protein 5 (Zinc finger FYVE domain-containing protein 23)NA

2497 FFEMESYSVTQAG gi|728834|sp|P39191|ALU4_HUMAN Alu subfamily SB2 sequence contamination warning entryNA

2498 FILSPNYVNGPSI gi|74762124|sp|O95256|I18RA_HUMAN Interleukin-18 receptor accessory protein precursor (IL-18 receptor accessory protein) (IL-18RAcP) (Interleukin-18 receptor accessory protein-like) (IL-18Rbeta) (IL-1R accessory protein-like) (IL-1RAcPL) (Accessory protein-like) (AcPL) (IL-1R7) (CD218b antigen) (CDw218b) NA

2499 YGYESIYAALRSI gi|74751821|sp|Q96DW6|S2538_HUMAN Solute carrier family 25 member 38 NA

2500 YDIKDDYTLRIKK gi|49036496|sp|Q9HCK4|ROBO2_HUMAN Roundabout homolog 2 precursor NA

2501 GNGEQQYVYLKDG gi|62896957|dbj|BAD96419.1| lactamase  beta 2 variant [Homo sapiens]NA

2502 PCNEDGYMSCKDG gi|131086|sp|P07225|PROS_HUMAN Vitamin K-dependent protein S precursor NA

2503 SSDEIRYGVVALK gi|5921193|sp|P12111|CO6A3_HUMAN Collagen alpha-3(VI) chain precursor NA

2504 DPMEDPYELKLLK gi|41019528|sp|Q9Y6V0|PCLO_HUMAN Protein piccolo (Aczonin)NA

2505 SEGNVGYVQMRLK gi|27151474|sp|Q14692|BMS1_HUMAN Ribosome biogenesis protein BMS1 homolog NA

2506 <<Marker>> contol_spot NA

2507 LQYSPDYRNYLAL gi|68566054|sp|Q8N5J4|SPIC_HUMAN Transcription factor Spi-C NA

2508 CALESKYVKTVCL gi|73919921|sp|Q14520|HABP2_HUMAN Hyaluronan-binding protein 2 precursor (Plasma hyaluronan-binding protein) (Hepatocyte growth factor activator-like protein) (Factor VII-activating protease) (Factor seven-activating protease) (FSAP) [Contains: Hyaluronan-binding protein 2 50 kDa heavy chain; Hyaluronan-binding protein 2 50 kDa heavy chain alternate form; Hyaluronan-binding protein 2 27 kDa light chain; Hyaluronan-binding protein 2 27 kDa light chain alternate form] NA

2509 PHSKGDYYSHNCL gi|11643585|gb|AAG39636.1|AF086924_1 protein phosphatase 2A1 B gamma subunit IMYPNO1 [Homo sapiens]NA

2510 DFVDDSYLMKNDL gi|6581091|gb|AAF18452.1|AF205598_1 transposase-like protein [Homo sapiens]NA

2511 LYFVLDYVNGGEL gi|28558166|sp|Q9HBY8|SGK2_HUMAN Serine/threonine-protein kinase Sgk2 (Serum/glucocorticoid-regulated kinase 2) NA

2512 IISMNLYSSICFL gi|2506481|sp|P30411|BKRB2_HUMAN B2 bradykinin receptor (BK-2 receptor) (B2R) NA

2513 GDSNDDYDSAGLL gi|119568243|gb|EAW47858.1| LTV1 homolog (S. cerevisiae)  isoform CRA_a [Homo sapiens]NA

2514 PSDKEGYSGVGLL gi|113984|sp|P27695|APEX1_HUMAN DNA-(apurinic or apyrimidinic site) lyase (AP endonuclease 1) (APEX nuclease) (APEN) (Protein REF-1) NA

2515 GDYEILYWDVAGG gi|121945710|sp|Q32P44|EMAL3_HUMAN Echinoderm microtubule-associated protein-like 3 (EMAP-3) NA

2516 TVTDDDYAGFIFG gi|2623750|gb|AAB86501.1| COMP_HUMAN [Homo sapiens]NA

2517 RQKSGRYVCVQLL gi|125950459|sp|Q2KHT3|K0350_HUMAN Uncharacterized protein KIAA0350'NA

2518 EYYFPTYENDTLL gi|12230860|sp|Q9NRM2|ZN277_HUMAN Zinc finger protein 277 NA

2519 EFEDGMYANLGIG gi|48428678|sp|Q9BYC2|SCOT2_HUMAN Succinyl-CoA:3-ketoacid-coenzyme A transferase 2  mitochondrial precursor (Testis-specific succinyl CoA:3-oxoacid CoA-transferase) (SCOT-t) NA

2520 GFRNSSYPETGHG gi|59803097|sp|Q00537|PCTK2_HUMAN Serine/threonine-protein kinase PCTAIRE-2 (PCTAIRE-motif protein kinase 2) NA

2521 HPYPEDYGDIEIG gi|62298062|sp|Q9Y4H2|IRS2_HUMAN Insulin receptor substrate 2 (IRS-2) NA

2522 NASDSSYRTPGIG gi|116241363|sp|Q96M96|FGD4_HUMAN FYVE  RhoGEF and PH domain-containing protein 4 (Actin filament-binding protein frabin) (FGD1-related F-actin-binding protein) (Zinc finger FYVE domain-containing protein 6) NA

2523 PKKSPIYVILVGG gi|55977754|sp|O14524|K0286_HUMAN Uncharacterized membrane protein KIAA0286 NA

2524 TAFDGPYCNHDIG gi|17433016|sp|P78357|CNTP1_HUMAN Contactin-associated protein 1 precursor (Caspr) (Caspr1) (Neurexin 4) (Neurexin IV) (p190) NA

2525 TSAEPQYQPGDQT gi|125358|sp|P09769|FGR_HUMAN Proto-oncogene tyrosine-protein kinase FGR (P55-FGR) (C-FGR) [TSAEPQYQPGDQT|Y|523|P09769|7515063|Csk|[P41240:CSK_HUMAN]]

2526 VAENPEYLSEFSL gi|3913590|sp|Q15303|ERBB4_HUMAN Receptor tyrosine-protein kinase erbB-4 precursor (p180erbB4) (Tyrosine kinase-type cell surface receptor HER4) [VAENPEYLSEFSL|Y|1284|Q15303|8617750|]

2527 <<Marker>> contol_spot NA

2528 VDNEDIYESRHEI gi|1169745|sp|P42685|FRK_HUMAN Tyrosine-protein kinase FRK (FYN-related kinase) (Nuclear tyrosine protein kinase RAK) NA

2529 VHNLDYYKKTTNG gi|120050|sp|P22607|FGFR3_HUMAN Fibroblast growth factor receptor 3 precursor (FGFR-3) (CD333 antigen) [VHNLDYYKKTTNG|Y|648|P22607|11294897|FGFR3|[P22607:FGFR3_HUMAN]]

2530 VKDPTEYTGPESY gi|2833252|sp|Q14571|ITPR2_HUMAN Inositol 1 4 5-trisphosphate receptor type 2 (Type 2 inositol 1 4 5-trisphosphate receptor) (Type 2 InsP3 receptor) (IP3 receptor isoform 2) (InsP3R2) NA

2531 VPTHSPYAQPSST gi|8928244|sp|O15350|P73_HUMAN Tumor protein p73 (p53-like transcription factor) (p53-related protein) [VPTHSPYAQPSST|Y|99|O15350|10391251|Abl|[P00519:ABL1_HUMAN]]

2532 GKDGRGYVPATIK gi|1174459|sp|P42226|STAT6_HUMAN Signal transducer and activator of transcription 6 (IL-4 Stat) [GKDGRGYVPATIK|Y|641|P42226|10961885|JAK_group]

2533 GMSRDVYSTDYYR gi|134035335|sp|Q16288|NTRK3_HUMAN NT-3 growth factor receptor precursor (Neurotrophic tyrosine kinase receptor type 3) (TrkC tyrosine kinase) (GP145-TrkC) (Trk-C) [GMSRDVYSTDYYR|Y|701|P15209|8106527;9582017;7982951|TRKB|[Q16620:NTRK2_HUMAN]]

2534 GQRIYQYIQSRFY gi|3219996|sp|Q13627|DYR1A_HUMAN Dual specificity tyrosine-phosphorylation-regulated kinase 1A (Protein kinase minibrain homolog) (MNBH) (HP86) (Dual specificity YAK1-related kinase) (hMNB) [GQRIYQYIQSRFY|Y|273|Q9Y463|10910078;15144186|DYRK1B|[Q9Y463:DYR1B_HUMAN]GQRIYQYIQSRFY|Y|321|Q61214|12522270;15592455|GQRIYQYIQSRFY|Y|321|Q13627|15592455;17192257|GQRIYQYIQSRFY|Y|273|Q9Z188|15572359|]

2535 HDSEENYVPMNPN gi|90180201|sp|Q13480|GAB1_HUMAN GRB2-associated-binding protein 1 (GRB2-associated binder 1) [HDSEENYVPMNPN|Y|589|Q13480|10978177;9890893;10734310|Met;EGFR;InsR|[P08581:MET_HUMAN,P00533:EGFR_HUMAN,P06213:INSR_HUMAN]HDSEENYVPMNPN|Y|590|Q9QYY0|10734310|Met;EGFR|[P08581:MET_HUMAN,P00533:EGFR_HUMAN]]

2536 HMEKHNYESAAEA gi|548377|sp|Q05586|NMDZ1_HUMAN Glutamate [NMDA] receptor subunit zeta-1 precursor (N-methyl-D-aspartate receptor subunit NR1) NA

2537 IHHIDYYKKTTNG gi|120046|sp|P11362|FGFR1_HUMAN Basic fibroblast growth factor receptor 1 precursor (FGFR-1) (bFGF-R) (Fms-like tyrosine kinase 2) (c-fgr) (CD331 antigen) [IHHIDYYKKTTNG|Y|654|P11362|9880324;8622701;12601080|FGFR1|[P11362:FGFR1_HUMAN]]

2538 TANNPLYKEATST gi|125987835|sp|P05106|ITB3_HUMAN Integrin beta-3 precursor (Platelet membrane glycoprotein IIIa) (GPIIIa) (CD61 antigen) [TANNPLYKEATST|Y|773|P05106|8631894;15699036|Syk;Src|[P43405:KSYK_HUMAN,P12931:SRC_HUMAN]]

2539 LGFKRSYEEHIPY gi|33112647|sp|P06213|INSR_HUMAN Insulin receptor precursor (IR) (CD220 antigen) [Contains: Insulin receptor subunit alpha; Insulin receptor subunit beta][LGFKRSYEEHIPY|Y|1355|P06213|92337603|InsR|[P06213:INSR_HUMAN]]

2540 DGLGLSYLSSHIA gi|121116|sp|P06396|GELS_HUMAN Gelsolin precursor (Actin-depolymerizing factor) (ADF) (Brevin) (AGEL) NA

2541 PVPTNLYGDFFTG gi|121116|sp|P06396|GELS_HUMAN Gelsolin precursor (Actin-depolymerizing factor) (ADF) (Brevin) (AGEL) NA

2542 MVKRRDYLDLAAS gi|547807|sp|P07949|RET_HUMAN Proto-oncogene tyrosine-protein kinase receptor ret precursor (C-ret) [MVKRRDYLDLAAS|Y|1015|P07949|11470823;14981541|Ret|[P07949:RET_HUMAN]]

2543 QAFPVSYSSSGAR gi|547807|sp|P07949|RET_HUMAN Proto-oncogene tyrosine-protein kinase receptor ret precursor (C-ret) [QAFPVSYSSSGAR|Y|687|P07949|11470823;8621380|Ret|[P07949:RET_HUMAN]]

2544 IGNQHIYQPVGKP gi|3183518|sp|Q05397|FAK1_HUMAN Focal adhesion kinase 1 (FADK 1) (pp125FAK) (Protein-tyrosine kinase 2) [IGNQHIYQPVGKP|Y|861|Q05397|8941336;11927607|Src|[P12931:SRC_HUMAN]]

2545 VMLGASYWYRARL gi|29337230|sp|Q13444|ADA15_HUMAN ADAM 15 precursor (A disintegrin and metalloproteinase domain 15) (Metalloproteinase-like  disintegrin-like  and cysteine-rich protein 15) (MDC-15) (Metalloprotease RGD disintegrin protein) (Metargidin) [VMLGASYWYRARL|Y|715|Q13444|11741929|Src;HCK;Src_group|[P12931:SRC_HUMAN,P08631:HCK_HUMAN]]

2546 AQEENLYAAVKHT gi|37537910|sp|Q8NHL6|LIRB1_HUMAN Leukocyte immunoglobulin-like receptor subfamily B member 1 precursor (Leukocyte immunoglobulin-like receptor 1) (LIR-1) (Immunoglobulin-like transcript 2) (ILT-2) (Monocyte/macrophage immunoglobulin-like receptor 7) (MIR-7) (CD85j antigen) NA

2547 PKEDPIYDEPEGL gi|17366642|sp|Q99704|DOK1_HUMAN Docking protein 1 (Downstream of tyrosine kinase 1) (p62(dok)) (pp62) [PKEDPIYDEPEGL|Y|362|Q99704|12087092;11551902;10688886;15592455;16094384|InsR|[P06213:INSR_HUMAN]]



2548 <<Marker>> contol_spot NA

2549 LFDDPSYVNVQNL gi|17380299|sp|P29353|SHC1_HUMAN SHC-transforming protein 1 (SH2 domain protein C1) (Src homology 2 domain-containing-transforming protein C1) [LFDDPSYVNVQNL|Y|427|P29353|11075717;9710204;8610109;9741627;12522270;15592455;9927207|Fyn;Lck;InsR;PDGFR_group;FLT4|[P06241:FYN_HUMAN,P06239:LCK_HUMAN,P06213:INSR_HUMAN,P35916:VGFR3_HUMAN]LFDDPSYVNVQNL|Y|428|Q5T183|17081983|]

2550 QAEENTYDEYENE gi|45382633|ref|NP_990799.1| cortactin [Gallus gallus] [QAEENTYDEYENE|Y|499|Q01406|96108162|Src|[P12931:SRC_HUMAN]]

2551 EKSNLAYDIVQLP gi|6226869|sp|P34932|HSP74_HUMAN Heat shock 70 kDa protein 4 (Heat shock 70-related protein APG-2) (HSP70RY) [EKSNLAYDIVQLP|Y|89|P34932|15592455|]

2552 LYGNLHYLQTGRL gi|74753488|sp|Q9Y3P8|SIT1_HUMAN Signaling threshold-regulating transmembrane adapter 1 precursor (Suppression-inducing transmembrane adapter 1) (SHP2-interacting transmembrane adapter protein) (gp30/40) [LYGNLHYLQTGRL|Y|95|Q9Y3P8|15592455|]

2553 DYYEESYFTTRTY gi|1706639|sp|P50402|EMD_HUMAN Emerin [DYYEESYFTTRTY|Y|99|P50402|15592455|]

2554 LGASGDYADFQYL gi|116242733|sp|P28070|PSB4_HUMAN Proteasome subunit beta type 4 precursor (Proteasome beta chain) (Macropain beta chain) (Multicatalytic endopeptidase complex beta chain) (Proteasome chain 3) (HSN3) (HsBPROS26) [LGASGDYADFQYL|Y|102|P28070|15592455|]

2555 LYTLVTYVPVTTF gi|51702807|sp|P62899|RL31_HUMAN 60S ribosomal protein L31 [LYTLVTYVPVTTF|Y|108|P62899|15592455|]

2556 NSHDPSYFACLIK gi|116242816|sp|Q86TI0|TBCD1_HUMAN TBC1 domain family member 1'NA

2557 IKEKLCYVALDFE gi|89276723|gb|ABD66582.1| beta-actin [Homo sapiens][IKEKLCYVALDFE|Y|218|P60709|15592455|IKEKLCYVALDFE|Y|218|P60710|15592455|]

2558 LSDSYNYSGTENL gi|50401753|sp|Q7Z3T8|ZFY16_HUMAN Zinc finger FYVE domain-containing protein 16 (Endofin) (Endosome-associated FYVE domain protein) [LSDSYNYSGTENL|Y|221|Q7Z3T8|15592455|]

2559 INQEGEYIKMFMR gi|18202954|sp|Q9HC35|EMAL4_HUMAN Echinoderm microtubule-associated protein-like 4 (EMAP-4) (Restrictedly overexpressed proliferation-associated protein) (Ropp 120) [INQEGEYIKMFMR|Y|226|Q9HC35|15592455|]

2560 LSLANCYEVLSAA gi|14286002|sp|O94819|KBTBB_HUMAN Kelch repeat and BTB domain-containing protein 11 (Kelch domain-containing protein 7B) [LSLANCYEVLSAA|Y|237|O94819|15592455|]

2561 MVVESAYEVIKLK gi|126041|sp|P07195|LDHB_HUMAN L-lactate dehydrogenase B chain (LDH-B) (LDH heart subunit) (LDH-H) (Renal carcinoma antigen NY-REN-46) [MVVESAYEVIKLK|Y|240|P07195|15592455|]

2562 KADGLIYCLKEAC gi|1177044|sp|P43403|ZAP70_HUMAN Tyrosine-protein kinase ZAP-70 (70 kDa zeta-associated protein) (Syk-related tyrosine kinase) [KADGLIYCLKEAC|Y|248|P43403|15592455;15659558;17192257|]

2563 TEAPGEYFFSDGI gi|124419|sp|P12268|IMDH2_HUMAN Inosine-5'-monophosphate dehydrogenase 2 (IMP dehydrogenase 2) (IMPDH-II) (IMPD 2) NA

2564 ITYEPFYTSGYDD gi|56404432|sp|O14639|ABLM1_HUMAN Actin-binding LIM protein 1 (Actin-binding LIM protein family member 1) (abLIM-1) (Actin-binding double zinc finger protein) (LIMAB1) (Limatin)[ITYEPFYTSGYDD|Y|410|O14639|15592455|]

2565 LINRMDYVEINID gi|2498434|sp|Q00341|VIGLN_HUMAN Vigilin (High density lipoprotein-binding protein) (HDL-binding protein) [LINRMDYVEINID|Y|437|Q00341|15592455|]

2566 VYDELFYTLSPIN gi|18202935|sp|Q9H223|EHD4_HUMAN EH domain-containing protein 4 (Hepatocellular carcinoma-associated protein 10/11) [VYDELFYTLSPIN|Y|456|Q9H223|15592455|]

2567 HTGEKPYECVECG gi|147742906|sp|Q08ER8|ZN543_HUMAN Zinc finger protein 543 NA

2568 LGADDSYYTARSA gi|1177044|sp|P43403|ZAP70_HUMAN Tyrosine-protein kinase ZAP-70 (70 kDa zeta-associated protein) (Syk-related tyrosine kinase) [LGADDSYYTARSA|Y|492|P43403|8756661;7961936;7642520;12522270;15592455;11270871;16094384;15659558;17192257|Lck;ZAP70|[P06239:LCK_HUMAN,P43403:ZAP70_HUMAN]]

2569 <<Marker>> contol_spot NA

2570 GEEEHVYSFPNKQ gi|27735219|sp|P49023|PAXI_HUMAN Paxillin [GEEEHVYSFPNKQ|Y|118|P49023|7537852;11774284;7615549;15592455;15107421;16254239;16094384;15817476;15572663|FAK;Src;Brk|[Q05397:FAK1_HUMAN,P12931:SRC_HUMAN,Q13882:PTK6_HUMAN]GEEEHVYSFPNKQ|Y|118|Q8VI36|15592455|]

2571 PPPDSVYSGVQPG gi|12230547|sp|O43390|HNRPR_HUMAN Heterogeneous nuclear ribonucleoprotein R (hnRNP R) NA

2572 YDEDSPYQNIKIL gi|8247960|sp|P52788|SPSY_HUMAN Spermine synthase (Spermidine aminopropyltransferase) (SPMSY) NA

2573 RVCEPCYEQLNRK gi|71152119|sp|O14964|HGS_HUMAN Hepatocyte growth factor-regulated tyrosine kinase substrate (Protein pp110) (Hrs) [RVCEPCYEQLNRK|Y|216|O14964|15592455|]

2574 TYVSSFYHAFSGA gi|13123943|sp|O43707|ACTN4_HUMAN Alpha-actinin-4 (Non-muscle alpha-actinin 4) (F-actin cross-linking protein) [TYVSSFYHAFSGA|Y|266|P57780|15592455|]

2575 ELQSPEYKLSKLR gi|146328566|sp|Q9UM73|ALK_HUMAN ALK tyrosine kinase receptor precursor (Anaplastic lymphoma kinase) (CD246 antigen) [ELQSPEYKLSKLR|Y|1078|Q9UM73|15592455|]

2576 SMSMISYSDAALE gi|73921276|sp|Q04116|YHP1_YEAST Homeobox protein YHP1 NA

2577 EVNESQYLHSNQP gi|730855|sp|P25302|SWI4_YEAST Regulatory protein SWI4 (Cell-cycle box factor subunit SWI4) (Protein ART1) NA

2578 EQFEDFYAYCKAI gi|731532|sp|P39956|RPH1_YEAST DNA damage-responsive transcriptional repressor RPH1 NA

2579 NDDELEYASPSNA gi|1168370|sp|P22149|AFT1_YEAST Iron-regulated transcriptional activator AFT1 (Activator of iron transcription protein 1) NA

2580 TAKETIYIMLRFF gi|129733|sp|P12383|PDR1_YEAST Transcription factor PDR1 (Pleiotropic drug resistance protein 1) NA

2581 LYHDNLYVIWPLL gi|1708905|sp|P53338|MAL13_YEAST Maltose fermentation regulatory protein MAL13 NA

2582 ILENSRYVNDKQK gi|2507068|sp|P22148|MSN1_YEAST Protein MSN1 (Multicopy suppressor of SNF1 protein 1) NA

2583 LNRKSSYKSLDFE gi|74645031|sp|Q12180|HAL9_YEAST Halotolerance protein 9 NA

2584 RQRREKYIKNLEE gi|729140|sp|P40917|YAP4_YEAST AP-1-like transcription factor YAP4 (Transcription activator CIN5) (Chromosome instability protein 5) NA

2585 RLSELGYMDRLND gi|1708201|sp|P32480|HIR2_YEAST Protein HIR2 (Histone transcription regulator 2) NA

2586 EYFASIYKNSNRG gi|1168610|sp|P41696|AZF1_YEAST Asparagine-rich zinc finger protein AZF1 NA

2587 DEDDEEYDVFRNV gi|2493550|sp|Q02516|HAP5_YEAST Transcriptional activator HAP5 NA

2588 LMSEGLYKALEAA gi|10720303|sp|Q15750|TAB1_HUMAN Mitogen-activated protein kinase kinase kinase 7-interacting protein 1 (TGF-beta-activated kinase 1-binding protein 1) (TAK1-binding protein 1) NA

2589 FQTQDTYEIIPLM gi|119572439|gb|EAW52054.1| hCG1745487 [Homo sapiens]NA

2590 <<Marker>> contol_spot NA

2591 IRKKTKYTILDNM gi|74747200|sp|Q5VV43|K0319_HUMAN Uncharacterized protein KIAA0319 precursor NA

2592 PFKDDRYYRLAPM gi|108935999|sp|Q9P2C4|TM181_HUMAN Transmembrane protein 181 NA

2593 SFDEQEYPQSELM gi|6606080|gb|AAF19052.1| neutral sphingomyelinase [Homo sapiens]NA

2594 VYDNISYEDLKLM gi|62288848|sp|Q9ULL1|PKHG1_HUMAN Pleckstrin homology domain-containing family G member 1 NA

2595 HMFSDQYLDKEEN gi|116242524|sp|Q9Y366|IFT52_HUMAN Intraflagellar transport 52 homolog (Protein NGD5 homolog) NA

2596 KPVQDEYEYVSDN gi|119628606|gb|EAX08201.1| hCG18126  isoform CRA_a [Homo sapiens]NA

2597 NEPGTSYMSVQDN gi|51316191|sp|O14990|IPP4_HUMAN Type-1 protein phosphatase inhibitor 4 (I-4) (Protein phosphatase 1  regulatory subunit 2 pseudogene 9) NA

2598 VLDELGYTVHPAA gi|7019233|gb|AAF35253.1|AF060169_1 AS11 protein [Homo sapiens]NA

2599 TDNPPLYCNPKDN gi|45709009|gb|AAH67529.1| Hypothetical protein FLJ12684 [Homo sapiens]NA



2600 ADLCPQYTNSPFN gi|57284115|emb|CAI43246.1| novel protein [Homo sapiens]NA

2601 LLEDESYDGGAGA gi|90110048|sp|P06401|PRGR_HUMAN Progesterone receptor (PR) NA

2602 LPGLRTYVDPHTY gi|116241351|sp|P29320|EPHA3_HUMAN Ephrin type-A receptor 3 precursor (Tyrosine-protein kinase receptor ETK1) (HEK) (HEK4) (Tyrosine-protein kinase TYRO4) [LPGLRTYVDPHTY|Y|596|P29320|11870224;8622983|EphA3|[P29320:EPHA3_HUMAN]]

2603 LQERRKYLKHRLI gi|1711552|sp|P52630|STAT2_HUMAN Signal transducer and activator of transcription 2 (p113) [LQERRKYLKHRLI|Y|690|P52630|7532278|JAK_group]

2604 LYAGDYYRVQGRA gi|729008|sp|Q08345|DDR1_HUMAN Epithelial discoidin domain-containing receptor 1 precursor (Epithelial discoidin domain receptor 1) (Tyrosine kinase DDR) (Discoidin receptor tyrosine kinase) (Tyrosine-protein kinase CAK) (Cell adhesion kinase) (TRK E) (Protein-tyrosine kinase RTK 6) (HGK2) (CD167a antigen) NA

2605 MESIDDYVNVPES gi|14194891|sp|O43561|LAT_HUMAN Linker for activation of T-cells family member 1 (36 kDa phospho-tyrosine adapter protein) (pp36) (p36-38) NA

2606 MTCAELYEKLPQG gi|464868|sp|Q02763|TIE2_HUMAN Angiopoietin-1 receptor precursor (Tyrosine-protein kinase receptor TIE-2) (hTIE2) (Tyrosine-protein kinase receptor TEK) (p140 TEK) (Tunica interna endothelial cell kinase) (CD202b antigen) [MTCAELYEKLPQG|Y|1048|Q02763|11080633;11513602|Tie2|[Q02763:TIE2_HUMAN]]

2607 SRPPPDYKDQRRN gi|68565596|sp|Q8IZL2|MAML2_HUMAN Mastermind-like protein 2 (Mam-2) NA

2608 EKQMPKYSSENSN gi|55976445|sp|Q6S8J3|POTE2_HUMAN Prostate  ovary  testis-expressed protein on chromosome 2 NA

2609 SNPDESYGCLSSN gi|143811435|sp|Q13370|PDE3B_HUMAN cGMP-inhibited 3' 5'-cyclic phosphodiesterase B (Cyclic GMP-inhibited phosphodiesterase B) (CGI-PDE B) (CGIPDE1) (CGIP1) NA

2610 APNYDSYASYDVN gi|129542|sp|P29122|PCSK6_HUMAN Proprotein convertase subtilisin/kexin type 6 precursor (Paired basic amino acid cleaving enzyme 4) (Subtilisin/kexin-like protease PACE4) (Subtilisin-like proprotein convertase 4) (SPC4) NA

2611 FAGHESYQNMGPQ gi|71153483|sp|Q14966|ZN638_HUMAN Zinc finger protein 638 (Nuclear protein 220) (Zinc-finger matrin-like protein) (Cutaneous T-cell lymphoma-associated antigen se33-1) (CTCL tumor antigen se33-1)']NA

2612 LNRTDCYIMNDPQ gi|73920194|sp|Q8TD26|CHD6_HUMAN Chromodomain-helicase-DNA-binding protein 6 (ATP-dependent helicase CHD6) (CHD-6) (Radiation-induced gene B protein)NA

2613 FLHNDRYIEFHSQ gi|73921231|sp|Q9BSC4|NOL10_HUMAN Nucleolar protein 10 NA

2614 GVPNQDYEFQASQ gi|17511840|gb|AAH18769.1|AAH18769 Unknown (protein for IMAGE:4648757) [Homo sapiens]NA

2615 LFPEDWYQFVLRQ gi|116243177|sp|Q63HM2|CN135_HUMAN Uncharacterized protein C14orf135 precursor (Hepatitis C virus F protein-binding protein 2) (HCV F protein-binding protein 2)NA

2616 VMEKLQYASLLSQ gi|119598865|gb|EAW78459.1| spermatogenesis associated 16 [Homo sapiens]NA

2617 GTPDPEYPDDYSQ gi|145559564|sp|P10696|PPBN_HUMAN Alkaline phosphatase  placental-like precursor (Alkaline phosphatase Nagao isozyme) (Germ-cell alkaline phosphatase) (GCAP) (PLAP-like) (ALP-1) NA

2618 SKEDGQYGEVVSQ gi|94730684|sp|Q96BR6|ZN669_HUMAN Zinc finger protein 669 NA

2619 LDFFDSYSITACR gi|83286904|sp|P78348|ACCN2_HUMAN Amiloride-sensitive cation channel 2  neuronal (Acid-sensing ion channel 1) (ASIC1) (Brain sodium channel 2) (BNaC2) NA

2620 NVEAGSYVSFHCR gi|74761421|sp|Q9H3W5|LRRN3_HUMAN Leucine-rich repeat neuronal protein 3 precursor (Neuronal leucine-rich repeat protein 3) (NLRR-3) NA

2621 QEQETSYTILRAR gi|116241351|sp|P29320|EPHA3_HUMAN Ephrin type-A receptor 3 precursor (Tyrosine-protein kinase receptor ETK1) (HEK) (HEK4) (Tyrosine-protein kinase TYRO4) NA

2622 SMPSSSYRDMPGG gi|48474599|sp|Q96S82|UBL7_HUMAN Ubiquitin-like protein 7 (Ubiquitin-like protein SB132) (Bone marrow stromal cell ubiquitin-like protein) (BMSC-UbP) NA

2623 ACKESEYHYEYTA gi|147647000|sp|Q6UXG2|K1324_HUMAN Protein KIAA1324 precursor (Estrogen-induced gene 121 protein)NA

2624 ELDMEPYTVAGVA gi|81175100|sp|Q93008|USP9X_HUMAN Probable ubiquitin carboxyl-terminal hydrolase FAF-X (Ubiquitin thioesterase FAF-X) (Ubiquitin-specific-processing protease FAF-X) (Deubiquitinating enzyme FAF-X) (Fat facets protein-related  X-linked) (Ubiquitin-specific protease 9  X chromosome) NA

2625 PEEEDQYWLSMGR gi|20140440|sp|O75140|DEPD5_HUMAN DEP domain-containing protein 5 NA

2626 YRPKAIYLDIDGR gi|6166014|sp|O76083|PDE9A_HUMAN High affinity cGMP-specific 3' 5'-cyclic phosphodiesterase 9A NA

2627 DSDDSDYASSKHR gi|12643892|sp|Q9UKJ3|GPTC8_HUMAN G patch domain-containing protein 8 NA

2628 HLVTAGYVDMAIR gi|21928245|dbj|BAC05726.1| seven transmembrane helix receptor [Homo sapiens]NA

2629 QGEEPDYETYLHR gi|61222937|sp|Q9UHL0|DDX25_HUMAN ATP-dependent RNA helicase DDX25 (DEAD box protein 25) (Gonadotropin-regulated testicular RNA helicase) NA

2630 VLCADGYILNAHR gi|4884120|emb|CAB43267.1| hypothetical protein [Homo sapiens]NA

2631 SYEEAVYGSSGHC gi|2495723|sp|Q92537|K0247_HUMAN Uncharacterized protein KIAA0247 precursor NA

2632 AQRVEAYETHGLG gi|143811399|sp|Q86SQ6|GP123_HUMAN Probable G-protein coupled receptor 123 NA

2633 KAPLPKYEESNLG gi|74750394|sp|Q86TU7|SETD3_HUMAN SET domain-containing protein 3 NA

2634 LSPDNQYVKVLLG gi|6831570|sp|O14879|IFIT3_HUMAN Interferon-induced protein with tetratricopeptide repeats 3 (IFIT-3) (IFIT-4) (Interferon-induced 60 kDa protein) (IFI-60K) (ISG-60) (CIG49) (Retinoic acid-induced gene G protein) (RIG-G) NA

2635 ELAKVNYVKNNIC gi|74762615|sp|Q8TD20|GTR12_HUMAN Solute carrier family 2  facilitated glucose transporter member 12 (Glucose transporter type 12) (GLUT-12) NA

2636 FLPDEPYIKVRIC gi|6685318|sp|Q9Y5I7|CLD16_HUMAN Claudin-16 (Paracellin-1) (PCLN-1) NA

2637 WVSSEAYTSPVSR gi|9297048|sp|Q15491|SMDF_HUMAN Neuregulin-1  sensory and motor neuron-derived factor isoform NA

2638 ESAPPGYVIALVR gi|73620979|sp|Q8TAB3|PCD19_HUMAN Protocadherin-19 precursorNA

2639 QASKPKYYFAWTL gi|74749574|sp|Q6ZNC8|MBOA1_HUMAN Membrane-bound O-acyltransferase domain-containing protein 1 (O-acyltransferase domain-containing protein 1) NA

2640 QNPYPIYTSVNVR gi|110815895|sp|Q68DD2|PA24F_HUMAN Cytosolic phospholipase A2 zeta (cPLA2-zeta) (Phospholipase A2 group IVF)'NA

2641 QTVENGYHDNPTL gi|17865536|sp|O00592|PODXL_HUMAN Podocalyxin-like protein 1 precursor NA

2642 IHFGSDYEDRYYR gi|130912|sp|P04156|PRIO_HUMAN Major prion protein precursor (PrP) (PrP27-30) (PrP33-35C) (ASCR) (CD230 antigen) NA

2643 LGWEALYEQRAEP gi|154937324|ref|NP_937824.2| hypothetical protein LOC440295 [Homo sapiens]NA

2644 TESPEGYYEEAEP gi|68052360|sp|Q8N4X5|AF1L2_HUMAN Actin filament-associated protein 1-like 2 NA

2645 DGSDEGYLCDECS gi|57015418|sp|Q9NZR2|LRP1B_HUMAN Low-density lipoprotein receptor-related protein 1B precursor (Low-density lipoprotein receptor-related protein-deleted in tumor) (LRP-DIT) NA

2646 EGMNPSYDEYADS gi|730840|sp|Q08945|SSRP1_HUMAN FACT complex subunit SSRP1 (Facilitates chromatin transcription complex subunit SSRP1) (FACT 80 kDa subunit) (FACTp80) (Chromatin-specific transcription elongation factor 80 kDa subunit) (Structure-specific recognition protein 1) (hSSRP1) (Recombination signal sequence recognition protein 1) (T160) NA

2647 FYFLSQYVSPADS gi|20140912|sp|Q9UP52|TFR2_HUMAN Transferrin receptor protein 2 (TfR2) NA

2648 GSYSDLYPDSDDS gi|74723109|sp|Q70CQ2|UBP34_HUMAN Ubiquitin carboxyl-terminal hydrolase 34 (Ubiquitin thioesterase 34) (Ubiquitin-specific-processing protease 34) (Deubiquitinating enzyme 34) NA

2649 RTYDETYQRYRPV gi|41017262|sp|O14974|MYPT1_HUMAN Protein phosphatase 1 regulatory subunit 12A (Myosin phosphatase-targeting subunit 1) (Myosin phosphatase target subunit 1) (Protein phosphatase myosin-binding subunit) NA

2650 QPGDETYQDIFRD gi|39932727|sp|Q15057|CENB2_HUMAN Centaurin-beta 2 (Cnt-b2) [QPGDETYQDIFRD|Y|750|Q15057|15592455|]

2651 LRENPYYDSRVVG gi|1705916|sp|Q00610|CLH1_HUMAN Clathrin heavy chain 1 (CLH-17) [LRENPYYDSRVVG|Y|910|Q80U89|15592455|]



2652 STGSEQYSDYSYR gi|24212077|sp|Q08174|PCDH1_HUMAN Protocadherin-1 precursor (Protocadherin-42) (PC42) (Cadherin-like protein 1) [STGSEQYSDYSYR|Y|995|Q8CFX3|15592455|]

2653 AQGNENYAGIAAR gi|81175200|sp|Q9Y490|TLN1_HUMAN Talin-1 [AQGNENYAGIAAR|Y|1116|P26039|15592455|]

2654 SHRLSIYEDWDPF gi|152031709|sp|Q13009|TIAM1_HUMAN T-lymphoma invasion and metastasis-inducing protein 1 (TIAM-1 protein) NA

2655 QMKTAGYPNVNIH gi|116242799|sp|Q01082|SPTB2_HUMAN Spectrin beta chain  brain 1 (Spectrin  non-erythroid beta chain 1) (Beta-II spectrin) (Fodrin beta chain) NA

2656 GDRVAIYMPMIPE gi|20137525|sp|Q9NR19|ACSA_HUMAN Acetyl-coenzyme A synthetase  cytoplasmic (Acetate--CoA ligase) (Acyl-activating enzyme) (Acetyl-CoA synthetase) (ACS) (AceCS) (Acyl-CoA synthetase short-chain family member 2) NA

2657 YQLTEAYGVPDAS gi|62906890|sp|Q92485|ASM3B_HUMAN Acid sphingomyelinase-like phosphodiesterase 3b precursor (ASM-like phosphodiesterase 3b) NA

2658 RRFANEYPNITRL gi|115502368|sp|O75976|CBPD_HUMAN Carboxypeptidase D precursor (Metallocarboxypeptidase D) (gp180) NA

2659 DTGSNAYLNVDYV gi|37999771|sp|Q9BZP6|CHIA_HUMAN Acidic mammalian chitinase precursor (AMCase) (TSA1902) NA

2660 GESSLAYEEIVTI gi|134047740|sp|O00763|COA2_HUMAN Acetyl-CoA carboxylase 2 (ACC-beta) [Includes: Biotin carboxylase ] NA

2661 DCPGRDYPNICAG gi|2494059|sp|Q16831|UPP1_HUMAN Uridine phosphorylase 1 (UrdPase 1) (UPase 1) NA

2662 EGDPPLYVNVNMF gi|17368550|sp|Q92611|EDEM1_HUMAN ER degradation-enhancing alpha-mannosidase-like 1 NA

2663 GYAFQIYLNLAHV gi|55977853|sp|Q16820|MEP1B_HUMAN Meprin A subunit beta precursor (Endopeptidase-2) (N-benzoyl-L-tyrosyl-P-amino-benzoic acid hydrolase subunit beta) (PABA peptide hydrolase) (PPH beta) NA

2664 LVSPASYENVRAK gi|131806|sp|P15153|RAC2_HUMAN Ras-related C3 botulinum toxin substrate 2 precursor (p21-Rac2) (Small G protein) (GX) NA

2665 TLLLCGYPNVGKS gi|17368711|sp|Q9BZE4|NOG1_HUMAN Nucleolar GTP-binding protein 1 (Chronic renal failure gene protein) (GTP-binding protein NGB) NA

2666 LELLDKYLIPNAT gi|1345590|sp|P31946|1433B_HUMAN 14-3-3 protein beta/alpha (Protein kinase C inhibitor protein 1) (KCIP-1) (Protein 1054) NA

2667 DNKDLFYINLYPD gi|729597|sp|P39086|GRIK1_HUMAN Glutamate receptor  ionotropic kainate 1 precursor (Glutamate receptor 5) (GluR-5) (GluR5) (Excitatory amino acid receptor 3) (EAA3) NA

2668 PYVVASYLRVLVR gi|15214047|sp|Q9NS67|GPR27_HUMAN Probable G-protein coupled receptor 27 (Super conserved receptor expressed in brain 1) NA

2669 VQVNEVYGLVDGL gi|123120|sp|P25021|HRH2_HUMAN Histamine H2 receptor (H2R) (Gastric receptor I) NA

2670 SLKLNVYEEIKLR gi|90110827|sp|P17181|INAR1_HUMAN Interferon-alpha/beta receptor alpha chain precursor (IFN-alpha-REC) NA

2671 LLPNGDYLNVSPS gi|62298062|sp|Q9Y4H2|IRS2_HUMAN Insulin receptor substrate 2 (IRS-2) NA

2672 RVGTKRYMAPEVL gi|119631843|gb|EAX11438.1| activin A receptor  type I  isoform CRA_a [Homo sapiens]NA

2673 INCSDGYIEYYIC gi|45477007|sp|O14494|LPP1_HUMAN Lipid phosphate phosphohydrolase 1 (Phosphatidic acid phosphatase 2a) (Phosphatidate phosphohydrolase type 2a) (PAP2a) (PAP-2a) (PAP2-alpha) NA

2674 DVDSLLYVDTDVL gi|152125899|sp|A0PJZ3|GL8D4_HUMAN Glycosyltransferase 8 domain-containing protein 4'NA

2675 CNSNTDYLETGMC gi|11467963|sp|P26006|ITA3_HUMAN Integrin alpha-3 precursor (Galactoprotein B3) (GAPB3) (VLA-3 alpha chain) (FRP-2) (CD49c antigen) [Contains: Integrin alpha-3 heavy chain; Integrin alpha-3 light chain]NA

2676 FPDCPDYMDEKNC gi|13878447|sp|Q9Y5Q5|CORIN_HUMAN Atrial natriuteric peptide-converting enzyme (pro-ANP-converting enzyme) (Corin) (Heart-specific serine proteinase ATC2) (Transmembrane protease  serine 10) NA

2677 ISGCDVYAEVTLC gi|55665264|emb|CAH72116.1| MOCO sulphurase C-terminal domain containing 1 [Homo sapiens]NA

2678 LNYPENYSDKANC gi|118573095|sp|Q7RTZ1|OVCH2_HUMAN Ovochymase-2 precursor (Oviductin)NA

2679 TFSNLLYVRSMKS gi|37537859|sp|Q9UJX2|CDC23_HUMAN Cell division cycle protein 23 homolog (Anaphase-promoting complex subunit 8) (APC8) (Cyclosome subunit 8) NA

2680 CSFENVYSDDALS gi|74740233|sp|Q504Y3|ZCPW2_HUMAN Zinc finger CW-type PWWP domain protein 2 NA

2681 GGQEVKYEQCSKS gi|41688792|sp|Q9BYP7|WNK3_HUMAN Serine/threonine-protein kinase WNK3 (Protein kinase with no lysine 3) (Protein kinase  lysine-deficient 3) NA

2682 NITADPYERVDLS gi|74722580|sp|Q5FYB0|ARSJ_HUMAN Arylsulfatase J precursor (ASJ) NA

2683 YMSKPSYIHKRKS gi|119576355|gb|EAW55951.1| hCG37560  isoform CRA_a [Homo sapiens]NA

2684 IYNWERYHDSQLS gi|2499596|sp|Q16659|MK06_HUMAN Mitogen-activated protein kinase 6 (Extracellular signal-regulated kinase 3) (ERK-3) (MAP kinase isoform p97) (p97-MAPK) NA

2685 DVPSDRYKVEGFP gi|119530|sp|P13667|PDIA4_HUMAN Protein disulfide-isomerase A4 precursor (Protein ERp-72) (ERp72) NA

2686 RKSMSCYVLSNVL gi|25453321|sp|Q96QK1|VPS35_HUMAN Vacuolar protein sorting-associated protein 35 (Vesicle protein sorting 35) (hVPS35) (Maternal-embryonic 3) NA

2687 NEVKDPYPSADFP gi|6165995|sp|Q13698|CAC1S_HUMAN Voltage-dependent L-type calcium channel subunit alpha-1S (Voltage-gated calcium channel subunit alpha Cav1.1) (Calcium channel  L type  alpha-1 polypeptide  isoform 3  skeletal muscle)NA

2688 THAGSKYIRTAFP gi|40787792|gb|AAH64964.1| TatD DNase domain containing 1 [Homo sapiens]NA

2689 APGKDGYDGLPGP gi|20178281|sp|P02747|C1QC_HUMAN Complement C1q subcomponent subunit C precursor NA

2690 ETSEVEYTVNKGP gi|62898874|dbj|BAD97291.1| glutamate receptor  ionotropic  N-methyl D-aspartate-like 1A variant [Homo sapiens]NA

2691 VGSDPGYSGHHRG gi|21751407|dbj|BAC03961.1| unnamed protein product [Homo sapiens]NA

2692 IICGTLYVTNGYS gi|20141608|sp|Q99784|NOE1_HUMAN Noelin precursor (Neuronal olfactomedin-related ER localized protein) (Olfactomedin-1)NA

2693 RTCFPQYLNGGTC gi|119622500|gb|EAX02095.1| tubulin tyrosine ligase-like family  member 13  isoform CRA_b [Homo sapiens]NA

2694 ERRNTGYQFIYYS gi|73920062|sp|O15327|INP4B_HUMAN Type II inositol-3 4-bisphosphate 4-phosphatase (Inositol polyphosphate 4-phosphatase type II)NA

2695 IGAKLQYGDPYYS gi|92090637|sp|Q9H9Y6|RPA2_HUMAN DNA-directed RNA polymerase I subunit RPA2 (RNA polymerase I subunit 2) (DNA-directed RNA polymerase I 135 kDa polypeptide) (RPA135) NA

2696 VMSADRYLVVLAT gi|1346163|sp|P48145|NPBW1_HUMAN Neuropeptides B/W receptor type 1 (G-protein coupled receptor 7) NA

2697 TAENPEYLGLDVP gi|119533|sp|P04626|ERBB2_HUMAN Receptor tyrosine-protein kinase erbB-2 precursor (p185erbB2) (C-erbB-2) (NEU proto-oncogene) (Tyrosine kinase-type cell surface receptor HER2) (MLN 19) (CD340 antigen) [TAENPEYLGLDVP|Y|1248|P04626|11500516;17081983|ErbB2|[P04626:ERBB2_HUMAN]]

2698 GAFGTVYKGIWVP gi|3913590|sp|Q15303|ERBB4_HUMAN Receptor tyrosine-protein kinase erbB-4 precursor (p180erbB4) (Tyrosine kinase-type cell surface receptor HER4) NA

2699 KGFGGQYGIQKDR gi|123557|sp|P14317|HCLS1_HUMAN Hematopoietic lineage cell-specific protein (Hematopoietic cell-specific LYN substrate 1) (LckBP1) (p75) [KGFGGQYGIQKDR|Y|198|P14317|12522270;15144186|]

2700 PNQGRYYEGYYAA gi|74751663|sp|Q93052|LPP_HUMAN Lipoma-preferred partner (LIM domain-containing preferred translocation partner in lipoma) [PNQGRYYEGYYAA|Y|297|Q93052|15144186|]

2701 QQDGKDYIVLPIS gi|9087218|sp|P35968|VGFR2_HUMAN Vascular endothelial growth factor receptor 2 precursor (VEGFR-2) (Kinase insert domain receptor) (Protein-tyrosine kinase receptor Flk-1) (CD309 antigen) [QQDGKDYIVLPIS|Y|1175|P35968|10579917;11387210;10749680;14532277|KDR|[P35968:VGFR2_HUMAN]]

2702 PASEQGYEEMRAF gi|119534|sp|P21860|ERBB3_HUMAN Receptor tyrosine-protein kinase erbB-3 precursor (c-erbB3) (Tyrosine kinase-type cell surface receptor HER3) [PASEQGYEEMRAF|Y|1289|P21860|11546794|]

2703 AFDNLYYWDQDPP gi|119533|sp|P04626|ERBB2_HUMAN Receptor tyrosine-protein kinase erbB-2 precursor (p185erbB2) (C-erbB-2) (NEU proto-oncogene) (Tyrosine kinase-type cell surface receptor HER2) (MLN 19) (CD340 antigen) [AFDNLYYWDQDPP|Y|1222|P04626|11500516|ErbB2|[P04626:ERBB2_HUMAN]]



2704 TFGAKPYDGIPAR gi|119533|sp|P04626|ERBB2_HUMAN Receptor tyrosine-protein kinase erbB-2 precursor (p185erbB2) (C-erbB-2) (NEU proto-oncogene) (Tyrosine kinase-type cell surface receptor HER2) (MLN 19) (CD340 antigen) NA

2705 HRNDSIYEELQKH gi|1706794|sp|P49789|FHIT_HUMAN Bis(5'-adenosyl)-triphosphatase (Diadenosine 5' 5'''-P1 P3-triphosphate hydrolase) (Dinucleosidetriphosphatase) (AP3A hydrolase) (AP3Aase) (Fragile histidine triad protein) [HRNDSIYEELQKH|Y|114|P49789|2507541|]

2706 REVSFYYSEENKL gi|124240|sp|P08069|IGF1R_HUMAN Insulin-like growth factor 1 receptor precursor (Insulin-like growth factor I receptor) (IGF-I receptor) (CD221 antigen) [Contains: Insulin-like growth factor 1 receptor alpha chain; Insulin-like growth factor 1 receptor beta chain] [REVSFYYSEENKL|Y|1281|P08069|8550552;8972223|IGF1R|[P08069:IGF1R_HUMAN]]

2707 YVDFREYEYDLKW gi|544320|sp|P36888|FLT3_HUMAN FL cytokine receptor precursor (Tyrosine-protein kinase receptor FLT3) (Stem cell tyrosine kinase 1) (STK-1) (CD135 antigen) [YVDFREYEYDLKW|Y|597|P36888|11971190|FLT3|[P36888:FLT3_HUMAN]]

2708 FREVSFYYSEENK gi|124240|sp|P08069|IGF1R_HUMAN Insulin-like growth factor 1 receptor precursor (Insulin-like growth factor I receptor) (IGF-I receptor) (CD221 antigen) [Contains: Insulin-like growth factor 1 receptor alpha chain; Insulin-like growth factor 1 receptor beta chain] [FREVSFYYSEENK|Y|1280|P08069|8940173;8972223|IGF1R|[P08069:IGF1R_HUMAN]]

2709 ESEEELYSSCRQL gi|143811440|sp|P16885|PLCG2_HUMAN 1-phosphatidylinositol-4 5-bisphosphate phosphodiesterase gamma 2 (Phosphoinositide phospholipase C) (PLC-gamma-2) (Phospholipase C-gamma-2) (PLC-IV)[ESEEELYSSCRQL|Y|1197|P24135|11507089|BTK|[Q06187:BTK_HUMAN]ESEEELYSSCRQL|Y|1197|P16885|11507089;15184383|BTK|[Q06187:BTK_HUMAN]]

2710 TLGKAEYLKNNIL gi|3913590|sp|Q15303|ERBB4_HUMAN Receptor tyrosine-protein kinase erbB-4 precursor (p180erbB4) (Tyrosine kinase-type cell surface receptor HER4) NA

2711 LGRSGSYSYLEER gi|41017262|sp|O14974|MYPT1_HUMAN Protein phosphatase 1 regulatory subunit 12A (Myosin phosphatase-targeting subunit 1) (Myosin phosphatase target subunit 1) (Protein phosphatase myosin-binding subunit) [LGRSGSYSYLEER|Y|911|O14974|15144186|]

2712 LPLDKDYYVVREP gi|50403745|sp|P52333|JAK3_HUMAN Tyrosine-protein kinase JAK3 (Janus kinase 3) (JAK-3) (Leukocyte janus kinase) (L-JAK) [LPLDKDYYVVREP|Y|980|P52333|9391116|JAK3|[P52333:JAK3_HUMAN]]

2713 PRPDSPYSRPHDS gi|143220234|sp|O60496|DOK2_HUMAN Docking protein 2 (Downstream of tyrosine kinase 2) (p56(dok-2)) [PRPDSPYSRPHDS|Y|271|O60496|10508618|]

2714 RADENYYKAQTHG gi|1174527|sp|P43405|KSYK_HUMAN Tyrosine-protein kinase SYK (Spleen tyrosine kinase) [RADENYYKAQTHG|Y|526|P43405|8657103|Syk|[P43405:KSYK_HUMAN]RADENYYKAQTHG|Y|520|P48025|8657103|Syk|[P43405:KSYK_HUMAN]]

2715 GWVPSNYITPVNS gi|1168268|sp|P42684|ABL2_HUMAN Tyrosine-protein kinase ABL2 (Abelson murine leukemia viral oncogene homolog 2) (Abelson-related gene protein) (Tyrosine kinase ARG) [GWVPSNYITPVNS|Y|134|P00519-2|16497976|]

2716 KGQESEYGNITYP gi|131469|sp|P29350|PTN6_HUMAN Tyrosine-protein phosphatase non-receptor type 6 (Protein-tyrosine phosphatase 1C) (PTP-1C) (Hematopoietic cell protein-tyrosine phosphatase) (SH-PTP1) (Protein-tyrosine phosphatase SHP-1) [KGQESEYGNITYP|Y|536|P29350|12468540;8114715;8692915;7512963;14757045;14699166|Lck;Src|[P06239:LCK_HUMAN,P12931:SRC_HUMAN]KGQESEYGNITYP|Y|536|P29351|8114715|]

2717 RVDLGIYLNQTPL gi|17369720|sp|Q9UQ49|NEUR3_HUMAN Sialidase-3 (Membrane sialidase) (Ganglioside sialidase) (N-acetyl-alpha-neuraminidase 3) [RVDLGIYLNQTPL|Y|346|Q9UQ49|12730204|]

2718 YATRDVYNPFETR gi|21542431|sp|O14828|SCAM3_HUMAN Secretory carrier-associated membrane protein 3 (Secretory carrier membrane protein 3)[YATRDVYNPFETR|Y|41|O14828|9658162;15592455|]

2719 ARDPQRYLVIQGD gi|2811086|sp|P00533|EGFR_HUMAN Epidermal growth factor receptor precursor (Receptor tyrosine-protein kinase ErbB-1) [ARDPQRYLVIQGD|Y|978|P00533|16097034|]

2720 ETLKVIYDFIEKT gi|2116984|dbj|BAA20128.1| N-WASP [Homo sapiens]NA

2721 DPTPQHYPSFGVT gi|125370|sp|P06241|FYN_HUMAN Proto-oncogene tyrosine-protein kinase Fyn (p59-Fyn) (Protooncogene Syn) (SLK) [DPTPQHYPSFGVT|Y|39|P06241|9425276|Fyn|[P06241:FYN_HUMAN]]

2722 EVYESPYADPEEI gi|1174527|sp|P43405|KSYK_HUMAN Tyrosine-protein kinase SYK (Spleen tyrosine kinase) [EVYESPYADPEEI|Y|352|P43405|8657103;12522270|Syk|[P43405:KSYK_HUMAN]EVYESPYADPEEI|Y|346|P48025|8657103;9820500|Lyn;Syk|[P07948:LYN_HUMAN,P43405:KSYK_HUMAN]]

2723 GMFPRNYVTPVNR gi|51702266|sp|P62993|GRB2_HUMAN Growth factor receptor-bound protein 2 (Adapter protein GRB2) (SH2/SH3 adapter GRB2) (Protein Ash) [GMFPRNYVTPVNR|Y|209|P62993|11726515|EGFR|[P00533:EGFR_HUMAN]]

2724 LQDSDEYSNPAPL gi|8134557|sp|O60711|LPXN_HUMAN Leupaxin [LQDSDEYSNPAPL|Y|22|O60711|15144186;15592455;16094384|]

2725 QTYTREYFTFPAS gi|12644018|sp|P55196|AFAD_HUMAN Afadin (Protein AF-6) NA

2726 SLGSQSYEDMRGI gi|110282942|sp|P15391|CD19_HUMAN B-lymphocyte antigen CD19 precursor (Differentiation antigen CD19) (B-lymphocyte surface antigen B4) (Leu-12) [SLGSQSYEDMRGI|Y|500|P15391|9190913;10933394|Lyn|[P07948:LYN_HUMAN]SLGSQSYEDMRGI|Y|493|P25918|12387743|]

2727 RPELIDYGKLRKD gi|46397817|sp|P12814|ACTN1_HUMAN Alpha-actinin-1 (Alpha-actinin cytoskeletal isoform) (Non-muscle alpha-actinin-1) (F-actin cross-linking protein) NA

2728 SKFDNLYGCRESL gi|92098073|gb|AAI14925.1| AHCY protein [Homo sapiens]NA

2729 FIFPPSYVPVVMS gi|136727|sp|P16662|UDB7_HUMAN UDP-glucuronosyltransferase 2B7 precursor (UDPGT) (3 4-catechol estrogen specific) (UDPGTh-2) NA

2730 RRDGRKYPELVLD gi|13431377|sp|Q9Y5E6|PCDB3_HUMAN Protocadherin beta 3 precursor (PCDH-beta3) NA

2731 TSHRRSYSGSRSR gi|20981728|sp|Q13247|SFRS6_HUMAN Splicing factor  arginine/serine-rich 6 (Pre-mRNA-splicing factor SRP55) NA

2732 TEWQQTYTYDSGI gi|130257|sp|P14923|PLAK_HUMAN Junction plakoglobin (Desmoplakin-3) (Desmoplakin III) (Catenin gamma)[TEWQQTYTYDSGI|Y|20|P14923|15951569|]

2733 VPVVEGYHGEDQS gi|108861983|sp|Q96RQ3|MCCA_HUMAN Methylcrotonoyl-CoA carboxylase subunit alpha  mitochondrial precursor (3-methylcrotonyl-CoA carboxylase 1) (MCCase subunit alpha) (3-methylcrotonyl-CoA:carbon dioxide ligase subunit alpha) (3-methylcrotonyl-CoA carboxylase biotin-containing subunit) NA

2734 VHPDTIYSVDWSR gi|1706004|sp|P31146|COR1A_HUMAN Coronin-1A (Coronin-like protein p57) (Coronin-like protein A) (Clipin-A) (Tryptophan aspartate-containing coat protein) (TACO) NA

2735 EGPDAMYVKLISS gi|32699511|sp|Q15369|ELOC_HUMAN Transcription elongation factor B polypeptide 1 (RNA polymerase II transcription factor SIII subunit C) (SIII p15) (Elongin-C) (EloC) (Elongin 15 kDa subunit) NA

2736 PGSGSIYSSPGLY gi|38258220|sp|Q96AC1|PKHC1_HUMAN Pleckstrin homology domain-containing family C member 1 (Kindlin-2) (Mitogen-inducible gene 2 protein) (Mig-2) NA

2737 EAERKLYSGAQTD gi|1177044|sp|P43403|ZAP70_HUMAN Tyrosine-protein kinase ZAP-70 (70 kDa zeta-associated protein) (Syk-related tyrosine kinase) NA

2738 RTPRKFYYITLLR gi|150421569|sp|O60243|H6ST1_HUMAN Heparan-sulfate 6-O-sulfotransferase 1 (HS6ST-1) NA

2739 LARRAIYQATYRD gi|1172607|sp|P28074|PSB5_HUMAN Proteasome subunit beta type 5 precursor (Proteasome epsilon chain) (Macropain epsilon chain) (Multicatalytic endopeptidase complex epsilon chain) (Proteasome subunit X) (Proteasome chain 6) (Proteasome subunit MB1) NA

2740 RQEEGYYSRLEAE gi|12644018|sp|P55196|AFAD_HUMAN Afadin (Protein AF-6) NA

2741 FLKKYLYEIARRH gi|113576|sp|P02768|ALBU_HUMAN Serum albumin precursor NA

2742 GGREPQYSSLSAA gi|2494684|sp|Q92908|GATA6_HUMAN Transcription factor GATA-6 (GATA-binding factor 6) NA

2743 VPSSGPYDCPASF gi|8134421|sp|O43281|EFS_HUMAN Embryonal Fyn-associated substrate (HEFS) NA

2744 DEKVVSYSKQQNL gi|119570354|gb|EAW49969.1| phosphoinositide-3-kinase adaptor protein 1  isoform CRA_b [Homo sapiens]NA

2745 DPTLATYSGRTIM gi|57012588|sp|Q6W2J9|BCOR_HUMAN BCL-6 corepressor (BCoR) NA

2746 TTLPRDYSTLTSV gi|13638154|sp|P16144|ITB4_HUMAN Integrin beta-4 precursor (GP150) (CD104 antigen)NA

2747 RSKRRKYSFECTD gi|33112440|sp|O94813|SLIT2_HUMAN Slit homolog 2 protein precursor (Slit-2) [Contains: Slit homolog 2 protein N-product; Slit homolog 2 protein C-product] NA

2748 DDDFYAYDEDGTR gi|18202960|sp|Q9HCX4|TRPC7_HUMAN Short transient receptor potential channel 7 (TrpC7) (TRP7 protein) NA

2749 TEEQKKYYNAMKK gi|150417969|ref|NP_001092875.1| voltage-gated sodium channel type V alpha isoform d [Homo sapiens][TEEQKKYYNAMKK|Y|1494|Q14524|15831816|]

2750 MKGTSQYYPSYSG gi|3337302|gb|AAC27373.1| TFE2_HUMAN; IMMUNOGLOBULIN ENHANCER BINDING; TRANSCRIPTION FACTOR-3; TCF-3; TRANSCRIPTION FACTOR ITF-1 [Homo sapiens]NA

2751 RANVTGYFSPNDH gi|131573277|gb|ABO33171.1| Rho GTPase-activating protein [Homo sapiens]NA

2752 FPATRAYADSYYY gi|73619722|sp|Q8IVM0|CCD50_HUMAN Coiled-coil domain-containing protein 50 (Protein Ymer) NA

2753 RVNFGPYDNYIPV gi|2498278|sp|Q14093|CYLC2_HUMAN Cylicin-2 (Cylicin II) (Multiple-band polypeptide II) NA

2754 TDEENVYGLEENA gi|38372377|sp|Q8WWP7|GIMA1_HUMAN GTPase IMAP family member 1 (Immunity-associated protein 1) (hIMAP1) NA

2755 GAASGGYIKRITN gi|6685971|sp|O00161|SNP23_HUMAN Synaptosomal-associated protein 23 (SNAP-23) (Vesicle-membrane fusion protein SNAP-23) NA



2756 GYIPSNYVAPSDS gi|125711|sp|P12931|SRC_HUMAN Proto-oncogene tyrosine-protein kinase Src (p60-Src) (c-Src) (pp60c-src) NA

2757 LCLSSIYEDLKMY gi|20141534|sp|P29459|IL12A_HUMAN Interleukin-12 subunit alpha precursor (IL-12A) (IL-12 subunit p35) (Cytotoxic lymphocyte maturation factor 35 kDa subunit) (CLMF p35) (NK cell stimulatory factor chain 1) (NKSF1) NA

2758 LRGQPIYIQFSNH gi|131528|sp|P26599|PTBP1_HUMAN Polypyrimidine tract-binding protein 1 (PTB) (Heterogeneous nuclear ribonucleoprotein I) (hnRNP I) (57 kDa RNA-binding protein PPTB-1) [LRGQPIYIQFSNH|Y|127|P26599|16497976|]

2759 ITNHDEYSLVREL gi|81175200|sp|Q9Y490|TLN1_HUMAN Talin-1 NA

2760 TIKTSHYLTPQSN gi|119576383|gb|EAW55979.1| rapamycin-insensitive companion of mTOR  isoform CRA_b [Homo sapiens]NA

2761 TSGVQCYGPGIEG gi|116241365|sp|P21333|FLNA_HUMAN Filamin-A (Alpha-filamin) (Filamin-1) (Endothelial actin-binding protein) (Actin-binding protein 280) (ABP-280) (Nonmuscle filamin) NA

2762 LQSEVAYKQKHDA gi|13124346|sp|O76041|NEBL_HUMAN Nebulette (Actin-binding Z-disk protein) NA

2763 ARLSSAYLLGVPG gi|73620948|sp|Q96P48|CEND2_HUMAN Centaurin-delta 2 (Cnt-d2) (Arf-GAP  Rho-GAP  ankyrin repeat and pleckstrin homology domain-containing protein 1) NA

2764 SVSDFNYSRTSPS gi|116242614|sp|Q96RT1|LAP2_HUMAN Protein LAP2 (Erbb2-interacting protein) (Erbin) (Densin-180-like protein) NA

2765 LYQCVIYQPPKEP gi|50401685|sp|Q9NP99|TREM1_HUMAN Triggering receptor expressed on myeloid cells 1 precursor (TREM-1) (Triggering receptor expressed on monocytes 1) NA

2766 EEDVNGYVMPDTH gi|119534|sp|P21860|ERBB3_HUMAN Receptor tyrosine-protein kinase erbB-3 precursor (c-erbB3) (Tyrosine kinase-type cell surface receptor HER3) NA

2767 QLLYQEYSDVVLN gi|6094485|sp|Q12774|ARHG5_HUMAN Rho guanine nucleotide exchange factor 5 (Guanine nucleotide regulatory protein TIM) (Oncogene TIM) (p60 TIM) (Transforming immortalized mammary oncogene) [QLLYQEYSDVVLN|Y|1154|Q6ZML7|15951569|]

2768 ILNDDIYCPPETA gi|127234|sp|P26038|MOES_HUMAN Moesin (Membrane-organizing extension spike protein) NA

2769 KRTAKRYEEILDA gi|12643718|sp|Q13439|GOGA4_HUMAN Golgin subfamily A member 4 (Trans-Golgi p230) (256 kDa golgin) (Golgin-245) (Protein 72.1) NA

2770 RKAKKYYLRVIIW gi|20139241|sp|Q9NZM1|MYOF_HUMAN Myoferlin (Fer-1-like protein 3) NA

2771 LEEILAYQPDILC gi|17369689|sp|Q9UK39|NOCT_HUMAN Nocturnin (CCR4 protein homolog) NA

2772 LDKSTPYTAVRWV gi|6226763|sp|O15258|RER1_HUMAN Protein RER1 NA

2773 TQTPPAYINVLPG gi|1730008|sp|P53804|TTC3_HUMAN Tetratricopeptide repeat protein 3 (TPR repeat protein 3) (TPR repeat protein D) (RING finger protein 105) NA

2774 FTSRDYYINIRKA gi|13124667|sp|O43143|DHX15_HUMAN Putative pre-mRNA-splicing factor ATP-dependent RNA helicase DHX15 (DEAH box protein 15) (ATP-dependent RNA helicase #46) NA

2775 LQVLASYINPVSS gi|12585192|sp|Q9NR09|BIRC6_HUMAN Baculoviral IAP repeat-containing protein 6 (Ubiquitin-conjugating BIR domain enzyme apollon) NA

2776 GCRNLEYLNLSWC gi|145559475|sp|Q9UKC9|FBXL2_HUMAN F-box/LRR-repeat protein 2 (F-box and leucine-rich repeat protein 2) (F-box protein FBL2/FBL3) NA

2777 KQVKDMYLIPLGA gi|34098662|sp|Q92576|PHF3_HUMAN PHD finger protein 3 NA

2778 SSCLEAYGAPEQV gi|1717869|sp|P45974|UBP5_HUMAN Ubiquitin carboxyl-terminal hydrolase 5 (Ubiquitin thioesterase 5) (Ubiquitin-specific-processing protease 5) (Deubiquitinating enzyme 5) (Isopeptidase T) NA

2779 QDAIKCYLNAARS gi|6175093|sp|O14607|UTY_HUMAN Ubiquitously transcribed Y chromosome tetratricopeptide repeat protein (Ubiquitously transcribed TPR protein on the Y chromosome) NA

2780 RTHEDLYIIPIPN gi|124065|sp|P22692|IBP4_HUMAN Insulin-like growth factor-binding protein 4 precursor (IGFBP-4) (IBP-4) (IGF-binding protein 4) NA

2781 TGKSADYVNLALK gi|124106290|sp|Q9Y4C0|NRX3A_HUMAN Neurexin-3-alpha precursor (Neurexin III-alpha)NA

2782 LSNPIRYVNLMEQ gi|12643814|sp|Q9NQ66|PLCB1_HUMAN 1-phosphatidylinositol-4 5-bisphosphate phosphodiesterase beta 1 (Phosphoinositide phospholipase C) (Phospholipase C-beta-1) (PLC-beta-1) (PLC-I) (PLC-154) NA

2783 HRDSYAYLNASYG gi|25008939|sp|O75626|PRDM1_HUMAN PR domain zinc finger protein 1 (PR domain-containing protein 1) (Beta-interferon gene positive-regulatory domain I-binding factor) (BLIMP-1) (Positive regulatory domain I-binding factor 1) (PRDI-binding factor 1) (PRDI-BF1) NA

2784 DDPDVRYTAVSSF gi|13959562|sp|Q14644|RASA3_HUMAN Ras GTPase-activating protein 3 (GAP1(IP4BP)) (Ins P4-binding protein) NA

2785 WWRGEIYGRVGWF gi|13124807|sp|P15498|VAV_HUMAN Proto-oncogene vav NA

2786 SDLECDYINARSC gi|12229837|sp|Q9P003|CNIH4_HUMAN Cornichon homolog 4 NA

2787 LYSAFSYMGPSQR gi|6175075|sp|P56693|SOX10_HUMAN Transcription factor SOX-10 NA

2788 LEQRKEYEEIMRD gi|136652|sp|P17480|UBF1_HUMAN Nucleolar transcription factor 1 (Upstream-binding factor 1) (UBF-1) (Autoantigen NOR-90) NA

2789 VTKWKHYLRVHMR gi|3123312|sp|P52746|ZN142_HUMAN Zinc finger protein 142 (HA4654)NA

2790 MEGLLHYINPAHA gi|9979550|sp|Q9ULJ3|ZN295_HUMAN Zinc finger protein 295 (Zinc finger and BTB domain-containing protein 21) NA

2791 IDIGKEYIIPSPG gi|8928547|sp|O15440|MRP5_HUMAN Multidrug resistance-associated protein 5 (ATP-binding cassette sub-family C member 5) (Multi-specific organic anion transporter-C) (MOAT-C) (pABC11) (SMRP) NA

2792 FYKNVAYVNLLFW gi|29337239|sp|Q9P241|AT10D_HUMAN Probable phospholipid-transporting ATPase VD (ATPVD) NA

2793 HTREKPYKCEECG gi|119370557|sp|O75437|ZN254_HUMAN Zinc finger protein 254 (Bone marrow zinc finger 5) (BMZF-5) (Hematopoietic cell-derived zinc finger protein 1) (HD-ZNF1) (Zinc finger protein 539) (Zinc finger protein 91-like)NA

2794 NSAEEYYENVPCK gi|74729123|sp|Q8N6F7|GCET2_HUMAN Germinal center B-cell-expressed transcript 2 protein (Germinal center-associated lymphoma protein) (hGAL) NA

2795 YLEDKVYLTGYNF gi|17378996|sp|O43324|MCA3_HUMAN Eukaryotic translation elongation factor 1 epsilon-1 (Multisynthetase complex auxiliary component p18) (Elongation factor p18) NA

2796 VPYVFRYFVAELA gi|92090637|sp|Q9H9Y6|RPA2_HUMAN DNA-directed RNA polymerase I subunit RPA2 (RNA polymerase I subunit 2) (DNA-directed RNA polymerase I 135 kDa polypeptide) (RPA135) NA

2797 LQEESDYITHYTR gi|126157508|ref|NP_996898.2| N-acetylated alpha-linked acidic dipeptidase 2 [Homo sapiens]NA

2798 DYNPYNYSDSISP gi|77416392|sp|O75122|CLAP2_HUMAN CLIP-associating protein 2 (Cytoplasmic linker-associated protein 2) (hOrbit2)NA

2799 FETDSSYSDANNF gi|1169745|sp|P42685|FRK_HUMAN Tyrosine-protein kinase FRK (FYN-related kinase) (Nuclear tyrosine protein kinase RAK) [FETDSSYSDANNF|Y|497|P42685|15951569|]

2800 F6:17 contol_spot NA

2801 pY contol_spot NA

2802 pY contol_spot NA

2803 GST contol_spot [IMRDSNYISKGST|Y|857|P09619|10821867;2550144|PDGFR beta;PDGFR_group|[P09619:PGFRB_HUMAN]QEQYELYCEMGST|Y|371|P22681|10635327;11997497|EGFR;InsR|[P00533:EGFR_HUMAN,P06213:INSR_HUMAN]IGSTLSYFGLAAV|Y|343|Q99572|11707406|IMRDSNYISKGST|Y|856|P05622|2479827|PDGFR beta|[P09619:PGFRB_HUMAN]]

2804 pY contol_spot NA

2805 pY contol_spot NA

2806 GST contol_spot [IMRDSNYISKGST|Y|857|P09619|10821867;2550144|PDGFR beta;PDGFR_group|[P09619:PGFRB_HUMAN]QEQYELYCEMGST|Y|371|P22681|10635327;11997497|EGFR;InsR|[P00533:EGFR_HUMAN,P06213:INSR_HUMAN]IGSTLSYFGLAAV|Y|343|Q99572|11707406|IMRDSNYISKGST|Y|856|P05622|2479827|PDGFR beta|[P09619:PGFRB_HUMAN]]

2807 VDNGYGYVSNGSV gi|20141641|sp|P49589|SYCC_HUMAN Cysteinyl-tRNA synthetase  cytoplasmic (Cysteine--tRNA ligase) (CysRS) NA



2808 LRCECKYEERSSV gi|20532029|sp|Q9NQ34|TMM9B_HUMAN Transmembrane protein 9B precursor NA

2809 YLRSNGYEEAYSV gi|1170794|sp|P43034|LIS1_HUMAN Platelet-activating factor acetylhydrolase IB subunit alpha (PAF acetylhydrolase 45 kDa subunit) (PAF-AH 45 kDa subunit) (PAF-AH alpha) (PAFAH alpha) (Lissencephaly-1 protein) (LIS-1) NA

2810 INRMLLYECHPTV gi|32469769|sp|Q96L73|NSD1_HUMAN Histone-lysine N-methyltransferase  H3 lysine-36 and H4 lysine-20 specific (H3-K36-HMTase) (H4-K20-HMTase) (Nuclear receptor-binding SET domain-containing protein 1) (NR-binding SET domain-containing protein) (Androgen receptor-associated coregulator 267) NA

2811 QDREGSYHEVTTV gi|134270875|gb|ABO69251.1| beta-xin [Homo sapiens]NA

2812 SRLAGGYENVPTV gi|6093731|sp|O60568|PLOD3_HUMAN Procollagen-lysine 2-oxoglutarate 5-dioxygenase 3 precursor (Lysyl hydroxylase 3) (LH3) NA

2813 ILVENTYEEVVLQ gi|22256935|sp|Q96TA1|NIBL_HUMAN Niban-like protein (Meg-3) NA

2814 IQKEIKYSDSLLQ gi|114155158|ref|NP_005438.2| peptidylglycine alpha-amidating monooxygenase COOH-terminal interactor [Homo sapiens] NA

2815 KGEKSKYPQGRFW gi|34222652|sp|Q9NPH3|IL1AP_HUMAN Interleukin-1 receptor accessory protein precursor (IL-1 receptor accessory protein) (IL-1RAcP) NA

2816 MGGDGRYVLNGHW gi|115311311|sp|Q6ZMM2|ATL5_HUMAN ADAMTS-like protein 5 precursor (ADAMTSL-5) (Thrombospondin type-1 domain-containing protein 6)NA

2817 PKKMTDYAKKRGW gi|1346766|sp|P48556|PSD8_HUMAN 26S proteasome non-ATPase regulatory subunit 8 (26S proteasome regulatory subunit S14) (p31) NA

2818 SAIPPKYVNGSKW gi|118601093|sp|Q9Y2I6|NLP_HUMAN Ninein-like protein NA

2819 LPFEASYICHCPP gi|118572677|sp|P46531|NOTC1_HUMAN Neurogenic locus notch homolog protein 1 precursor (Notch 1) (hN1) (Translocation-associated notch protein TAN-1) [Contains: Notch 1 extracellular truncation; Notch 1 intracellular domain]NA

2820 VVESDLYAMNFNP gi|118607|sp|P15559|NQO1_HUMAN NAD(P)H dehydrogenase [quinone] 1 (Quinone reductase 1) (NAD(P)H:quinone oxidoreductase 1) (QR1) (DT-diaphorase) (DTD) (Azoreductase) (Phylloquinone reductase) (Menadione reductase) NA

2821 ENSPPDYSEYMTG gi|3915889|sp|P25490|TYY1_HUMAN Transcriptional repressor protein YY1 (Yin and yang 1) (YY-1) (Delta transcription factor) (NF-E1) NA

2822 ATGMPVYCNVTPP gi|119584875|gb|EAW64471.1| cyclic AMP-regulated phosphoprotein  21 kD  isoform CRA_b [Homo sapiens]NA

2823 KLRKVKYEETVFY gi|1172027|sp|P43490|NAMPT_HUMAN Nicotinamide phosphoribosyltransferase (NAmPRTase) (Nampt) (Pre-B cell-enhancing factor) (Pre-B-cell colony-enhancing factor 1) (Visfatin) NA

2824 NSKNDVYVAIAQP gi|32469740|sp|Q8N0V4|LGI2_HUMAN Leucine-rich repeat LGI family member 2 precursor (Leucine-rich glioma-inactivated protein 2) (LGI1-like protein 2) NA

2825 EVYNLFYVNNNWY gi|37999759|sp|Q96ST3|SIN3A_HUMAN Paired amphipathic helix protein Sin3a (Transcriptional corepressor Sin3a) (Histone deacetylase complex subunit Sin3a)']NA

2826 LCSFEIYEVPWED gi|399336|sp|P01036|CYTS_HUMAN Cystatin-S precursor (Cystatin-4) (Salivary acidic protein 1) (Cystatin-SA-III) NA

2827 VASWQGYENYNYY gi|5902752|sp|O43823|AKAP8_HUMAN A-kinase anchor protein 8 (A-kinase anchor protein 95 kDa) (AKAP 95) NA

2828 GAKTDTYVTDNGD gi|32129530|sp|Q14315|FLNC_HUMAN Filamin-C (Gamma-filamin) (Filamin-2) (Protein FLNc) (Actin-binding-like protein) (ABP-L) (ABP-280-like protein)NA

2829 ILSKFLYYSINGD gi|109826957|sp|Q3B7T1|EDRF1_HUMAN Erythroid differentiation-related factor 1 NA

2830 NLDEDGYTQLHFD gi|74752433|sp|Q9BXN2|CLC7A_HUMAN C-type lectin domain family 7 member A (Dendritic cell-associated C-type lectin 1) (DC-associated C-type lectin 1) (Dectin-1) (Beta-glucan receptor) (C-type lectin superfamily member 12) NA

2831 LYFDDEYNIVKRD gi|1708437|sp|P09529|INHBB_HUMAN Inhibin beta B chain precursor (Activin beta-B chain) NA

2832 AHDDIPYSSAGSD gi|1345855|sp|P49585|PCY1A_HUMAN Choline-phosphate cytidylyltransferase A (Phosphorylcholine transferase A) (CTP:phosphocholine cytidylyltransferase A) (CT A) (CCT A) (CCT-alpha) NA

2833 KCAELHYMVVATD gi|547807|sp|P07949|RET_HUMAN Proto-oncogene tyrosine-protein kinase receptor ret precursor (C-ret) NA

2834 SQNNELYLRFKSD gi|88911282|sp|O60494|CUBN_HUMAN Cubilin precursor (Intrinsic factor-cobalamin receptor) (Intrinsic factor-vitamin B12 receptor) (460 kDa receptor) (Intestinal intrinsic factor receptor)NA

2835 LVDCEGYPRSDVD gi|12230943|sp|O00233|PSD9_HUMAN 26S proteasome non-ATPase regulatory subunit 9 (26S proteasome regulatory subunit p27)NA

2836 VEPKEDYSHDHVD gi|145559447|sp|Q08289|CACB2_HUMAN Voltage-dependent L-type calcium channel subunit beta-2 (CAB2) (Calcium channel voltage-dependent subunit beta 2) (Lambert-Eaton myasthenic syndrome antigen B) (MYSB) NA

2837 ARREQRYQEQGGE gi|51316115|sp|Q9UJU6|DBNL_HUMAN Drebrin-like protein (SH3 domain-containing protein 7) (Drebrin-F) (Cervical SH3P7) (HPK1-interacting protein of 55 kDa) (HIP-55) (Cervical mucin-associated protein) NA

2838 EVIEDTYGAGGGE gi|68565783|sp|Q7Z494|NPHP3_HUMAN Nephrocystin-3 NA

2839 HPRENHYGNECGE gi|85681861|sp|P17032|ZN37A_HUMAN Zinc finger protein 37A (Zinc finger protein KOX21) NA

2840 PEEKVPYVNSPGE gi|85701877|sp|Q7Z3G6|PRIC2_HUMAN Prickle-like protein 2 NA

2841 IDAEEKYISGPHE gi|1345731|sp|P49454|CENPF_HUMAN Centromere protein F (Kinetochore protein CENP-F) (Mitosin) (AH antigen) NA

2842 QLRWGDYDSHDIE gi|67460824|sp|Q6P2Q9|PRP8_HUMAN Pre-mRNA-processing-splicing factor 8 (Splicing factor Prp8) (PRP8 homolog) (220 kDa U5 snRNP-specific protein) (p220) NA

2843 <<Marker>> contol_spot NA

2844 FGNEGVYVAAVRE gi|73622083|sp|Q8IWA0|WDR75_HUMAN WD repeat protein 75 NA

2845 RGENLYYEIGASE gi|68846537|sp|O14559|TCGAP_HUMAN TC10/CDC42 GTPase-activating protein (Sorting nexin-26)NA

2846 NSSRDRYATTDTA gi|133777742|gb|AAI10441.1| CWF19L2 protein [Homo sapiens]NA

2847 PKSEGQYSGFKSP gi|3915804|sp|Q99572|P2RX7_HUMAN P2X purinoceptor 7 (ATP receptor) (P2X7) (Purinergic receptor) (P2Z receptor) NA

2848 GSSEELYCICRTP gi|119609391|gb|EAW88985.1| hCG1985553 [Homo sapiens]NA

2849 SAKFPDYKSTWSP gi|38258268|sp|Q9UPQ9|TNC6B_HUMAN Trinucleotide repeat-containing 6B protein'NA

2850 IIGNTDYAIEPGT gi|47606182|sp|Q8IZU2|WDR17_HUMAN WD repeat protein 17 NA

2851 CESNQPYGNTRIT gi|74733518|sp|Q9H094|NBPF3_HUMAN Neuroblastoma breakpoint family member 3 (Protein AE2) (Protein L7) (Protein SHIIIa4) NA

2852 GGWVDTYHNTGIT gi|61212142|sp|Q9NT62|ATG3_HUMAN Autophagy-related protein 3 (APG3-like) (hApg3) (Protein PC3-96) NA

2853 KGEDVGYVASEIT gi|145559526|sp|O94885|SASH1_HUMAN SAM and SH3 domain-containing protein 1 (Proline-glutamate repeat-containing protein) NA

2854 RVSEEWYNRLRIT gi|125987815|sp|Q05707|COEA1_HUMAN Collagen alpha-1(XIV) chain precursor (Undulin)']NA

2855 YTDEWIYIESPIT gi|124012093|sp|Q86XK2|FBX11_HUMAN F-box only protein 11 (Vitiligo-associated protein VIT-1)NA

2856 SPFGTDYRNLANT gi|92087169|sp|Q9P2B4|CT2NL_HUMAN CTTNBP2 N-terminal-like protein NA

2857 VYNNNMYVNMYNT gi|29126831|gb|AAH47740.1| OLFM4 protein [Homo sapiens]NA

2858 LRHGGKYTCMAQT gi|399092|sp|Q02246|CNTN2_HUMAN Contactin-2 precursor (Axonin-1) (Axonal glycoprotein TAG-1) (Transient axonal glycoprotein 1) (TAX-1) NA

2859 CDSLLDYCDPDRT gi|143955274|sp|Q8NEM8|AGBL3_HUMAN Cytosolic carboxypeptidase 3 (ATP/GTP-binding protein-like 3)NA



2860 LVSKVGYKLHGRT gi|18202951|sp|Q9HAV7|GRPE1_HUMAN GrpE protein homolog 1  mitochondrial precursor (Mt-GrpE#1) (HMGE) NA

2861 VEREILYHTVART gi|47605778|sp|O95944|NCTR2_HUMAN Natural cytotoxicity triggering receptor 2 precursor (Natural killer cell p44-related protein) (NKp44) (NK-p44) (NK cell-activating receptor) (Lymphocyte antigen 95 homolog) (CD336 antigen) NA

2862 QQFCGEYAYVTVC gi|74750436|sp|Q86UV5|UBP48_HUMAN Ubiquitin carboxyl-terminal hydrolase 48 (Ubiquitin thioesterase 48) (Ubiquitin-specific-processing protease 48) (Deubiquitinating enzyme 48) NA

2863 CDFKQLYIYPGCD gi|32171483|sp|Q8NFP9|NBEA_HUMAN Protein neurobeachin (Lysosomal-trafficking regulator 2) (Protein BCL8B) NA

2864 <<Marker>> contol_spot NA

2865 PGTSTRYEQPKCD gi|38258648|sp|Q9H3U7|SMOC2_HUMAN SPARC-related modular calcium-binding protein 2 precursor (Secreted modular calcium-binding protein 2) (SMOC-2) (Smooth muscle-associated protein 2) (SMAP-2) NA

2866 CLSESIYRSKGLQ gi|145559521|sp|Q13702|RAPSN_HUMAN 43 kDa receptor-associated protein of the synapse (RAPsyn) (Acetylcholine receptor-associated 43 kDa protein) (43 kDa postsynaptic protein) (RING finger protein 205) NA

2867 FTVWEPYMDVSAV gi|73920974|sp|Q9Y4E6|WDR7_HUMAN WD repeat protein 7 (TGF-beta resistance-associated protein TRAG) (Rabconnectin-3 beta) NA

2868 NVSEHDYGNYTCV gi|27151645|sp|Q9P121|NTRI_HUMAN Neurotrimin precursor (hNT) NA

2869 DLRNEIYCTILIV gi|11493411|gb|AAG35480.1|AF130117_11 PRO0956 [Homo sapiens]NA

2870 KKLKPEYDIMCKV gi|25453240|sp|Q9NTK5|GTPB9_HUMAN Putative GTP-binding protein 9 NA

2871 NCSAEGYPVPTIV gi|12643619|sp|O60469|DSCAM_HUMAN Down syndrome cell adhesion molecule precursor (CHD2) NA

2872 RESSEYYWKSGKV gi|119598995|gb|EAW78589.1| hypothetical protein FLJ23049 [Homo sapiens]NA

2873 STLEEVYGSVAKV gi|116241339|sp|Q07864|DPOE1_HUMAN DNA polymerase epsilon  catalytic subunit A (DNA polymerase II subunit A)'NA

2874 HESAEPYAKHMKP gi|13878716|sp|O60930|RNH1_HUMAN Ribonuclease H1 (RNase H1) (Ribonuclease H type II) NA

2875 KVNEGKYRSYEEF gi|10719919|sp|Q15326|ZMY11_HUMAN Zinc finger MYND domain-containing protein 11 (Adenovirus 5 E1A-binding protein) (BS69 protein) NA

2876 QSRNLKYASWKEF gi|13528813|gb|AAH05207.1| Solute carrier family 35  member A5 [Homo sapiens]NA

2877 HISFALYVDNRFF gi|74743973|sp|Q5SXJ2|NBPFG_HUMAN Neuroblastoma breakpoint family  member 16 NA

2878 ITSDNRYILVCGF gi|20141570|sp|P50851|LRBA_HUMAN Lipopolysaccharide-responsive and beige-like anchor protein (CDC4-like protein) (Beige-like protein) NA

2879 LLDDEEYEYSLFF gi|119610283|gb|EAW89877.1| hCG1644211  isoform CRA_a [Homo sapiens]NA

2880 RSHEVGYTRILFF gi|62088696|dbj|BAD92795.1| splicing factor  arginine/serine-rich 1 (splicing factor 2  alternate splicing factor) variant [Homo sapiens]NA

2881 TNNNVAYWDVLKA gi|74760390|sp|Q8TAF3|WDR48_HUMAN WD repeat protein 48 (WD repeat endosomal protein) (p80) NA

2882 GLSSLLYGSIPKA gi|20141931|sp|P53007|TXTP_HUMAN Tricarboxylate transport protein  mitochondrial precursor (Citrate transport protein) (CTP) (Tricarboxylate carrier protein) (Solute carrier family 25 member 1) NA

2883 SQEELLYSSKQSF gi|145559498|sp|Q86UW6|N4BP2_HUMAN NEDD4-binding protein 2 (N4BP2) (BCL-3-binding protein)'NA

2884 DDWKGHYANVACA gi|13124582|sp|P57727|TMPS3_HUMAN Transmembrane protease  serine 3 (Serine protease TADG-12) (Tumor-associated differentially-expressed gene 12 protein) NA

2885 <<Marker>> contol_spot NA

2886 ERRADVYVGVDVF gi|119609967|gb|EAW89561.1| endo-beta-N-acetylglucosaminidase  isoform CRA_c [Homo sapiens]NA

2887 GQMNIEYMNNTDM gi|145559531|sp|Q8WWQ8|STAB2_HUMAN Stabilin-2 precursor (Fasciclin  EGF-like  laminin-type EGF-like and link domain-containing scavenger receptor 2) (FEEL-2) (FAS1 EGF-like and X-link domain-containing adhesion molecule 2) (Hyaluronan receptor for endocytosis) [Contains: 190 kDa form stabilin-2 (190 kDa hyaluronan receptor for endocytosis)] NA

2888 SSEKRNYEVNAYH gi|154759253|ref|NP_001028891.2| zinc finger protein 404 [Homo sapiens]NA

2889 LKYEAIYPETAAI gi|1722884|sp|Q01831|XPC_HUMAN DNA-repair protein complementing XP-C cells (Xeroderma pigmentosum group C-complementing protein) (p125) NA

2890 TEEEVDYTVEKCI gi|62512153|sp|Q9Y697|NFS1_HUMAN Cysteine desulfurase  mitochondrial precursor NA

2891 ETEEGIYWRYCDI gi|30173086|sp|Q8NCW0|KREM2_HUMAN Kremen protein 2 precursor (Kringle-containing protein marking the eye and the nose) (Kringle domain-containing transmembrane protein 2) (Dickkopf receptor 2) NA

2892 NGIWPKYSDINDI gi|145558905|sp|Q05BV3|EMAL5_HUMAN Echinoderm microtubule-associated protein-like 5 (EMAP-5)NA

2893 WSGENSYFINGDI gi|110287684|sp|Q8NI08|NCOA7_HUMAN Nuclear receptor coactivator 7 (140 kDa estrogen receptor-associated protein) (Estrogen nuclear receptor coactivator 1) NA

2894 EKWMDRYEIDSLI gi|3219996|sp|Q13627|DYR1A_HUMAN Dual specificity tyrosine-phosphorylation-regulated kinase 1A (Protein kinase minibrain homolog) (MNBH) (HP86) (Dual specificity YAK1-related kinase) (hMNB) NA

2895 KIQKEKYVHRLLI gi|108861911|sp|Q8WZ42|TITIN_HUMAN Titin (Connectin) (Rhabdomyosarcoma antigen MU-RMS-40.14)NA

2896 AIEKPTYATKWPI gi|47117647|sp|P61158|ARP3_HUMAN Actin-like protein 3 (Actin-related protein 3) NA

2897 WRSCSSYSSWPPI gi|119596502|gb|EAW76096.1| chromosome 20 open reading frame 117  isoform CRA_c [Homo sapiens]NA

2898 FQAEGGYVLYPQI gi|2494367|sp|Q15768|EFNB3_HUMAN Ephrin-B3 precursor (EPH-related receptor tyrosine kinase ligand 8) (LERK-8) (EPH-related receptor transmembrane ligand ELK-L3) NA

2899 NKEEHHYSAAFQI gi|74754109|sp|Q4W4Y0|CN028_HUMAN Uncharacterized protein C14orf28 (Dopamine receptor-interacting protein 1) NA

2900 SAERLWYVSVNGK gi|122748|sp|P11487|FGF3_HUMAN INT-2 proto-oncogene protein precursor (Fibroblast growth factor 3) (FGF-3) (HBGF-3) NA

2901 WMEDYDYVHLQGK gi|8134339|sp|P56945|BCAR1_HUMAN Breast cancer anti-estrogen resistance protein 1 (CRK-associated substrate) (p130cas) NA

2902 GIGDPKYVPVTDM gi|154800439|ref|NP_775899.2| dynein  axonemal  heavy chain 17 [Homo sapiens] NA

2903 YAWEPSYKNKIIK gi|74136409|ref|NP_001028102.1| ATP-binding cassette transporter 13 [Macaca mulatta] NA

2904 AIENCEYAFNLKK gi|13633914|sp|Q15796|SMAD2_HUMAN Mothers against decapentaplegic homolog 2 (SMAD 2) (Mothers against DPP homolog 2) (Mad-related protein 2) (hMAD-2) (JV18-1) (hSMAD2) NA

2905 IVSELIYAVSKKK gi|61216781|sp|Q6IMI4|ST6B1_HUMAN Sulfotransferase 6B1 NA

2906 <<Marker>> contol_spot NA

2907 RIFFDDYVACCVK gi|1170014|sp|P28676|GRAN_HUMAN Grancalcin NA

2908 GDAKSKYKRIYVK gi|152125807|sp|Q2KHR3|QSER1_HUMAN Glutamine and serine-rich protein 1NA

2909 TYENFQYLENKVK gi|59797948|sp|Q8IUN9|CLC10_HUMAN C-type lectin domain family 10 member A (C-type lectin superfamily member 14) (Macrophage lectin 2) (CD301 antigen) NA

2910 DSAMESYFRAGAL gi|1709662|sp|P55058|PLTP_HUMAN Phospholipid transfer protein precursor (Lipid transfer protein II) NA

2911 QAETELYAEAEEM gi|13432177|sp|P35749|MYH11_HUMAN Myosin-11 (Myosin heavy chain 11) (Myosin heavy chain  smooth muscle isoform) (SMMHC) NA



2912 ASKDAKYELVKAL gi|3122657|sp|Q16401|PSD5_HUMAN 26S proteasome non-ATPase regulatory subunit 5 (26S proteasome subunit S5B) (26S protease subunit S5 basic) NA

2913 PGDAGEYVCKLIL gi|50400545|sp|Q8IZF2|GP116_HUMAN Probable G-protein coupled receptor 116 precursor NA

2914 RLIEVLYEDLLKL gi|119591354|gb|EAW70948.1| proteasome (prosome  macropain) 26S subunit  non-ATPase  1  isoform CRA_b [Homo sapiens]NA

2915 FHEPDIYNYSALL gi|8134701|sp|Q92854|SEM4D_HUMAN Semaphorin-4D precursor (Leukocyte activation antigen CD100) (BB18) (A8) (GR3) NA

2916 KGESHEYVTFSKL gi|62296764|sp|Q13129|RLF_HUMAN Zinc finger protein Rlf (Rearranged L-myc fusion gene protein) (Zn-15-related protein) NA

2917 RGESLGYTEGALL gi|116242702|sp|Q96QU1|PCD15_HUMAN Protocadherin-15 precursor NA

2918 AGSERDYTYEELL gi|12644154|sp|P20042|IF2B_HUMAN Eukaryotic translation initiation factor 2 subunit 2 (Eukaryotic translation initiation factor 2 subunit beta) (eIF-2-beta) NA

2919 RSREEPYHYGNKM gi|85701877|sp|Q7Z3G6|PRIC2_HUMAN Prickle-like protein 2 NA

2920 SKIEWDYECEPGM gi|74751176|sp|Q8NBT2|SPC24_HUMAN Kinetochore protein Spc24 (hSpc24) NA

2921 CMELEKYVEELAA gi|32699565|sp|Q8IUG5|MY18B_HUMAN Myosin-XVIIIb NA

2922 AAREDPYGVAVGG gi|74718825|sp|Q9HC07|TM165_HUMAN Transmembrane protein 165 (Transmembrane protein TPARL) (Transmembrane protein PT27) NA

2923 AKDTGEYACVTGG gi|97180266|sp|Q5VST9|OBSCN_HUMAN Obscurin (Obscurin-myosin light chain kinase) (Obscurin-MLCK) (Obscurin-RhoGEF)NA

2924 DGNKWLYKNKDHG gi|6174930|sp|Q13200|PSD2_HUMAN 26S proteasome non-ATPase regulatory subunit 2 (26S proteasome regulatory subunit RPN1) (26S proteasome regulatory subunit S2) (26S proteasome subunit p97) (Tumor necrosis factor type 1 receptor-associated protein 2) (55.11 protein) NA

2925 RYQPGKYPMPNQS gi|14548196|sp|Q9NRQ2|PLS4_HUMAN Phospholipid scramblase 4 (PL scramblase 4) (Ca(2+)-dependent phospholipid scramblase 4) (TRA1) (Cell growth-inhibiting gene 43 protein) [RYQPGKYPMPNQS|Y|88|Q9NRQ2|14757045|Abl|[P00519:ABL1_HUMAN]]

2926 SEEIRFYQLGEEA gi|1168948|sp|P22001|KCNA3_HUMAN Potassium voltage-gated channel subfamily A member 3 (Voltage-gated potassium channel subunit Kv1.3) (HPCN3) (HGK5) (HuKIII) (HLK3) [SEEIRFYQLGEEA|Y|135|P22001|11812778|Src|[P12931:SRC_HUMAN]]

2927 <<Marker>> contol_spot NA

2928 CSPPPDYNSVVLY gi|143811474|sp|P17948|VGFR1_HUMAN Vascular endothelial growth factor receptor 1 precursor (VEGFR-1) (Vascular permeability factor receptor) (Tyrosine-protein kinase receptor FLT) (Flt-1) (Tyrosine-protein kinase FRT) (Fms-like tyrosine kinase 1) [CSPPPDYNSVVLY|Y|1327|P17948|11513746|FLT1|[P17948:VGFR1_HUMAN]]

2929 SKNFDDYMKSLGV gi|119802|sp|P05413|FABPH_HUMAN Fatty acid-binding protein  heart (H-FABP) (Heart-type fatty acid-binding protein) (Muscle fatty acid-binding protein) (M-FABP) (Mammary-derived growth inhibitor) (MDGI) [SKNFDDYMKSLGV|Y|20|P07483|7691977|]

2930 SRGEEVYVKKTMG gi|549081|sp|P35590|TIE1_HUMAN Tyrosine-protein kinase receptor Tie-1 precursor NA

2931 TGENPIYKSAVTT gi|124963|sp|P05556|ITB1_HUMAN Integrin beta-1 precursor (Fibronectin receptor subunit beta) (Integrin VLA-4 subunit beta) (CD29 antigen) [TGENPIYKSAVTT|Y|783|P09055|11259684|]

2932 ERGDKGYVPSVFI gi|6226158|sp|Q14765|STAT4_HUMAN Signal transducer and activator of transcription 4 [ERGDKGYVPSVFI|Y|693|Q14765|10961885|JAK_groupERGDKGYVPSVFI|Y|694|P42228|10961885|]

2933 ETQFNQYKTEAAS gi|547937|sp|P15941|MUC1_HUMAN Mucin-1 precursor (MUC-1) (Polymorphic epithelial mucin) (PEM) (PEMT) (Episialin) (Tumor-associated mucin) (Carcinoma-associated mucin) (Tumor-associated epithelial membrane antigen) (EMA) (H23AG) (Peanut-reactive urinary mucin) (PUM) (Breast carcinoma-associated antigen DF3) (CD227 antigen) NA

2934 AIKMVQYRDSFLT gi|1706663|sp|P54762|EPHB1_HUMAN Ephrin type-B receptor 1 precursor (Tyrosine-protein kinase receptor EPH-2) (NET) (HEK6) (ELK) NA

2935 FQQQMIYDSPPSR gi|90180201|sp|Q13480|GAB1_HUMAN GRB2-associated-binding protein 1 (GRB2-associated binder 1) [FQQQMIYDSPPSR|Y|242|Q13480|10978177|InsR|[P06213:INSR_HUMAN]]

2936 GCPPAVYEVMKNC gi|729887|sp|P41240|CSK_HUMAN Tyrosine-protein kinase CSK (C-SRC kinase) (Protein-tyrosine kinase CYL) NA

2937 GGGGEFYGYMTMD gi|62298062|sp|Q9Y4H2|IRS2_HUMAN Insulin receptor substrate 2 (IRS-2) NA

2938 IMNDSNYIVKGNA gi|547770|sp|P07333|CSF1R_HUMAN Macrophage colony-stimulating factor 1 receptor precursor (CSF-1-R) (Fms proto-oncogene) (c-fms) (CD115 antigen) [IMNDSNYIVKGNA|Y|809|P07333|N.N.;15297464;7579387|CSF1R|[P07333:CSF1R_HUMAN]]

2939 VPNQPVYNQPVYN gi|14548191|sp|O15162|PLS1_HUMAN Phospholipid scramblase 1 (PL scramblase 1) (Ca(2+)-dependent phospholipid scramblase 1) (Erythrocyte phospholipid scramblase) (MmTRA1b) [VPNQPVYNQPVYN|Y|69|O15162|11390389;12871937|Abl;Src|[P00519:ABL1_HUMAN,P12931:SRC_HUMAN]]

2940 LMEKDSYPRFLKS gi|3914624|sp|O15492|RGS16_HUMAN Regulator of G-protein signaling 16 (RGS16) (Retinally abundant regulator of G-protein signaling) (RGS-R) (A28-RGS14P) [LMEKDSYPRFLKS|Y|168|O15492|11602604;12588871|Src;EGFR|[P12931:SRC_HUMAN,P00533:EGFR_HUMAN]]

2941 RTTSQLYDAVPIQ gi|17380162|sp|O15530|PDPK1_HUMAN 3-phosphoinositide-dependent protein kinase 1 (hPDK1) [RTTSQLYDAVPIQ|Y|9|O15530|11481331;15302935;12738763;16314505|Src;Ret|[P12931:SRC_HUMAN,P07949:RET_HUMAN]]

2942 GGKGGSYSQAACS gi|231404|sp|P30481|1B44_HUMAN HLA class I histocompatibility antigen  B-44 alpha chain precursor (MHC class I antigen B*44) (Bw-44) [GGKGGSYSQAACS|Y|344|P01889|92065884|]

2943 EEGRDEYDEVAMP gi|114787|sp|P02730|B3AT_HUMAN Band 3 anion transport protein (Anion exchange protein 1) (AE 1) (Solute carrier family 4 member 1) (CD233 antigen) [EEGRDEYDEVAMP|Y|904|P02730|10942405|Lyn;Syk|[P07948:LYN_HUMAN,P43405:KSYK_HUMAN]]

2944 LSEETPYSYPTGN gi|27735219|sp|P49023|PAXI_HUMAN Paxillin [LSEETPYSYPTGN|Y|31|P49023|7537852;11774284;10823820;15107421;16254239;15817476;15572663;12408869|FAK;Src;Brk|[Q05397:FAK1_HUMAN,P12931:SRC_HUMAN,Q13882:PTK6_HUMAN]]

2945 ENDDDVYRSLEEL gi|1718101|sp|P52735|VAV2_HUMAN Protein vav-2 [ENDDDVYRSLEEL|Y|142|P52735|12454019|Lck;EGFR|[P06239:LCK_HUMAN,P00533:EGFR_HUMAN]]

2946 ENTEDQYSLVEDD gi|118572681|sp|P27986|P85A_HUMAN Phosphatidylinositol 3-kinase regulatory subunit alpha (PI3-kinase p85-subunit alpha) (PtdIns-3-kinase p85-alpha) (PI3K) [ENTEDQYSLVEDD|Y|607|P26450|15592455|ENTEDQYSLVEDD|Y|607|P27986|8385099;15592455|Src;InsR|[P12931:SRC_HUMAN,P06213:INSR_HUMAN]]

2947 DGHEYIYVDPMQL gi|129892|sp|P16234|PGFRA_HUMAN Alpha-type platelet-derived growth factor receptor precursor (PDGF-R-alpha) (CD140a antigen) [DGHEYIYVDPMQL|Y|581|P09619|8617789|PDGFR beta|[P09619:PGFRB_HUMAN]DGHEYIYVDPMQL|Y|574|P16234|11818394|]

2948 <<Marker>> contol_spot NA

2949 MKGDVKYADIESS gi|129890|sp|P09619|PGFRB_HUMAN Beta-type platelet-derived growth factor receptor precursor (PDGF-R-beta) (CD140b antigen) [MKGDVKYADIESS|Y|763|P09619|10821867;N.N.;10391677|PDGFR beta|[P09619:PGFRB_HUMAN]]

2950 IMRDSNYISKGST gi|129890|sp|P09619|PGFRB_HUMAN Beta-type platelet-derived growth factor receptor precursor (PDGF-R-beta) (CD140b antigen) [IMRDSNYISKGST|Y|857|P09619|10821867;2550144|PDGFR beta;PDGFR_group|[P09619:PGFRB_HUMAN]IMRDSNYISKGST|Y|856|P05622|2479827|PDGFR beta|[P09619:PGFRB_HUMAN]]

2951 TGQHQGYGFVEFL gi|2500587|sp|Q15427|SF3B4_HUMAN Splicing factor 3B subunit 4 (Spliceosome-associated protein 49) (SAP 49) (SF3b50) (Pre-mRNA-splicing factor SF3b 49 kDa subunit) [TGQHQGYGFVEFL|Y|56|Q15427|15592455|]

2952 IQNTGDYYDLYGG gi|84028248|sp|Q06124|PTN11_HUMAN Tyrosine-protein phosphatase non-receptor type 11 (Protein-tyrosine phosphatase 2C) (PTP-2C) (PTP-1D) (SH-PTP3) (SH-PTP2) (SHP-2) (Shp2)[IQNTGDYYDLYGG|Y|62|Q06124|15592455|IQNTGDYYDLYGG|Y|62|P35235|15592455|]

2953 AKKEGPYDVVVLP gi|56404943|sp|Q99497|PARK7_HUMAN Protein DJ-1 (Oncogene DJ1) (Parkinson disease protein 7) [AKKEGPYDVVVLP|Y|67|Q99497|15592455|]

2954 AVVEEDYNENAKN gi|23396771|sp|P82970|NSBP1_HUMAN Nucleosome-binding protein 1 [AVVEEDYNENAKN|Y|76|P82970|15592455|]

2955 EELESQYQQSMDS gi|74735316|sp|O00193|SMAP_HUMAN Small acidic protein [EELESQYQQSMDS|Y|84|O00193|15592455|]

2956 KEDALLYQSKGYN gi|1706639|sp|P50402|EMD_HUMAN Emerin [KEDALLYQSKGYN|Y|85|P50402|15592455|]

2957 ADLTEQYNEQYGA gi|62511089|sp|Q9BWF3|RBM4_HUMAN RNA-binding protein 4 (RNA-binding motif protein 4) (RNA-binding motif protein 4a) (Lark homolog) (hLark) [ADLTEQYNEQYGA|Y|190|Q9BWF3|15592455|]

2958 EFGGSIYQKVNKK gi|130683|sp|P21796|VDAC1_HUMAN Voltage-dependent anion-selective channel protein 1 (VDAC-1) (hVDAC1) (Outer mitochondrial membrane protein porin 1) (Plasmalemmal porin) (Porin 31HL) (Porin 31HM) NA

2959 EKSDAEYTNSPLV gi|73620123|sp|Q8IX90|CM003_HUMAN Uncharacterized protein C13orf3 [EKSDAEYTNSPLV|Y|280|Q8IX90|15592455|]

2960 PHLSKGYAYVEFE gi|74754492|sp|Q15287|RNPS1_HUMAN RNA-binding protein with serine-rich domain 1 (SR-related protein LDC2) [PHLSKGYAYVEFE|Y|205|Q15287|15592455|]

2961 SKDQPDYAMYSRI gi|32469765|sp|Q92608|DOCK2_HUMAN Dedicator of cytokinesis protein 2 [SKDQPDYAMYSRI|Y|209|Q92608|15592455|]

2962 GEPNVSYICSRYY gi|20455502|sp|P49841|GSK3B_HUMAN Glycogen synthase kinase-3 beta (GSK-3 beta) [GEPNVSYICSRYY|Y|279|P18265|8382613;16452087|GEPNVSYICSRYY|Y|216|P18266|8382613|GEPNVSYICSRYY|Y|767|P18431|93178457|GEPNVSYICSRYY|Y|216|P49841|15020233;17081983;17192257|MAP2K1|[Q9UHA4:MK1I1_HUMAN]GEPNVSYICSRYY|Y|279|P49840|15592455;17192257|GEPNVSYICSRYY|Y|216|Q9WV60|15592455;17242355|]

2963 SARAFPYGNVAFP gi|74749365|sp|Q6UN15|FIP1_HUMAN Pre-mRNA 3'-end-processing factor FIP1 (FIP1-like 1) (Factor interacting with PAP) (hFip1) (Rearranged in hypereosinophilia) [SARAFPYGNVAFP|Y|426|Q6UN15|15592455|]



2964 FKVGINYQPPTVV gi|119591124|gb|EAW70718.1| tubulin  alpha 1 (testis specific)  isoform CRA_a [Homo sapiens][FKVGINYQPPTVV|Y|357|P68366|15592455|]

2965 EKSEGTYCCGPVP gi|20141877|sp|P21980|TGM2_HUMAN Protein-glutamine gamma-glutamyltransferase 2 (Tissue transglutaminase) (TGase C) (TGC) (TG(C)) (Transglutaminase-2) (TGase-H) [EKSEGTYCCGPVP|Y|369|P21980|15592455|]

2966 HYNGEAYEDDEHH gi|1706474|sp|P31689|DNJA1_HUMAN DnaJ homolog subfamily A member 1 (Heat shock 40 kDa protein 4) (DnaJ protein homolog 2) (HSJ-2) (HSDJ) [HYNGEAYEDDEHH|Y|381|P31689|15592455|]

2967 QNGQTIYLRGTGD gi|18203627|sp|Q9Y227|ENP4_HUMAN Ectonucleoside triphosphate diphosphohydrolase 4 (NTPDase 4) (Uridine-diphosphatase) (UDPase) (Lysosomal apyrase-like protein of 70 kDa) NA

2968 GQGPYPYSLSEPA gi|13431358|sp|Q9NZB2|F120A_HUMAN UPF0318 protein FAM120A [GQGPYPYSLSEPA|Y|395|Q9NZB2|15592455|]

2969 <<Marker>> contol_spot NA

2970 QRAQENYEGSEEV gi|81175100|sp|Q93008|USP9X_HUMAN Probable ubiquitin carboxyl-terminal hydrolase FAF-X (Ubiquitin thioesterase FAF-X) (Ubiquitin-specific-processing protease FAF-X) (Deubiquitinating enzyme FAF-X) (Fat facets protein-related  X-linked) (Ubiquitin-specific protease 9  X chromosome) [QRAQENYEGSEEV|Y|2533|Q93008|15592455|]

2971 PAQDPLYDVPNAS gi|116242760|sp|Q13671|RIN1_HUMAN Ras and Rab interactor 1 (Ras interaction/interference protein 1) (Ras inhibitor JC99) [PAQDPLYDVPNAS|Y|36|Q13671|16497976|]

2972 KENEEDYGTCSSS gi|119611684|gb|EAW91278.1| hCG2039668  isoform CRA_a [Homo sapiens][KENEEDYGTCSSS|Y|39|Q9NXU2|15592455|]

2973 CSSSVQYTPVYKL gi|119611684|gb|EAW91278.1| hCG2039668  isoform CRA_a [Homo sapiens][CSSSVQYTPVYKL|Y|48|Q9NXU2|15592455|]

2974 RFPLDYYSIPFPT gi|109940042|sp|Q14157|UBP2L_HUMAN Ubiquitin-associated protein 2-like (Protein NICE-4) [RFPLDYYSIPFPT|Y|835|Q14157|15592455|RFPLDYYSIPFPT|Y|855|Q80X50|15592455|]

2975 DRGRSDYDGIGSR gi|3023628|sp|O00571|DDX3X_HUMAN ATP-dependent RNA helicase DDX3X (DEAD box protein 3  X-chromosomal) (Helicase-like protein 2) (HLP2) (DEAD box  X isoform) [DRGRSDYDGIGSR|Y|104|O00571|15592455|]

2976 HLFEDLYCSPLFR gi|417110|sp|P25364|HCM1_YEAST Forkhead transcription factor HCM1 (High-copy suppressor of calmodulin protein 1) NA

2977 IDFETAYQMLSSN gi|124503|sp|P26798|INO2_YEAST Protein INO2 NA

2978 LRRERSYDGNGTG gi|135077|sp|P08153|SWI5_YEAST Transcriptional factor SWI5 NA

2979 RQRKEKYIKNLEQ gi|45477263|sp|Q03935|YAP6_YEAST AP-1-like transcription factor YAP6 NA

2980 DSTNTLYENTADM gi|50400296|sp|Q04052|ARO80_YEAST Transcriptional activator ARO80 NA

2981 IAYETIYCEKNKR gi|50400296|sp|Q04052|ARO80_YEAST Transcriptional activator ARO80 NA

2982 SVSNPPYHRGYSI gi|417770|sp|P32432|SFP1_YEAST Zinc finger protein SFP1 NA

2983 SSIPEKYKDVLTA gi|1351976|sp|P05085|ARGR2_YEAST Arginine metabolism regulation protein II NA

2984 DMSANHYVVNDNS gi|417456|sp|P19880|YAP1_YEAST AP-1-like transcription factor YAP1 (Phenanthroline resistance protein PAR1) (Pleiotropic drug resistance protein PDR4) NA

2985 SMSSIQYVENNNP gi|462625|sp|P33748|MSN2_YEAST Zinc finger protein MSN2 (Multicopy suppressor of SNF1 protein 2) NA

2986 ATSNGIYTQAQYS gi|417039|sp|Q01722|GCR2_YEAST Glycolytic genes transcriptional activator GCR2 NA

2987 ANFVDSYKSSNAY gi|1169692|sp|P41813|FKH2_YEAST Fork head protein homolog 2 NA

2988 KPSNILYVDESGN gi|1730070|sp|P51812|KS6A3_HUMAN Ribosomal protein S6 kinase alpha-3 (S6K-alpha 3) (90 kDa ribosomal protein S6 kinase 3) (p90-RSK 3) (Ribosomal S6 kinase 2) (RSK-2) (pp90RSK2) (Insulin-stimulated protein kinase 1) (ISPK-1) (MAP kinase-activated protein kinase 1b) (MAPKAPK1B) NA

2989 IARQGSYTSINSE gi|2499640|sp|Q99759|M3K3_HUMAN Mitogen-activated protein kinase kinase kinase 3 (MAPK/ERK kinase kinase 3) (MEK kinase 3) (MEKK 3) NA

2990 <<Marker>> contol_spot NA

2991 VQTSEQYEFVHHA gi|134039192|sp|Q15256|PTPRR_HUMAN Receptor-type tyrosine-protein phosphatase R precursor (Protein-tyrosine phosphatase PCPTP1) (NC-PTPCOM1) (Ch-1PTPase) NA

2992 ESSDDDYDDVDIP gi|29427916|sp|Q92918|M4K1_HUMAN Mitogen-activated protein kinase kinase kinase kinase 1 (MAPK/ERK kinase kinase kinase 1) (MEK kinase kinase 1) (MEKKK 1) (Hematopoietic progenitor kinase) [ESSDDDYDDVDIP|Y|381|Q92918|11514608;11487585;17192257|Syk|[P43405:KSYK_HUMAN]]

2993 ERDEPAYPRGDSS gi|6685621|sp|Q9Y6R4|M3K4_HUMAN Mitogen-activated protein kinase kinase kinase 4 (MAPK/ERK kinase kinase 4) (MEK kinase 4) (MEKK 4) (MAP three kinase 1) NA

2994 PMWGSDYVQLSRT gi|6685621|sp|Q9Y6R4|M3K4_HUMAN Mitogen-activated protein kinase kinase kinase 4 (MAPK/ERK kinase kinase 4) (MEK kinase 4) (MEKK 4) (MAP three kinase 1) NA

2995 LKPNDDYLLKTAN gi|1345616|sp|P48595|SPB10_HUMAN Serpin B10 (Bomapin) (Proteinase inhibitor 10) NA

2996 SLNELTYNNLPAN gi|74727919|sp|Q86YC2|PALB2_HUMAN Partner and localizer of BRCA2 NA

2997 VYTELLYTNKCYM gi|74762741|sp|Q9H6R0|DHX33_HUMAN Putative ATP-dependent RNA helicase DHX33 (DEAH box protein 33) NA

2998 YVRDLGYVVEGYM gi|8928460|sp|O75962|TRIO_HUMAN Triple functional domain protein (PTPRF-interacting protein) NA

2999 EGLEENYCRNPDN gi|130316|sp|P00747|PLMN_HUMAN Plasminogen precursor [Contains: Plasmin heavy chain A; Activation peptide; Angiostatin; Plasmin heavy chain A  short form; Plasmin light chain B] NA

3000 TKSKGPYICALCA gi|3024110|sp|P56270|MAZ_HUMAN Myc-associated zinc finger protein (MAZI) (Purine-binding transcription factor) (Pur-1) (ZF87) (ZIF87) NA

3001 PGEEEEYRCEAKN gi|120660202|gb|AAI30407.1| C17orf60 protein [Homo sapiens]NA

3002 QTNKRDYVSKYIN gi|47116944|sp|Q9UII4|HERC5_HUMAN Probable E3 ubiquitin-protein ligase HERC5 (HECT domain and RCC1-like domain-containing protein 5) (Cyclin-E-binding protein 1) NA

3003 CGVDGDYEDAELN gi|143811366|sp|P11274|BCR_HUMAN Breakpoint cluster region protein (Renal carcinoma antigen NY-REN-26) [CGVDGDYEDAELN|Y|246|P11274|8955135|Fes|[P07332:FES_HUMAN]]

3004 GKGMFKYSDHPLN gi|147734568|sp|Q86XM0|TM146_HUMAN Transmembrane protein 146 precursor NA

3005 LGADDGYMPMTPG gi|62298062|sp|Q9Y4H2|IRS2_HUMAN Insulin receptor substrate 2 (IRS-2) [LGADDGYMPMTPG|Y|653|Q9Y4H2|16497976|]

3006 LIKDDEYNPCQGS gi|125358|sp|P09769|FGR_HUMAN Proto-oncogene tyrosine-protein kinase FGR (P55-FGR) (C-FGR) [LIKDDEYNPCQGS|Y|412|P09769|7515063;8612628|Fgr|[P09769:FGR_HUMAN]]

3007 PSSMDVYDSLTIG gi|74712291|sp|Q6ZVL6|CK041_HUMAN Putative membrane protein C11orf41 NA

3008 SEYETCYVTSHKG gi|461848|sp|Q05048|CSTF1_HUMAN Cleavage stimulation factor 50 kDa subunit (CSTF 50 kDa subunit) (CF-1 50 kDa subunit) (CstF-50) NA

3009 EFQCDAYTCSNGG gi|116242598|sp|Q9Y219|JAG2_HUMAN Jagged-2 precursor (Jagged2) (HJ2) NA

3010 HGRPDHYEEAPRN gi|74723955|sp|Q8TEB9|RHBD1_HUMAN Rhomboid domain-containing protein 1 NA

3011 KSVEEDYVTNIRN gi|74751385|sp|Q8TBM8|DJB14_HUMAN DnaJ homolog subfamily B member 14 NA

3012 PNSELHYSLSGRN gi|119625608|gb|EAX05203.1| FAT tumor suppressor homolog 4 (Drosophila) [Homo sapiens]NA

3013 DMADEAYSIGPAP gi|108861983|sp|Q96RQ3|MCCA_HUMAN Methylcrotonoyl-CoA carboxylase subunit alpha  mitochondrial precursor (3-methylcrotonyl-CoA carboxylase 1) (MCCase subunit alpha) (3-methylcrotonyl-CoA:carbon dioxide ligase subunit alpha) (3-methylcrotonyl-CoA carboxylase biotin-containing subunit) NA

3014 GGGNSEYVRCDAP gi|20137548|sp|Q9R160|ADA24_MOUSE ADAM 24 precursor (A disintegrin and metalloproteinase domain 24) (Testase 1) NA

3015 KFENELYVTMHYN gi|13124361|sp|Q9UKN7|MYO15_HUMAN Myosin-XV (Unconventional myosin-15) NA



3016 PDRECIYIIEAAP gi|59798466|sp|Q8TDF5|NETO1_HUMAN Neuropilin and tolloid-like protein 1 precursor (Brain-specific transmembrane protein containing 2 CUB and 1 LDL-receptor class A domains protein 1) NA

3017 TTAWEDYIWFQAP gi|3123048|sp|Q15013|MD2BP_HUMAN MAD2L1-binding protein (Caught by MAD2 protein) NA

3018 YLGDTHYKEIPAP gi|116241261|sp|Q16720|AT2B3_HUMAN Plasma membrane calcium-transporting ATPase 3 (PMCA3) (Plasma membrane calcium pump isoform 3) (Plasma membrane calcium ATPase isoform 3) NA

3019 KLFKEAYQIACLG gi|20140806|sp|Q9HBG6|IF122_HUMAN Intraflagellar transport 122 homolog (WD repeat protein 10) NA

3020 LIRDTMYKIFPKG gi|2598719|dbj|BAA23309.1| Type XIX collagen a1 chain [Homo sapiens]NA

3021 PETNQIYENDNKG gi|85542144|sp|Q562F6|SGOL2_HUMAN Shugoshin-like 2 (Tripin) NA

3022 RLGEDPYYTENGG gi|3183511|sp|P28906|CD34_HUMAN Hematopoietic progenitor cell antigen CD34 precursor [RLGEDPYYTENGG|Y|326|Q64314|15592455|]

3023 FRNEADYKAALCR gi|30173387|sp|Q9NTZ6|RBM12_HUMAN RNA-binding protein 12 (RNA-binding motif protein 12) (SH3/WW domain anchor protein in the nucleus) (SWAN) NA

3024 GHNGETYSSVCAA gi|20178043|sp|O95980|RECK_HUMAN Reversion-inducing cysteine-rich protein with Kazal motifs precursor (hRECK) (Suppressor of tumorigenicity 15) (ST15) NA

3025 YSYSNSYNSPGGG gi|62512150|sp|Q12906|ILF3_HUMAN Interleukin enhancer-binding factor 3 (Nuclear factor of activated T-cells 90 kDa) (NF-AT-90) (Double-stranded RNA-binding protein 76) (DRBP76) (Translational control protein 80) (TCP80) (Nuclear factor associated with dsRNA) (NFAR) (M-phase phosphoprotein 4) (MPP4) NA

3026 AEETPPYSNYNTL gi|152031709|sp|Q13009|TIAM1_HUMAN T-lymphoma invasion and metastasis-inducing protein 1 (TIAM-1 protein) NA

3027 RGHEGSYVGKHFR gi|153792764|ref|NP_065915.1| hypothetical protein LOC57624 [Homo sapiens]NA

3028 AAKELDYEISHGR gi|17366834|sp|Q9H251|CAD23_HUMAN Cadherin-23 precursor (Otocadherin) NA

3029 FAFKVPYVELGGR gi|32700066|sp|O00445|SYT5_HUMAN Synaptotagmin-5 (Synaptotagmin V) (SytV) NA

3030 HFGERDYDILAGR gi|118573058|sp|Q9P273|TEN3_HUMAN Teneurin-3 (Ten-3) (Tenascin-M3) (Ten-m3) (Protein Odd Oz/ten-m homolog 3)'NA

3031 AFQEVLYVDPSFC gi|6136154|sp|O15550|UTX_HUMAN Ubiquitously transcribed X chromosome tetratricopeptide repeat protein (Ubiquitously transcribed TPR protein on the X chromosome) NA

3032 GFSEFYYCTEDVL gi|18203627|sp|Q9Y227|ENP4_HUMAN Ectonucleoside triphosphate diphosphohydrolase 4 (NTPDase 4) (Uridine-diphosphatase) (UDPase) (Lysosomal apyrase-like protein of 70 kDa) NA

3033 GSSSDQYASGHGC gi|27734975|ref|NP_775923.1| hypothetical protein LOC285154 [Homo sapiens] NA

3034 IRFDNIYISTYFC gi|74756229|sp|Q5T197|DCST1_HUMAN DC-STAMP domain-containing protein 1 NA

3035 LDREGNYLRPRGC gi|27437034|ref|NP_758449.1| colony stimulating factor 2 receptor alpha chain isoform b precursor [Homo sapiens] NA

3036 RVTCDDYYYGFGC gi|20455033|sp|P78504|JAG1_HUMAN Jagged-1 precursor (Jagged1) (hJ1) (CD339 antigen) NA

3037 NLPHSGYSDSAVL gi|12643409|sp|P43243|MATR3_HUMAN Matrin-3 NA

3038 MFASDSYICFASR gi|37538010|sp|O95759|TBCD8_HUMAN TBC1 domain family member 8 (Vascular Rab-GAP/TBC-containing protein) (AD 3) NA

3039 EMPKTLYVGNLSR gi|6094480|sp|P31483|TIA1_HUMAN Nucleolysin TIA-1 isoform p40 (RNA-binding protein TIA-1) (p40-TIA-1) [Contains: Nucleolysin TIA-1 isoform p15 (p15-TIA-1)]NA

3040 SARNVPYGNIQSR gi|51315838|sp|Q10471|GALT2_HUMAN Polypeptide N-acetylgalactosaminyltransferase 2 (Protein-UDP acetylgalactosaminyltransferase 2) (UDP-GalNAc:polypeptide N-acetylgalactosaminyltransferase 2) (Polypeptide GalNAc transferase 2) (GalNAc-T2) (pp-GaNTase 2) [Contains: Polypeptide N-acetylgalactosaminyltransferase 2 soluble form] NA

3041 GIIDGEYVVNPTR gi|115502437|sp|Q8TCS8|PNPT1_HUMAN Polyribonucleotide nucleotidyltransferase 1  mitochondrial precursor (PNPase 1) (Polynucleotide phosphorylase-like protein) (PNPase old-35) (3'-5' RNA exonuclease OLD35) NA

3042 SLNEEWYVSYITR gi|10720065|sp|Q13094|LCP2_HUMAN Lymphocyte cytosolic protein 2 (SH2 domain-containing leukocyte protein of 76 kDa) (SLP-76 tyrosine phosphoprotein) (SLP76) NA

3043 VKDKFIYVAQPTL gi|62510692|sp|Q8N475|FSTL5_HUMAN Follistatin-related protein 5 precursor (Follistatin-like 5) NA

3044 HRVKEDYTRVVCP gi|51316071|sp|Q96FL9|GLT14_HUMAN Polypeptide N-acetylgalactosaminyltransferase 14 (Protein-UDP acetylgalactosaminyltransferase 14) (UDP-GalNAc:polypeptide N-acetylgalactosaminyltransferase 14) (Polypeptide GalNAc transferase 14) (GalNAc-T14) (pp-GaNTase 14) NA

3045 IRSLPPYSDIHDP gi|119568598|gb|EAW48213.1| regulatory factor X domain containing 1  isoform CRA_b [Homo sapiens] NA

3046 MGRKPGYFSFLDP gi|3287848|sp|Q16099|GRIK4_HUMAN Glutamate receptor  ionotropic kainate 4 precursor (Glutamate receptor KA-1) (KA1) (Excitatory amino acid receptor 1) (EAA1) NA

3047 QHRGERYKNMIDP gi|17380317|sp|Q9Y345|SC6A5_HUMAN Sodium- and chloride-dependent glycine transporter 2 (GlyT2) (GlyT-2) (Solute carrier family 6 member 5) NA

3048 HPSDEKYSGLTAS gi|114149931|sp|Q96AT1|K1143_HUMAN Uncharacterized protein KIAA1143 NA

3049 YHPADGYAFSSNI gi|2833239|sp|Q12929|EPS8_HUMAN Epidermal growth factor receptor kinase substrate 8 NA

3050 TSSDTTYKGGASE gi|92090378|sp|Q9UGU0|TCF20_HUMAN Transcription factor 20 (Stromelysin 1 PDGF-responsive element-binding protein) (SPRE-binding protein) (Nuclear factor SPBP) (AR1) NA

3051 GVKKPTYDPVSED gi|37999491|sp|Q07912|ACK1_HUMAN Activated CDC42 kinase 1 (ACK-1) (Tyrosine kinase non-receptor protein 2) [GVKKPTYDPVSED|Y|518|Q07912|15592455|]

3052 VEGDNIYVRHSNL gi|17432978|sp|O43491|E41L2_HUMAN Band 4.1-like protein 2 (Generally expressed protein 4.1) (4.1G) NA

3053 EDRDLLYSIDAYR gi|90111962|sp|Q9NQW6|ANLN_HUMAN Actin-binding protein anillin [EDRDLLYSIDAYR|Y|666|Q8K298|15592455|]

3054 QEDGGVYSSSGLK gi|97536202|sp|P16591|FER_HUMAN Proto-oncogene tyrosine-protein kinase FER (p94-FER) (c-FER) (Tyrosine kinase 3) [QEDGGVYSSSGLK|Y|714|P16591|10998246;17192257|QEDGGVYSSSGLK|Y|715|P70451|15592455|]

3055 SSKLQQYEEIIQS gi|11387251|sp|O43264|ZW10_HUMAN Centromere/kinetochore protein zw10 homolog NA

3056 DACQKVYLRVPSH gi|2493422|sp|Q08554|DSC1_HUMAN Desmocollin-1 precursor (Desmosomal glycoprotein 2/3) (DG2/DG3) NA

3057 AEVRTQYEEIAQR gi|547752|sp|Q01546|K22O_HUMAN Keratin  type II cytoskeletal 2 oral (Cytokeratin-2P) (K2P) (CK 2P) (Keratin-76) NA

3058 LDAETAYPNLIFS gi|8928170|sp|O15553|MEFV_HUMAN Pyrin (Marenostrin) NA

3059 RVDSQEYANIRSA gi|9297020|sp|Q13402|MYO7A_HUMAN Myosin-VIIa NA

3060 PTGNHTYQEIAVP gi|27735219|sp|P49023|PAXI_HUMAN Paxillin [PTGNHTYQEIAVP|Y|40|P49023|11695992;16254239|Src|[P12931:SRC_HUMAN]PTGNHTYQEIAVP|Y|40|Q8VI36|15252114|]

3061 TEMFEVYGTPGVD gi|56757696|sp|Q9ULW8|PADI3_HUMAN Protein-arginine deiminase type-3 (Protein-arginine deiminase type III) (Peptidylarginine deiminase III) NA

3062 NRIQGGYENVPTI gi|78099790|sp|Q02809|PLOD1_HUMAN Procollagen-lysine 2-oxoglutarate 5-dioxygenase 1 precursor (Lysyl hydroxylase 1) (LH1) NA

3063 QNVGEVYGVVKAY gi|21264498|sp|P30520|PURA2_HUMAN Adenylosuccinate synthetase isozyme 2 (Adenylosuccinate synthetase  acidic isozyme) (IMP--aspartate ligase 2) (AdSS 2) (AMPSase 2) NA

3064 HWVYKKYPNVFKK gi|92090640|sp|O43865|SAHH2_HUMAN Putative adenosylhomocysteinase 2 (S-adenosyl-L-homocysteine hydrolase 2) (AdoHcyase 2) (S-adenosylhomocysteine hydrolase-like 1) (DC-expressed AHCY-like molecule) NA

3065 RGEGMRYIIILDP gi|267050|sp|P14410|SUIS_HUMAN Sucrase-isomaltase  intestinal [Contains: Sucrase ; Isomaltase ] NA

3066 ELRVSYYENVIKA gi|13638438|sp|P54577|SYYC_HUMAN Tyrosyl-tRNA synthetase  cytoplasmic (Tyrosyl--tRNA ligase) (TyrRS) NA

3067 TATKDTYDALHMQ gi|23830999|sp|P20963|CD3Z_HUMAN T-cell surface glycoprotein CD3 zeta chain precursor (T-cell receptor T3 zeta chain) (CD247 antigen) [TATKDTYDALHMQ|Y|153|P20963|16094384;15659558|TATKDTYDALHMQ|Y|153|P24161|90239005|]



3068 TATKDTYDALHMQ gi|23830999|sp|P20963|CD3Z_HUMAN T-cell surface glycoprotein CD3 zeta chain precursor (T-cell receptor T3 zeta chain) (CD247 antigen) [TATKDTYDALHMQ|Y|153|P20963|16094384;15659558|TATKDTYDALHMQ|Y|153|P24161|90239005|]

3069 LSTYALYVNLYCS gi|20138087|sp|Q9Y271|CLTR1_HUMAN Cysteinyl leukotriene receptor 1 (CysLTR1) (Cysteinyl leukotriene D4 receptor) (LTD4 receptor) (HG55) (HMTMF81) NA

3070 HSFSSGYVEMEFE gi|729008|sp|Q08345|DDR1_HUMAN Epithelial discoidin domain-containing receptor 1 precursor (Epithelial discoidin domain receptor 1) (Tyrosine kinase DDR) (Discoidin receptor tyrosine kinase) (Tyrosine-protein kinase CAK) (Cell adhesion kinase) (TRK E) (Protein-tyrosine kinase RTK 6) (HGK2) (CD167a antigen) NA

3071 FLPVPEYINQSVP gi|2811086|sp|P00533|EGFR_HUMAN Epidermal growth factor receptor precursor (Receptor tyrosine-protein kinase ErbB-1) [FLPVPEYINQSVP|Y|1092|P00533|8845374;15302935;17081983|EGFR|[P00533:EGFR_HUMAN]]

3072 TVNTICYLNLALA gi|38258904|sp|P25089|FPRL2_HUMAN FMLP-related receptor II (FMLP-R-II) (Formylpeptide receptor-like 2) NA

3073 GNESHPYLNKDGS gi|123294766|emb|CAI18007.2| diffuse panbronchiolitis critical region 1 [Homo sapiens]NA

3074 NVSENIYFLIDGS gi|113414409|ref|XP_497913.3| PREDICTED: similar to alpha 3 type VI collagen isoform 1 precursor [Homo sapiens] NA

3075 TSLMNQYVNKKFS gi|1709999|sp|P51149|RAB7A_HUMAN Ras-related protein Rab-7a NA

3076 DRKKDQYKVGEVL gi|85681919|sp|P08603|CFAH_HUMAN Complement factor H precursor (H factor 1) NA

3077 GCGETIYVIGQGS gi|152031617|sp|O00178|GTPB1_HUMAN GTP-binding protein 1 (G-protein 1) (GP-1) (GP1) NA

3078 HNKMEIYADIIGS gi|94730676|sp|Q8NEZ3|WDR19_HUMAN WD repeat protein 19 NA

3079 CSNNPSYIDRLIS gi|116242829|sp|Q9Y4A5|TRRAP_HUMAN Transformation/transcription domain-associated protein (350/400 kDa PCAF-associated factor) (PAF350/400) (STAF40) (Tra1 homolog) NA

3080 GICCQKYVKANIS gi|1346659|sp|P48764|SL9A3_HUMAN Sodium/hydrogen exchanger 3 (Na(+)/H(+) exchanger 3) (NHE-3) (Solute carrier family 9 member 3) NA

3081 LCFELDYEPAHIS gi|50403805|sp|Q9UDY6|TRI10_HUMAN Tripartite motif-containing protein 10 (RING finger protein 9) (B30-RING finger protein) NA

3082 RPSCVPYKYVPIS gi|51338749|sp|O95972|BMP15_HUMAN Bone morphogenetic protein 15 precursor (BMP-15) (Growth/differentiation factor 9B) (GDF-9B) NA

3083 YKSDESYTPSKIS gi|34395509|sp|Q9UM13|APC10_HUMAN Anaphase-promoting complex subunit 10 (APC10) (Cyclosome subunit 10) NA

3084 LHGEEDYLKRHKS gi|143458429|sp|Q9P2F6|RHG20_HUMAN Rho GTPase-activating protein 20 (Rho-type GTPase-activating protein 20) NA

3085 FLNEESYFYLNQS gi|44887888|sp|Q9N2J9|ENH2_HUMAN HERV-H_3q26 provirus ancestral Env polyprotein precursor (Envelope polyprotein) (Env protein HERV-H/p60) (HERV-H/env60) [Contains: Surface protein (SU); Transmembrane protein (TM)] NA

3086 PKSPEEYQCSGVL gi|74759883|sp|Q8N4P6|CA092_HUMAN Leucine-rich repeat-containing protein C10orf92 NA

3087 STIEFGYLDYAQS gi|6685604|sp|Q9Y259|CHKB_HUMAN Choline/ethanolamine kinase [Includes: Choline kinase beta (CK); Ethanolamine kinase (EK)] NA

3088 CECKEHYQNFVPG gi|145559531|sp|Q8WWQ8|STAB2_HUMAN Stabilin-2 precursor (Fasciclin  EGF-like  laminin-type EGF-like and link domain-containing scavenger receptor 2) (FEEL-2) (FAS1 EGF-like and X-link domain-containing adhesion molecule 2) (Hyaluronan receptor for endocytosis) [Contains: 190 kDa form stabilin-2 (190 kDa hyaluronan receptor for endocytosis)] NA

3089 QKIHDYYEHRYQG gi|108935843|sp|Q9UL51|HCN2_HUMAN Potassium/sodium hyperpolarization-activated cyclic nucleotide-gated channel 2 (Brain cyclic nucleotide-gated channel 2) (BCNG-2) NA

3090 CAYAPTYVVKDFP gi|74712926|sp|Q76KP1|B4GN4_HUMAN N-acetyl-beta-glucosaminyl-glycoprotein 4-beta-N-acetylgalactosaminyltransferase 1 (NGalNAc-T1) (Beta-1 4-N-acetylgalactosaminyltransferase IV) (Beta4GalNAc-T4) (Beta4GalNAcT4) NA

3091 EEKNTMYMQNTVS gi|41688581|sp|Q86VS8|HOOK3_HUMAN Hook homolog 3 (hHK3) NA

3092 DESKNWYESQASC gi|128370|sp|P26718|NKG2D_HUMAN NKG2-D type II integral membrane protein (NKG2-D-activating NK receptor) (NK cell receptor D) (Killer cell lectin-like receptor subfamily K member 1) (CD314 antigen) NA

3093 EGIKTGYASKTRC gi|74730685|sp|Q8WUB2|CL024_HUMAN Uncharacterized protein C12orf24 NA

3094 HDGMEAYVKVDSC gi|119767|sp|P00451|FA8_HUMAN Coagulation factor VIII precursor (Procoagulant component) (Antihemophilic factor) (AHF) [Contains: Factor VIIIa heavy chain  200 kDa isoform; Factor VIIIa heavy chain  92 kDa isoform; Factor VIII B chain; Factor VIIIa light chain] NA

3095 TRECDEYGHSDSC gi|119613269|gb|EAW92863.1| BH-protocadherin (brain-heart)  isoform CRA_c [Homo sapiens]NA

3096 GKKEEAYELVRRG gi|57012969|sp|Q9BXJ9|NARG1_HUMAN NMDA receptor-regulated protein 1 (N-terminal acetyltransferase) (Protein tubedown-1) (Tbdn100) (Gastric cancer antigen Ga19) NA

3097 GQPASKYLRVNPN gi|24418671|sp|Q8TAG9|EXOC6_HUMAN Exocyst complex component 6 (Exocyst complex component Sec15A) (Sec15-like 1) NA

3098 SRLGNQYVNVMNM gi|67472674|sp|Q07837|SLC31_HUMAN Neutral and basic amino acid transport protein rBAT (B(0 +)-type amino acid transport protein) (NBAT) (D2H) NA

3099 TEAGKTYEEIASL gi|12643956|sp|Q9Y5X1|SNX9_HUMAN Sorting nexin-9 (SH3 and PX domain-containing protein 1) (Protein SDP1) (SH3 and PX domain-containing protein 3A) NA

3100 VTTEAIYEEIDAH gi|25091352|sp|O75674|TM1L1_HUMAN TOM1-like protein 1 (Target of Myb-like protein 1) (Src-activating and signaling molecule protein) NA

3101 LEGNVGYLRVDSV gi|124894|sp|P10745|IRBP_HUMAN Interphotoreceptor retinoid-binding protein precursor (IRBP) (Interstitial retinol-binding protein) NA

3102 DAEKPFYVNVEFH gi|143811366|sp|P11274|BCR_HUMAN Breakpoint cluster region protein (Renal carcinoma antigen NY-REN-26) [DAEKPFYVNVEFH|Y|177|P11274|8955135;10405761;12522270;9178913;12124177;9407116|Fes;Abl;HCK|[P07332:FES_HUMAN,P00519:ABL1_HUMAN,P08631:HCK_HUMAN]]

3103 IESSPQYRLRIAM gi|52000729|sp|Q8WWM7|ATX2L_HUMAN Ataxin-2-like protein (Ataxin-2 domain protein) (Ataxin-2-related protein)'][IESSPQYRLRIAM|Y|309|Q8WWM7|15302935;15144186|]

3104 LLEQQKYTVTVDY gi|14285497|sp|O14920|IKKB_HUMAN Inhibitor of nuclear factor kappa-B kinase subunit beta (I-kappa-B-kinase beta) (IkBKB) (IKK-beta) (IKK-B) (I-kappa-B kinase 2) (IKK2) (Nuclear factor NF-kappa-B inhibitor kinase beta) (NFKBIKB) NA

3105 PPFKSAYSSFVNL gi|47117931|sp|Q9Y2I7|FYV1_HUMAN FYVE finger-containing phosphoinositide kinase (1-phosphatidylinositol-4-phosphate 5-kinase) (Phosphatidylinositol-3-phosphate 5-kinase type III) (PIP5K) (PtdIns(4)P-5-kinase) (PIKfyve) (p235) [PPFKSAYSSFVNL|Y|46|Q9Y2I7|15144186|]

3106 RTPYEAYDPIGKY gi|54036152|sp|Q96J84|KIRR1_HUMAN Kin of IRRE-like protein 1 precursor (Kin of irregular chiasm-like protein 1) (Nephrin-like protein 1) [RTPYEAYDPIGKY|Y|724|Q96J84|15144186|]

3107 TRICKIYDSPCLP gi|548663|sp|Q06609|RAD51_HUMAN DNA repair protein RAD51 homolog 1 (hRAD51) (HsRAD51) [TRICKIYDSPCLP|Y|315|Q06609|11684015;10212258|Abl|[P00519:ABL1_HUMAN]]

3108 YQKLYTYIQSRFY gi|150421544|sp|O43781|DYRK3_HUMAN Dual specificity tyrosine-phosphorylation-regulated kinase 3 (Regulatory erythroid kinase) (REDK) [YQKLYTYIQSRFY|Y|368|Q922Y0|12356771|DYRK3|[O43781:DYRK3_HUMAN]]

3109 LAEGSAYEEVPTS gi|130225|sp|P19174|PLCG1_HUMAN 1-phosphatidylinositol-4 5-bisphosphate phosphodiesterase gamma 1 (Phosphoinositide phospholipase C) (PLC-gamma-1) (Phospholipase C-gamma-1) (PLC-II) (PLC-148) [LAEGSAYEEVPTS|Y|472|P08487|91208680|EGFR|[P00533:EGFR_HUMAN]LAEGSAYEEVPTS|Y|472|P19174|1689310;7991458;12601080|EGFR;FGFR1|[P00533:EGFR_HUMAN,P11362:FGFR1_HUMAN]]

3110 DKPKQEYLNPVEE gi|3913590|sp|Q15303|ERBB4_HUMAN Receptor tyrosine-protein kinase erbB-4 precursor (p180erbB4) (Tyrosine kinase-type cell surface receptor HER4) NA

3111 STGSVDYLALDFQ gi|46396035|sp|Q9UQC2|GAB2_HUMAN GRB2-associated-binding protein 2 (GRB2-associated binder 2) (pp100) [STGSVDYLALDFQ|Y|614|Q9UQC2|11572860|ZAP70|[P43403:ZAP70_HUMAN]STGSVDYLALDFQ|Y|603|Q9Z1S8|9885561|Src_group]

3112 ASREGKYIPLPQR gi|52000729|sp|Q8WWM7|ATX2L_HUMAN Ataxin-2-like protein (Ataxin-2 domain protein) (Ataxin-2-related protein)'][ASREGKYIPLPQR|Y|349|Q8WWM7|15302935;15144186|]

3113 DMGDEVYDDVDTS gi|6166197|sp|O15117|FYB_HUMAN FYN-binding protein (FYN-T-binding protein) (FYB-120/130) (p120/p130) (SLP-76-associated phosphoprotein) (SLAP-130) (Adhesion and degranulation promoting adaptor protein) (ADAP) [DMGDEVYDDVDTS|Y|651|O15117|10570256;10409671|Fyn|[P06241:FYN_HUMAN]]

3114 PLDSTFYRSLLED gi|119533|sp|P04626|ERBB2_HUMAN Receptor tyrosine-protein kinase erbB-2 precursor (p185erbB2) (C-erbB-2) (NEU proto-oncogene) (Tyrosine kinase-type cell surface receptor HER2) (MLN 19) (CD340 antigen) NA

3115 PALAKGYLKQDPL gi|3024000|sp|Q13651|I10R1_HUMAN Interleukin-10 receptor alpha chain precursor (IL-10R-A) (IL-10R1) (CDw210a antigen) [PALAKGYLKQDPL|Y|496|Q13651|10433356|Tyk2|[P29597:TYK2_HUMAN]]

3116 PRPDHIYDKPEGV gi|3043919|gb|AAC13265.1| docking protein [Homo sapiens]NA

3117 RGLPSDYGRPLSF gi|119595261|gb|EAW74855.1| inositol polyphosphate phosphatase-like 1  isoform CRA_b [Homo sapiens][RGLPSDYGRPLSF|Y|1162|O15357|12522270|]

3118 SSRAVLYADYRAP gi|54036152|sp|Q96J84|KIRR1_HUMAN Kin of IRRE-like protein 1 precursor (Kin of irregular chiasm-like protein 1) (Nephrin-like protein 1) [SSRAVLYADYRAP|Y|622|Q96J84|15144186|]

3119 VPPQGLYDLPREP gi|17366642|sp|Q99704|DOK1_HUMAN Docking protein 1 (Downstream of tyrosine kinase 1) (p62(dok)) (pp62) [VPPQGLYDLPREP|Y|377|Q99704|12087092;10688886;15592455;16094384|]



3120 DPCTTIYVAATEP gi|9297047|sp|Q13291|SLAF1_HUMAN Signaling lymphocytic activation molecule precursor (IPO-3) (CD150 antigen) (CDw150) [DPCTTIYVAATEP|Y|307|Q13291|11806999|Fyn;Lck|[P06241:FYN_HUMAN,P06239:LCK_HUMAN]DPCTTIYVAATEP|Y|315|Q9QUM4|11477403|]

3121 RYQKDVYDIPPSH gi|8134360|sp|Q14511|CASL_HUMAN Enhancer of filamentation 1 (HEF1) (CRK-associated substrate-related protein) (CAS-L) (CasL) (p105) (Protein NEDD9) (Renal carcinoma antigen NY-REN-12) NA

3122 SSANAIYSLAARP gi|115855|sp|P22681|CBL_HUMAN E3 ubiquitin-protein ligase CBL (Signal transduction protein CBL) (Proto-oncogene c-CBL) (Casitas B-lineage lymphoma proto-oncogene) (RING finger protein 55) [SSANAIYSLAARP|Y|674|P22681|12522270;15144186;15592455|SSANAIYSLAARP|Y|672|P22682|12522270|]

3123 TFIGEHYVHVNAT gi|125484|sp|P08581|MET_HUMAN Hepatocyte growth factor receptor precursor (HGF receptor) (Scatter factor receptor) (SF receptor) (HGF/SF receptor) (Met proto-oncogene tyrosine kinase) (c-Met) [TFIGEHYVHVNAT|Y|1349|P08581|12475979;9444958;9252406;7513258;7731718;7687741;9826708|Met|[P08581:MET_HUMAN]TFIGEHYVHVNAT|Y|1347|P16056|7513258;10069803;8662733;7838524;7499247;8906793|]

3124 TSAGDRYDSLLGR gi|41017262|sp|O14974|MYPT1_HUMAN Protein phosphatase 1 regulatory subunit 12A (Myosin phosphatase-targeting subunit 1) (Myosin phosphatase target subunit 1) (Protein phosphatase myosin-binding subunit) [TSAGDRYDSLLGR|Y|901|O14974|15144186|]

3125 VEEVPLYGNLHYL gi|74753488|sp|Q9Y3P8|SIT1_HUMAN Signaling threshold-regulating transmembrane adapter 1 precursor (Suppression-inducing transmembrane adapter 1) (SHP2-interacting transmembrane adapter protein) (gp30/40) [VEEVPLYGNLHYL|Y|90|Q9Y3P8|11433379;15144186;15592455|]

3126 ASDGKLYVSSESR gi|85681908|sp|P00519|ABL1_HUMAN Proto-oncogene tyrosine-protein kinase ABL1 (p150) (c-ABL) (Abelson murine leukemia viral oncogene homolog 1) [ASDGKLYVSSESR|Y|185|P00519|12522270|ASDGKLYVSSESR|Y|204|P00519-2|16497976|]

3127 RLPKPYYDIVKSG gi|110816441|sp|Q8IWB6|TEX14_HUMAN Testis-expressed protein 14 (Testis-expressed sequence 14) (Protein kinase-like protein SgK307) (Sugen kinase 307)NA

3128 LPDNDPYDNLCYL gi|23396800|sp|Q9NTG1|PKDRE_HUMAN Polycystic kidney disease and receptor for egg jelly-related protein precursor (PKD and REJ homolog) NA

3129 AVSTPDYGEKKLP gi|61214417|sp|Q9Y661|OST4_HUMAN Heparan sulfate glucosamine 3-O-sulfotransferase 4 (Heparan sulfate D-glucosaminyl 3-O-sulfotransferase 4) (Heparan sulfate 3-O-sulfotransferase 4) (h3-OST-4) NA

3130 LNTGPPYCDPTLP gi|4033376|sp|Q14524|SCN5A_HUMAN Sodium channel protein type 5 subunit alpha (Sodium channel protein type V subunit alpha) (Voltage-gated sodium channel subunit alpha Nav1.5) (Sodium channel protein  cardiac muscle alpha-subunit) (HH1) NA

3131 VESNGRYISVLKV gi|74756617|sp|Q5THJ4|VP13D_HUMAN Vacuolar protein sorting-associated protein 13D NA

3132 KFPKGDYTCCDLV gi|143377520|sp|Q96M02|CJ090_HUMAN Uncharacterized protein C10orf90 NA

3133 AQSNPYYNGPHLN gi|45477156|sp|Q8WWI1|LMO7_HUMAN LIM domain only protein 7 (LOMP) (F-box only protein 20)NA

3134 KVKELTYQTEEDR gi|13638390|sp|P12882|MYH1_HUMAN Myosin-1 (Myosin heavy chain 1) (Myosin heavy chain 2x) (MyHC-2x) (Myosin heavy chain  skeletal muscle  adult 1) (Myosin heavy chain IIx/d) (MyHC-IIx/d) NA

3135 YSSPGLYSKTMTP gi|38258220|sp|Q96AC1|PKHC1_HUMAN Pleckstrin homology domain-containing family C member 1 (Kindlin-2) (Mitogen-inducible gene 2 protein) (Mig-2) NA

3136 LDCTNPYYLAAGS gi|62751417|ref|NP_776186.2| RAB  member of RAS oncogene family-like 3 [Homo sapiens] NA

3137 TRDSRTYSVGVCT gi|60416403|sp|P11717|MPRI_HUMAN Cation-independent mannose-6-phosphate receptor precursor (CI Man-6-P receptor) (CI-MPR) (M6PR) (Insulin-like growth factor 2 receptor) (Insulin-like growth factor II receptor) (IGF-II receptor) (M6P/IGF2 receptor) (M6P/IGF2R) (300 kDa mannose 6-phosphate receptor) (MPR 300) (MPR300) (CD222 antigen) NA

3138 WGSSPTYGPRSTP gi|5870130|gb|AAD54489.1| small nuclear ribonucleoprotein B' [Homo sapiens][WGSSPTYGPRSTP|Y|182|Q9UIS4|16094384|]

3139 GPLSPAYTGQVPY gi|112382252|ref|NP_842565.2| spectrin  beta  non-erythrocytic 1 isoform 2 [Homo sapiens] NA

3140 STDNIKYQPKGGQ gi|51338754|sp|P11137|MAP2_HUMAN Microtubule-associated protein 2 (MAP 2) (MAP-2)NA

3141 TMSVDRYIAVCHP gi|2851402|sp|P35372|OPRM_HUMAN Mu-type opioid receptor (MOR-1) NA

3142 EGRLSFYSGHSSF gi|45477007|sp|O14494|LPP1_HUMAN Lipid phosphate phosphohydrolase 1 (Phosphatidic acid phosphatase 2a) (Phosphatidate phosphohydrolase type 2a) (PAP2a) (PAP-2a) (PAP2-alpha) NA

3143 NSLSTSYKTVSLP gi|119582458|gb|EAW62054.1| hCG2045902  isoform CRA_a [Homo sapiens]NA

3144 KIVIQKYHTVNGH gi|133254|sp|P09651|ROA1_HUMAN Heterogeneous nuclear ribonucleoprotein A1 (Helix-destabilizing protein) (Single-strand RNA-binding protein) (hnRNP core protein A1)NA

3145 ITDNFCYFRHADP gi|12644465|sp|Q92949|FOXJ1_HUMAN Forkhead box protein J1 (Forkhead-related protein FKHL13) (Hepatocyte nuclear factor 3 forkhead homolog 4) (HFH-4) NA

3146 NFKVMIYQDEVKL gi|56749614|sp|Q6NZI2|PTRF_HUMAN Polymerase I and transcript release factor NA

3147 KTFVEKYEKQIKH gi|21542000|sp|Q16543|CDC37_HUMAN Hsp90 co-chaperone Cdc37 (Hsp90 chaperone protein kinase-targeting subunit) (p50Cdc37) NA

3148 HASQKDYSSGFGG gi|2498954|sp|Q14247|SRC8_HUMAN Src substrate cortactin (Amplaxin) (Oncogene EMS1) NA

3149 DDLMPVYCGNEVT gi|118573679|sp|Q96DV4|RM38_HUMAN 39S ribosomal protein L38  mitochondrial precursor (L38mt) (MRP-L38) NA

3150 TVLKIFYQTCRAV gi|17375734|sp|O14976|GAK_HUMAN Cyclin G-associated kinaseNA

3151 RSNPQVYMDIKIG gi|13124097|sp|Q9UNP9|PPIE_HUMAN Peptidyl-prolyl cis-trans isomerase E (PPIase E) (Rotamase E) (Cyclophilin E) (Cyclophilin 33) NA

3152 PKEEADYEDDFLE gi|24418367|sp|Q9UPY3|DICER_HUMAN Endoribonuclease Dicer (Helicase with RNase motif) (Helicase-MOI) NA

3153 VMSVDRYLAVVHP gi|12644225|sp|P35346|SSR5_HUMAN Somatostatin receptor type 5 (SS5R) NA

3154 SRGLFYYYANEKS gi|122070147|sp|Q86WV1|SKAP1_HUMAN Src kinase-associated phosphoprotein 1 (Src family-associated phosphoprotein 1) (Src kinase-associated phosphoprotein of 55 kDa) (pp55) (SKAP-55)'NA

3155 KEKSHSYRTDNCS gi|71152386|sp|Q96NH3|CF170_HUMAN Uncharacterized protein C6orf170NA

3156 VYEEPVYEEVGAF gi|73619965|sp|Q8WWN8|CEND3_HUMAN Centaurin-delta 3 (Cnt-d3) (Arf-GAP  Rho-GAP  ankyrin repeat and pleckstrin homology domain-containing protein 3) NA

3157 EMRRLNYQTPGMR gi|125978|sp|P10586|PTPRF_HUMAN Receptor-type tyrosine-protein phosphatase F precursor (LAR protein) (Leukocyte antigen related) NA

3158 LKTKSQYHDLQAP gi|74725117|sp|Q9H788|SH24A_HUMAN SH2 domain-containing protein 4A (Protein SH(2)A) NA

3159 RKNLDPYEQWSDQ gi|147744553|sp|P13569|CFTR_HUMAN Cystic fibrosis transmembrane conductance regulator (CFTR) (cAMP-dependent chloride channel) (ATP-binding cassette transporter sub-family C member 7) NA

3160 GRGTAQYSSQKSV gi|20139105|sp|Q99959|PKP2_HUMAN Plakophilin-2 NA

3161 REQLIDYLMLKVA gi|116242614|sp|Q96RT1|LAP2_HUMAN Protein LAP2 (Erbb2-interacting protein) (Erbin) (Densin-180-like protein) NA

3162 WGIDEIYLESCCQ gi|24418855|sp|Q92953|KCNB2_HUMAN Potassium voltage-gated channel subfamily B member 2 (Voltage-gated potassium channel subunit Kv2.2) [WGIDEIYLESCCQ|Y|128|P15387|12615930|Src|[P12931:SRC_HUMAN]]

3163 QGNQLNYYKQEIP gi|24418367|sp|Q9UPY3|DICER_HUMAN Endoribonuclease Dicer (Helicase with RNase motif) (Helicase-MOI) NA

3164 AGTTATYEGRWGR gi|20139105|sp|Q99959|PKP2_HUMAN Plakophilin-2 NA

3165 DPIAMEYYNWGRF gi|74752543|sp|Q9GZY6|NTAL_HUMAN Linker for activation of T-cells family member 2 (Non-T-cell activation linker) (Linker for activation of B-cells) (Membrane-associated adapter molecule) (Williams-Beuren syndrome chromosome region 15 protein) NA

3166 EHSKRGYYGQSAR gi|13634076|sp|Q9UDY2|ZO2_HUMAN Tight junction protein ZO-2 (Zonula occludens 2 protein) (Zona occludens 2 protein) (Tight junction protein 2) NA

3167 DSFSDPYAIVSFL gi|20137708|sp|O75923|DYSF_HUMAN Dysferlin (Dystrophy-associated fer-1-like protein) (Fer-1-like protein 1) NA

3168 LDPTVEYVKFSKE gi|74739634|sp|O75815|BCAR3_HUMAN Breast cancer anti-estrogen resistance protein 3 (SH2 domain-containing protein 3B) (Novel SH2-containing protein 2) NA

3169 QVGTARYMAPEVL gi|116242818|sp|P37173|TGFR2_HUMAN TGF-beta receptor type-2 precursor (TGF-beta receptor type II) (TGFR-2) (TGF-beta type II receptor) (Transforming growth factor-beta receptor type II) (TbetaR-II) [QVGTARYMAPEVL|Y|424|P37173|9169454|TGFbR2|[P37173:TGFR2_HUMAN]]

3170 RNMELTYLNPMGL gi|22095552|sp|Q9NYQ7|CELR3_HUMAN Cadherin EGF LAG seven-pass G-type receptor 3 precursor (Flamingo homolog 1) (hFmi1) (Multiple epidermal growth factor-like domains 2) (Epidermal growth factor-like 1) NA

3171 LDCSIGYIYVDHL gi|124945|sp|P13612|ITA4_HUMAN Integrin alpha-4 precursor (Integrin alpha-IV) (VLA-4) (CD49d antigen) NA



3172 QERTVAYINVDIS gi|20139287|sp|Q9UQQ1|NALDL_HUMAN N-acetylated-alpha-linked acidic dipeptidase-like protein (NAALADase L) (Ileal dipeptidylpeptidase) (100 kDa ileum brush border membrane protein) (I100) NA

3173 LATSGDYLRVWRV gi|48428729|sp|P61962|WDR68_HUMAN WD repeat protein 68 (WD repeat protein An11 homolog) NA

3174 SRAGILYINPADL gi|12643822|sp|Q9NYC9|DYH9_HUMAN Ciliary dynein heavy chain 9 (Axonemal beta dynein heavy chain 9) NA

3175 KLKEIVYPNIEET gi|12644410|sp|Q13614|MTMR2_HUMAN Myotubularin-related protein 2 NA

3176 LKGNEDYINANYI gi|131531|sp|P29074|PTN4_HUMAN Tyrosine-protein phosphatase non-receptor type 4 (Protein-tyrosine phosphatase MEG1) (PTPase-MEG1) (MEG) NA

3177 PSQDSDYINANFI gi|50403764|sp|Q05209|PTN12_HUMAN Tyrosine-protein phosphatase non-receptor type 12 (Protein-tyrosine phosphatase G1) (PTPG1) (PTP-PEST) NA

3178 DDPCSDYINASYI gi|126469|sp|P23467|PTPRB_HUMAN Receptor-type tyrosine-protein phosphatase beta precursor (Protein-tyrosine phosphatase beta) (R-PTP-beta) NA

3179 GQEYTDYINASFI gi|126471|sp|P23469|PTPRE_HUMAN Receptor-type tyrosine-protein phosphatase epsilon precursor (Protein-tyrosine phosphatase epsilon) (R-PTP-epsilon) NA

3180 NKHKNRYINIVAY gi|400199|sp|P23471|PTPRZ_HUMAN Receptor-type tyrosine-protein phosphatase zeta precursor (R-PTP-zeta) NA

3181 VSETDDYAEIIDE gi|3183518|sp|Q05397|FAK1_HUMAN Focal adhesion kinase 1 (FADK 1) (pp125FAK) (Protein-tyrosine kinase 2) [VSETDDYAEIIDE|Y|397|Q05397|7509446;17192257|FAK|[Q05397:FAK1_HUMAN]]

3182 SLGASPYPNLSNQ gi|115502390|sp|P07332|FES_HUMAN Proto-oncogene tyrosine-protein kinase Fes/Fps (C-Fes) NA

3183 DHKNGHYIIPQMA gi|45645212|sp|Q9Y2X7|GIT1_HUMAN ARF GTPase-activating protein GIT1 (G protein-coupled receptor kinase-interactor 1) (GRK-interacting protein 1) (Cool-associated and tyrosine-phosphorylated protein 1) (Cat-1) NA

3184 EEELSNYICMGGK gi|547738|sp|P35568|IRS1_HUMAN Insulin receptor substrate 1 (IRS-1) [EEELSNYICMGGK|Y|460|P35570|7504175|InsR|[P06213:INSR_HUMAN]]

3185 PSSRGDYMTMQMS gi|547738|sp|P35568|IRS1_HUMAN Insulin receptor substrate 1 (IRS-1) NA

3186 YVAIKAYTAVEGD gi|127946|sp|P14598|NCF1_HUMAN Neutrophil cytosol factor 1 (NCF-1) (Neutrophil NADPH oxidase factor 1) (47 kDa neutrophil oxidase factor) (p47-phox) (NCF-47K) (47 kDa autosomal chronic granulomatous disease protein) (Nox organizer 2) (Nox-organizing protein 2) (SH3 and PX domain-containing protein 1A) NA

3187 DYITAAYVEMRRE gi|20981696|sp|P33993|MCM7_HUMAN DNA replication licensing factor MCM7 (CDC47 homolog) (P1.1-MCM3) NA

3188 DYARRSYANIKEK gi|12644536|sp|Q99551|MTERF_HUMAN Transcription termination factor  mitochondrial precursor (mTERF) (Mitochondrial transcription termination factor 1) NA

3189 QLLSENYTAVAQT gi|38372376|sp|Q8IXH7|NELFD_HUMAN Negative elongation factor C/D (NELF-C/D) (TH1-like protein) NA

3190 GGLPMPYPNLAPD gi|19863082|sp|Q12972|PP1R8_HUMAN Nuclear inhibitor of protein phosphatase 1 (NIPP-1) (Protein phosphatase 1 regulatory inhibitor subunit 8) [Includes: Activator of RNA decay (ARD-1)] NA

3191 SLPLEYYLIPFLI gi|21362880|sp|O43567|RNF13_HUMAN RING finger protein 13 NA

3192 WYLQDPYPNPSKK gi|115502450|sp|O95475|SIX6_HUMAN Homeobox protein SIX6 (Sine oculis homeobox homolog 6) (Optic homeobox 2) (Homeodomain protein OPTX2) NA

3193 DEDLAAYCRRRDI gi|1705945|sp|P09543|CN37_HUMAN 2' 3'-cyclic-nucleotide 3'-phosphodiesterase (CNP) (CNPase) NA

3194 QKNLEGYVGFANL gi|67472677|sp|Q16181|SEPT7_HUMAN Septin-7 (CDC10 protein homolog) NA

3195 EDAPVVYLGSFRG gi|118573870|sp|Q86YV5|SG223_HUMAN Tyrosine-protein kinase SgK223 (Sugen kinase 223)NA

3196 QARERDYAEIQDF gi|30913162|sp|Q8TEW0|PARD3_HUMAN Partitioning-defective 3 homolog (PARD-3) (PAR-3) (Atypical PKC isotype-specific-interacting protein) (ASIP) (CTCL tumor antigen se2-5) (PAR3-alpha) NA

3197 VRIGSGYDNVDIK gi|3182976|sp|P56545|CTBP2_HUMAN C-terminal-binding protein 2 (CtBP2) NA

3198 IRGSTPYRHGDSV gi|117315|sp|P20023|CR2_HUMAN Complement receptor type 2 precursor (Cr2) (Complement C3d receptor) (Epstein-Barr virus receptor) (EBV receptor) (CD21 antigen) NA

3199 EKNPLMYLTGVQT gi|124942|sp|P17301|ITA2_HUMAN Integrin alpha-2 precursor (Platelet membrane glycoprotein Ia) (GPIa) (Collagen receptor) (VLA-2 alpha chain) (CD49b antigen) NA

3200 VSKKVSYSHIQSK gi|20455500|sp|P27816|MAP4_HUMAN Microtubule-associated protein 4 (MAP 4) NA

3201 KPREEQYNSTFRV gi|34364807|emb|CAE45841.1| hypothetical protein [Homo sapiens]NA

3202 SLHKGDYNDSVQV gi|46576868|sp|O95490|LPHN2_HUMAN Latrophilin-2 precursor (Calcium-independent alpha-latrotoxin receptor 2) (Latrophilin homolog 1) (Lectomedin-1) NA

3203 FCQESGYDTILRV gi|399328|sp|Q02153|GCYB1_HUMAN Guanylate cyclase soluble subunit beta-1 (GCS-beta-1) (Soluble guanylate cyclase small subunit) (GCS-beta-3) NA

3204 VKMKDSYFWIALQ gi|62988664|gb|AAY24052.1| unknown [Homo sapiens]NA

3205 GVSENCYRAVPSV gi|12856007|dbj|BAB30535.1| unnamed protein product [Mus musculus]NA

3206 MVSTVDYEDYQSV gi|62286460|sp|Q13535|ATR_HUMAN Serine/threonine-protein kinase ATR (Ataxia telangiectasia and Rad3-related protein) (FRAP-related protein 1) NA

3207 GDDTNEYVSAVCW gi|55976539|sp|Q8NHY2|RFWD2_HUMAN E3 ubiquitin-protein ligase RFWD2 (RING finger and WD repeat domain protein 2) (Constitutive photomorphogenesis protein 1 homolog) (hCOP1) (RING finger protein 200) NA

3208 KTRSSSYLDNLAW gi|2499596|sp|Q16659|MK06_HUMAN Mitogen-activated protein kinase 6 (Extracellular signal-regulated kinase 3) (ERK-3) (MAP kinase isoform p97) (p97-MAPK) NA

3209 LPDLEFYVNLGDW gi|110810398|sp|Q7Z4H8|KDEL2_HUMAN KDEL motif-containing protein 2 precursor NA

3210 LTVEEKYPYMVEW gi|117949804|sp|Q9H0P0|5NT3_HUMAN Cytosolic 5'-nucleotidase III (cN-III) (Pyrimidine 5'-nucleotidase 1) (P5'N-1) (P5N-1) (PN-I) (Uridine 5'-monophosphate hydrolase 1) (p36) NA

3211 SLDEEHYNRQEEW gi|42558898|sp|Q7Z7G8|VP13B_HUMAN Vacuolar protein sorting-associated protein 13B (Cohen syndrome protein 1) NA

3212 CLFMESYKVVSGW gi|8247951|sp|P23759|PAX7_HUMAN Paired box protein Pax-7 (HUP1) NA

3213 ALAETSYVKVLEY gi|1170855|sp|P43355|MAGA1_HUMAN Melanoma-associated antigen 1 (MAGE-1 antigen) (Antigen MZ2-E) NA

3214 FLEEDHYLAPDFY gi|1708004|sp|Q10469|MGAT2_HUMAN Alpha-1 6-mannosyl-glycoprotein 2-beta-N-acetylglucosaminyltransferase (Mannoside acetylglucosaminyltransferase 2) (N-glycosyl-oligosaccharide-glycoprotein N-acetylglucosaminyltransferase II) (Beta-1 2-N-acetylglucosaminyltransferase II) (GNT-II) (GlcNAc-T II) NA

3215 LKKKPEYHCMNFY gi|18996327|emb|CAD24587.1| hypothetical protein [Homo sapiens]NA

3216 TWREFHYIQGGEY gi|51095023|gb|EAL24267.1| similar to Six transmembrane epithelial antigen of prostate [Homo sapiens]NA

3217 CSSWYYYVTMPMP gi|61211648|sp|Q8N6M6|AMPO_HUMAN Aminopeptidase O (AP-O) NA

3218 PVQKELYKTVTLQ gi|20141038|sp|Q9HBT7|ZN287_HUMAN Zinc finger protein 287 (Zinc finger protein with KRAB and SCAN domains 13) NA

3219 AENDEFYANNMYL gi|23396937|sp|Q9NRW7|VPS45_HUMAN Vacuolar protein sorting-associated protein 45 (h-VPS45) (hlVps45) NA

3220 LCSCPPYKYKLRY gi|150383497|sp|Q9UGL1|JAD1B_HUMAN Histone demethylase JARID1B (Jumonji/ARID domain-containing protein 1B) (PLU-1) (Retinoblastoma-binding protein 2 homolog 1) (RBP2-H1)NA

3221 SRHCPFYVSIQSY gi|48428180|sp|Q9UJ42|GP160_HUMAN Probable G-protein coupled receptor 160 NA

3222 DVNSDDYKGDKVY gi|67462100|sp|Q5VYS8|ZCHC6_HUMAN Zinc finger CCHC domain-containing protein 6 NA

3223 IQYNGTYDDTLVY gi|116242620|sp|Q96NI6|LRFN5_HUMAN Leucine-rich repeat and fibronectin type-III domain-containing protein 5 precursor NA



3224 CQNQGKYEEVEYY gi|585363|sp|Q07866|KLC1_HUMAN Kinesin light chain 1 (KLC 1) NA

3225 HDQDPGYMHHKFA gi|119576122|gb|EAW55718.1| similar to CG12314 gene product [Homo sapiens]NA

3226 LVGAPEYECYAPD gi|146334837|sp|Q8N0V3|RBFAL_HUMAN Putative ribosome-binding factor A  mitochondrial precursor NA

3227 APPDDLYLFPTPD gi|3073775|dbj|BAA25760.1| heparan-sulfate 6-sulfotransferase [Homo sapiens]NA

3228 DRSNYEYSEVTQD gi|21755273|dbj|BAC04648.1| unnamed protein product [Homo sapiens]NA

3229 LWEEAAYDQSLPD gi|54035724|sp|Q8WZ55|BSND_HUMAN Barttin NA

3230 AANYEPYVVVPRD gi|146345450|sp|Q8N3Y3|LARG2_HUMAN Glycosyltransferase-like protein LARGE2 (Glycosyltransferase-like 1B) NA

3231 LSWELLYATNDDE gi|116243177|sp|Q63HM2|CN135_HUMAN Uncharacterized protein C14orf135 precursor (Hepatitis C virus F protein-binding protein 2) (HCV F protein-binding protein 2)NA

3232 DVFEFRYAKMPDE gi|12230989|sp|P25440|BRD2_HUMAN Bromodomain-containing protein 2 (Protein RING3) (O27.1.1) NA

3233 LTFCLEYEQHPDE gi|47117837|sp|P26374|RAE2_HUMAN Rab proteins geranylgeranyltransferase component A 2 (Rab escort protein 2) (REP-2) (Choroideraemia-like protein) NA

3234 FGCRPEYDNGLEE gi|120660054|gb|AAI30431.1| Otopetrin 1 [Homo sapiens] NA

3235 VQKRPNYKNVGEE gi|125950459|sp|Q2KHT3|K0350_HUMAN Uncharacterized protein KIAA0350'NA

3236 PWVESEYLDYLFE gi|55976528|sp|Q8IU57|I28RA_HUMAN Interleukin-28 receptor alpha chain precursor (IL-28R-alpha) (IL-28RA) (Cytokine receptor family 2 member 12) (Cytokine receptor class-II member 12) (CRF2-12) (Interferon lambda receptor 1) (IFN-lambda R1) (Likely interleukin or cytokine receptor 2) NA

3237 PRNCERYLNWAHA gi|7706095|ref|NP_057647.1| RAS-like  family 12 protein [Homo sapiens] NA

3238 ASRKGLYLCVGNE gi|26006900|sp|Q8WU66|TSEAR_HUMAN Protein TSPEAR precursor (TSP-EAR) NA

3239 KFRKVKYKAVYNE gi|149273101|ref|XP_001475959.1| PREDICTED: hypothetical protein [Mus musculus]NA

3240 ELPCDDYGYAPPE gi|116242783|sp|Q12770|SCAP_HUMAN Sterol regulatory element-binding protein cleavage-activating protein (SREBP cleavage-activating protein) (SCAP)'NA

3241 LRSEKSYSQETYL gi|149193321|ref|NP_002083.3| G-rich RNA sequence binding factor 1 isoform 1 [Homo sapiens]NA

3242 PSSSVPYMSPNQE gi|56404909|sp|Q8NF64|ZMIZ2_HUMAN Zinc finger MIZ domain-containing protein 2 (PIAS-like protein Zimp7) NA

3243 <<Marker>> contol_spot NA

3244 QVPDDIYHSPSWE gi|109079698|ref|XP_001091890.1| PREDICTED: hypothetical protein [Macaca mulatta]NA

3245 GRSWESYSSCGDF gi|27805716|sp|Q15414|RBY1A_HUMAN RNA-binding motif protein  Y chromosome  family 1 member A1 (RNA-binding motif protein 1) NA

3246 LKSVEQYHEHNAF gi|18202258|sp|O94892|ZN432_HUMAN Zinc finger protein 432 NA

3247 VESFSDYPSLGCF gi|927065|gb|AAC09385.1| eukaryotic translation elongation factor 1 alpha 1-like 14 [Homo sapiens] NA

3248 AYGEIYYDSNPDF gi|117949793|sp|Q9NT68|TEN2_HUMAN Teneurin-2 (Ten-2) (Tenascin-M2) (Ten-m2) (Protein Odd Oz/ten-m homolog 2)NA

3249 KFEVEKYIVHKEF gi|137119|sp|P00750|TPA_HUMAN Tissue-type plasminogen activator precursor (tPA) (t-PA) (t-plasminogen activator) (Alteplase) (Reteplase) [Contains: Tissue-type plasminogen activator chain A; Tissue-type plasminogen activator chain B] NA

3250 NECKDIYQKSTVL gi|1171882|sp|P46721|SO1A2_HUMAN Solute carrier organic anion transporter family member 1A2 (Solute carrier family 21 member 3) (Sodium-independent organic anion transporter) (Organic anion-transporting polypeptide 1) (OATP1) (OATP-A) NA

3251 IFDNGLYDEKPLT gi|34098715|sp|Q9H7Z3|CN102_HUMAN Uncharacterized protein C14orf102NA

3252 PGAEPFYIRANLT gi|116241281|sp|Q9BWT7|CAR10_HUMAN Caspase recruitment domain-containing protein 10 (CARD-containing MAGUK protein 3) (Carma 3) NA

3253 AYYESGYNTTAPT gi|18204355|gb|AAH21730.1| Lysozyme-like 1 [Homo sapiens]NA

3254 FTESSSYVEKYNT gi|76789660|sp|Q9ULL0|K1210_HUMAN Uncharacterized protein KIAA1210 NA

3255 IDTREEYEMKDPT gi|54036152|sp|Q96J84|KIRR1_HUMAN Kin of IRRE-like protein 1 precursor (Kin of irregular chiasm-like protein 1) (Nephrin-like protein 1) NA

3256 ADCNFSYTSSRDA gi|119576383|gb|EAW55979.1| rapamycin-insensitive companion of mTOR  isoform CRA_b [Homo sapiens]NA

3257 VTDEEIYYVAKDA gi|152031686|sp|Q8TF01|SFR18_HUMAN Splicing factor  arginine/serine-rich 130 (Serine-arginine-rich-splicing regulatory protein 130) (SRrp130) (SR-rich protein) (SR-related protein) NA

3258 LHEFPQYVKTHLA gi|62299063|sp|Q7RTX0|TS1R3_HUMAN Taste receptor type 1 member 3 precursor (Sweet taste receptor T1R3) NA

3259 TVSSLDYSRDGLA gi|119576383|gb|EAW55979.1| rapamycin-insensitive companion of mTOR  isoform CRA_b [Homo sapiens]NA

3260 GRASPLYASYKAD gi|62511244|sp|Q9BUH8|BEGIN_HUMAN Brain-enriched guanylate kinase-associated protein NA

3261 LYCKYEYFDLAAD gi|145309317|ref|NP_689488.3| tetratricopeptide repeat domain 30A [Homo sapiens]NA

3262 NLSMERYALVFGV gi|12643426|sp|O60779|S19A2_HUMAN Thiamine transporter 1 (ThTr-1) (ThTr1) (Thiamine carrier 1) (TC1) (Solute carrier family 19 member 2) NA

3263 AESEDLYDFVFIV gi|150421588|sp|Q15345|LRC41_HUMAN Leucine-rich repeat-containing protein 41 (Protein Muf1) NA

3264 <<Marker>> contol_spot NA

3265 EVEFIDYGNSAIV gi|118572727|sp|O60522|TDRD6_HUMAN Tudor domain-containing protein 6 (Antigen NY-CO-45) NA

3266 LDSKYAYIQVTHV gi|24212635|sp|Q9BZ29|DOCK9_HUMAN Dedicator of cytokinesis protein 9 (Cdc42 guanine nucleotide exchange factor zizimin-1) NA

3267 PRSVDSYSSTQHV gi|66774203|sp|P18850|ATF6A_HUMAN Cyclic AMP-dependent transcription factor ATF-6 alpha (Activating transcription factor 6 alpha) (ATF6-alpha) NA

3268 APDFSDYSEMAKV gi|17369290|sp|Q9NQC3|RTN4_HUMAN Reticulon-4 (Neurite outgrowth inhibitor) (Nogo protein) (Foocen) (Neuroendocrine-specific protein) (NSP) (Neuroendocrine-specific protein C homolog) (RTN-x) (Reticulon-5) NA

3269 SKQYAGYDYSQQG gi|74760683|sp|Q969M3|YIPF5_HUMAN Protein YIPF5 (YIP1 family member 5) (YPT-interacting protein 1 A) (Five-pass transmembrane protein localizing in the Golgi apparatus and the endoplasmic reticulum 5) (Smooth muscle cell-associated protein 5) (SMAP-5) [SKQYAGYDYSQQG|Y|42|Q969M3|15592455|]

3270 ASSQETYGKSPFW gi|74723330|sp|Q7Z4G4|TRM11_HUMAN tRNA guanosine-2'-O-methyltransferase TRM11 homolog [ASSQETYGKSPFW|Y|44|Q7Z4G4|15592455|]

3271 NLNTITYETLKYI gi|20532033|sp|O75575|RPC9_HUMAN DNA-directed RNA polymerase III subunit RPC9 (RNA polymerase III subunit C9) (Calcitonin gene-related peptide-receptor component protein) (CGRP-receptor component protein) (CGRP-RCP) (CGRPRCP) (HsC17) NA

3272 REPPPAYEPPAPA gi|21542431|sp|O14828|SCAM3_HUMAN Secretory carrier-associated membrane protein 3 (Secretory carrier membrane protein 3)[REPPPAYEPPAPA|Y|53|O14828|15592455|]

3273 DIDEGLYSRQLYV gi|24418865|sp|P22314|UBE1_HUMAN Ubiquitin-activating enzyme E1 (A1S9 protein) [DIDEGLYSRQLYV|Y|55|P22314|15592455|]

3274 LDNGGYYISPRIT gi|125480|sp|P07948|LYN_HUMAN Tyrosine-protein kinase Lyn NA

3275 NREKNRYRDILPF gi|55959180|emb|CAI14089.1| protein tyrosine phosphatase  non-receptor type 20B [Homo sapiens] NA



3276 SGINDDYGQLKNF gi|74762960|sp|O60934|NBN_HUMAN Nibrin (Nijmegen breakage syndrome protein 1) (Cell cycle regulatory protein p95) NA

3277 ISCSPGYHNGVPF gi|10834698|gb|AAG23779.1|AF258576_1 PP4277 [Homo sapiens]NA

3278 ASANNSYCIVGIA gi|129542|sp|P29122|PCSK6_HUMAN Proprotein convertase subtilisin/kexin type 6 precursor (Paired basic amino acid cleaving enzyme 4) (Subtilisin/kexin-like protease PACE4) (Subtilisin-like proprotein convertase 4) (SPC4) NA

3279 RCPNGDYCSNRRF gi|116256077|sp|Q9BYW2|SETD2_HUMAN Histone-lysine N-methyltransferase SETD2 (SET domain-containing protein 2) (hSET2) (Huntingtin-interacting protein HYPB) (Huntingtin yeast partner B) (Huntingtin-interacting protein 1) (HIF-1) (p231HBP)NA

3280 FDNSPDYCVLDKA gi|14424481|sp|Q93097|WNT2B_HUMAN Protein Wnt-2b precursor (Wnt-13) NA

3281 CTHEHDYEVVFPH gi|74741766|sp|Q5JQS6|CA150_HUMAN Putative uncharacterized protein C1orf150 NA

3282 HLYSDHYSPSGRH gi|74762456|sp|Q86WS5|TMPSC_HUMAN Transmembrane protease  serine 12 precursor NA

3283 TPTDNEYGAWKRH gi|119568293|gb|EAW47908.1| hCG2030359  isoform CRA_a [Homo sapiens]NA

3284 HYEHGGYERPPSH gi|20978536|sp|Q9GZY0|NXF2_HUMAN Nuclear RNA export factor 2 (TAP-like protein 2) (TAPL-2) NA

3285 <<Marker>> contol_spot NA

3286 TPCELTYKVPTRH gi|148841209|sp|Q6ZU64|CC108_HUMAN Coiled-coil domain-containing protein 108']NA

3287 RRPQGSYEEAGTH gi|115311311|sp|Q6ZMM2|ATL5_HUMAN ADAMTS-like protein 5 precursor (ADAMTSL-5) (Thrombospondin type-1 domain-containing protein 6)NA

3288 WTRENTYVEYSII gi|119625348|gb|EAX04943.1| dachsous 2 (Drosophila)  isoform CRA_b [Homo sapiens] NA

3289 FYQNEDYNERPKI gi|119616245|gb|EAW95839.1| cardiomyopathy associated 5 [Homo sapiens]NA

3290 GNSMVIYVILRYA gi|401124|sp|P30872|SSR1_HUMAN Somatostatin receptor type 1 (SS1R) (SRIF-2) NA

3291 NGSFDMYVCWDYA gi|1346133|sp|P48546|GIPR_HUMAN Gastric inhibitory polypeptide receptor precursor (GIP-R) (Glucose-dependent insulinotropic polypeptide receptor) NA

3292 VKPSHLYVTIPYA gi|50401058|sp|Q8IU89|LASS3_HUMAN LAG1 longevity assurance homolog 3 NA

3293 LYWGGSYTSMGLI gi|115964|sp|P15813|CD1D_HUMAN T-cell surface glycoprotein CD1d precursor (CD1d antigen) (R3G1) NA

3294 ESEKEWYFGNADK gi|83302113|sp|O75165|DNJCD_HUMAN DnaJ homolog subfamily C member 13 (Required for receptor-mediated endocytosis 8)NA

3295 GRNCYEYVDGKDK gi|17369297|sp|Q9NQV7|PRDM9_HUMAN PR domain zinc finger protein 9 (PR domain-containing protein 9) NA

3296 AVDEVDYKTAEEK gi|152032608|sp|Q2TAK8|MUM1_HUMAN Mutated melanoma-associated antigen 1 (Protein MUM-1)NA

3297 NFNMGEYDSNMEK gi|56404449|sp|P78316|NOP14_HUMAN Nucleolar protein 14 (Nucleolar complex protein 14) NA

3298 CNSDDPYNPLNFK gi|119611917|gb|EAW91511.1| protein phosphatase 1  regulatory (inhibitor) subunit 15B [Homo sapiens]NA

3299 GFNYEIYVAPDHK gi|25090493|sp|O43424|GRID2_HUMAN Glutamate receptor delta-2 subunit precursor (GluR delta-2) NA

3300 GLSKNPYLSVKQK gi|93186129|sp|Q92665|RT31_HUMAN 28S ribosomal protein S31  mitochondrial precursor (S31mt) (MRP-S31) (Imogen 38) NA

3301 IVSEEAYILFVRK gi|73620993|sp|Q9Y2L1|RRP44_HUMAN Exosome complex exonuclease RRP44 (Ribosomal RNA-processing protein 44) (DIS3 protein homolog) NA

3302 IGEMPSYDLVLSK gi|33860178|sp|O15226|NKRF_HUMAN NF-kappa-B-repressing factor (NFkB-repressing factor) (Transcription factor NRF) (ITBA4 protein) NA

3303 CHIGDLYVDLRDG gi|17368942|sp|Q9H254|SPTN4_HUMAN Spectrin beta chain  brain 3 (Spectrin  non-erythroid beta chain 3) (Beta-IV spectrin)']NA

3304 RRGDFIYVDIFEG gi|74710277|sp|Q6UVK1|CSPG4_HUMAN Chondroitin sulfate proteoglycan 4 precursor (Chondroitin sulfate proteoglycan NG2) (Melanoma chondroitin sulfate proteoglycan) (Melanoma-associated chondroitin sulfate proteoglycan) NA

3305 LESPLKYLDTPTK gi|119620108|gb|EAW99702.1| hCG40738 [Homo sapiens]NA

3306 <<Marker>> contol_spot NA

3307 LIKEFKYALVWGL gi|6685390|sp|Q9Y295|DRG1_HUMAN Developmentally-regulated GTP-binding protein 1 (DRG 1) (Protein NEDD3) (Neural precursor cell expressed developmentally down-regulated protein 3) NA

3308 YLSDIAYKSTEHL gi|6136393|sp|Q14191|WRN_HUMAN Werner syndrome ATP-dependent helicase NA

3309 WGEWDEYSATCGM gi|22760486|dbj|BAC11217.1| unnamed protein product [Homo sapiens]NA

3310 KCNESLYGRKYIQ gi|8489005|sp|Q13643|FHL3_HUMAN Four and a half LIM domains protein 3 (FHL-3) (Skeletal muscle LIM-protein 2) (SLIM 2) NA

3311 CGFEATYLELASA gi|74732925|sp|Q9BRT3|CQ037_HUMAN Uncharacterized protein C17orf37 (Protein C35) (HBV X-transactivated gene 4 protein) NA

3312 TVVELKYTGNASA gi|112874|sp|P01011|AACT_HUMAN Alpha-1-antichymotrypsin precursor (ACT) [Contains: Alpha-1-antichymotrypsin His-Pro-less] NA

3313 LLSAELYCRAGSL gi|115528764|gb|AAI25231.1| CAMSAP1L1 protein [Homo sapiens]NA

3314 TLYEINYKAVGSL gi|117949771|sp|O14522|PTPRT_HUMAN Receptor-type tyrosine-protein phosphatase T precursor (R-PTP-T) (RPTP-rho) NA

3315 KELEAKYENSIIM gi|74710067|sp|Q6R2W3|ZN452_HUMAN Protein ZNF452 NA

3316 RRFTEIYEFHKTL gi|127946|sp|P14598|NCF1_HUMAN Neutrophil cytosol factor 1 (NCF-1) (Neutrophil NADPH oxidase factor 1) (47 kDa neutrophil oxidase factor) (p47-phox) (NCF-47K) (47 kDa autosomal chronic granulomatous disease protein) (Nox organizer 2) (Nox-organizing protein 2) (SH3 and PX domain-containing protein 1A) NA

3317 LLQETLYMCVGIM gi|5921731|sp|O95067|CCNB2_HUMAN G2/mitotic-specific cyclin-B2 NA

3318 PIHCPDYLRSAKM gi|149274624|ref|NP_112177.2| limb bud and heart development homolog [Homo sapiens] NA

3319 PSDKFIYATVKQS gi|548377|sp|Q05586|NMDZ1_HUMAN Glutamate [NMDA] receptor subunit zeta-1 precursor (N-methyl-D-aspartate receptor subunit NR1) NA

3320 QEDGGVYSSSGLK gi|97536202|sp|P16591|FER_HUMAN Proto-oncogene tyrosine-protein kinase FER (p94-FER) (c-FER) (Tyrosine kinase 3) [QEDGGVYSSSGLK|Y|714|P16591|10998246;17192257|QEDGGVYSSSGLK|Y|715|P70451|15592455|]

3321 QRDSSYYWEIEAS gi|125651|sp|P04049|RAF1_HUMAN RAF proto-oncogene serine/threonine-protein kinase (Raf-1) (C-RAF) (cRaf) [QRDSSYYWEIEAS|Y|341|P04049|10205168|Src|[P12931:SRC_HUMAN]QRDSSYYWEIEAS|Y|341|Q99N57|10205168|]

3322 RGPEENYSRPEAP gi|3334210|sp|O15379|HDAC3_HUMAN Histone deacetylase 3 (HD3) (RPD3-2) (SMAP45) NA

3323 RKDRMSYHVRSHD gi|3024110|sp|P56270|MAZ_HUMAN Myc-associated zinc finger protein (MAZI) (Purine-binding transcription factor) (Pur-1) (ZF87) (ZIF87) NA

3324 RSPLSDYMNLDFS gi|62298062|sp|Q9Y4H2|IRS2_HUMAN Insulin receptor substrate 2 (IRS-2) NA

3325 DLEFTIYDDDDVS gi|130848|sp|P25786|PSA1_HUMAN Proteasome subunit alpha type 1 (Proteasome component C2) (Macropain subunit C2) (Multicatalytic endopeptidase complex subunit C2) (Proteasome nu chain) (30 kDa prosomal protein) (PROS-30) NA

3326 DTSDPTYTSSLGG gi|1706663|sp|P54762|EPHB1_HUMAN Ephrin type-B receptor 1 precursor (Tyrosine-protein kinase receptor EPH-2) (NET) (HEK6) (ELK) [DTSDPTYTSSLGG|Y|778|P54762|12925710|]

3327 <<Marker>> contol_spot NA



3328 EAPEDLYKDFLTL gi|9087218|sp|P35968|VGFR2_HUMAN Vascular endothelial growth factor receptor 2 precursor (VEGFR-2) (Kinase insert domain receptor) (Protein-tyrosine kinase receptor Flk-1) (CD309 antigen) [EAPEDLYKDFLTL|Y|996|P35968|10579917|KDR|[P35968:VGFR2_HUMAN]]

3329 EEELSNYICMGGK gi|547738|sp|P35568|IRS1_HUMAN Insulin receptor substrate 1 (IRS-1) [EEELSNYICMGGK|Y|460|P35570|7504175|InsR|[P06213:INSR_HUMAN]]

3330 EIGVGAYGTVYKA gi|1168867|sp|P11802|CDK4_HUMAN Cell division protein kinase 4 (Cyclin-dependent kinase 4) (PSK-J3) NA

3331 EPKDDAYPLYSDF gi|90110048|sp|P06401|PRGR_HUMAN Progesterone receptor (PR) NA

3332 KVDEVLYEDSSTA gi|1706921|sp|P49914|MTHFS_HUMAN 5-formyltetrahydrofolate cyclo-ligase (5 10-methenyl-tetrahydrofolate synthetase) (Methenyl-THF synthetase) (MTHFS) NA

3333 VVDADEYLIPQQG gi|2811086|sp|P00533|EGFR_HUMAN Epidermal growth factor receptor precursor (Receptor tyrosine-protein kinase ErbB-1) [VVDADEYLIPQQG|Y|1016|P00533|8845374;7680558;15302935|EGFR|[P00533:EGFR_HUMAN]VVDADEYLIPQQG|Y|1018|Q01279|16123117|]

3334 TAENAEYLRVAPQ gi|2811086|sp|P00533|EGFR_HUMAN Epidermal growth factor receptor precursor (Receptor tyrosine-protein kinase ErbB-1) [TAENAEYLRVAPQ|Y|1197|P00533|8845374;15302935;17081983|EGFR|[P00533:EGFR_HUMAN]]

3335 AFDNLYYWDQDPP gi|119533|sp|P04626|ERBB2_HUMAN Receptor tyrosine-protein kinase erbB-2 precursor (p185erbB2) (C-erbB-2) (NEU proto-oncogene) (Tyrosine kinase-type cell surface receptor HER2) (MLN 19) (CD340 antigen) [AFDNLYYWDQDPP|Y|1222|P04626|11500516|ErbB2|[P04626:ERBB2_HUMAN]]

3336 LAVSEEYLDLRLT gi|13432140|sp|P22455|FGFR4_HUMAN Fibroblast growth factor receptor 4 precursor (FGFR-4) (CD334 antigen) [LAVSEEYLDLRLT|Y|754|P22455|N.N.;8576110|FGFR4|[P22455:FGFR4_HUMAN]]

3337 PEGGVDYKNIHLE gi|547770|sp|P07333|CSF1R_HUMAN Macrophage colony-stimulating factor 1 receptor precursor (CSF-1-R) (Fms proto-oncogene) (c-fms) (CD115 antigen) [PEGGVDYKNIHLE|Y|699|P07333|N.N.|]

3338 VDGKEIYNTIRRK gi|121743|sp|P20936|RASA1_HUMAN Ras GTPase-activating protein 1 (GTPase-activating protein) (GAP) (Ras p21 protein activator) (p120GAP) (RasGAP) [VDGKEIYNTIRRK|Y|460|P20936|1850098|EGFR;PDGFR_group|[P00533:EGFR_HUMAN]]

3339 ENEDDGYDVPKPP gi|115855|sp|P22681|CBL_HUMAN E3 ubiquitin-protein ligase CBL (Signal transduction protein CBL) (Proto-oncogene c-CBL) (Casitas B-lineage lymphoma proto-oncogene) (RING finger protein 55) [ENEDDGYDVPKPP|Y|774|P22681|9525940;12522270;12604776;10829062|Fyn;Lck;Abl;Syk;Src;InsR|[P06241:FYN_HUMAN,P06239:LCK_HUMAN,P00519:ABL1_HUMAN,P43405:KSYK_HUMAN,P12931:SRC_HUMAN,P06213:INSR_HUMAN]]

3340 HQLRIQYGTSKGK gi|115311627|sp|P28370|SMCA1_HUMAN Probable global transcription activator SNF2L1 (Nucleosome remodeling factor subunit SNF2L) (ATP-dependent helicase SMARCA1) (SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily A member 1) NA

3341 RVGTKRYMAPEVL gi|119631843|gb|EAX11438.1| activin A receptor  type I  isoform CRA_a [Homo sapiens]NA

3342 ETSKLIYDFIEDQ gi|1722836|sp|P42768|WASP_HUMAN Wiskott-Aldrich syndrome protein (WASp) [ETSKLIYDFIEDQ|Y|291|P42768|10068673;12235133;15592455;12769847|BTK;HCK|[Q06187:BTK_HUMAN,P08631:HCK_HUMAN]]

3343 NFMMTPYVVTRYY gi|85700366|sp|P45984|MK09_HUMAN Mitogen-activated protein kinase 9 (Stress-activated protein kinase JNK2) (c-Jun N-terminal kinase 2) (JNK-55) [NFMMTPYVVTRYY|Y|185|P45984|11062067;15755722;17192257|MAP2K4|[P45985:MP2K4_HUMAN]NFMMTPYVVTRYY|Y|185|Q9WTU6|15833743;16061178;17242355;15647289|]

3344 FCRESRYMDQWVP gi|120751|sp|P24522|GA45A_HUMAN Growth arrest and DNA-damage-inducible protein GADD45 alpha (DNA-damage-inducible transcript 1) (DDIT1) NA

3345 SIFTPEYDDSRIR gi|97536681|sp|Q9Y2U5|M3K2_HUMAN Mitogen-activated protein kinase kinase kinase 2 (MAPK/ERK kinase kinase 2) (MEK kinase 2) (MEKK 2) NA

3346 LHREEMYIFMEYC gi|6685621|sp|Q9Y6R4|M3K4_HUMAN Mitogen-activated protein kinase kinase kinase 4 (MAPK/ERK kinase kinase 4) (MEK kinase 4) (MEKK 4) (MAP three kinase 1) NA

3347 RIRMGQYEFPNPE gi|1346538|sp|P49137|MAPK2_HUMAN MAP kinase-activated protein kinase 2 (MAPK-activated protein kinase 2) (MAPKAP kinase 2) (MAPKAPK-2) (MK2) NA

3348 <<Marker>> contol_spot NA

3349 FSPDGKYLASGSD gi|110282967|sp|P32479|HIR1_YEAST Protein HIR1 (Histone transcription regulator 1) NA

3350 PSDYGDYVKKPRV gi|586313|sp|P38128|SMP1_YEAST Transcription factor SMP1 NA

3351 DQENCVYETVVLP gi|74725796|sp|Q53EL6|PDCD4_HUMAN Programmed cell death protein 4 (Nuclear antigen H731-like) (Neoplastic transformation inhibitor protein) (Protein 197/15a) NA

3352 SGVSYGYWGCAIG gi|130859|sp|P25788|PSA3_HUMAN Proteasome subunit alpha type 3 (Proteasome component C8) (Macropain subunit C8) (Multicatalytic endopeptidase complex subunit C8) NA

3353 THTVPIYEGYALP gi|117167827|gb|AAI13037.1| ACTB protein [Homo sapiens][THTVPIYEGYALP|Y|166|P60710|15592455|]

3354 EGDNVNYDWIHWD gi|67465046|sp|Q04446|GLGB_HUMAN 1 4-alpha-glucan-branching enzyme (Glycogen-branching enzyme) (Brancher enzyme) [EGDNVNYDWIHWD|Y|173|Q04446|15592455|]

3355 RWYPEEYEFAPKK gi|116242694|sp|Q9Y3B8|ORN_HUMAN Oligoribonuclease  mitochondrial precursor (Small fragment nuclease) (RNA exonuclease 2 homolog) [RWYPEEYEFAPKK|Y|184|Q9Y3B8|15592455|]

3356 EVTICNYEASANP gi|74752536|sp|Q9GZP4|CA128_HUMAN UPF0424 protein C1orf128 [EVTICNYEASANP|Y|189|Q9GZP4|15592455|]

3357 LDPVEVYESLPEE gi|21542000|sp|Q16543|CDC37_HUMAN Hsp90 co-chaperone Cdc37 (Hsp90 chaperone protein kinase-targeting subunit) (p50Cdc37) [LDPVEVYESLPEE|Y|298|Q16543|15592455|]

3358 ATENDIYNFFSPL gi|1710632|sp|P31943|HNRH1_HUMAN Heterogeneous nuclear ribonucleoprotein H (hnRNP H) [ATENDIYNFFSPL|Y|306|P31943|15592455|]

3359 LKVLYQYKEKQYM gi|45476775|sp|O95373|IPO7_HUMAN Importin-7 (Imp7) (Ran-binding protein 7) (RanBP7) NA

3360 PMDTSVYESPYSD gi|1177044|sp|P43403|ZAP70_HUMAN Tyrosine-protein kinase ZAP-70 (70 kDa zeta-associated protein) (Syk-related tyrosine kinase) [PMDTSVYESPYSD|Y|315|P43403|11828374;7798261;12522270;15592455;16094384;10037717|ZAP70|[P43403:ZAP70_HUMAN]]

3361 SVYESPYSDPEEL gi|1177044|sp|P43403|ZAP70_HUMAN Tyrosine-protein kinase ZAP-70 (70 kDa zeta-associated protein) (Syk-related tyrosine kinase) [SVYESPYSDPEEL|Y|319|P43403|10202147;10318843;12522270;15592455;16094384;10037717;15268851;15292262|]

3362 HSGENPYECLECG gi|14548338|sp|O43296|ZN264_HUMAN Zinc finger protein 264'][HSGENPYECLECG|Y|343|O43296|15592455|]

3363 GPEQEEYSTFVID gi|13959562|sp|Q14644|RASA3_HUMAN Ras GTPase-activating protein 3 (GAP1(IP4BP)) (Ins P4-binding protein) [GPEQEEYSTFVID|Y|765|Q60790|15592455|]

3364 DNDDDLYG gi|6094447|sp|P55072|TERA_HUMAN Transitional endoplasmic reticulum ATPase (TER ATPase) (15S Mg(2+)-ATPase p97 subunit) (Valosin-containing protein) (VCP) [DNDDDLYG|Y|805|P55072|15592455|DNDDDLYG|Y|805|Q01853|15592455|]

3365 PASVTDYQNVSFS gi|20138768|sp|Q9NZM3|ITSN2_HUMAN Intersectin-2 (SH3 domain-containing protein 1B) (SH3P18) (SH3P18-like WASP-associated protein)'NA

3366 PQYNIQYSSSAAV gi|116242614|sp|Q96RT1|LAP2_HUMAN Protein LAP2 (Erbb2-interacting protein) (Erbin) (Densin-180-like protein) [PQYNIQYSSSAAV|Y|981|Q96RT1|15592455|]

3367 EGDYLSYREFHSA gi|116242614|sp|Q96RT1|LAP2_HUMAN Protein LAP2 (Erbb2-interacting protein) (Erbin) (Densin-180-like protein) [EGDYLSYREFHSA|Y|1107|Q96RT1|15592455|]

3368 ESLESLYFTPIPA gi|145559510|sp|Q14980|NUMA1_HUMAN Nuclear mitotic apparatus protein 1 (NuMA protein) (SP-H antigen) [ESLESLYFTPIPA|Y|1774|Q14980|15592455|]

3369 <<Marker>> contol_spot NA

3370 PPAEDVYDVPPPA gi|8134339|sp|P56945|BCAR1_HUMAN Breast cancer anti-estrogen resistance protein 1 (CRK-associated substrate) (p130cas) NA

3371 PPAPDLYDVPPGL gi|8134339|sp|P56945|BCAR1_HUMAN Breast cancer anti-estrogen resistance protein 1 (CRK-associated substrate) (p130cas) [PPAPDLYDVPPGL|Y|376|Q61140|15592455|]

3372 RVKEEGYELPYNP gi|17366642|sp|Q99704|DOK1_HUMAN Docking protein 1 (Downstream of tyrosine kinase 1) (p62(dok)) (pp62) [RVKEEGYELPYNP|Y|398|Q99704|12087092;11551902;10688886;15592455;16094384|InsR|[P06213:INSR_HUMAN]]

3373 TQDSGFY gi|41019126|sp|P60228|IF36_HUMAN Eukaryotic translation initiation factor 3 subunit 6 (eIF-3 p48) (eIF3e) (Viral integration site protein INT-6 homolog) [TQDSGFY|Y|445|P60229|15592455|]

3374 EVGTGQYATTKGI gi|17433099|sp|Q9Y2J2|E41L3_HUMAN Band 4.1-like protein 3 (4.1B) (Differentially expressed in adenocarcinoma of the lung protein 1) (DAL-1) [EVGTGQYATTKGI|Y|479|Q9WV92|15592455|]

3375 PLDGSPYAQVQRP gi|150416153|sp|Q63HR2|TENC1_HUMAN Tensin-like C1 domain-containing phosphatase (C1 domain-containing phosphatase and tensin homolog) (C1-TEN) (Tensin-2) NA

3376 QLKEPSYSDPISH gi|1177049|sp|P46974|ZMS1_YEAST Zinc finger protein ZMS1 NA

3377 SISSPSYSSPSFS gi|544474|sp|P14064|HAP4_YEAST Transcriptional activator HAP4 NA

3378 DQKKPFYEEFRTN gi|547746|sp|P33417|IXR1_YEAST Intrastrand cross-link recognition protein (Structure-specific recognition protein) (SSRP) NA

3379 SAKELGYENGLED gi|114834|sp|P22035|BAS1_YEAST Myb-like DNA-binding protein BAS1 NA



3380 DTQDEEYVQHHDN gi|113022|sp|P21192|ACE2_YEAST Metallothionein expression activator NA

3381 IHCNSVYECIKFL gi|3123263|sp|P48743|RFX1_YEAST RFX-like DNA-binding protein RFX1 NA

3382 LKWDYTYANMTFQ gi|90110827|sp|P17181|INAR1_HUMAN Interferon-alpha/beta receptor alpha chain precursor (IFN-alpha-REC) NA

3383 YLFMGDYVDRGYY gi|54038809|sp|P67775|PP2AA_HUMAN Serine/threonine-protein phosphatase 2A catalytic subunit alpha isoform (PP2A-alpha) (Replication protein C) (RP-C) NA

3384 MVRMAAYTDEGGK gi|729833|sp|P40189|IL6RB_HUMAN Interleukin-6 receptor subunit beta precursor (IL-6R-beta) (Interleukin-6 signal transducer) (Membrane glycoprotein 130) (gp130) (Oncostatin-M receptor alpha subunit) (CD130 antigen) (CDw130) NA

3385 AEDNLEYVRTLYD gi|1169094|sp|P46109|CRKL_HUMAN Crk-like protein NA

3386 AENDDTYKDDVNH gi|148887396|sp|Q13233|M3K1_HUMAN Mitogen-activated protein kinase kinase kinase 1 (MAPK/ERK kinase kinase 1) (MEK kinase 1) (MEKK 1)NA

3387 GAEEGIYTLNLHE gi|45593475|sp|Q12851|M4K2_HUMAN Mitogen-activated protein kinase kinase kinase kinase 2 (MAPK/ERK kinase kinase kinase 2) (MEK kinase kinase 2) (MEKKK 2) (Germinal center kinase) (GC kinase) (Rab8-interacting protein) (B lymphocyte serine/threonine-protein kinase) NA

3388 PLRNEKYLASVAA gi|62901464|sp|Q92547|TOPB1_HUMAN DNA topoisomerase 2-binding protein 1 (DNA topoisomerase II-binding protein 1) (DNA topoisomerase IIbeta-binding protein 1) (TopBP1)NA

3389 QTVFPDYTNPNCA gi|21431783|sp|O43451|MGA_HUMAN Maltase-glucoamylase  intestinal [Includes: Maltase (Alpha-glucosidase); Glucoamylase (Glucan 1 4-alpha-glucosidase)] NA

3390 <<Marker>> contol_spot NA

3391 ADDESDYYCVLYM gi|119579897|gb|EAW59493.1| hCG2010519 [Homo sapiens]NA

3392 DQCKDGYIGPNCN gi|116242627|sp|Q9H1U4|MEGF9_HUMAN Multiple epidermal growth factor-like domains 9 precursor (EGF-like domain-containing protein 5) (Multiple EGF-like domain protein 5) NA

3393 GSSCNKYERLKAN gi|57015325|sp|Q9Y6U3|ADSV_HUMAN Adseverin (Scinderin) NA

3394 IQDMTGYKNFSCN gi|74760489|sp|Q8TDW0|LRC8C_HUMAN Leucine-rich repeat-containing protein 8C (Protein AD158) NA

3395 GQRECDYSIDGIN gi|26400725|sp|Q9Y4G6|TLN2_HUMAN Talin-2'NA

3396 LDKEEQYMQWKIN gi|119600046|gb|EAW79640.1| WD repeat domain 52  isoform CRA_a [Homo sapiens]NA

3397 TVEGNTYVTNVHN gi|114646051|ref|XP_001150646.1| PREDICTED: hypothetical protein [Pan troglodytes]NA

3398 CLGEDLYNSSLKN gi|23821932|sp|Q8TDX9|PK1L1_HUMAN Polycystic kidney disease 1-like 1 protein (Polycystin-1L1) NA

3399 FSSMEYYSSCHKN gi|44887883|sp|Q14264|ENR1_HUMAN HERV-R_7q21.2 provirus ancestral Env polyprotein precursor (Envelope polyprotein) (ERV3 envelope protein) (ERV-3 envelope protein) (HERV-R envelope protein) (ERV-R envelope protein) [Contains: Surface protein (SU); Transmembrane protein (TM)]']NA

3400 LLSMNLYELIKKN gi|148887370|sp|Q92630|DYRK2_HUMAN Dual specificity tyrosine-phosphorylation-regulated kinase 2 NA

3401 RWRKPTYSDKAQN gi|133777742|gb|AAI10441.1| CWF19L2 protein [Homo sapiens]NA

3402 AYYDVDYEKNAKG gi|2507461|sp|P30101|PDIA3_HUMAN Protein disulfide-isomerase A3 precursor (Disulfide isomerase ER-60) (ERp60) (58 kDa microsomal protein) (p58) (ERp57) (58 kDa glucose-regulated protein) NA

3403 ERFWESYIYNGKG gi|20140421|sp|O14669|TMG2_HUMAN Transmembrane gamma-carboxyglutamic acid protein 2 precursor (Proline-rich Gla protein 2) (Proline-rich gamma-carboxyglutamic acid protein 2) NA

3404 GEFEDYYEGLSIG gi|124297121|gb|AAI31725.1| CAPS2 protein [Homo sapiens]NA

3405 HSCKEGYVKDLKG gi|24638219|sp|Q96KP1|EXOC2_HUMAN Exocyst complex component 2 (Exocyst complex component Sec5) NA

3406 LEDSDCYEKEAKG gi|119569941|gb|EAW49556.1| hCG2036763 [Homo sapiens]NA

3407 IDWGEEYSNSGGG gi|22256935|sp|Q96TA1|NIBL_HUMAN Niban-like protein (Meg-3) NA

3408 FWDEFGYLSANWN gi|114152840|sp|Q9Y6X9|MORC2_HUMAN MORC family CW-type zinc finger protein 2 (Zinc finger CW-type coiled-coil domain protein 1)NA

3409 GSSQDTYVLHLVN gi|23397655|ref|NP_115993.2| alpha/beta hydrolase domain containing protein 1 [Homo sapiens] NA

3410 MEVSSKYVKLNWN gi|146345397|sp|Q99715|COCA1_HUMAN Collagen alpha-1(XII) chain precursor NA

3411 PRGTPEYVKFARQ gi|148877240|sp|P20648|ATP4A_HUMAN Potassium-transporting ATPase alpha chain 1 (Proton pump) (Gastric H(+)/K(+) ATPase subunit alpha) NA

3412 IVTVDGYVDPSGG gi|13959561|sp|Q13485|SMAD4_HUMAN Mothers against decapentaplegic homolog 4 (SMAD 4) (Mothers against DPP homolog 4) (Deletion target in pancreatic carcinoma 4) (hSMAD4) NA

3413 PMDENCYEQMKAR gi|74749223|sp|Q6PIZ9|TRAT1_HUMAN T-cell receptor-associated transmembrane adapter 1 (T-cell receptor-interacting molecule) (TRIM) (pp29/30) NA

3414 SLEEEKYDMSGAR gi|12231007|sp|P31944|CASPE_HUMAN Caspase-14 precursor (CASP-14) [Contains: Caspase-14 subunit 1; Caspase-14 subunit 2] NA

3415 TTKHPDYAILAAR gi|132608|sp|P23921|RIR1_HUMAN Ribonucleoside-diphosphate reductase large subunit (Ribonucleoside-diphosphate reductase M1 subunit) (Ribonucleotide reductase large chain) NA

3416 AEEWGQYVDLPKG gi|119371160|sp|Q96CN7|ISOC1_HUMAN Isochorismatase domain-containing protein 1 NA

3417 QWYKPHYQNSGGG gi|143811435|sp|Q13370|PDE3B_HUMAN cGMP-inhibited 3' 5'-cyclic phosphodiesterase B (Cyclic GMP-inhibited phosphodiesterase B) (CGI-PDE B) (CGIPDE1) (CGIP1) NA

3418 FLLDSDYERIELG gi|26454656|sp|O95248|MTMR5_HUMAN Myotubularin-related protein 5 (SET-binding factor 1) (Sbf1)NA

3419 CGSSDSYVGYNDR gi|119587532|gb|EAW67128.1| hCG39183 [Homo sapiens]NA

3420 HMSEFAYTRNYDR gi|3954897|emb|CAA10122.1| hypothetical protein [Homo sapiens]NA

3421 VPKEDIYSGGGGG gi|8134660|sp|Q13151|ROA0_HUMAN Heterogeneous nuclear ribonucleoprotein A0 (hnRNP A0) [VPKEDIYSGGGGG|Y|180|Q13151|15592455|]

3422 SLSDPCYYNKVDR gi|12644413|sp|Q14202|ZMYM3_HUMAN Zinc finger MYM-type protein 3 (Zinc finger protein 261) NA

3423 VMDELGYMYFRDR gi|74749156|sp|Q6PCB7|S27A1_HUMAN Long-chain fatty acid transport protein 1 (Fatty acid transport protein 1) (FATP-1) (Solute carrier family 27 member 1) NA

3424 EADEKTYNDALFR gi|20532022|sp|Q9NY35|CLDND_HUMAN Claudin domain-containing protein 1 (Membrane protein GENX-3745) NA

3425 FEVEDGYDLEAVL gi|12643252|sp|Q9UIV8|SPB13_HUMAN Serpin B13 (Hurpin) (HaCaT UV-repressible serpin) (Proteinase inhibitor 13) (Headpin) NA

3426 GSYSPGYAKINKR gi|17433089|sp|Q9UHC6|CNTP2_HUMAN Contactin-associated protein-like 2 precursor (Cell recognition molecule Caspr2) NA

3427 IQVEEPYYDCHEC gi|74762724|sp|Q9GZU2|PEG3_HUMAN Paternally expressed gene 3 protein (Zinc finger and SCAN domain-containing protein 24) NA

3428 LQCPDGYAIGSEC gi|56405374|sp|Q13219|PAPPA_HUMAN Pappalysin-1 precursor (Pregnancy-associated plasma protein-A) (PAPP-A) (Insulin-like growth factor-dependent IGF-binding protein 4 protease) (IGF-dependent IGFBP-4 protease) (IGFBP-4ase)NA

3429 PVMEFDYVICEEC gi|139816|sp|P23025|XPA_HUMAN DNA-repair protein complementing XP-A cells (Xeroderma pigmentosum group A-complementing protein) NA

3430 RSFSSDYTHLPEC gi|59803113|sp|Q9HCF6|TRPM3_HUMAN Transient receptor potential cation channel subfamily M member 3 (Long transient receptor potential channel 3) (LTrpC3) (Melastatin-2) (MLSN2)NA

3431 CRKNGLYTRSPPR gi|90183175|sp|Q58EX2|SDK2_HUMAN Protein sidekick-2 precursorNA



3432 LHSHPAYVAHCVL gi|115502131|sp|Q8WW18|CQ050_HUMAN Uncharacterized protein C17orf50 NA

3433 NNFYEYYVDDPPR gi|2506906|sp|P30047|GFRP_HUMAN GTP cyclohydrolase 1 feedback regulatory protein (GTP cyclohydrolase I feedback regulatory protein) (GFRP) (p35) NA

3434 VPSEGAYDIILPR gi|46396014|sp|Q9NQ84|GPC5C_HUMAN G-protein coupled receptor family C group 5 member C precursor (Retinoic acid-induced gene 3 protein) (RAIG-3) NA

3435 LACGEKYQVLARR gi|119607881|gb|EAW87475.1| PHD finger protein 19  isoform CRA_a [Homo sapiens]NA

3436 YLSQEEYEAWSQR gi|20137932|sp|Q9BXL6|CAR14_HUMAN Caspase recruitment domain-containing protein 14 (CARD-containing MAGUK protein 2) (Carma 2) NA

3437 CEDCSQYHDSECP gi|118572696|sp|P57071|PRD15_HUMAN PR domain zinc finger protein 15 (PR domain-containing protein 15) (Zinc finger protein 298)'NA

3438 VGFEDSYGQEPTL gi|46397079|sp|P60852|ZP1_HUMAN Zona pellucida sperm-binding protein 1 precursor (Zona pellucida glycoprotein 1) (Zp-1)']NA

3439 HDCCLKYINLKAS gi|17380310|sp|Q12874|SF3A3_HUMAN Splicing factor 3A subunit 3 (Spliceosome-associated protein 61) (SAP 61) (SF3a60) NA

3440 LLLELDYADFGCP gi|74748436|sp|Q6EMK4|VASN_HUMAN Vasorin precursor (Protein Slit-like 2) NA

3441 VPVEFHYENMHAS gi|20455187|sp|Q9H4D5|NXF3_HUMAN Nuclear RNA export factor 3 (TAP-like protein 3) (TAPL-3) NA

3442 CTEGTTYVCSVCP gi|17380345|sp|Q9HC78|ZBT20_HUMAN Zinc finger and BTB domain-containing protein 20 (Zinc finger protein 288) (Dendritic-derived BTB/POZ zinc finger protein) NA

3443 QLFNVLYEKKGES gi|13632817|sp|Q9UQ80|PA2G4_HUMAN Proliferation-associated protein 2G4 (Cell cycle protein p38-2G4 homolog) (hG4-1) (ErbB3-binding protein 1) NA

3444 WKRSIGYDDTDES gi|21264409|sp|Q99541|ADFP_HUMAN Adipophilin (Adipose differentiation-related protein) (ADRP) NA

3445 CWKNPLYPFPGFS gi|143811435|sp|Q13370|PDE3B_HUMAN cGMP-inhibited 3' 5'-cyclic phosphodiesterase B (Cyclic GMP-inhibited phosphodiesterase B) (CGI-PDE B) (CGIPDE1) (CGIP1) NA

3446 FWEQSDYVPVEFS gi|71151936|sp|Q9BYG8|MLZE_HUMAN Melanoma-derived leucine zipper-containing extranuclear factor NA

3447 PLRVDKYEIPQES gi|113430861|ref|XP_945634.2| PREDICTED: similar to myomegalin [Homo sapiens] NA

3448 ANDSLAYSDSAGS gi|114150022|sp|Q7Z3D4|LYSM3_HUMAN LysM and putative peptidoglycan-binding domain-containing protein 3 NA

3449 WKDAPYYINLVEM gi|17366834|sp|Q9H251|CAD23_HUMAN Cadherin-23 precursor (Otocadherin) NA

3450 SNRETIYPNASLL gi|6166048|sp|P31997|CEAM8_HUMAN Carcinoembryonic antigen-related cell adhesion molecule 8 precursor (Carcinoembryonic antigen CGM6) (Nonspecific cross-reacting antigen NCA-95) (CD67 antigen) (CD66b antigen) NA

3451 IYTLIHYINQRPS gi|13878337|sp|Q13315|ATM_HUMAN Serine-protein kinase ATM (Ataxia telangiectasia mutated) (A-T  mutated) NA

3452 KIGEGTYGVVYKA gi|119609759|gb|EAW89353.1| cyclin-dependent kinase 3  isoform CRA_a [Homo sapiens] [KIGEGTYGVVYKA|Y|15|P04551|90044040|KIGEGTYGVVYKA|Y|15|P24941|1396589;7743995;15302935;15144186;15659558;17192257|KIGEGTYGVVYKA|Y|15|Q00526|17081983|KIGEGTYGVVYKA|Y|15|P97377|11509654|]

3453 NAYRQLYLNPKGD gi|30172802|sp|Q15021|CND1_HUMAN Condensin complex subunit 1 (Non-SMC condensin I complex subunit D2) (Chromosome condensation-related SMC-associated protein 1) (Chromosome-associated protein D2) (hCAP-D2) (XCAP-D2 homolog) NA

3454 KLNTEEYLRVIGK gi|1723117|sp|P50748|KNTC1_HUMAN Kinetochore-associated protein 1 (Rough deal homolog) (hRod) (HsROD) (Rod) NA

3455 GSDANTYANLCQL gi|18202620|sp|Q92743|HTRA1_HUMAN Serine protease HTRA1 precursor (L56) (Serine protease 11) NA

3456 KYIKDKYPNLQVI gi|124419|sp|P12268|IMDH2_HUMAN Inosine-5'-monophosphate dehydrogenase 2 (IMP dehydrogenase 2) (IMPDH-II) (IMPD 2) NA

3457 NPPPEAYGPPRAL gi|13629029|sp|Q08397|LOXL1_HUMAN Lysyl oxidase homolog 1 precursor (Lysyl oxidase-like protein 1) (LOL) NA

3458 DPLTETYGIPFYL gi|47606438|sp|P61599|NAT5_HUMAN N-acetyltransferase 5 NA

3459 LTPSFEYQPDPWN gi|1709333|sp|P29475|NOS1_HUMAN Nitric-oxide synthase  brain (NOS type I) (Neuronal NOS) (N-NOS) (nNOS) (Constitutive NOS) (NC-NOS) (bNOS) NA

3460 STSLVGYLRVQGV gi|48429265|sp|Q9UKG9|OCTC_HUMAN Peroxisomal carnitine O-octanoyltransferase (COT) NA

3461 YVGTNAYMAPERI gi|118572669|sp|Q13163|MP2K5_HUMAN Dual specificity mitogen-activated protein kinase kinase 5 (MAP kinase kinase 5) (MAPKK 5) (MAPK/ERK kinase 5) NA

3462 EISEDVYTAVEHS gi|25453223|sp|Q9ULU4|PKCB1_HUMAN Protein kinase C-binding protein 1 (Rack7) (Cutaneous T-cell lymphoma-associated antigen se14-3) (CTCL tumor antigen se14-3) (Zinc finger MYND domain-containing protein 8) NA

3463 EDNQETYLNISQV gi|14423909|sp|O94768|ST17B_HUMAN Serine/threonine-protein kinase 17B (DAP kinase-related apoptosis-inducing protein kinase 2) NA

3464 EAGTQRYMAPELL gi|9087133|sp|Q16671|AMHR2_HUMAN Anti-Muellerian hormone type-2 receptor precursor (Anti-Muellerian hormone type II receptor) (AMH type II receptor) (MIS type II receptor) (MISRII) (MRII) NA

3465 QVGTRRYMAPEVL gi|97535735|sp|Q13705|AVR2B_HUMAN Activin receptor type-2B precursor (Activin receptor type IIB) (ACTR-IIB) NA

3466 LCFLVFYIIPLSI gi|416726|sp|P32247|BRS3_HUMAN Bombesin receptor subtype-3 (BRS-3) NA

3467 DGHEYIYVDPMQL gi|129892|sp|P16234|PGFRA_HUMAN Alpha-type platelet-derived growth factor receptor precursor (PDGF-R-alpha) (CD140a antigen) [DGHEYIYVDPMQL|Y|581|P09619|8617789|PDGFR beta|[P09619:PGFRB_HUMAN]DGHEYIYVDPMQL|Y|574|P16234|11818394|]

3468 QADTTQYVPMLER gi|129892|sp|P16234|PGFRA_HUMAN Alpha-type platelet-derived growth factor receptor precursor (PDGF-R-alpha) (CD140a antigen) [QADTTQYVPMLER|Y|742|P16234|11818394|]

3469 DYPLAFYINPWSK gi|33112422|sp|Q16827|PTPRO_HUMAN Receptor-type tyrosine-protein phosphatase O precursor (Glomerular epithelial protein 1) (Protein tyrosine phosphatase U2) (PTPase U2) (PTP-U2) NA

3470 DGESSNYINAALM gi|117949771|sp|O14522|PTPRT_HUMAN Receptor-type tyrosine-protein phosphatase T precursor (R-PTP-T) (RPTP-rho) NA

3471 VCMLFEYINQGDL gi|118572711|sp|Q01973|ROR1_HUMAN Tyrosine-protein kinase transmembrane receptor ROR1 precursor (Neurotrophic tyrosine kinase  receptor-related 1) NA

3472 RQEEPEYENVVPI gi|20140022|sp|Q14162|SREC_HUMAN Endothelial cells scavenger receptor precursor (Acetyl LDL receptor) (Scavenger receptor class F member 1) NA

3473 FVCSGAYVITRGS gi|119630463|gb|EAX10058.1| ATP-binding cassette  sub-family C (CFTR/MRP)  member 13  isoform CRA_a [Homo sapiens]NA

3474 LLCKISYVDTYPC gi|74733473|sp|Q9BYG0|B3GN5_HUMAN UDP-GlcNAc:betaGal beta-1 3-N-acetylglucosaminyltransferase 5 (Beta3Gn-T5) (BGnT-5) (Beta1 3-N-Acetylglucosaminyltransferase-5) (Lactotriaosylceramide synthase) (Lc(3)Cer synthase) (Lc3 synthase) NA

3475 HTEDDIYKLSLVL gi|34395670|sp|Q8IV61|GRP3_HUMAN RAS guanyl-releasing protein 3 (Calcium and DAG-regulated guanine nucleotide exchange factor III) (Guanine nucleotide exchange factor for Rap1) NA

3476 CLPGTDYVLKDHS gi|37089988|sp|Q9UI38|TSP50_HUMAN Testis-specific protease-like protein 50 precursor NA

3477 PEHEGCYLSVGHS gi|22001808|sp|Q9Y5X9|LIPE_HUMAN Endothelial lipase precursor (Endothelial cell-derived lipase) (EDL) (EL) NA

3478 VVTREDYEENGHS gi|27923737|sp|Q9GZN1|ARP6_HUMAN Actin-related protein 6 (hArp6) (hARPX) NA

3479 HNVKPEYLDAYNS gi|17380144|sp|Q9BPW8|NIPS1_HUMAN Protein NipSnap1 NA

3480 RYREVHYVLLDPS gi|118573083|sp|Q3KNT7|NSN5B_HUMAN NOL1/NOP2/Sun domain family member 5B (Williams-Beuren syndrome chromosomal region 20B protein) NA

3481 FYADPNYASEKPS gi|74760694|sp|Q96A28|SLAF9_HUMAN SLAM family member 9 precursor (CD2 family member 10) (CD2F-10) (CD84 homolog 1) (CD84-H1) NA

3482 GMKNTSYVLKHPS gi|74751215|sp|Q8ND82|SUHW3_HUMAN Suppressor of hairy wing homolog 3 NA

3483 QTIDDYYTDASPS gi|134035377|sp|Q8WU67|ABHD3_HUMAN Abhydrolase domain-containing protein 3 (Lung alpha/beta hydrolase 3) NA



3484 DIEEPIYTMDKQS gi|145503430|ref|XP_001437691.1| hypothetical protein [Paramecium tetraurelia] NA

3485 QEESTKYFNFATS gi|12643717|sp|Q13349|ITAD_HUMAN Integrin alpha-D precursor (Leukointegrin alpha D) (ADB2) (CD11d antigen) NA

3486 FHYEFSYQIGNTS gi|23821932|sp|Q8TDX9|PK1L1_HUMAN Polycystic kidney disease 1-like 1 protein (Polycystin-1L1) NA

3487 LVLKGSYEDTQTS gi|74750540|sp|Q86XP0|PA24D_HUMAN Cytosolic phospholipase A2 delta (cPLA2-delta) (Phospholipase A2 group IVD) NA

3488 LNAELSYFITGAA gi|123123257|emb|CAI13625.2| cadherin-like 23 [Homo sapiens] NA

3489 GFFKDGYMVVNVS gi|68565572|sp|Q5VW38|GP107_HUMAN Protein GPR107 precursor (Lung seven transmembrane receptor 1) NA

3490 VTVNTAYGSNGVS gi|62089210|dbj|BAD93049.1| stromal cell derived factor receptor 1 isoform b variant [Homo sapiens]NA

3491 ISESDKYDLKTET gi|20139281|sp|Q9UBK8|MTRR_HUMAN Methionine synthase reductase  mitochondrial precursor (MSR) NA

3492 TTSDGGYSFKYET gi|124274|sp|P05111|INHA_HUMAN Inhibin alpha chain precursor NA

3493 DDCKAAYIDILGT gi|108935991|sp|Q6UXV0|GFRAL_HUMAN GDNF family receptor alpha-like precursor NA

3494 LLHDEPYTDFDGT gi|20139243|sp|Q9P1W9|PIM2_HUMAN Serine/threonine-protein kinase Pim-2 (Pim-2h) NA

3495 YIECTAYPDKNFT gi|74759634|sp|Q8IWG1|WDR63_HUMAN WD repeat protein 63 (Testis development protein NYD-SP29) NA

3496 DPSSLHYINPMGT gi|33860150|sp|Q96FN4|CPNE2_HUMAN Copine-2 (Copine II) NA

3497 STDNDDYDDISAA gi|13637684|sp|P30203|CD6_HUMAN T-cell differentiation antigen CD6 precursor (T12) (TP120) [STDNDDYDDISAA|Y|662|P30203|9394826|]

3498 YNSVVLYSTPPI gi|143811474|sp|P17948|VGFR1_HUMAN Vascular endothelial growth factor receptor 1 precursor (VEGFR-1) (Vascular permeability factor receptor) (Tyrosine-protein kinase receptor FLT) (Flt-1) (Tyrosine-protein kinase FRT) (Fms-like tyrosine kinase 1) [YNSVVLYSTPPI|Y|1333|P17948|11513746;9722576;9600074|FLT1|[P17948:VGFR1_HUMAN]]

3499 DDDANSYENVLIC gi|74752543|sp|Q9GZY6|NTAL_HUMAN Linker for activation of T-cells family member 2 (Non-T-cell activation linker) (Linker for activation of B-cells) (Membrane-associated adapter molecule) (Williams-Beuren syndrome chromosome region 15 protein) [DDDANSYENVLIC|Y|136|Q9GZY6|14722116|]

3500 DVEDPVYQYIVFE gi|150421536|sp|O75553|DAB1_HUMAN Disabled homolog 1 [DVEDPVYQYIVFE|Y|198|O75553|15316068|DVEDPVYQYIVFE|Y|198|P97318|11279201|Src|[P12931:SRC_HUMAN]]

3501 ENADDSYEPPPVE gi|82592659|sp|Q8WV28|BLNK_HUMAN B-cell linker protein (Cytoplasmic adapter protein) (B-cell adapter containing SH2 domain protein) (B-cell adapter containing Src homology 2 domain protein) (Src homology 2 domain-containing leukocyte protein of 65 kDa) (SLP-65) [ENADDSYEPPPVE|Y|96|Q8WV28|12456653|Syk|[P43405:KSYK_HUMAN]]

3502 GTPEGLYL gi|49065817|sp|P62191|PRS4_HUMAN 26S protease regulatory subunit 4 (P26s4) (Proteasome 26S subunit ATPase 1) [GTPEGLYL|Y|439|P62191|15144186|]

3503 TVEAVAYAPKKEL gi|548663|sp|Q06609|RAD51_HUMAN DNA repair protein RAD51 homolog 1 (hRAD51) (HsRAD51) [TVEAVAYAPKKEL|Y|54|Q06609|9461559|Abl|[P00519:ABL1_HUMAN]]

3504 EESRLLYEIQNRD gi|118572680|sp|Q01804|OTUD4_HUMAN OTU domain-containing protein 4 (HIV-1-induced protein HIN-1) NA

3505 PEPAHAYAQPQTT gi|1169094|sp|P46109|CRKL_HUMAN Crk-like protein [PEPAHAYAQPQTT|Y|207|P46109|9710592|Abl|[P00519:ABL1_HUMAN]]

3506 REFLDQYDAPL gi|20178094|sp|O14543|SOCS3_HUMAN Suppressor of cytokine signaling 3 (SOCS-3) (Cytokine-inducible SH2 protein 3) (CIS-3) (STAT-induced STAT inhibitor 3) (SSI-3) [REFLDQYDAPL|Y|221|O14543|12783885;15173187|Lck|[P06239:LCK_HUMAN]]

3507 PKAEDEYVNEPLY gi|3913590|sp|Q15303|ERBB4_HUMAN Receptor tyrosine-protein kinase erbB-4 precursor (p180erbB4) (Tyrosine kinase-type cell surface receptor HER4) NA

3508 EGWMVHYTSKDTL gi|2499575|sp|Q15139|KPCD1_HUMAN Serine/threonine-protein kinase D1 (nPKC-D1) (Protein kinase D) (Protein kinase C mu type) (nPKC-mu) [EGWMVHYTSKDTL|Y|432|Q15139|12637538|Abl|[P00519:ABL1_HUMAN]]

3509 LDNGGFYISPRIT gi|125474|sp|P06239|LCK_HUMAN Proto-oncogene tyrosine-protein kinase LCK (p56-LCK) (Lymphocyte cell-specific protein-tyrosine kinase) (LSK) (T cell-specific protein-tyrosine kinase) [LDNGGFYISPRIT|Y|192|P06239|15659558;17192257|]

3510 QSSGYRYGTDPTP gi|125370|sp|P06241|FYN_HUMAN Proto-oncogene tyrosine-protein kinase Fyn (p59-Fyn) (Protooncogene Syn) (SLK) [QSSGYRYGTDPTP|Y|30|P06241|9425276|Fyn|[P06241:FYN_HUMAN]]

3511 SLFTPDYELLTEN gi|12643404|sp|O60674|JAK2_HUMAN Tyrosine-protein kinase JAK2 (Janus kinase 2) (JAK-2) [SLFTPDYELLTEN|Y|813|O60674|15767667|SLFTPDYELLTEN|Y|813|Q62120|15121872|JAK2|[O60674:JAK2_HUMAN]]

3512 VKCVAPYPSLLSS gi|125484|sp|P08581|MET_HUMAN Hepatocyte growth factor receptor precursor (HGF receptor) (Scatter factor receptor) (SF receptor) (HGF/SF receptor) (Met proto-oncogene tyrosine kinase) (c-Met) [VKCVAPYPSLLSS|Y|1365|P08581|12475979|]

3513 GLGVKYYIDPSTY gi|6919882|sp|O15197|EPHB6_HUMAN Ephrin type-B receptor 6 precursor (Tyrosine-protein kinase-defective receptor EPH-6) (HEP) NA

3514 LNSDVQYTEVQVS gi|129747|sp|P16284|PECA1_HUMAN Platelet endothelial cell adhesion molecule precursor (PECAM-1) (EndoCAM) (GPIIA') (CD31 antigen) [LNSDVQYTEVQVS|Y|690|P16284|15201144|]

3515 ETTVELYSLAERC gi|20141582|sp|Q04759|KPCT_HUMAN Protein kinase C theta type (nPKC-theta) [ETTVELYSLAERC|Y|90|Q04759|10652356|Lck|[P06239:LCK_HUMAN]]

3516 GFNPLIYCRSPDF gi|114765|sp|P07550|ADRB2_HUMAN Beta-2 adrenergic receptor (Beta-2 adrenoceptor) (Beta-2 adrenoreceptor) [GFNPLIYCRSPDF|Y|326|P07550|7559596|]

3517 KAQQGLYQVPGPS gi|8134339|sp|P56945|BCAR1_HUMAN Breast cancer anti-estrogen resistance protein 1 (CRK-associated substrate) (p130cas) [KAQQGLYQVPGPS|Y|128|P56945|12601080|FGFR1|[P11362:FGFR1_HUMAN]]

3518 KSATLLYDQPLQV gi|116242614|sp|Q96RT1|LAP2_HUMAN Protein LAP2 (Erbb2-interacting protein) (Erbin) (Densin-180-like protein) [KSATLLYDQPLQV|Y|920|Q96RT1|15144186|]

3519 LSPSSGYMPMNQG gi|119534|sp|P21860|ERBB3_HUMAN Receptor tyrosine-protein kinase erbB-3 precursor (c-erbB3) (Tyrosine kinase-type cell surface receptor HER3) NA

3520 RIGDELYLEPLED gi|74717382|sp|Q99638|RAD9A_HUMAN Cell cycle checkpoint control protein RAD9A (DNA repair exonuclease rad9 homolog A) (hRAD9) [RIGDELYLEPLED|Y|28|Q99638|11971963|Abl|[P00519:ABL1_HUMAN]]

3521 RREVGDYGQLHET gi|12643404|sp|O60674|JAK2_HUMAN Tyrosine-protein kinase JAK2 (Janus kinase 2) (JAK-2) [RREVGDYGQLHET|Y|570|O60674|16464493|]

3522 TRRTPDYFL gi|50402236|sp|P62714|PP2AB_HUMAN Serine/threonine-protein phosphatase 2A catalytic subunit beta isoform (PP2A-beta) [TRRTPDYFL|Y|307|P67775|16286244|]

3523 YGVSPNYDKWEME gi|85681908|sp|P00519|ABL1_HUMAN Proto-oncogene tyrosine-protein kinase ABL1 (p150) (c-ABL) (Abelson murine leukemia viral oncogene homolog 1) [YGVSPNYDKWEME|Y|251|P00519-2|12644574|]

3524 ETADGGYMTLNPR gi|399478|sp|P31995|FCG2C_HUMAN Low affinity immunoglobulin gamma Fc region receptor II-c precursor (Fc-gamma RII-c) (FcRII-c) (IgG Fc receptor II-c) (Fc-gamma-RIIc) (CD32 antigen) (CDw32) [ETADGGYMTLNPR|Y|288|P12318|8756631|Fyn;Lyn;Syk;BLK|[P06241:FYN_HUMAN,P07948:LYN_HUMAN,P43405:KSYK_HUMAN,P51451:BLK_HUMAN]ETADGGYMTLNPR|Y|294|P31995|8756631|]

3525 LLRRGEYPDYQQW gi|117464|sp|P07315|CRGC_HUMAN Gamma-crystallin C (Gamma-C crystallin) (Gamma-crystallin 2-1) (Gamma crystallin 3) [LLRRGEYPDYQQW|Y|63|P07315|12060738|]

3526 PTDNEDYEHDDED gi|3023207|sp|P78314|3BP2_HUMAN SH3 domain-binding protein 2 (3BP-2) [PTDNEDYEHDDED|Y|174|P78314|15751964|]

3527 GST contol_spot [IMRDSNYISKGST|Y|857|P09619|10821867;2550144|PDGFR beta;PDGFR_group|[P09619:PGFRB_HUMAN]QEQYELYCEMGST|Y|371|P22681|10635327;11997497|EGFR;InsR|[P00533:EGFR_HUMAN,P06213:INSR_HUMAN]IGSTLSYFGLAAV|Y|343|Q99572|11707406|IMRDSNYISKGST|Y|856|P05622|2479827|PDGFR beta|[P09619:PGFRB_HUMAN]]

3528 pY contol_spot NA

3529 pY contol_spot NA

3530 GST contol_spot [IMRDSNYISKGST|Y|857|P09619|10821867;2550144|PDGFR beta;PDGFR_group|[P09619:PGFRB_HUMAN]QEQYELYCEMGST|Y|371|P22681|10635327;11997497|EGFR;InsR|[P00533:EGFR_HUMAN,P06213:INSR_HUMAN]IGSTLSYFGLAAV|Y|343|Q99572|11707406|IMRDSNYISKGST|Y|856|P05622|2479827|PDGFR beta|[P09619:PGFRB_HUMAN]]

3531 pY contol_spot NA

3532 pY contol_spot NA

3533 PNSNSMYIDRPPS gi|10720065|sp|Q13094|LCP2_HUMAN Lymphocyte cytosolic protein 2 (SH2 domain-containing leukocyte protein of 76 kDa) (SLP-76 tyrosine phosphoprotein) (SLP76) [PNSNSMYIDRPPS|Y|173|Q13094|16094384|]

3534 DLDDEDYEEDTPK gi|2842711|sp|Q92785|REQU_HUMAN Zinc finger protein ubi-d4 (Requiem) (Apoptosis response zinc finger protein) (D4  zinc and double PHD fingers family 2) NA

3535 LSENVPYKFKVQA gi|13638154|sp|P16144|ITB4_HUMAN Integrin beta-4 precursor (GP150) (CD104 antigen)NA



3536 GGGYAPYGRPGRG gi|20454955|sp|Q14526|HIC1_HUMAN Hypermethylated in cancer 1 protein (Hic-1) (Zinc finger and BTB domain-containing protein 29)NA

3537 MEKGEPYMSIQPA gi|61247587|sp|Q969G3|SMCE1_HUMAN SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily E member 1 (BRG1-associated factor 57) NA

3538 FWVGQPYPTLSTP gi|1705545|sp|P55285|CADH6_HUMAN Cadherin-6 precursor (Kidney-cadherin) (K-cadherin) NA

3539 YLHRKEYSQNLTS gi|108864727|sp|Q8TE67|ES8L3_HUMAN Epidermal growth factor receptor kinase substrate 8-like protein 3 (Epidermal growth factor receptor pathway substrate 8-related protein 3) (EPS8-like protein 3) NA

3540 QVLQLVYKDGSPC gi|60416403|sp|P11717|MPRI_HUMAN Cation-independent mannose-6-phosphate receptor precursor (CI Man-6-P receptor) (CI-MPR) (M6PR) (Insulin-like growth factor 2 receptor) (Insulin-like growth factor II receptor) (IGF-II receptor) (M6P/IGF2 receptor) (M6P/IGF2R) (300 kDa mannose 6-phosphate receptor) (MPR 300) (MPR300) (CD222 antigen) NA

3541 DYKNICYVITHGD gi|74760696|sp|Q96A32|MLRS_HUMAN Myosin regulatory light chain 2  skeletal muscle isoform (Fast skeletal myosin light chain 2) (MLC2B) NA

3542 GAGQLDYGSKGIP gi|131573277|gb|ABO33171.1| Rho GTPase-activating protein [Homo sapiens]NA

3543 TASLAKYADPVAD gi|51704233|sp|O15194|CTDSL_HUMAN CTD small phosphatase-like protein (CTDSP-like) (Small C-terminal domain phosphatase 3) (Small CTD phosphatase 3) (SCP3) (Nuclear LIM interactor-interacting factor 1) (NLI-interacting factor 1) (NIF-like protein) (RBSP3) (YA22 protein) (HYA22) NA

3544 DEVETTYSRFQDL gi|1177024|sp|P42694|HELZ_HUMAN Probable helicase with zinc finger domainNA

3545 QGGYDRYSGGNYR gi|1710620|sp|P98179|RBM3_HUMAN Putative RNA-binding protein 3 (RNA-binding motif protein 3) (RNPL) NA

3546 HTVQLKYYNKPLL gi|22095550|sp|Q9HCU4|CELR2_HUMAN Cadherin EGF LAG seven-pass G-type receptor 2 precursor (Epidermal growth factor-like 2) (Multiple epidermal growth factor-like domains 3) (Flamingo 1) NA

3547 ANSSMAYPSLVAM gi|14285501|sp|P78318|IGBP1_HUMAN Immunoglobulin-binding protein 1 (CD79a-binding protein 1) (B cell signal transduction molecule alpha 4) (Alpha 4 protein) (Renal carcinoma antigen NY-REN-16) NA

3548 AGCGKFYEGTADE gi|2494849|sp|Q16775|GLO2_HUMAN Hydroxyacylglutathione hydrolase (Glyoxalase II) (GLX II) NA

3549 PVDILTYVAWKIS gi|126047|sp|P00338|LDHA_HUMAN L-lactate dehydrogenase A chain (LDH-A) (LDH muscle subunit) (LDH-M) (Proliferation-inducing gene 19 protein) (Renal carcinoma antigen NY-REN-59) NA

3550 PKVLQDYRKLKNT gi|60392197|sp|P09884|DPOLA_HUMAN DNA polymerase alpha catalytic subunit NA

3551 RQHHDEYEDEIRM gi|115502368|sp|O75976|CBPD_HUMAN Carboxypeptidase D precursor (Metallocarboxypeptidase D) (gp180) NA

3552 YNVTSDYAVHPMS gi|48474955|sp|Q9HAU0|PKHA5_HUMAN Pleckstrin homology domain-containing family A member 5 (Phosphoinositol 3-phosphate-binding protein 2) (PEPP-2) NA

3553 FRNGIPYLNQEEE gi|60390262|sp|O95453|PARN_HUMAN Poly(A)-specific ribonuclease PARN (Polyadenylate-specific ribonuclease) (Deadenylating nuclease) (Deadenylation nuclease) NA

3554 KVVQDTYQIMKVE gi|71152119|sp|O14964|HGS_HUMAN Hepatocyte growth factor-regulated tyrosine kinase substrate (Protein pp110) (Hrs) NA

3555 EYVRTLYDFPGND gi|1169094|sp|P46109|CRKL_HUMAN Crk-like protein NA

3556 YCPDSLYQVMQQC gi|585912|sp|Q04912|RON_HUMAN Macrophage-stimulating protein receptor precursor (MSP receptor) (p185-Ron) (CD136 antigen) (CDw136) [Contains: Macrophage-stimulating protein receptor alpha chain; Macrophage-stimulating protein receptor beta chain] NA

3557 GRGHTRYYPQYRD gi|119611307|gb|EAW90901.1| BAT2 domain containing 1  isoform CRA_d [Homo sapiens]NA

3558 QNQDDGYLALSSR gi|119372014|sp|Q8IVL1|NAV2_HUMAN Neuron navigator 2 (Helicase APC down-regulated 1) (Retinoic acid inducible in neuroblastoma 1) (Steerin-2) (Pore membrane and/or filament-interacting-like protein 2) (Unc-53 homolog 2) (unc53H2)NA

3559 YHPMSEYPTYHTH gi|547937|sp|P15941|MUC1_HUMAN Mucin-1 precursor (MUC-1) (Polymorphic epithelial mucin) (PEM) (PEMT) (Episialin) (Tumor-associated mucin) (Carcinoma-associated mucin) (Tumor-associated epithelial membrane antigen) (EMA) (H23AG) (Peanut-reactive urinary mucin) (PUM) (Breast carcinoma-associated antigen DF3) (CD227 antigen) NA

3560 VSRALEYNSKRTP gi|66268793|gb|AAY43127.1| adrenergic  alpha-2B-  receptor isoform [Homo sapiens]NA

3561 NGLLSYYRSKAEM gi|129308|sp|P22059|OSBP1_HUMAN Oxysterol-binding protein 1 NA

3562 VARGMEYLAEQKF gi|585912|sp|Q04912|RON_HUMAN Macrophage-stimulating protein receptor precursor (MSP receptor) (p185-Ron) (CD136 antigen) (CDw136) [Contains: Macrophage-stimulating protein receptor alpha chain; Macrophage-stimulating protein receptor beta chain] NA

3563 FTVLEHYRRTHCV gi|116242668|sp|Q14896|MYPC3_HUMAN Myosin-binding protein C  cardiac-type (Cardiac MyBP-C) (C-protein  cardiac muscle isoform) NA

3564 KITRLTYEIEDEK gi|115502381|sp|P15924|DESP_HUMAN Desmoplakin (DP) (250/210 kDa paraneoplastic pemphigus antigen) NA

3565 TLKDFQYVDRDGK gi|41017059|sp|Q9Y6I3|EPN1_HUMAN Epsin-1 (EPS-15-interacting protein 1) (EH domain-binding mitotic phosphoprotein) NA

3566 GMLGASYAAVPLY gi|60416378|sp|Q9Y6N1|COX11_HUMAN Cytochrome c oxidase assembly protein COX11  mitochondrial precursor NA

3567 GYSDEIYVVPDDS gi|46397678|sp|Q13017|RHG05_HUMAN Rho GTPase-activating protein 5 (p190-B) NA

3568 SGADRIYDLNIPA gi|20532395|sp|O43639|NCK2_HUMAN Cytoplasmic protein NCK2 (NCK adaptor protein 2) (SH2/SH3 adaptor protein NCK-beta) (Nck-2) NA

3569 LSHTDFYEEIQEF gi|51704228|sp|P55786|PSA_HUMAN Puromycin-sensitive aminopeptidase (PSA)NA

3570 NLKKKSYLNIRTH gi|21759409|sp|Q96B26|EXOS8_HUMAN Exosome complex exonuclease RRP43 (Ribosomal RNA-processing protein 43) (Exosome component 8) (p9) (Opa-interacting protein 2) NA

3571 YGPPPSYPNLKIP gi|2498883|sp|Q13435|SF3B2_HUMAN Splicing factor 3B subunit 2 (Spliceosome-associated protein 145) (SAP 145) (SF3b150) (Pre-mRNA-splicing factor SF3b 145 kDa subunit) NA

3572 VISTLQYLNLINY gi|30923328|sp|Q92993|TIP60_HUMAN Histone acetyltransferase HTATIP (60 kDa Tat interactive protein) (Tip60) (HIV-1 Tat interactive protein) (cPLA(2)-interacting protein) NA

3573 LKLAEPYGKIKNY gi|12643409|sp|P43243|MATR3_HUMAN Matrin-3 NA

3574 NALAKWYVNAKGY gi|2499703|sp|Q13393|PLD1_HUMAN Phospholipase D1 (PLD 1) (Choline phosphatase 1) (Phosphatidylcholine-hydrolyzing phospholipase D1) (hPLD1) NA

3575 NLKDINYVNPVIK gi|116607|sp|P01031|CO5_HUMAN Complement C5 precursor [Contains: Complement C5 beta chain; Complement C5 alpha chain; C5a anaphylatoxin; Complement C5 alpha' chain] NA

3576 VFYVETYGVIEKL gi|14548113|sp|O15232|MATN3_HUMAN Matrilin-3 precursor NA

3577 ELLTEAYGEVHIK gi|6226953|sp|O96018|APBA3_HUMAN Amyloid beta A4 precursor protein-binding family A member 3 (Neuron-specific X11L2 protein) (Neuronal Munc18-1-interacting protein 3) (Mint-3) (Adapter protein X11gamma) NA

3578 EWSKDQYVNPNSQ gi|116241267|sp|Q9Y6D6|BIG1_HUMAN Brefeldin A-inhibited guanine nucleotide-exchange protein 1 (Brefeldin A-inhibited GEP 1) (p200 ARF-GEP1) (p200 ARF guanine nucleotide exchange factor) NA

3579 QQSCGTYLRVRQP gi|547896|sp|P11912|CD79A_HUMAN B-cell antigen receptor complex-associated protein alpha-chain precursor (Ig-alpha) (MB-1 membrane glycoprotein) (Surface IgM-associated protein) (Membrane-bound immunoglobulin-associated protein) (CD79a antigen) NA

3580 TDADYEYEEITLE gi|2497504|sp|Q12959|DLG1_HUMAN Disks large homolog 1 (Synapse-associated protein 97) (SAP-97) (hDlg) NA

3581 LASEEIYINQLEA gi|5915668|sp|Q12979|ABR_HUMAN Active breakpoint cluster region-related protein NA

3582 PFCLPFYLIPPSA gi|20137254|sp|O14503|BHLH2_HUMAN Class B basic helix-loop-helix protein 2 (bHLHB2) (Differentially expressed in chondrocytes protein 1) (DEC1) (Enhancer-of-split and hairy-related protein 2) (SHARP-2) (Stimulated by retinoic acid gene 13 protein) NA

3583 LDVGAMYPNIILT gi|116241339|sp|Q07864|DPOE1_HUMAN DNA polymerase epsilon  catalytic subunit A (DNA polymerase II subunit A)'NA

3584 SPTGGIYPNPNVP gi|399496|sp|Q01543|FLI1_HUMAN Friend leukemia integration 1 transcription factor (Fli-1 proto-oncogene) (ERGB transcription factor) NA

3585 MSSSYYVNALFS gi|3915721|sp|P31268|HXA7_HUMAN Homeobox protein Hox-A7 (Hox-1A) (Hox 1.1) NA

3586 SSSLDSYTAVNQA gi|6136122|sp|O75840|KLF7_HUMAN Krueppel-like factor 7 (Ubiquitous krueppel-like factor) NA

3587 LLYDLRYLNIVLT gi|22653695|sp|Q8WTW3|COG1_HUMAN Conserved oligomeric Golgi complex component 1 NA



3588 DTIFRGYLIPKGT gi|117250|sp|P05181|CP2E1_HUMAN Cytochrome P450 2E1 (CYPIIE1) (P450-J) NA

3589 INFRTTYVNANEE gi|7531135|sp|Q12809|KCNH2_HUMAN Potassium voltage-gated channel subfamily H member 2 (Voltage-gated potassium channel subunit Kv11.1) (Ether-a-go-go-related gene potassium channel 1) (H-ERG) (Erg1) (Ether-a-go-go-related protein 1) (Eag-related protein 1) (eag homolog) NA

3590 VILGLSYANLQTG gi|6093462|sp|O75694|NU155_HUMAN Nuclear pore complex protein Nup155 (Nucleoporin Nup155) (155 kDa nucleoporin) NA

3591 LCQSGIYINVLDI gi|3024212|sp|O00476|NPT4_HUMAN Sodium-dependent phosphate transport protein 4 (Sodium/phosphate cotransporter 4) (Na(+)/PI cotransporter 4) (Solute carrier family 17 member 3) NA

3592 VTDQESYANVKQW gi|23396834|sp|Q9H0U4|RAB1B_HUMAN Ras-related protein Rab-1B NA

3593 GAYLLPYLILLMV gi|18202939|sp|Q9H2J7|S6A15_HUMAN Orphan sodium- and chloride-dependent neurotransmitter transporter NTT73 (Orphan transporter v7-3) (Solute carrier family 6 member 15) NA

3594 ASLLARYPPEKLF gi|56404535|sp|Q6XZF7|DNMBP_HUMAN Dynamin-binding protein (Scaffold protein Tuba) NA

3595 RTILSRYEGKMET gi|115855|sp|P22681|CBL_HUMAN E3 ubiquitin-protein ligase CBL (Signal transduction protein CBL) (Proto-oncogene c-CBL) (Casitas B-lineage lymphoma proto-oncogene) (RING finger protein 55) NA

3596 WDTTGLYSFSEQT gi|13633914|sp|Q15796|SMAD2_HUMAN Mothers against decapentaplegic homolog 2 (SMAD 2) (Mothers against DPP homolog 2) (Mad-related protein 2) (hMAD-2) (JV18-1) (hSMAD2) NA

3597 HLQDVPYVMVRER gi|148876773|sp|Q14126|DSG2_HUMAN Desmoglein-2 precursor (HDGC) NA

3598 LLGLPSYMLQSEE gi|56404535|sp|Q6XZF7|DNMBP_HUMAN Dynamin-binding protein (Scaffold protein Tuba) NA

3599 H3:17 contol_spot NA

3600 H7:17 contol_spot NA

3601 QVDKSDYDMVDYL gi|20981701|sp|Q14974|IMB1_HUMAN Importin subunit beta-1 (Karyopherin subunit beta-1) (Nuclear factor P97) (Importin 90) NA

3602 TQVVDHYENPRNV gi|24307953|ref|NP_055116.1| iron-sulfur cluster assembly enzyme isoform ISCU1 [Homo sapiens] NA

3603 FGTKTRYEDVNPV gi|68565617|sp|Q9UNW1|MINP1_HUMAN Multiple inositol polyphosphate phosphatase 1 precursor (Inositol (1 3 4 5)-tetrakisphosphate 3-phosphatase) (Ins(1 3 4 5)P(4) 3-phosphatase) NA

3604 LTRQEKYTSEKPV gi|119585370|gb|EAW64966.1| coiled-coil domain containing 36  isoform CRA_b [Homo sapiens]NA

3605 YTWEYEYYEIGPV gi|68565259|sp|Q96G30|CF117_HUMAN Uncharacterized protein C6orf117 NA

3606 DFVKEKYLEYQQV gi|123271938|emb|CAM20853.1| melanoma antigen family B  16 [Homo sapiens]NA

3607 SGSAHEYSSSPDD gi|115892|sp|P16870|CBPE_HUMAN Carboxypeptidase E precursor (CPE) (Carboxypeptidase H) (CPH) (Enkephalin convertase) (Prohormone-processing carboxypeptidase) NA

3608 AFMEPRYHVRGED gi|55976445|sp|Q6S8J3|POTE2_HUMAN Prostate  ovary  testis-expressed protein on chromosome 2 NA

3609 IRDFQEYVEPGED gi|134047749|sp|Q9Y6G9|DC1L1_HUMAN Cytoplasmic dynein 1 light intermediate chain 1 (Dynein light intermediate chain 1  cytosolic) (Dynein light chain A) (DLC-A) NA

3610 LVEKGEYCQTRYV gi|90110053|sp|Q06587|RING1_HUMAN E3 ubiquitin-protein ligase RING1 (Polycomb complex protein RING1) (RING finger protein 1) NA

3611 AFSCPAYWMPGEW gi|76800647|sp|Q8TE60|ATS18_HUMAN ADAMTS-18 precursor (A disintegrin and metalloproteinase with thrombospondin motifs 18) (ADAM-TS 18) (ADAM-TS18)NA

3612 SADCLDYKEPGAA gi|417425|sp|P32242|OTX1_HUMAN Homeobox protein OTX1 (Orthodenticle homolog 1) NA

3613 NDHFDTYADALWW gi|14285389|sp|O43526|KCNQ2_HUMAN Potassium voltage-gated channel subfamily KQT member 2 (Voltage-gated potassium channel subunit Kv7.2) (Neuroblastoma-specific potassium channel subunit alpha KvLQT2) (KQT-like 2) NA

3614 TLNLSKYQNVNTW gi|74761446|sp|Q9H5K3|SG196_HUMAN Protein kinase-like protein SgK196 (Sugen kinase 196) NA

3615 EVLSDIYIIPPAY gi|74751163|sp|Q8NB91|FANCB_HUMAN Fanconi anemia group B protein (Protein FACB) (Fanconi anemia-associated polypeptide of 95 kDa) (FAAP95) NA

3616 GCKHNSYEDAKAY gi|73920089|sp|Q5JUK3|KCNT1_HUMAN Potassium channel subfamily T member 1 (KCa4.1)NA

3617 MTSQGYYKRTPAY gi|119605027|gb|EAW84621.1| glycosyltransferase 25 domain containing 1  isoform CRA_a [Homo sapiens]NA

3618 WNPNKEYEDLLDY gi|62899863|sp|Q76N32|CEP68_HUMAN Centrosomal protein of 68 kDa (Cep68 protein) NA

3619 DKSDTAYQWNLKY gi|129122|sp|P23515|OMGP_HUMAN Oligodendrocyte-myelin glycoprotein precursor NA

3620 VIVMSKYMENGMQ gi|12585199|sp|O00257|CBX4_HUMAN E3 SUMO-protein ligase CBX4 (Chromobox protein homolog 4) (Polycomb 2 homolog) (Pc2) (hPc2) NA

3621 QENDPAYILNDLY gi|119585925|gb|EAW65521.1| SHQ1 homolog (S. cerevisiae)  isoform CRA_a [Homo sapiens] NA

3622 SWYNHFYVSVCLY gi|117949602|sp|Q7Z2K6|K1815_HUMAN Probable peptidase KIAA1815'NA

3623 CPASDGYKQIMPY gi|67462180|sp|Q8N6G6|ATL1_HUMAN ADAMTS-like protein 1 precursor (ADAMTSL-1) (Punctin-1) NA

3624 NISDLKYCELPPY gi|115502208|sp|Q8N9F7|GDPD1_HUMAN Glycerophosphodiester phosphodiesterase domain-containing protein 1 (Glycerophosphodiester phosphodiesterase 4) NA

3625 TLRCNEYENCLCQ gi|401413|sp|P04275|VWF_HUMAN von Willebrand factor precursor (vWF) [Contains: von Willebrand antigen 2 (von Willebrand antigen II)] NA

3626 GLCGEDYVFFHLD gi|113912|sp|P16066|ANPRA_HUMAN Atrial natriuretic peptide receptor A precursor (ANP-A) (ANPRA) (GC-A) (Guanylate cyclase) (NPR-A) (Atrial natriuretic peptide A-type receptor) NA

3627 GPAQDIYQVPPSA gi|8134339|sp|P56945|BCAR1_HUMAN Breast cancer anti-estrogen resistance protein 1 (CRK-associated substrate) (p130cas) NA

3628 AKSKFEYVRDFEA gi|146325755|sp|Q9NWX6|THG1_HUMAN Probable tRNA(His) guanylyltransferase (tRNA-histidine guanylyltransferase) (Interphase cytoplasmic foci protein 45) NA

3629 LFTDDKYNDFIEA gi|134035014|sp|Q9P227|RHG23_HUMAN Rho GTPase-activating protein 23 (Rho-type GTPase-activating protein 23)NA

3630 LGDKETYHFDPEA gi|3123244|sp|P49641|MA2A2_HUMAN Alpha-mannosidase IIx (Mannosyl-oligosaccharide 1 3-1 6-alpha-mannosidase) (MAN IIx) (Mannosidase alpha class 2A member 2) NA

3631 DNSTEGYWKYGYD gi|2497915|sp|Q30201|HFE_HUMAN Hereditary hemochromatosis protein precursor (HLA-H) NA

3632 GRRRDSYYDRGYD gi|4033480|sp|Q13595|TRA2A_HUMAN Transformer-2 protein homolog (TRA-2 alpha) NA

3633 QKYKSLYGDVDSP gi|134048492|sp|Q9Y4B5|K0802_HUMAN Uncharacterized protein KIAA0802NA

3634 FFYDGGYINASAE gi|1709662|sp|P55058|PLTP_HUMAN Phospholipid transfer protein precursor (Lipid transfer protein II) NA

3635 WAENQTYMDCRAE gi|126302546|sp|Q5JY77|GASP1_HUMAN G-protein coupled receptor-associated sorting protein 1 (GASP-1) NA

3636 ESEYEEYTDSEDE gi|1709012|sp|P55081|MFAP1_HUMAN Microfibrillar-associated protein 1 NA

3637 VEFMFSYGNFGYG gi|74726955|sp|Q53TS8|AL2SA_HUMAN Amyotrophic lateral sclerosis 2 chromosomal region candidate gene 11 protein NA

3638 GIPPPLYTETGLE gi|68565213|sp|Q8N6L7|CI071_HUMAN Uncharacterized protein C9orf71 NA

3639 DDHDEKYGVPSLE gi|74735764|sp|Q16526|CRY1_HUMAN Cryptochrome-1 NA



3640 CRECNSYVYFQGA gi|119589959|gb|EAW69553.1| histocompatibility (minor) HA-1  isoform CRA_c [Homo sapiens]NA

3641 RDEKGRYKRFHGA gi|74732921|sp|Q9BRR8|GPTC1_HUMAN G patch domain-containing protein 1 (Evolutionarily conserved G-patch domain-containing protein) NA

3642 CPSEFDYNATDHA gi|30923161|sp|O75487|GPC4_HUMAN Glypican-4 precursor (K-glypican) NA

3643 <<Marker>> contol_spot NA

3644 TDKSDKYDARDVE gi|67461057|sp|Q8NHP6|MSPD2_HUMAN Motile sperm domain-containing protein 2 NA

3645 FTSSSSYFDEPVE gi|21263420|sp|Q9NP61|ARFG3_HUMAN ADP-ribosylation factor GTPase-activating protein 3 (ARF GAP 3) NA

3646 NPYKEVYTDMWVE gi|20532391|sp|Q9Y6K1|DNM3A_HUMAN DNA (cytosine-5)-methyltransferase 3A (Dnmt3a) (DNA methyltransferase HsaIIIA) (DNA MTase HsaIIIA) (M.HsaIIIA) NA

3647 AAAAETYANISWE gi|33112413|sp|Q92823|NRCAM_HUMAN Neuronal cell adhesion molecule precursor (Nr-CAM) (NgCAM-related cell adhesion molecule) (Ng-CAM-related) (hBravo)NA

3648 GTADDRYLRPHAF gi|9087155|sp|Q12968|NFAC3_HUMAN Nuclear factor of activated T-cells  cytoplasmic 3 (NF-ATc3) (NFATc3) (T cell transcription factor NFAT4) (NF-AT4) (NFATx) NA

3649 NRGKEGYIERKAF gi|74734998|sp|Q9UEE9|CFDP1_HUMAN Craniofacial development protein 1 (Bucentaur) NA

3650 VWEEQAYSNCSGP gi|113015|sp|P28330|ACADL_HUMAN Long-chain specific acyl-CoA dehydrogenase  mitochondrial precursor (LCAD)NA

3651 GPAFESYESMELA gi|28380093|sp|Q9Y2U9|KLDC2_HUMAN Kelch domain-containing protein 2 (Hepatocellular carcinoma-associated antigen 33) (Host cell factor homolog LCP) NA

3652 IETDSGYNSMDLA gi|27734215|sp|Q9H9E1|ANRA2_HUMAN Ankyrin repeat family A protein 2 (RFXANK-like 2) NA

3653 SWNCDGYVVMRKA gi|119593844|gb|EAW73438.1| ceramide kinase  isoform CRA_a [Homo sapiens]NA

3654 DTWRTEYVPVPIP gi|17369677|sp|Q9UBW7|ZMYM2_HUMAN MYM-type zinc finger protein 2 (Zinc finger protein 198) (Fused in myeloproliferative disorders protein) (Rearranged in atypical myeloproliferative disorder protein) NA

3655 EKGKTKYVIFKIP gi|41688803|sp|Q9HAY6|BCDO1_HUMAN Beta beta-carotene 15 15'-monooxygenase (Beta-carotene dioxygenase 1) NA

3656 HWQDSGYLIVYVT gi|118595707|sp|O00562|PITM1_HUMAN Membrane-associated phosphatidylinositol transfer protein 1 (Phosphatidylinositol transfer protein  membrane-associated 1) (Pyk2 N-terminal domain-interacting receptor 2) (NIR-2) (Drosophila retinal degeneration B homolog) NA

3657 VLPCLEYHNNTWT gi|114149325|sp|Q14667|K0100_HUMAN UPF0378 family protein KIAA0100 precursor (Breast cancer overexpressed gene 1 protein) (Antigen MLAA-22) NA

3658 DTSALSYDSVKYT gi|17433093|sp|Q9UQF2|JIP1_HUMAN C-jun-amino-terminal kinase-interacting protein 1 (JNK-interacting protein 1) (JIP-1) (JNK MAP kinase scaffold protein 1) (Islet-brain 1) (IB-1) (Mitogen-activated protein kinase 8-interacting protein 1) NA

3659 FSSNDPYPYPRYT gi|13124785|sp|P16519|NEC2_HUMAN Neuroendocrine convertase 2 precursor (NEC 2) (PC2) (Prohormone convertase 2) (Proprotein convertase 2) (KEX2-like endoprotease 2) NA

3660 NSRCEYYCSPGYT gi|2498958|sp|P78539|SRPX_HUMAN Sushi repeat-containing protein SRPX precursor NA

3661 RCGEGFYSDHGVC gi|51315966|sp|Q86XX4|FRAS1_HUMAN Extracellular matrix protein FRAS1 precursor NA

3662 ELQEGRYESEKLQ gi|119586105|gb|EAW65701.1| ninein (GSK3B interacting protein)  isoform CRA_j [Homo sapiens]NA

3663 KARSKTYINMREV gi|1345664|sp|P20807|CAN3_HUMAN Calpain-3 (Calpain L3) (Calpain p94) (Calcium-activated neutral proteinase 3) (CANP 3) (Muscle-specific calcium-activated neutral protease 3) (nCL-1) NA

3664 <<Marker>> contol_spot NA

3665 FIRVGYYVNNEYL gi|74734533|sp|Q9NVP2|ASF1B_HUMAN Histone chaperone ASF1B (Anti-silencing function protein 1 homolog B) (hAsf1) (hAsf1b) (CCG1-interacting factor A-II) (CIA-II) (hCIA-II) NA

3666 VITDVYYVDGTEV gi|8928568|sp|Q12888|TP53B_HUMAN Tumor suppressor p53-binding protein 1 (p53-binding protein 1) (p53BP1) (53BP1) NA

3667 DNAENVYVWKQGV gi|121531|sp|P07359|GP1BA_HUMAN Platelet glycoprotein Ib alpha chain precursor (Glycoprotein Ibalpha) (GP-Ib alpha) (GPIbA) (GPIb-alpha) (Antigen CD42b-alpha) (CD42b antigen) [Contains: Glycocalicin] NA

3668 IVSGTRYKGNGGV gi|20137697|sp|O60762|DPM1_HUMAN Dolichol-phosphate mannosyltransferase (Dolichol-phosphate mannose synthase) (Dolichyl-phosphate beta-D-mannosyltransferase) (Mannose-P-dolichol synthase) (MPD synthase) (DPM synthase) NA

3669 IQLLDDYPKCFIV gi|133041|sp|P05388|RLA0_HUMAN 60S acidic ribosomal protein P0 (L10E) [IQLLDDYPKCFIV|Y|24|P05388|15592455|]

3670 LKGSNLYSQLERQ gi|59798964|sp|Q8N5T2|TBC19_HUMAN TBC1 domain family member 19 [LKGSNLYSQLERQ|Y|25|Q8N5T2|15592455|]

3671 TDFPGNYSGYDDA gi|3914807|sp|O15160|RPAC1_HUMAN DNA-directed RNA polymerases I and III subunit RPAC1 (RNA polymerases I and III subunit AC1) (DNA-directed RNA polymerase I subunit C) (DNA-directed RNA polymerases I and III 40 kDa polypeptide) (RPA40) (RPA39) (RPC40) (AC40) [TDFPGNYSGYDDA|Y|33|O15160|15592455|]

3672 DDDFEPYLSPQAR gi|41019527|sp|Q9Y5A9|YTHD2_HUMAN YTH domain family protein 2 (High-glucose-regulated protein 8) (CLL-associated antigen KW-14) (Renal carcinoma antigen NY-REN-2) [DDDFEPYLSPQAR|Y|37|Q9Y5A9|15592455|]

3673 DVKEQIYKLAKKG gi|50403608|sp|P62277|RS13_HUMAN 40S ribosomal protein S13 NA

3674 NGAEPNYHSLPSA gi|125863645|sp|Q6IAA8|CK059_HUMAN UPF0404 protein C11orf59 [NGAEPNYHSLPSA|Y|40|Q6IAA8|15592455|]

3675 IGNKERYDFHKLF gi|55957529|emb|CAI17235.1| RUN and FYVE domain containing 2 [Homo sapiens] NA

3676 MAFSPNYMSMLLF gi|119567991|gb|EAW47606.1| solute carrier family 22 (organic cation transporter)  member 1  isoform CRA_d [Homo sapiens]NA

3677 YQYMETYMGPALF gi|20981701|sp|Q14974|IMB1_HUMAN Importin subunit beta-1 (Karyopherin subunit beta-1) (Nuclear factor P97) (Importin 90) NA

3678 FFSEKIYKLNEDM gi|130861|sp|P25789|PSA4_HUMAN Proteasome subunit alpha type 4 (Proteasome component C9) (Macropain subunit C9) (Multicatalytic endopeptidase complex subunit C9) (Proteasome subunit L) NA

3679 GHKNEKYCIFANF gi|74762455|sp|Q86VZ2|WDR5B_HUMAN WD repeat protein 5B NA

3680 KNSEGKYHCPVLF gi|23813917|sp|Q13356|PPIL2_HUMAN Peptidyl-prolyl cis-trans isomerase-like 2 (PPIase) (Rotamase) (Cyclophilin-60) (Cyclophilin-like protein Cyp-60) NA

3681 PVWEFKYGDLLGH gi|5921793|sp|O75503|CLN5_HUMAN Ceroid-lipofuscinosis neuronal protein 5 (Protein CLN5) NA

3682 YLTMDIYAFPAGH gi|74751178|sp|Q8NBV4|PPAC3_HUMAN Probable lipid phosphate phosphatase PPAPDC3 (Phosphatidic acid phosphatase type 2 domain-containing protein 3) NA

3683 IRAPPTYVKVEVP gi|24212387|sp|Q9UJQ4|SALL4_HUMAN Sal-like protein 4 (Zinc finger protein SALL4) NA

3684 HIEVKGYEDGGIH gi|59799178|sp|O00478|BT3A3_HUMAN Butyrophilin subfamily 3 member A3 precursor NA

3685 <<Marker>> contol_spot NA

3686 CVKNSSYVHSSLH gi|265484|gb|AAB25346.1| HZF-16.2 [Homo sapiens]NA

3687 LKQADLYISEGLH gi|22654293|sp|Q92526|TCPW_HUMAN T-complex protein 1 subunit zeta-2 (TCP-1-zeta-2) (CCT-zeta-2) (TCP-1-zeta-like) (CCT-zeta-like) (Testis-specific Tcp20) (Testis-specific protein TSA303) NA

3688 EQPETYYKWDNWP gi|97052424|sp|Q8N201|INT1_HUMAN Integrator complex subunit 1 (Int1)NA

3689 PEVSEKYEIGSVP gi|37087933|sp|O76003|TXNL2_HUMAN Thioredoxin-like protein 2 (PKC-interacting cousin of thioredoxin) (PKC-theta-interacting protein) (PKCq-interacting protein) NA

3690 DEGESRYKITDII gi|118601083|sp|Q13085|COA1_HUMAN Acetyl-CoA carboxylase 1 (ACC-alpha) [Includes: Biotin carboxylase ] NA

3691 LLCCGEYQDVLII gi|109896166|sp|Q3MJ13|WDR72_HUMAN WD repeat protein 72 NA



3692 CDINGKYENNYNA gi|90101756|sp|Q8IYR2|SMYD4_HUMAN SET and MYND domain-containing protein 4NA

3693 VYSKLIYVCSFPA gi|11387048|sp|O14901|KLF11_HUMAN Krueppel-like factor 11 (Transforming growth factor-beta-inducible early growth response protein 2) (TGFB-inducible early growth response protein 2) (TIEG-2) NA

3694 SDPAEEYELVQVI gi|14548230|sp|Q9NZL6|RGL1_HUMAN Ral guanine nucleotide dissociation stimulator-like 1 (RalGDS-like 1) NA

3695 FNVEEMYEAHAWI gi|48474734|sp|Q8IXQ6|PARP9_HUMAN Poly [ADP-ribose] polymerase 9 (PARP-9) (B aggressive lymphoma protein) NA

3696 HYRESRYRRSPYI gi|89024885|ref|XP_935256.1| PREDICTED: similar to Splicing factor  arginine/serine-rich  46kD [Homo sapiens] NA

3697 MASLEVYVRRGYI gi|134047740|sp|O00763|COA2_HUMAN Acetyl-CoA carboxylase 2 (ACC-beta) [Includes: Biotin carboxylase ] NA

3698 AEYCEQYVSYFCK gi|17433089|sp|Q9UHC6|CNTP2_HUMAN Contactin-associated protein-like 2 precursor (Cell recognition molecule Caspr2) NA

3699 KTDTDLYEFAKCK gi|74760739|sp|Q96BP3|PPWD1_HUMAN Peptidylprolyl isomerase domain and WD repeat-containing protein 1 NA

3700 KFIEQSYSSVAEM gi|23830899|sp|Q13733|AT1A4_HUMAN Sodium/potassium-transporting ATPase subunit alpha-4 (Sodium pump subunit alpha-4) (Na(+)/K(+) ATPase alpha-4 subunit) NA

3701 QMYNSPYHRVTDC gi|74751734|sp|Q96A46|MFRN2_HUMAN Mitoferrin-2 (Mitochondrial iron transporter 2) (Solute carrier family 25 member 28) (Mitochondrial RNA-splicing protein 3/4 homolog) (MRS3/4) (hMRS3/4) NA

3702 SPCSRGYCDHGGQ gi|125987841|sp|Q99102|MUC4_HUMAN Mucin-4 precursor (Pancreatic adenocarcinoma mucin) (Testis mucin) (Ascites sialoglycoprotein) (ASGP) (Tracheobronchial mucin) [Contains: Mucin-4 alpha chain (Ascites sialoglycoprotein 1) (ASGP-1); Mucin-4 beta chain (Ascites sialoglycoprotein 2) (ASGP-2)]NA

3703 PPDNSFYVRTCNK gi|74751754|sp|Q96B02|UBE2W_HUMAN Probable ubiquitin-conjugating enzyme E2 W (Ubiquitin-protein ligase W) (Ubiquitin carrier protein W) NA

3704 AEMEGKYVINMPK gi|74729722|sp|Q8N9M1|CS047_HUMAN Uncharacterized protein C19orf47 NA

3705 VRRNNIYELNPNK gi|97535778|sp|Q9NSI6|BRWD1_HUMAN Bromodomain and WD repeat domain-containing protein 1 (WD repeat protein 9)NA

3706 <<Marker>> contol_spot NA

3707 EVSMSRYIPHPFL gi|66347356|emb|CAI95003.1| KIAA1432 [Homo sapiens]NA

3708 VEASNPYVEPRFL gi|1705545|sp|P55285|CADH6_HUMAN Cadherin-6 precursor (Kidney-cadherin) (K-cadherin) NA

3709 AAYNPSYYSGPGL gi|34364899|emb|CAE45874.1| hypothetical protein [Homo sapiens]NA

3710 DMYNTPYTYNAGL gi|119625041|gb|EAX04636.1| sorbin and SH3 domain containing 2  isoform CRA_e [Homo sapiens]NA

3711 GQQEEYYRKLAGL gi|125993|sp|P04180|LCAT_HUMAN Phosphatidylcholine-sterol acyltransferase precursor (Lecithin-cholesterol acyltransferase) (Phospholipid-cholesterol acyltransferase) NA

3712 SGSEVWYSNGPGL gi|94717653|sp|Q38SD2|LRRK1_HUMAN Leucine-rich repeat serine/threonine-protein kinase 1NA

3713 ACMWGEYVDNTNL gi|123079|sp|P06865|HEXA_HUMAN Beta-hexosaminidase alpha chain precursor (N-acetyl-beta-glucosaminidase) (Beta-N-acetylhexosaminidase) (Hexosaminidase A) NA

3714 YPDKIDYASLDPL gi|146286137|sp|Q8N3D4|EH1L1_HUMAN EH domain-binding protein 1-like protein 1'NA

3715 CYSDGKYYEPKQL gi|48428570|sp|O75443|TECTA_HUMAN Alpha-tectorin precursor NA

3716 EQPAPGYDTHGRL gi|85700443|sp|Q07157|ZO1_HUMAN Tight junction protein ZO-1 (Zonula occludens 1 protein) (Zona occludens 1 protein) (Tight junction protein 1) NA

3717 PARKGLYEGTGRL gi|17375667|sp|Q9UBC3|DNM3B_HUMAN DNA (cytosine-5)-methyltransferase 3B (Dnmt3b) (DNA methyltransferase HsaIIIB) (DNA MTase HsaIIIB) (M.HsaIIIB) NA

3718 KGNEEGYFGTRRL gi|1169653|sp|P98095|FBLN2_HUMAN Fibulin-2 precursor NA

3719 CVSWSLYHDLGPM gi|119613484|gb|EAW93078.1| hypothetical protein FLJ21511 [Homo sapiens]NA

3720 AELVNNYGKGWSL gi|145559521|sp|Q13702|RAPSN_HUMAN 43 kDa receptor-associated protein of the synapse (RAPsyn) (Acetylcholine receptor-associated 43 kDa protein) (43 kDa postsynaptic protein) (RING finger protein 205) NA

3721 NQGVRTYVDPFTY gi|1711371|sp|P54764|EPHA4_HUMAN Ephrin type-A receptor 4 precursor (Tyrosine-protein kinase receptor SEK) (Receptor protein-tyrosine kinase HEK8) (Tyrosine-protein kinase TYRO1) [NQGVRTYVDPFTY|Y|596|P54764|8622893|EphA4|[P54764:EPHA4_HUMAN]NQGVRTYVDPFTY|Y|596|Q03137|11136979|]

3722 PAAPVSYADMRTG gi|547738|sp|P35568|IRS1_HUMAN Insulin receptor substrate 1 (IRS-1) NA

3723 PEDKAKYDAIFDS gi|67476728|sp|P42566|EP15_HUMAN Epidermal growth factor receptor substrate 15 (Protein Eps15) (AF-1p protein) NA

3724 PKSPGEYINIDFG gi|62298062|sp|Q9Y4H2|IRS2_HUMAN Insulin receptor substrate 2 (IRS-2) NA

3725 VYEEDSYVKRSQG gi|547807|sp|P07949|RET_HUMAN Proto-oncogene tyrosine-protein kinase receptor ret precursor (C-ret) [VYEEDSYVKRSQG|Y|905|P07949|14711813|Ret|[P07949:RET_HUMAN]]

3726 YAEPHTYEEPGRA gi|19857975|sp|P29322|EPHA8_HUMAN Ephrin type-A receptor 8 precursor (Tyrosine-protein kinase receptor EEK) (EPH- and ELK-related kinase) (HEK3) [YAEPHTYEEPGRA|Y|616|P29322|10498895|EphA8|[P29322:EPHA8_HUMAN]]

3727 <<Marker>> contol_spot NA

3728 YIDPETYEDPNRA gi|146345416|sp|Q15375|EPHA7_HUMAN Ephrin type-A receptor 7 precursor (Tyrosine-protein kinase receptor EHK-3) (EPH homology kinase 3) (Receptor protein-tyrosine kinase HEK11) NA

3729 YMEDSTYYKASKG gi|3183518|sp|Q05397|FAK1_HUMAN Focal adhesion kinase 1 (FADK 1) (pp125FAK) (Protein-tyrosine kinase 2) [YMEDSTYYKASKG|Y|614|P34152|15592455;17242355|YMEDSTYYKASKG|Y|576|Q05397|7529876;17192257|FAK|[Q05397:FAK1_HUMAN]]

3730 YVDPHTYEDPTQA gi|116241351|sp|P29320|EPHA3_HUMAN Ephrin type-A receptor 3 precursor (Tyrosine-protein kinase receptor ETK1) (HEK) (HEK4) (Tyrosine-protein kinase TYRO4) [YVDPHTYEDPTQA|Y|602|P29320|11870224|EphA3|[P29320:EPHA3_HUMAN]]

3731 DIYKNDYYRKRGE gi|126302596|sp|P08922|ROS_HUMAN Proto-oncogene tyrosine-protein kinase ROS precursor (c-ros-1) [DIYKNDYYRKRGE|Y|2131|P08941|8999820|]

3732 ILEEVRYIANRFR gi|91208254|sp|Q494W8|CRFM7_HUMAN CHRNA7-FAM7A fusion protein (D-10) (CHRNA7-DR1) [ILEEVRYIANRFR|Y|442|P36544|16251431|Src|[P12931:SRC_HUMAN]]

3733 ISKAEEYFLLKSR gi|543759|sp|Q07001|ACHD_HUMAN Acetylcholine receptor subunit delta precursor NA

3734 IYKNDYYRKRGEG gi|126302596|sp|P08922|ROS_HUMAN Proto-oncogene tyrosine-protein kinase ROS precursor (c-ros-1) [IYKNDYYRKRGEG|Y|2132|P08941|8999820|]

3735 IYSGDYYRQGCAS gi|1717829|sp|Q06418|TYRO3_HUMAN Tyrosine-protein kinase receptor TYRO3 precursor (Tyrosine-protein kinase RSE) (Tyrosine-protein kinase SKY) (Tyrosine-protein kinase DTK) (Protein-tyrosine kinase byk) NA

3736 KDTETVYSEVRKA gi|129747|sp|P16284|PECA1_HUMAN Platelet endothelial cell adhesion molecule precursor (PECAM-1) (EndoCAM) (GPIIA') (CD31 antigen) [KDTETVYSEVRKA|Y|713|P16284|15592455|]

3737 KKVVALYDYMPMN gi|547759|sp|Q06187|BTK_HUMAN Tyrosine-protein kinase BTK (Bruton tyrosine kinase) (Agammaglobulinaemia tyrosine kinase) (ATK) (B cell progenitor kinase) (BPK) [KKVVALYDYMPMN|Y|223|Q06187|8630736;12445832;12573241|Abl;BTK|[P00519:ABL1_HUMAN,Q06187:BTK_HUMAN]]

3738 VIEDNEYTAREGA gi|20141296|sp|P08631|HCK_HUMAN Tyrosine-protein kinase HCK (p59-HCK/p60-HCK) (Hemopoietic cell kinase) [VIEDNEYTAREGA|Y|397|P07948|8530369;17081983|Lyn|[P07948:LYN_HUMAN]VIEDNEYTAREGA|Y|411|P08631|10644735|HCK|[P08631:HCK_HUMAN]VIEDNEYTAREGA|Y|397|P25911|10415030|Lyn|[P07948:LYN_HUMAN]]

3739 HAEAALYKNLLHS gi|125472|sp|P10721|KIT_HUMAN Mast/stem cell growth factor receptor precursor (SCFR) (Proto-oncogene tyrosine-protein kinase Kit) (c-kit) (CD117 antigen) [HAEAALYKNLLHS|Y|703|P10721|10377264|Kit|[P10721:KIT_HUMAN]]

3740 LDGENIYIRHSNL gi|90101808|sp|P11171|41_HUMAN Protein 4.1 (Band 4.1) (P4.1) (EPB4.1) (4.1R) [LDGENIYIRHSNL|Y|660|P11171|1647028|EGFR|[P00533:EGFR_HUMAN]]

3741 SQQTNDYMQPEED gi|46397817|sp|P12814|ACTN1_HUMAN Alpha-actinin-1 (Alpha-actinin cytoskeletal isoform) (Non-muscle alpha-actinin-1) (F-actin cross-linking protein) [SQQTNDYMQPEED|Y|12|P12814|11369769|FAK|[Q05397:FAK1_HUMAN]]

3742 PEPENDYEDVEEM gi|123557|sp|P14317|HCLS1_HUMAN Hematopoietic lineage cell-specific protein (Hematopoietic cell-specific LYN substrate 1) (LckBP1) (p75) [PEPENDYEDVEEM|Y|378|P14317|96108162;9104825|Lyn;Syk|[P07948:LYN_HUMAN,P43405:KSYK_HUMAN]]

3743 RDINSLYDVSRMY gi|143811440|sp|P16885|PLCG2_HUMAN 1-phosphatidylinositol-4 5-bisphosphate phosphodiesterase gamma 2 (Phosphoinositide phospholipase C) (PLC-gamma-2) (Phospholipase C-gamma-2) (PLC-IV)[RDINSLYDVSRMY|Y|753|P24135|11507089;11606584;12181444|BTK|[Q06187:BTK_HUMAN]RDINSLYDVSRMY|Y|753|P16885|11507089;11606584;12181444;15144186|Fyn;Lck;Lyn;Src;BTK|[P06241:FYN_HUMAN,P06239:LCK_HUMAN,P07948:LYN_HUMAN,P12931:SRC_HUMAN,Q06187:BTK_HUMAN]RDINSLYDVSRMY|Y|753|Q8CIH5|15509800|]



3744 AEQAERYDDMATC gi|112690|sp|P27348|1433T_HUMAN 14-3-3 protein theta (14-3-3 protein tau) (14-3-3 protein T-cell) (HS1 protein) NA

3745 PDAVDKYLETPGD gi|112927|sp|P05067|A4_HUMAN Amyloid beta A4 protein precursor (APP) (ABPP) (Alzheimer disease amyloid protein) (Cerebral vascular amyloid peptide) (CVAP) (Protease nexin-II) (PN-II) (APPI) (PreA4) [Contains: Soluble APP-alpha (S-APP-alpha); Soluble APP-beta (S-APP-beta); C99; Beta-amyloid protein 42 (Beta-APP42); Beta-amyloid protein 40 (Beta-APP40); C83; P3(42); P3(40); Gamma-CTF(59) (Gamma-secretase C-terminal fragment 59) (Amyloid intracellular domain 59) (AID(59)) (AICD-59); Gamma-CTF(57) (Gamma-secretase C-terminal fragment 57) (Amyloid intracellular domain 57) (AID(57)) (AICD-57); Gamma-CTF(50) (Gamma-secretase C-terminal fragment 50) (Amyloid intracellular domain 50) (AID(50)) (AICD-50); C31] NA

3746 ECCKEPYPDVTFT gi|91208254|sp|Q494W8|CRFM7_HUMAN CHRNA7-FAM7A fusion protein (D-10) (CHRNA7-DR1) NA

3747 INTEGGYVCRCSE gi|119226|sp|P01133|EGF_HUMAN Pro-epidermal growth factor precursor (EGF) [Contains: Epidermal growth factor (Urogastrone)] NA

3748 <<Marker>> contol_spot NA

3749 SGSDTTYFSVNVS gi|120046|sp|P11362|FGFR1_HUMAN Basic fibroblast growth factor receptor 1 precursor (FGFR-1) (bFGF-R) (Fms-like tyrosine kinase 2) (c-fgr) (CD331 antigen) NA

3750 NCTNELYMMMRDC gi|119583708|gb|EAW63304.1| fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2  Pfeiffer syndrome)  isoform CRA_b [Homo sapiens] [NCTNELYMMMRDC|Y|730|P11362|9880324;8622701;12601080|FGFR1|[P11362:FGFR1_HUMAN]]

3751 SSDNSLYTNAKGS gi|47117704|sp|P61244|MAX_HUMAN Protein max (Myc-associated factor X) [SSDNSLYTNAKGS|Y|123|P61244|15592455|]

3752 QRLGLDYEERVLP gi|74752151|sp|Q99623|PHB2_HUMAN Prohibitin-2 (B-cell receptor-associated protein BAP37) (Repressor of estrogen receptor activity) (D-prohibitin) NA

3753 VTCTRIYEKVE gi|232081|sp|Q01469|FABPE_HUMAN Fatty acid-binding protein  epidermal (E-FABP) (Psoriasis-associated fatty acid-binding protein homolog) (PA-FABP) NA

3754 RPTQPVYQIQNRG gi|74733529|sp|Q9H0W8|CS061_HUMAN Uncharacterized protein C19orf61 [RPTQPVYQIQNRG|Y|147|Q9H0W8|15592455|]

3755 LRIVEPYIAWGYP gi|133021|sp|P18124|RL7_HUMAN 60S ribosomal protein L7 [LRIVEPYIAWGYP|Y|139|P18124|15592455|]

3756 KKNLQYYDISAKS gi|51338598|sp|P62826|RAN_HUMAN GTP-binding nuclear protein Ran (GTPase Ran) (Ras-like protein TC4) (Androgen receptor-associated protein 24) [KKNLQYYDISAKS|Y|147|P62826|16497976|]

3757 KRVPCAYDKTALA gi|1169094|sp|P46109|CRKL_HUMAN Crk-like protein [KRVPCAYDKTALA|Y|251|P47941|15592455|]

3758 NKEVLDYSTPTTN gi|20455516|sp|P08240|SRPR_HUMAN Signal recognition particle receptor subunit alpha (SR-alpha) (Docking protein alpha) (DP-alpha) [NKEVLDYSTPTTN|Y|261|P08240|15592455|]

3759 GQRIYQYIQSRFY gi|3219996|sp|Q13627|DYR1A_HUMAN Dual specificity tyrosine-phosphorylation-regulated kinase 1A (Protein kinase minibrain homolog) (MNBH) (HP86) (Dual specificity YAK1-related kinase) (hMNB) [GQRIYQYIQSRFY|Y|273|Q9Y463|10910078;15144186|DYRK1B|[Q9Y463:DYR1B_HUMAN]GQRIYQYIQSRFY|Y|321|Q61214|12522270;15592455|GQRIYQYIQSRFY|Y|321|Q13627|15592455;17192257|GQRIYQYIQSRFY|Y|273|Q9Z188|15572359|]

3760 SCRNLVYDQSPNR gi|108860813|sp|Q9NXR1|NDE1_HUMAN Nuclear distribution protein nudE homolog 1 (NudE)[SCRNLVYDQSPNR|Y|279|Q9NXR1|15592455|]

3761 RLFQQIYSDGSDE gi|62512186|sp|Q9Y2Z0|SUGT1_HUMAN Suppressor of G2 allele of SKP1 homolog (Sgt1) (Putative 40-6-3 protein) [RLFQQIYSDGSDE|Y|317|Q9Y2Z0|15592455|]

3762 ETSKLIYDFIEDQ gi|1722836|sp|P42768|WASP_HUMAN Wiskott-Aldrich syndrome protein (WASp) [ETSKLIYDFIEDQ|Y|291|P42768|10068673;12235133;15592455;12769847|BTK;HCK|[Q06187:BTK_HUMAN,P08631:HCK_HUMAN]]

3763 TATEGQYQPQP gi|125474|sp|P06239|LCK_HUMAN Proto-oncogene tyrosine-protein kinase LCK (p56-LCK) (Lymphocyte cell-specific protein-tyrosine kinase) (LSK) (T cell-specific protein-tyrosine kinase) [TATEGQYQPQP|Y|505|P06239|89123626;15592455;8945479;17192257|Lck|[P06239:LCK_HUMAN]]

3764 WQKNGDYLCVKVD gi|3123230|sp|P55884|IF39_HUMAN Eukaryotic translation initiation factor 3 subunit 9 (eIF-3 eta) (eIF3 p116) (eIF3 p110) (eIF3b) (Prt1 homolog) (hPrt1) NA

3765 TQAVAAYQGCHFM gi|14349166|dbj|BAB60709.1| Werner helicase interacting protein [Homo sapiens]NA

3766 KHFTNPYCNIYLN gi|121743|sp|P20936|RASA1_HUMAN Ras GTPase-activating protein 1 (GTPase-activating protein) (GAP) (Ras p21 protein activator) (p120GAP) (RasGAP) [KHFTNPYCNIYLN|Y|615|P20936|15592455|]

3767 LPDGTFYSTLYLP gi|24418367|sp|Q9UPY3|DICER_HUMAN Endoribonuclease Dicer (Helicase with RNase motif) (Helicase-MOI) [LPDGTFYSTLYLP|Y|654|Q9UPY3|15592455|]

3768 PGSAAPYLKTKFI gi|48429227|sp|P40763|STAT3_HUMAN Signal transducer and activator of transcription 3 (Acute-phase response factor) [PGSAAPYLKTKFI|Y|705|P40763|9083098;11429593;9582023;15592455;12244095;14551213;11850821;9305919|ALK;Src;JAK1;JAK2;Src_group;Ret|[Q9UM73:ALK_HUMAN,P12931:SRC_HUMAN,P23458:JAK1_HUMAN,O60674:JAK2_HUMAN,P07949:RET_HUMAN]PGSAAPYLKTKFI|Y|705|P42227|15465816;15923602;;11278353;9531474|]

3769 <<Marker>> contol_spot NA

3770 NLANNPYSGDVTK gi|7688705|gb|AAF67493.1|AF157327_1 AD-012 protein [Homo sapiens][NLANNPYSGDVTK|Y|876|Q91VX2|15592455|]

3771 VKLISWYDNEFGY gi|120649|sp|P04406|G3P_HUMAN Glyceraldehyde-3-phosphate dehydrogenase (GAPDH) NA

3772 KLAAVTYNGVDNN gi|67472677|sp|Q16181|SEPT7_HUMAN Septin-7 (CDC10 protein homolog) [KLAAVTYNGVDNN|Y|319|Q16181|15592455|KLAAVTYNGVDNN|Y|318|O55131|15592455|]

3773 RLGEDPYYTENGG gi|3183511|sp|P28906|CD34_HUMAN Hematopoietic progenitor cell antigen CD34 precursor [RLGEDPYYTENGG|Y|326|Q64314|15592455|]

3774 EVKRNVYDLTSIP gi|20454906|sp|Q9UNN5|FAF1_HUMAN FAS-associated factor 1 (Protein FAF1) (hFAF1) NA

3775 LTADFLYEEVHPK gi|41688753|sp|Q12792|TWF1_HUMAN Twinfilin-1 (Protein A6) (Protein tyrosine kinase 9)[LTADFLYEEVHPK|Y|327|Q12792|15592455|]

3776 PPLEESYINNDQY gi|731631|sp|P38704|STP2_YEAST Zinc finger protein STP2 NA

3777 MSKMESYATKVEL gi|730744|sp|P38889|SKN7_YEAST Transcription factor SKN7 (Peroxide sensitivity protein 9) NA

3778 IALETFYARVGRP gi|729290|sp|P21657|DAL81_YEAST Transcriptional activator protein DAL81 (Regulatory protein UGA35) NA

3779 NSYECKYDRPPRN gi|731945|sp|P39529|YJU6_YEAST Uncharacterized transcriptional regulatory protein YJL206C NA

3780 NPSLTKYNDTATY gi|1352985|sp|P47043|ZAP1_YEAST Zinc-responsive transcriptional regulator ZAP1 NA

3781 RKEGIEYEDMHTH gi|88984071|sp|P17106|CBF1_YEAST Centromere-binding protein 1 (CBP-1) (Centromere-binding factor 1) (Centromere promoter factor 1) NA

3782 IQTCEKYIQVLEE gi|1169823|sp|P04386|GAL4_YEAST Regulatory protein GAL4 NA

3783 KIFSDYYTLVNSI gi|1169136|sp|P41817|CUP9_YEAST Homeobox protein CUP9 NA

3784 NSNNSYYSNNEDA gi|3024551|sp|Q12224|RLM1_YEAST Transcription factor RLM1 NA

3785 PTADAIYTDVHKL gi|729486|sp|P39521|FHL1_YEAST Pre-rRNA-processing protein FHL1 NA

3786 KPENILYADDTPG gi|37999483|sp|O75676|KS6A4_HUMAN Ribosomal protein S6 kinase alpha-4 (Nuclear mitogen-and stress-activated protein kinase 2) (90 kDa ribosomal protein S6 kinase 4) (Ribosomal protein kinase B) (RSKB) NA

3787 FNYPDQYVREYAV gi|1171955|sp|P42338|PK3CB_HUMAN Phosphatidylinositol-4 5-bisphosphate 3-kinase catalytic subunit beta isoform (PI3-kinase p110 subunit beta) (PtdIns-3-kinase p110) (PI3K) (PI3Kbeta) NA

3788 CSEGLDYKSMGRM gi|119610537|gb|EAW90131.1| dynein heavy chain domain 3  isoform CRA_c [Homo sapiens]NA

3789 GLREKDYDFPPPM gi|8134360|sp|Q14511|CASL_HUMAN Enhancer of filamentation 1 (HEF1) (CRK-associated substrate-related protein) (CAS-L) (CasL) (p105) (Protein NEDD9) (Renal carcinoma antigen NY-REN-12) NA

3790 <<Marker>> contol_spot NA

3791 MDNQGGYGSVGRM gi|23503095|sp|P31942|HNRH3_HUMAN Heterogeneous nuclear ribonucleoprotein H3 (hnRNP H3) (hnRNP 2H9) [MDNQGGYGSVGRM|Y|296|P31942|15592455|]

3792 SIHNDLYVIGGQM gi|148664248|ref|NP_997218.2| kelch domain containing 6 [Homo sapiens]NA

3793 SYFEPRYILVVPM gi|85397400|gb|AAI04898.1| Leucine-rich repeats and guanylate kinase domain containing [Homo sapiens] NA

3794 FLTENGYAHNVSM gi|74735330|sp|O14777|KNTC2_HUMAN Kinetochore protein Hec1 (HsHec1) (Kinetochore-associated protein 2) (Highly expressed in cancer protein) (Retinoblastoma-associated protein HEC) NA

3795 EIKKEDYVLTKFN gi|134035019|sp|Q9P2N2|RHG28_HUMAN Rho GTPase-activating protein 28 (Rho-type GTPase-activating protein 28)NA



3796 GQNEKKYDCVIFN gi|109458219|ref|XP_001079751.1| PREDICTED: similar to epididymal sperm binding protein 1 [Rattus norvegicus] NA

3797 KSDGDSYFTIDGN gi|1705551|sp|P55289|CAD12_HUMAN Cadherin-12 precursor (Brain-cadherin) (BR-cadherin) (N-cadherin 2) (Neural type cadherin 2) NA

3798 LNIPDAYADPRFN gi|7993747|sp|Q9Y233|PDE10_HUMAN cAMP and cAMP-inhibited cGMP 3' 5'-cyclic phosphodiesterase 10A NA

3799 SSRFGKYIDIYFN gi|119615728|gb|EAW95322.1| hCG42606  isoform CRA_a [Homo sapiens]NA

3800 CDNCDAYLQMKGN gi|54039624|sp|P63272|SPT4H_HUMAN Transcription elongation factor SPT4 (hSPT4) (DRB sensitivity-inducing factor small subunit) (DSIF small subunit) (DSIF p14) NA

3801 NLEQEEYEDPDIP gi|114787|sp|P02730|B3AT_HUMAN Band 3 anion transport protein (Anion exchange protein 1) (AE 1) (Solute carrier family 4 member 1) (CD233 antigen) [NLEQEEYEDPDIP|Y|21|P02730|10942405|Lyn;Syk|[P07948:LYN_HUMAN,P43405:KSYK_HUMAN]]

3802 HKRCPDYIIQKLN gi|33112650|sp|P08575|CD45_HUMAN Leukocyte common antigen precursor (L-CA) (T200) (CD45 antigen)']NA

3803 NTHKDRYKFIHLN gi|24212102|sp|P59045|NAL11_HUMAN NACHT  LRR and PYD domains-containing protein 11 (PYRIN-containing APAF1-like protein 6) (Nucleotide-binding oligomerization domain protein 17) NA

3804 RVGELEYAVIDLN gi|148806872|ref|NP_055646.1| lupus brain antigen 1 [Homo sapiens]NA

3805 YCTCISYVNSCLN gi|543823|sp|P35414|APJ_HUMAN Apelin receptor (G-protein coupled receptor APJ) (Angiotensin receptor-like 1) (HG11) NA

3806 DGEVTPYANTNNN gi|14286105|sp|P23634|AT2B4_HUMAN Plasma membrane calcium-transporting ATPase 4 (PMCA4) (Plasma membrane calcium pump isoform 4) (Plasma membrane calcium ATPase isoform 4) (Matrix-remodelling-associated protein 1) [DGEVTPYANTNNN|Y|1212|P23634|12540962;9182531|Src_group]

3807 SVNCELYFMVGVN gi|147647000|sp|Q6UXG2|K1324_HUMAN Protein KIAA1324 precursor (Estrogen-induced gene 121 protein)NA

3808 YPSPPGYIFDNTN gi|60223083|ref|NP_001008227.1| hypothetical protein LOC283726 [Homo sapiens] NA

3809 ETNEWRYVSSLPQ gi|81175180|sp|Q9P2G3|KLH14_HUMAN Kelch-like protein 14 NA

3810 GQGPPPYVFMYPQ gi|61213006|sp|Q8WXE0|CSKI2_HUMAN Caskin-2 NA

3811 NNSMENYLSKMQQ gi|109940217|sp|Q9UPS8|ANR26_HUMAN Ankyrin repeat domain-containing protein 26NA

3812 SDTESGYLQSHPQ gi|17380345|sp|Q9HC78|ZBT20_HUMAN Zinc finger and BTB domain-containing protein 20 (Zinc finger protein 288) (Dendritic-derived BTB/POZ zinc finger protein) NA

3813 NRDSYSYGSRRGG gi|20981728|sp|Q13247|SFRS6_HUMAN Splicing factor  arginine/serine-rich 6 (Pre-mRNA-splicing factor SRP55) NA

3814 NPTEFDYLNPNVQ gi|119584881|gb|EAW64477.1| hCG2042887  isoform CRA_a [Homo sapiens]NA

3815 YCKEDYYRRFSVQ gi|8247936|sp|P50458|LHX2_HUMAN LIM/homeobox protein Lhx2 (Homeobox protein LH-2) NA

3816 DADQDIYAVVTYQ gi|17366834|sp|Q9H251|CAD23_HUMAN Cadherin-23 precursor (Otocadherin) NA

3817 GYASFDYEDAGYQ gi|74728811|sp|Q8N442|GUF1_HUMAN GTP-binding protein GUF1 homolog NA

3818 LGSKVGYLDVEAR gi|22028344|gb|AAH34936.1| Similar to dual specificity phosphatase 9 [Homo sapiens] NA

3819 SRFREGYEIPPGG gi|119606058|gb|EAW85652.1| similar to Neuronal pentraxin II precursor (NP-II) (NP2) [Homo sapiens]NA

3820 LAFERGYEFLGVA gi|146286173|sp|P0C2W1|FBSP1_HUMAN F-box/SPRY domain-containing protein 1 (F-box only protein 45) NA

3821 SYGGSDYGNGFGG gi|8134660|sp|Q13151|ROA0_HUMAN Heterogeneous nuclear ribonucleoprotein A0 (hnRNP A0) NA

3822 CLHKEYYETKKVA gi|63995543|gb|AAY41037.1| unknown [Homo sapiens] NA

3823 ESSKSSYELIVVA gi|73620979|sp|Q8TAB3|PCD19_HUMAN Protocadherin-19 precursorNA

3824 VPMPDKYSSEPVA gi|52788229|sp|P00558|PGK1_HUMAN Phosphoglycerate kinase 1 (Primer recognition protein 2) (PRP 2) (Cell migration-inducing gene 10 protein) NA

3825 EAEKRPYIDEAKR gi|6831689|sp|O95416|SOX14_HUMAN Transcription factor SOX-14 NA

3826 GHQETKYRSGRIR gi|62899891|sp|Q9HC77|CENPJ_HUMAN Centromere protein J (CENP-J) (Centrosomal P4.1-associated protein) (LAG-3-associated protein) (LYST-interacting protein 1) NA

3827 KEDEFGYSWKNIR gi|68052394|sp|O75970|MPDZ_HUMAN Multiple PDZ domain protein (Multi-PDZ domain protein 1) NA

3828 RKRDRKYDTPGKR gi|74761976|sp|Q9UJL9|ZN643_HUMAN Zinc finger protein 643 NA

3829 YKIKQGYVIYGIR gi|114664783|ref|XP_001145228.1| PREDICTED: similar to 60S ribosomal protein L15 [Pan troglodytes]NA

3830 EDEEDFYQGSMEC gi|50400556|sp|Q8N9N2|ASCC1_HUMAN Activating signal cointegrator 1 complex subunit 1 (ASC-1 complex subunit p50) (Trip4 complex subunit p50) NA

3831 LKVEPGYPKSALR gi|60392771|sp|P50281|MMP14_HUMAN Matrix metalloproteinase-14 precursor (MMP-14) (Membrane-type matrix metalloproteinase 1) (MT-MMP 1) (MTMMP1) (Membrane-type-1 matrix metalloproteinase) (MT1-MMP) (MT1MMP) (MMP-X1) NA

3832 SFESKDYLQVCLR gi|124015168|sp|Q96Q89|MPPH1_HUMAN M-phase phosphoprotein 1 (MPP1) (Kinesin-related motor interacting with PIN1)NA

3833 YMEEDVYQLQELR gi|122889217|emb|CAI12788.3| novel protein [Homo sapiens] NA

3834 PQRKSLYESDRLR gi|123263697|emb|CAM25398.1| RD RNA binding protein [Homo sapiens] NA

3835 DQFMNDYVEEANR gi|74746271|sp|Q5TEA3|CT194_HUMAN Uncharacterized protein C20orf194 NA

3836 YEEELLYEIKLNR gi|20137479|sp|Q9H2U9|ADAM7_HUMAN ADAM 7 precursor (A disintegrin and metalloproteinase domain 7) (Sperm maturation-related glycoprotein GP-83) NA

3837 QLFREPYIRTGYR gi|51316493|sp|Q8TEZ7|MPRB_HUMAN Membrane progestin receptor beta (mPR beta) (Progestin and adipoQ receptor family member VIII) (Lysosomal membrane protein in brain-1) NA

3838 RIVDTDYSSFAVL gi|71296898|gb|AAH35124.1| UNQ2541 protein [Homo sapiens]NA

3839 EISFSYYVRPGNG gi|119609013|gb|EAW88607.1| alpha-2-macroglobulin-like 1  isoform CRA_e [Homo sapiens]NA

3840 GLQNDDYETWLNG gi|62988803|gb|AAY24190.1| unknown [Homo sapiens]NA

3841 LRHLPDYHDLPNG gi|88943851|ref|XP_372816.3| PREDICTED: hypothetical protein [Homo sapiens] NA

3842 RVRKDMYNDTLNG gi|74761039|sp|Q96PU8|QKI_HUMAN Protein quaking (HqkI) (Hqk) NA

3843 MNSSGVYASPTCS gi|55957964|emb|CAI14377.1| novel protein (KIAA0894) [Homo sapiens] NA

3844 SSSNLSYQSHDCS gi|143811459|sp|Q96T68|SETB2_HUMAN Histone-lysine N-methyltransferase SETDB2 (SET domain bifurcated 2) (Chronic lymphocytic leukemia deletion region gene 8 protein) NA

3845 CPEGTVYDDIGDS gi|2506877|sp|Q02817|MUC2_HUMAN Mucin-2 precursor (Intestinal mucin-2) NA

3846 GPSNPSYCYGNDS gi|46397621|sp|P98088|MUC5A_HUMAN Mucin-5AC (Mucin-5 subtype AC  tracheobronchial) (Tracheobronchial mucin) (TBM) (Major airway glycoprotein)NA

3847 LVAEEYYADAFDS gi|74715639|sp|Q8NG66|NEK11_HUMAN Serine/threonine-protein kinase Nek11 (NimA-related protein kinase 11) (Never in mitosis A-related kinase 11) NA



3848 WTCMEYYERDSDS gi|62287833|sp|O75157|T22D2_HUMAN TSC22 domain family protein 2 (TSC22-related-inducible leucine zipper protein 4) NA

3849 RRYGDRYINLRGP gi|113045|sp|P12821|ACE_HUMAN Angiotensin-converting enzyme  somatic isoform precursor (Dipeptidyl carboxypeptidase I) (Kininase II) (CD143 antigen) [Contains: Angiotensin-converting enzyme  somatic isoform  soluble form] NA

3850 EETREAYANIAEL gi|416732|sp|P33076|C2TA_HUMAN MHC class II transactivator (CIITA) NA

3851 EVTFHLYLIPSDC gi|17380146|sp|Q9C000|NALP1_HUMAN NACHT  LRR and PYD domains-containing protein 1 (Death effector filament-forming ced-4-like apoptosis protein) (Nucleotide-binding domain and caspase recruitment domain) (Caspase recruitment domain protein 7) NA

3852 ENPIDLYIYVIDM gi|81175161|sp|P55283|CADH4_HUMAN Cadherin-4 precursor (Retinal-cadherin) (R-cadherin) (R-CAD) NA

3853 ARTGILYVNASLD gi|22095683|sp|Q9NYQ8|FAT2_HUMAN Protocadherin Fat 2 precursor (hFat2) (Multiple epidermal growth factor-like domains 1) NA

3854 LEVGAPYLRVDGK gi|24212077|sp|Q08174|PCDH1_HUMAN Protocadherin-1 precursor (Protocadherin-42) (PC42) (Cadherin-like protein 1) NA

3855 RIYIHRYENVSIL gi|729242|sp|P40145|ADCY8_HUMAN Adenylate cyclase type 8 (Adenylate cyclase type VIII) (ATP pyrophosphate-lyase 8) (Adenylyl cyclase 8) (Ca(2+)/calmodulin-activated adenylyl cyclase) NA

3856 QRLDCIYLNAGIM gi|8134404|sp|P56937|DHB7_HUMAN 3-keto-steroid reductase (Estradiol 17-beta-dehydrogenase 7) (17-beta-HSD 7) (17-beta-hydroxysteroid dehydrogenase 7) NA

3857 TFPPISYLNAISW gi|1706681|sp|P53602|ERG19_HUMAN Diphosphomevalonate decarboxylase (Mevalonate pyrophosphate decarboxylase) (Mevalonate (diphospho)decarboxylase) NA

3858 EAALNEYLRVKTV gi|59802911|sp|O75891|FTHFD_HUMAN 10-formyltetrahydrofolate dehydrogenase (10-FTHFDH) (Aldehyde dehydrogenase 1 family member L1) NA

3859 GDVAACYANPSLA gi|68056598|sp|Q14376|GALE_HUMAN UDP-glucose 4-epimerase (Galactowaldenase) (UDP-galactose 4-epimerase) NA

3860 ASTSELYGKVQEI gi|9087147|sp|O60547|GMDS_HUMAN GDP-mannose 4 6 dehydratase (GDP-D-mannose dehydratase) (GMD) NA

3861 DSTAETYGKIVHY gi|1706450|sp|Q09013|DMPK_HUMAN Myotonin-protein kinase (Myotonic dystrophy protein kinase) (MDPK) (DM-kinase) (DMK) (DMPK) (MT-PK) NA

3862 VCEEMTYEEIQDN gi|6226609|sp|Q16877|F264_HUMAN 6-phosphofructo-2-kinase/fructose-2 6-biphosphatase 4 (6PF-2-K/Fru-2 6-P2ASE testis-type isozyme) [Includes: 6-phosphofructo-2-kinase ; Fructose-2 6-bisphosphatase ] NA

3863 AVQKYAYLNVVGM gi|1346355|sp|Q01813|K6PP_HUMAN 6-phosphofructokinase type C (Phosphofructokinase 1) (Phosphohexokinase) (Phosphofructo-1-kinase isozyme C) (PFK-C) (6-phosphofructokinase  platelet type) NA

3864 EKKDEVYLNLVLD gi|20455502|sp|P49841|GSK3B_HUMAN Glycogen synthase kinase-3 beta (GSK-3 beta) NA

3865 TMKFNGYLRVRIG gi|1346393|sp|P24723|KPCL_HUMAN Protein kinase C eta type (nPKC-eta) (PKC-L) NA

3866 ENIAELYGAVLWG gi|50403742|sp|P41279|M3K8_HUMAN Mitogen-activated protein kinase kinase kinase 8 (COT proto-oncogene serine/threonine-protein kinase) (C-COT) (Cancer Osaka thyroid oncogene) NA

3867 NDINCGYPNAFIC gi|126730|sp|P22897|MRC1_HUMAN Macrophage mannose receptor 1 precursor (MMR) (CD206 antigen) NA

3868 NSGLHSYMEMPLE gi|125484|sp|P08581|MET_HUMAN Hepatocyte growth factor receptor precursor (HGF receptor) (Scatter factor receptor) (SF receptor) (HGF/SF receptor) (Met proto-oncogene tyrosine kinase) (c-Met) NA

3869 LYMPKVYIIIFHP gi|12644040|sp|O00222|MGR8_HUMAN Metabotropic glutamate receptor 8 precursor (mGluR8) NA

3870 IFFLLPYINPDLY gi|128359|sp|P25103|NK1R_HUMAN Substance-P receptor (SPR) (NK-1 receptor) (NK-1R) (Tachykinin receptor 1) NA

3871 CFFLVTYMAPLCL gi|6225810|sp|O43614|OX2R_HUMAN Orexin receptor type 2 (Ox2r) (Hypocretin receptor type 2) NA

3872 KDESVDYVPMLDM gi|129890|sp|P09619|PGFRB_HUMAN Beta-type platelet-derived growth factor receptor precursor (PDGF-R-beta) (CD140b antigen) [KDESVDYVPMLDM|Y|751|P09619|8195171|PDGFR beta;PDGFR_group|[P09619:PGFRB_HUMAN]]

3873 PEVKVQYEEIANC gi|12314174|emb|CAC08001.1| keratin 8 pseudogene 11 [Homo sapiens]NA

3874 QGSDLSYVTIFLC gi|14549162|sp|Q12967|GNDS_HUMAN Ral guanine nucleotide dissociation stimulator (RalGEF) (RalGDS) NA

3875 GQRAEPYCSVLPG gi|90101344|sp|Q9BUJ2|HNRL1_HUMAN Heterogeneous nuclear ribonucleoprotein U-like protein 1 (Adenovirus early region 1B-associated protein 5) (E1B-55 kDa-associated protein 5) (E1B-AP5) NA

3876 KSSKAYYVLSDAA gi|109826957|sp|Q3B7T1|EDRF1_HUMAN Erythroid differentiation-related factor 1 NA

3877 YKRNNFYIKIRPG gi|17433099|sp|Q9Y2J2|E41L3_HUMAN Band 4.1-like protein 3 (4.1B) (Differentially expressed in adenocarcinoma of the lung protein 1) (DAL-1) NA

3878 DTEKEKYEITEQC gi|89025433|ref|XP_940477.1| PREDICTED: similar to 60S ribosomal protein L6 (TAX-responsive enhancer element-binding protein 107) (TAXREB107) (Neoplasm-related protein C140) isoform 2 [Homo sapiens]NA

3879 NVSSLPYAVPPLS gi|124951|sp|P08514|ITA2B_HUMAN Integrin alpha-IIb precursor (Platelet membrane glycoprotein IIb) (GPalpha IIb) (GPIIb) (CD41 antigen) [Contains: Integrin alpha-IIb heavy chain; Integrin alpha-IIb light chain  form 1; Integrin alpha-IIb light chain  form 2]NA

3880 QPKAPGYICHGLS gi|119581630|gb|EAW61226.1| ATH1  acid trehalase-like 1 (yeast)  isoform CRA_c [Homo sapiens]NA

3881 LGSGPAYDFPGVL gi|17378648|sp|Q9GZZ0|HXD1_HUMAN Homeobox protein Hox-D1 NA

3882 GIECPDYRGNRLS gi|74749905|sp|Q7L8L6|FAKD5_HUMAN FAST kinase domain-containing protein 5 NA

3883 VIFNNTYIYSGMS gi|50400302|sp|Q13564|ULA1_HUMAN NEDD8-activating enzyme E1 regulatory subunit (Amyloid protein-binding protein 1) (Amyloid beta precursor protein-binding protein 1  59 kDa) (APP-BP1) (Protooncogene protein 1) (HPP1) NA

3884 ARRDSPYAEINNS gi|119582811|gb|EAW62407.1| MEGF10 protein  isoform CRA_b [Homo sapiens]NA

3885 TSFDETYIKKHGP gi|153792764|ref|NP_065915.1| hypothetical protein LOC57624 [Homo sapiens]NA

3886 NGESPIYMYLQRS gi|119575454|gb|EAW55052.1| hCG1640644 [Homo sapiens]NA

3887 IKAEDHYWGQDSS gi|20178228|sp|Q9H4T2|ZSC16_HUMAN Zinc finger and SCAN domain-containing protein 16 (Zinc finger protein 435) (Zinc finger protein 392) NA

3888 SGAGEPYDIIDSS gi|121940655|sp|Q1AE95|T183B_HUMAN Transmembrane protein 183B NA

3889 TGGWNDYKNNNSS gi|38258268|sp|Q9UPQ9|TNC6B_HUMAN Trinucleotide repeat-containing 6B protein'NA

3890 KHPGDFYVQLYSS gi|119569861|gb|EAW49476.1| tudor domain containing 1  isoform CRA_a [Homo sapiens]NA

3891 EPDADGYESDDCT gi|51701386|sp|Q14184|DOC2B_HUMAN Double C2-like domain-containing protein beta (Doc2-beta) NA

3892 IQNQESYEDGPCT gi|20178178|sp|Q9Y2L5|TRS85_HUMAN Protein TRS85 homologNA

3893 SLCAGPYQNTADT gi|119606839|gb|EAW86433.1| hCG2042943 [Homo sapiens]NA

3894 VKVEPLYELVTAT gi|20141201|sp|P07358|CO8B_HUMAN Complement component C8 beta chain precursor (Complement component 8 subunit beta) NA

3895 HYSEVPYGDPRDT gi|66912176|ref|NP_001019782.1| hypothetical protein LOC339977 [Homo sapiens] NA

3896 EVCEPLYVLALET gi|12644525|sp|P57678|GEMI4_HUMAN Component of gems 4 (Gemin-4) (p97) NA

3897 VQQQEVYGMMPRD gi|94730425|sp|Q13813|SPTA2_HUMAN Spectrin alpha chain  brain (Spectrin  non-erythroid alpha chain) (Alpha-II spectrin) (Fodrin alpha chain) [VQQQEVYGMMPRD|Y|1176|Q13813|11971983|Lck;Src|[P06239:LCK_HUMAN,P12931:SRC_HUMAN]]

3898 EKQFQPYFIPIN gi|27735177|sp|P16410|CTLA4_HUMAN Cytotoxic T-lymphocyte protein 4 precursor (Cytotoxic T-lymphocyte-associated antigen 4) (CTLA-4) (CD152 antigen) [EKQFQPYFIPIN|Y|218|P09793|9973379|Lck|[P06239:LCK_HUMAN]]

3899 VIAVDRYFAITSP gi|114765|sp|P07550|ADRB2_HUMAN Beta-2 adrenergic receptor (Beta-2 adrenoceptor) (Beta-2 adrenoreceptor) [VIAVDRYFAITSP|Y|132|P07550|8910597|IGF1R|[P08069:IGF1R_HUMAN]]



3900 EGMPKSYLPQTVR gi|729833|sp|P40189|IL6RB_HUMAN Interleukin-6 receptor subunit beta precursor (IL-6R-beta) (Interleukin-6 signal transducer) (Membrane glycoprotein 130) (gp130) (Oncostatin-M receptor alpha subunit) (CD130 antigen) (CDw130) [EGMPKSYLPQTVR|Y|905|P40189|8612579;10661409|]

3901 LVDAEEYLVPQQG gi|119533|sp|P04626|ERBB2_HUMAN Receptor tyrosine-protein kinase erbB-2 precursor (p185erbB2) (C-erbB-2) (NEU proto-oncogene) (Tyrosine kinase-type cell surface receptor HER2) (MLN 19) (CD340 antigen) NA

3902 PSPLQRYSEDPTV gi|119533|sp|P04626|ERBB2_HUMAN Receptor tyrosine-protein kinase erbB-2 precursor (p185erbB2) (C-erbB-2) (NEU proto-oncogene) (Tyrosine kinase-type cell surface receptor HER2) (MLN 19) (CD340 antigen) [PSPLQRYSEDPTV|Y|1112|P04626|10910043|]

3903 ILPRQQYFKQNCS gi|729833|sp|P40189|IL6RB_HUMAN Interleukin-6 receptor subunit beta precursor (IL-6R-beta) (Interleukin-6 signal transducer) (Membrane glycoprotein 130) (gp130) (Oncostatin-M receptor alpha subunit) (CD130 antigen) (CDw130) [ILPRQQYFKQNCS|Y|814|P40189|8612579;10661409|]

3904 PGTPVKYSEVVLD gi|74753488|sp|Q9Y3P8|SIT1_HUMAN Signaling threshold-regulating transmembrane adapter 1 precursor (Suppression-inducing transmembrane adapter 1) (SHP2-interacting transmembrane adapter protein) (gp30/40) [PGTPVKYSEVVLD|Y|148|Q9Y3P8|10209036;15144186;16094384;15659558|]

3905 SINSPVYSRHSYT gi|56404432|sp|O14639|ABLM1_HUMAN Actin-binding LIM protein 1 (Actin-binding LIM protein family member 1) (abLIM-1) (Actin-binding double zinc finger protein) (LIMAB1) (Limatin)[SINSPVYSRHSYT|Y|461|O14639|15144186;16094384|]

3906 SSQEVTYAQLDHW gi|74736490|sp|Q6GTX8|LAIR1_HUMAN Leukocyte-associated immunoglobulin-like receptor 1 precursor (LAIR-1) (hLAIR1) (CD305 antigen) [SSQEVTYAQLDHW|Y|251|Q6GTX8|10764762|]

3907 TSDQVLYGQLLGS gi|729564|sp|Q99062|CSF3R_HUMAN Granulocyte colony-stimulating factor receptor precursor (G-CSF-R) (CD114 antigen) [TSDQVLYGQLLGS|Y|752|Q99062|9790917|]

3908 EEDADSYENMDNP gi|110282942|sp|P15391|CD19_HUMAN B-lymphocyte antigen CD19 precursor (Differentiation antigen CD19) (B-lymphocyte surface antigen B4) (Leu-12) [EEDADSYENMDNP|Y|531|P15391|9190913;10933394|Lyn|[P07948:LYN_HUMAN]]

3909 TATEIIYSEVKKQ gi|3172147|gb|AAC18433.1| BGP_HUMAN [Homo sapiens] [TATEIIYSEVKKQ|Y|520|P13688|9867848|]

3910 YDRPASYKKKSML gi|129892|sp|P16234|PGFRA_HUMAN Alpha-type platelet-derived growth factor receptor precursor (PDGF-R-alpha) (CD140a antigen) [YDRPASYKKKSML|Y|768|P16234|16497976|]

3911 LAGVSEYELPEDP gi|119583714|gb|EAW63310.1| fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2  Pfeiffer syndrome)  isoform CRA_h [Homo sapiens][LAGVSEYELPEDP|Y|463|P11362|9880324;8622701;12601080|FGFR1|[P11362:FGFR1_HUMAN]]

3912 VSTFEQYQFLYDV gi|33112650|sp|P08575|CD45_HUMAN Leukocyte common antigen precursor (L-CA) (T200) (CD45 antigen)'][VSTFEQYQFLYDV|Y|1216|P08575|7507203|Csk|[P41240:CSK_HUMAN]]

3913 DKKSIYYLGVTSI gi|116242617|sp|P48357|LEPR_HUMAN Leptin receptor precursor (LEP-R) (OB receptor) (OB-R) (HuB219) (CD295 antigen) NA

3914 HIGHTGYLNTVTV gi|54037168|sp|P63244|GBLP_HUMAN Guanine nucleotide-binding protein subunit beta 2-like 1 (Guanine nucleotide-binding protein subunit beta-like protein 12.3) (Receptor of activated protein kinase C 1) (RACK1) (Receptor for activated C kinase) [HIGHTGYLNTVTV|Y|194|P63244|15240704|Tyk2|[P29597:TYK2_HUMAN]]

3915 LERGQEYLILEKN gi|1174630|sp|P42680|TEC_HUMAN Tyrosine-protein kinase Tec [LERGQEYLILEKN|Y|206|P42680|12573241|Tec;BTK;ITK|[P42680:TEC_HUMAN,Q06187:BTK_HUMAN,Q08881:ITK_HUMAN]]

3916 LSSFTSYENPT gi|8928302|sp|Q13882|PTK6_HUMAN Tyrosine-protein kinase 6 (Breast tumor kinase) (Tyrosine-protein kinase BRK) [LSSFTSYENPT|Y|447|Q13882|12121988|Brk|[Q13882:PTK6_HUMAN]]

3917 REDKFMYFEFPQP gi|42560209|sp|P60484|PTEN_HUMAN Phosphatidylinositol-3 4 5-trisphosphate 3-phosphatase and dual-specificity protein phosphatase PTEN (Phosphatase and tensin homolog) (Mutated in multiple advanced cancers 1) [REDKFMYFEFPQP|Y|240|P60484|11948419|Lck|[P06239:LCK_HUMAN]]

3918 SADAPAYQQGQNQ gi|23830999|sp|P20963|CD3Z_HUMAN T-cell surface glycoprotein CD3 zeta chain precursor (T-cell receptor T3 zeta chain) (CD247 antigen) [SADAPAYQQGQNQ|Y|64|P20963|15144186;15592455;16094384|]

3919 VTPPEGYEVVTVF gi|20178312|sp|O00151|PDLI1_HUMAN PDZ and LIM domain protein 1 (Elfin) (LIM domain protein CLP-36) (C-terminal LIM domain protein 1) [VTPPEGYEVVTVF|Y|321|O00151|15144186|]

3920 DIQRSLYDRPASY gi|129892|sp|P16234|PGFRA_HUMAN Alpha-type platelet-derived growth factor receptor precursor (PDGF-R-alpha) (CD140a antigen) [DIQRSLYDRPASY|Y|762|P16234|9546424|PDGFR alpha|[P16234:PGFRA_HUMAN]]

3921 TVVNPKYEGK gi|124963|sp|P05556|ITB1_HUMAN Integrin beta-1 precursor (Fibronectin receptor subunit beta) (Integrin VLA-4 subunit beta) (CD29 antigen) [TVVNPKYEGK|Y|795|P09055|11259684|]

3922 AHHGGLYHTNAEV gi|74751027|sp|Q8N5H7|SH2D3_HUMAN SH2 domain-containing protein 3C (Novel SH2-containing protein 3) [AHHGGLYHTNAEV|Y|787|Q9QZS8|15272013|]

3923 DTGAGGYSGNSGS gi|50897492|sp|Q92738|US6NL_HUMAN USP6 N-terminal-like protein (Related to the N-terminus of tre) (RN-tre) [DTGAGGYSGNSGS|Y|710|Q92738|15144186|]

3924 AVGNPEYLNTVQP gi|2811086|sp|P00533|EGFR_HUMAN Epidermal growth factor receptor precursor (Receptor tyrosine-protein kinase ErbB-1) NA

3925 LGTEDLYDYIDKY gi|55977123|sp|P68400|CSK21_HUMAN Casein kinase II subunit alpha (CK II) [LGTEDLYDYIDKY|Y|255|P68400|12628006|Lyn;Fgr|[P07948:LYN_HUMAN,P09769:FGR_HUMAN]]

3926 NGHLDSYEKVTQL gi|20178094|sp|O14543|SOCS3_HUMAN Suppressor of cytokine signaling 3 (SOCS-3) (Cytokine-inducible SH2 protein 3) (CIS-3) (STAT-induced STAT inhibitor 3) (SSI-3) [NGHLDSYEKVTQL|Y|204|O14543|12783885|Lck|[P06239:LCK_HUMAN]NGHLDSYEKVTQL|Y|204|O35718|11325969|]

3927 DYDYESYEKTTRT gi|1170875|sp|P46821|MAP1B_HUMAN Microtubule-associated protein 1B (MAP 1B) [Contains: MAP1 light chain LC1] NA

3928 TKKVIQYLAYVAS gi|6166599|sp|P35579|MYH9_HUMAN Myosin-9 (Myosin heavy chain 9) (Myosin heavy chain  nonmuscle IIa) (Nonmuscle myosin heavy chain IIa) (NMMHC II-a) (NMMHC-IIA) (Cellular myosin heavy chain  type A) (Nonmuscle myosin heavy chain-A) (NMMHC-A) NA

3929 DEEDYDYESYEKT gi|1170875|sp|P46821|MAP1B_HUMAN Microtubule-associated protein 1B (MAP 1B) [Contains: MAP1 light chain LC1] NA

3930 KLDGKVYAVKVLQ gi|17402861|gb|AAF27051.2|AF085233_1 SGK-like protein SGKL [Homo sapiens]NA

3931 QEAVITYQPYLIQ gi|84028176|sp|P35670|ATP7B_HUMAN Copper-transporting ATPase 2 (Copper pump 2) (Wilson disease-associated protein)NA

3932 QNRYSFYSTCSGQ gi|20138951|sp|Q13835|PKP1_HUMAN Plakophilin-1 (Band-6 protein) (B6P) NA

3933 QDLGIQYKALKPE gi|461853|sp|P35221|CTNA1_HUMAN Catenin alpha-1 (Cadherin-associated protein) (Alpha E-catenin) (NY-REN-13 antigen) NA

3934 LRISVVYKIWIPE gi|5052123|gb|AAD38428.1| brefeldin A-inhibited guanine nucleotide-exchange protein 2 [Homo sapiens]NA

3935 KLAPAQYIRYTPS gi|2500813|sp|Q13573|SNW1_HUMAN SNW domain-containing protein 1 (Nuclear protein SkiP) (Ski-interacting protein) (Nuclear receptor coactivator NCoA-62) NA

3936 DYPKFKYALLAVM gi|17368701|sp|Q9BY50|SC11C_HUMAN Signal peptidase complex catalytic subunit SEC11C (SEC11 homolog C) (SEC11-like protein 3) (Microsomal signal peptidase 21 kDa subunit) (SPase 21 kDa subunit) (SPC21) NA

3937 SSVSNNYIQTLGR gi|14916543|sp|O60716|CTND1_HUMAN Catenin delta-1 (p120 catenin) (p120(ctn)) (Cadherin-associated Src substrate) (CAS) (p120(cas)) NA

3938 EGRVYHYRINTAS gi|85681908|sp|P00519|ABL1_HUMAN Proto-oncogene tyrosine-protein kinase ABL1 (p150) (c-ABL) (Abelson murine leukemia viral oncogene homolog 1) NA

3939 LAAKLAYLQILSE gi|125527|sp|P19525|E2AK2_HUMAN Interferon-induced  double-stranded RNA-activated protein kinase (Interferon-inducible RNA-dependent protein kinase) (Eukaryotic translation initiation factor 2-alpha kinase 2) (eIF-2A protein kinase 2) (Protein kinase RNA-activated) (PKR) (p68 kinase) (P1/eIF-2A protein kinase) [LAAKLAYLQILSE|Y|162|P19525|16373505|]

3940 GADGGLYQIPPQP gi|119585319|gb|EAW64915.1| NCK interacting protein with SH3 domain  isoform CRA_a [Homo sapiens]NA

3941 KVLNELYSVMKTY gi|48427907|sp|O75044|FNBP2_HUMAN SLIT-ROBO Rho GTPase-activating protein 2 (srGAP2) (Formin-binding protein 2)NA

3942 DNHDGTYTVAYVP gi|116241365|sp|P21333|FLNA_HUMAN Filamin-A (Alpha-filamin) (Filamin-1) (Endothelial actin-binding protein) (Actin-binding protein 280) (ABP-280) (Nonmuscle filamin) NA

3943 RSSGGSYRDSYDS gi|5921786|sp|Q14011|CIRBP_HUMAN Cold-inducible RNA-binding protein (Glycine-rich RNA-binding protein CIRP) (A18 hnRNP) NA

3944 TIAVDRYVVLVHP gi|20141395|sp|P49683|PRLHR_HUMAN Prolactin-releasing peptide receptor (PrRP receptor) (PrRPR) (G-protein coupled receptor 10) (hGR3) NA

3945 HEVGWKYQAVTAT gi|730451|sp|P40429|RL13A_HUMAN 60S ribosomal protein L13a (23 kDa highly basic protein) NA

3946 LQDDDFYAYDEDG gi|12643721|sp|Q13507|TRPC3_HUMAN Short transient receptor potential channel 3 (TrpC3) (Htrp-3) (Htrp3) NA

3947 ANWRSKYISLSEK gi|38258919|sp|P42356|PI4KA_HUMAN Phosphatidylinositol 4-kinase alpha (PI4-kinase alpha) (PtdIns-4-kinase alpha) (PI4K-alpha) NA

3948 WPHSAPYSRFSIS gi|145559492|sp|Q8IWU2|LMTK2_HUMAN Serine/threonine-protein kinase LMTK2 precursor (Lemur tyrosine kinase 2) (Serine/threonine protein kinase KPI-2) (Kinase/phosphatase/inhibitor 2) (Apoptosis-associated tyrosine kinase 2) (Brain-enriched kinase) (hBREK) (CDK5/p35-regulated kinase) (CPRK) NA

3949 TVQLKYYNKPLLG gi|22095550|sp|Q9HCU4|CELR2_HUMAN Cadherin EGF LAG seven-pass G-type receptor 2 precursor (Epidermal growth factor-like 2) (Multiple epidermal growth factor-like domains 3) (Flamingo 1) NA

3950 YFDENPYFENKVL gi|46397790|sp|Q01105|SET_HUMAN Protein SET (Phosphatase 2A inhibitor I2PP2A) (I-2PP2A) (Template-activating factor I) (TAF-I) (HLA-DR-associated protein II) (PHAPII) (Inhibitor of granzyme A-activated DNase) (IGAAD) NA

3951 FQMYVTYCKNKPD gi|8928460|sp|O75962|TRIO_HUMAN Triple functional domain protein (PTPRF-interacting protein) NA



3952 YIFDSSYGEHPKR gi|67461014|sp|Q6NYC1|JMJD6_HUMAN JmjC domain-containing protein 6 (Jumonji domain-containing protein 6) (Protein PTDSR) (Phosphatidylserine receptor) NA

3953 FYMVSYYERNHRI gi|73920974|sp|Q9Y4E6|WDR7_HUMAN WD repeat protein 7 (TGF-beta resistance-associated protein TRAG) (Rabconnectin-3 beta) NA

3954 IFHVNLYGSILFL gi|1352692|sp|P47900|P2RY1_HUMAN P2Y purinoceptor 1 (ATP receptor) (P2Y1) (Purinergic receptor) NA

3955 SQPPEDYSFGAGE gi|20178305|sp|Q13568|IRF5_HUMAN Interferon regulatory factor 5 (IRF-5) NA

3956 FKVKEMYLTKLLS gi|74705745|sp|O60486|PLXC1_HUMAN Plexin-C1 precursor (Virus-encoded semaphorin protein receptor) (CD232 antigen) NA

3957 AGHGHLYSRIPGL gi|67476453|sp|P49327|FAS_HUMAN Fatty acid synthase [Includes: [Acyl-carrier-protein] S-acetyltransferase ; [Acyl-carrier-protein] S-malonyltransferase ; 3-oxoacyl-[acyl-carrier-protein] synthase ; 3-oxoacyl-[acyl-carrier-protein] reductase ; 3-hydroxypalmitoyl-[acyl-carrier-protein] dehydratase ; Enoyl-[acyl-carrier-protein] reductase ; Oleoyl-[acyl-carrier-protein] hydrolase ] NA

3958 LISLDRYLLILSP gi|1703010|sp|P50406|5HT6R_HUMAN 5-hydroxytryptamine 6 receptor (5-HT-6) (Serotonin receptor 6) [LISLDRYLLILSP|Y|125|P50406|16094384|]

3959 GSGKMQYFQPTIQ gi|74714582|sp|Q8IZH2|XRN1_HUMAN 5'-3' exoribonuclease 1 (Strand-exchange protein 1 homolog) NA

3960 GSGSYEYPVAEKA gi|8928556|sp|P36382|CXA5_HUMAN Gap junction alpha-5 protein (Connexin-40) (Cx40) NA

3961 PRPPVEYDSDFML gi|93141229|sp|Q6UB98|ANR12_HUMAN Ankyrin repeat domain-containing protein 12 (Ankyrin repeat-containing cofactor 2) (GAC-1 protein)NA

3962 VKTKFGYHIIMVE gi|20139299|sp|Q9Y237|PIN4_HUMAN Peptidyl-prolyl cis-trans isomerase NIMA-interacting 4 (Rotamase Pin4) (PPIase Pin4) (Parvulin 14) (Par14) (Peptidyl-prolyl cis/trans isomerase EPVH) (hPar14) NA

3963 GSRRSGYAFSHQE gi|30316371|sp|P98198|AT8B2_HUMAN Probable phospholipid-transporting ATPase ID (ATPase class I type 8B member 2) NA

3964 TLGENEYFRVFME gi|115855|sp|P22681|CBL_HUMAN E3 ubiquitin-protein ligase CBL (Signal transduction protein CBL) (Proto-oncogene c-CBL) (Casitas B-lineage lymphoma proto-oncogene) (RING finger protein 55) NA

3965 IKSHLPYRFLPSD gi|22096149|sp|Q9BR01|ST4A1_HUMAN Sulfotransferase 4A1 (Brain sulfotransferase-like protein) (hBR-STL) (hBR-STL-1) (Nervous system sulfotransferase) (NST) NA

3966 PLSARTYSIDGPN gi|116242614|sp|Q96RT1|LAP2_HUMAN Protein LAP2 (Erbb2-interacting protein) (Erbin) (Densin-180-like protein) [PLSARTYSIDGPN|Y|1132|Q96RT1|16094384|]

3967 KVELFHYQDGAFH gi|2501208|sp|Q14554|PDIA5_HUMAN Protein disulfide-isomerase A5 precursor (Protein disulfide isomerase-related protein) NA

3968 PARLEYYENARKF gi|4504733|ref|NP_003595.1| insulin receptor substrate 4 [Homo sapiens] NA

3969 PYSQKRYEEIVKE gi|55665593|emb|CAH73620.1| eukaryotic translation elongation factor 1 alpha-like 3 [Homo sapiens]NA

3970 RVGTVGYMAPEVL gi|462203|sp|P34947|GRK5_HUMAN G protein-coupled receptor kinase 5 (G protein-coupled receptor kinase GRK5) NA

3971 FCGTIEYMAPEVV gi|90110031|sp|Q15349|KS6A2_HUMAN Ribosomal protein S6 kinase alpha-2 (S6K-alpha 2) (90 kDa ribosomal protein S6 kinase 2) (p90-RSK 2) (Ribosomal S6 kinase 3) (RSK-3) (pp90RSK3) (MAP kinase-activated protein kinase 1c) (MAPKAPK1C) NA

3972 FCGTIEYMAPEIL gi|12643872|sp|Q9UBS0|KS6B2_HUMAN Ribosomal protein S6 kinase beta-2 (S6K2) (70 kDa ribosomal protein S6 kinase 2) (p70-S6KB) (p70 ribosomal S6 kinase beta) (p70 S6Kbeta) (p70 S6 kinase beta) (S6K-beta) (p70-beta) (S6 kinase-related kinase) (SRK) (Serine/threonine-protein kinase 14 beta) NA

3973 TQGVIKYMGPAGA gi|1171032|sp|P43246|MSH2_HUMAN DNA mismatch repair protein Msh2 (MutS protein homolog 2) NA

3974 GHNLRTYIIPRSV gi|22256943|sp|Q9ULW6|NP1L2_HUMAN Nucleosome assembly protein 1-like 2 (Brain-specific protein  X-linked) NA

3975 DFLLESYLNLARS gi|145559521|sp|Q13702|RAPSN_HUMAN 43 kDa receptor-associated protein of the synapse (RAPsyn) (Acetylcholine receptor-associated 43 kDa protein) (43 kDa postsynaptic protein) (RING finger protein 205) NA

3976 SNPLEVYLIPTPP gi|2499839|sp|Q14669|TRIPC_HUMAN Probable E3 ubiquitin-protein ligase TRIP12 (Thyroid receptor-interacting protein 12) (TRIP-12) NA

3977 NLEKECYEEICVY gi|131092|sp|P22891|PROZ_HUMAN Vitamin K-dependent protein Z precursor NA

3978 RGTCNYYANAYSF gi|125987809|sp|P02462|CO4A1_HUMAN Collagen alpha-1(IV) chain precursor (Arresten) NA

3979 DDGEITYENVQVP gi|116029|sp|P21854|CD72_HUMAN B-cell differentiation antigen CD72 (Lyb-2) NA

3980 QRVKIAYEEIFVK gi|125932|sp|P10646|TFPI1_HUMAN Tissue factor pathway inhibitor precursor (TFPI) (Lipoprotein-associated coagulation inhibitor) (LACI) (Extrinsic pathway inhibitor) (EPI) NA

3981 NWELALYIIISGI gi|12230553|sp|Q92545|TM131_HUMAN Transmembrane protein 131 (Protein RW1) NA

3982 CADDVAYINVETK gi|34582343|sp|Q9P0R6|CN129_HUMAN UPF0279 protein C14orf129 NA

3983 MPYNSQYLNPVYS gi|32699623|sp|Q9UPX6|K1024_HUMAN UPF0258 protein KIAA1024 NA

3984 MCVEDIYANIFII gi|18202619|sp|Q92508|FA38A_HUMAN Protein FAM38A NA

3985 GMTWEVYGAAVDP gi|15079708|gb|AAH11672.1| GPRIN2 protein [Homo sapiens]NA

3986 RPYQDVYVNVVDP gi|20140440|sp|O75140|DEPD5_HUMAN DEP domain-containing protein 5 NA

3987 SRTPAYYPNAGLI gi|114062|sp|P08519|APOA_HUMAN Apolipoprotein(a) precursor (Apo(a)) (Lp(a)) NA

3988 VRIGEKYVDMSVK gi|1352049|sp|P48047|ATPO_HUMAN ATP synthase O subunit  mitochondrial precursor (Oligomycin sensitivity conferral protein) (OSCP) NA

3989 SIFFIIYIIIIAF gi|6165981|sp|Q13936|CAC1C_HUMAN Voltage-dependent L-type calcium channel subunit alpha-1C (Voltage-gated calcium channel subunit alpha Cav1.2) (Calcium channel  L type  alpha-1 polypeptide  isoform 1  cardiac muscle)NA

3990 SVFFIVYIIIIAF gi|6165989|sp|O60840|CAC1F_HUMAN Voltage-dependent L-type calcium channel subunit alpha-1F (Voltage-gated calcium channel subunit alpha Cav1.4) NA

3991 ICFFCSYIIISFL gi|44889019|sp|P35499|SCN4A_HUMAN Sodium channel protein type 4 subunit alpha (Sodium channel protein type IV subunit alpha) (Voltage-gated sodium channel subunit alpha Nav1.4) (Sodium channel protein  skeletal muscle subunit alpha) (SkM1)NA

3992 ERRYTPYPNLYPD gi|1705910|sp|P51797|CLCN6_HUMAN Chloride channel protein 6 (ClC-6) NA

3993 YFTTRTYGEPESA gi|1706639|sp|P50402|EMD_HUMAN Emerin [YFTTRTYGEPESA|Y|105|P50402|16094384|]

3994 WGRRRPYILTLGV gi|145572854|sp|Q9UMX9|S45A2_HUMAN Membrane-associated transporter protein (Solute carrier family 45 member 2) (Protein AIM-1) (Melanoma antigen AIM1) NA

3995 LAKLEKYYLKNSP gi|41688714|sp|Q8TB72|PUM2_HUMAN Pumilio homolog 2 (Pumilio-2) NA

3996 VDLIKTYKHINEV gi|3219996|sp|Q13627|DYR1A_HUMAN Dual specificity tyrosine-phosphorylation-regulated kinase 1A (Protein kinase minibrain homolog) (MNBH) (HP86) (Dual specificity YAK1-related kinase) (hMNB) NA

3997 NEPAVLYNLKDRY gi|3043372|sp|P11055|MYH3_HUMAN Myosin-3 (Myosin heavy chain 3) (Myosin heavy chain  fast skeletal muscle  embryonic) (Muscle embryonic myosin heavy chain) (SMHCE)NA

3998 YSPHTAYDAAPQG gi|20978527|sp|Q9GZT8|NIF3L_HUMAN NIF3-like protein 1 (Amyotrophic lateral sclerosis 2 chromosomal region candidate gene 1 protein) NA

3999 G3:17 contol_spot NA

4000 G7:17 contol_spot NA

4001 YACAGGYVDVVKV gi|119626061|gb|EAX05656.1| ankyrin repeat domain 17  isoform CRA_c [Homo sapiens]NA

4002 DAENSPYLNPQLV gi|50402102|sp|P62508|ERR3_HUMAN Estrogen-related receptor gamma (Estrogen receptor-related protein 3) (ERR gamma-2) NA

4003 LAHFEDYKSVEMV gi|74747057|sp|Q5VU65|P210L_HUMAN Nuclear pore membrane glycoprotein 210-like precursor (Nucleoporin 210 kDa-like) NA



4004 PEQETFYEQPPLV gi|51316115|sp|Q9UJU6|DBNL_HUMAN Drebrin-like protein (SH3 domain-containing protein 7) (Drebrin-F) (Cervical SH3P7) (HPK1-interacting protein of 55 kDa) (HIP-55) (Cervical mucin-associated protein) [PEQETFYEQPPLV|Y|344|Q9UJU6|14557276|ZAP70|[P43403:ZAP70_HUMAN]]

4005 CHVEGDYIGSQNV gi|23821958|sp|Q8TCZ9|PKHD1_HUMAN Polycystic kidney and hepatic disease 1 precursor (Fibrocystin) (Polyductin) (Tigmin) NA

4006 LAKEGNYAIVANV gi|24418674|sp|Q96A65|EXOC4_HUMAN Exocyst complex component 4 (Exocyst complex component Sec8) NA

4007 DGDGDFYIEPTSG gi|22095551|sp|Q9NYQ6|CELR1_HUMAN Cadherin EGF LAG seven-pass G-type receptor 1 precursor (Flamingo homolog 2) (hFmi2) NA

4008 TSSNDWYWNGSSG gi|1655422|dbj|BAA11432.1| MEST [Homo sapiens]NA

4009 GQNEVDYRQKQVV gi|20455356|sp|Q9BZX2|UCK2_HUMAN Uridine-cytidine kinase 2 (UCK 2) (Uridine monophosphokinase 2) (Cytidine monophosphokinase 2) NA

4010 PPDFPYYHDEGWV gi|17433016|sp|P78357|CNTP1_HUMAN Contactin-associated protein 1 precursor (Caspr) (Caspr1) (Neurexin 4) (Neurexin IV) (p190) NA

4011 DSSFGKYGRNAYV gi|6685306|sp|P56746|CLD15_HUMAN Claudin-15 NA

4012 NSSDLLYDDLYDD gi|74749761|sp|Q712K3|UB2R2_HUMAN Ubiquitin-conjugating enzyme E2 R2 (Ubiquitin-protein ligase R2) (Ubiquitin carrier protein R2) (E2-CDC34B) NA

4013 EEEFNDYEANDPW gi|48429262|sp|Q9H9E3|COG4_HUMAN Conserved oligomeric Golgi complex component 4 NA

4014 FPEDASYSVPAPW gi|74717666|sp|Q9BY79|MFRP_HUMAN Membrane frizzled-related protein (Membrane-type frizzled-related protein) NA

4015 PFEGPNYHIAPRW gi|119593162|gb|EAW72756.1| hCG41347 [Homo sapiens]NA

4016 SCEDSTYTQLWNW gi|21264534|sp|P20333|TNR1B_HUMAN Tumor necrosis factor receptor superfamily member 1B precursor (Tumor necrosis factor receptor 2) (TNF-R2) (Tumor necrosis factor receptor type II) (p75) (p80 TNF-alpha receptor) (CD120b antigen) (Etanercept) [Contains: Tumor necrosis factor receptor superfamily member 1b  membrane form; Tumor necrosis factor-binding protein 2 (TBPII) (TBP-2)] NA

4017 VEMKEIYTSNHMW gi|17366467|sp|Q14643|ITPR1_HUMAN Inositol 1 4 5-trisphosphate receptor type 1 (Type 1 inositol 1 4 5-trisphosphate receptor) (Type 1 InsP3 receptor) (IP3 receptor isoform 1) (InsP3R1) (IP3R)NA

4018 EANRYDYVHVGTW gi|62297775|sp|Q13255|MGR1_HUMAN Metabotropic glutamate receptor 1 precursor (mGluR1) NA

4019 TDDEYTYLNWYLQ gi|119578133|gb|EAW57729.1| hCG1997566  isoform CRA_b [Homo sapiens]NA

4020 ITASPDYLEIAIY gi|120049|sp|P21802|FGFR2_HUMAN Fibroblast growth factor receptor 2 precursor (FGFR-2) (Keratinocyte growth factor receptor 2) (CD332 antigen) NA

4021 LQKGQKYFDSGHY gi|113416910|ref|XP_934270.2| PREDICTED: similar to cAMP-regulated phosphoprotein 19 (ARPP-19) [Homo sapiens]NA

4022 QVPKTLYKDKGHY gi|134048661|sp|P23352|KALM_HUMAN Anosmin-1 precursor (Kallmann syndrome protein) (Adhesion molecule-like X-linked)'NA

4023 SSVKSEYTDPWGY gi|119568301|gb|EAW47916.1| hCG18281  isoform CRA_b [Homo sapiens]NA

4024 CGSDVGYIRYTLY gi|37537905|sp|P59901|LIRA4_HUMAN Leukocyte immunoglobulin-like receptor subfamily A member 4 precursor (Immunoglobulin-like transcript 7) (ILT-7) (CD85g antigen) NA

4025 SLFSEPYKTNKGD gi|126302515|sp|P51826|AFF3_HUMAN AF4/FMR2 family member 3 (Protein LAF-4) (Lymphoid nuclear protein related to AF4)NA

4026 EYKNFYYAAVPSA gi|51315838|sp|Q10471|GALT2_HUMAN Polypeptide N-acetylgalactosaminyltransferase 2 (Protein-UDP acetylgalactosaminyltransferase 2) (UDP-GalNAc:polypeptide N-acetylgalactosaminyltransferase 2) (Polypeptide GalNAc transferase 2) (GalNAc-T2) (pp-GaNTase 2) [Contains: Polypeptide N-acetylgalactosaminyltransferase 2 soluble form] NA

4027 EGYEGYYSQSQGD gi|62511098|sp|Q07666|SAM68_HUMAN KH domain-containing  RNA-binding  signal transduction-associated protein 1 (p21 Ras GTPase-activating protein-associated p62) (GAP-associated tyrosine phosphoprotein p62) (Src-associated in mitosis 68 kDa protein) (Sam68) (p68) NA

4028 VFEGRIYVSGGHD gi|30179881|sp|O94889|KLH18_HUMAN Kelch-like protein 18 NA

4029 FPEDPSYDANVID gi|20178276|sp|P54646|AAPK2_HUMAN 5'-AMP-activated protein kinase catalytic subunit alpha-2 (AMPK alpha-2 chain) NA

4030 VADMLEYVPVKKD gi|29429215|sp|Q12769|NU160_HUMAN Nuclear pore complex protein Nup160 (Nucleoporin Nup160) (160 kDa nucleoporin)NA

4031 IQNERTYEVPDQP gi|24211557|sp|Q9NZA1|CLIC5_HUMAN Chloride intracellular channel protein 5NA

4032 VPPVDGYVMVLQP gi|23396490|sp|O94985|CSTN1_HUMAN Calsyntenin-1 precursor NA

4033 HKQKGGYTESQRP gi|119601418|gb|EAW81012.1| hCG2041255 [Homo sapiens]NA

4034 QVSGTEYEVAQRP gi|145559527|sp|Q8IWY4|SCUB1_HUMAN Signal peptide  CUB and EGF-like domain-containing protein 1 precursor NA

4035 QVWEECYSQVLYL gi|73619933|sp|Q99459|CDC5L_HUMAN Cell division cycle 5-like protein (Cdc5-like protein) (Pombe cdc5-related protein) NA

4036 YAEEAPYDAIHVG gi|2507187|sp|P22061|PIMT_HUMAN Protein-L-isoaspartate(D-aspartate) O-methyltransferase (Protein-beta-aspartate methyltransferase) (PIMT) (Protein L-isoaspartyl/D-aspartyl methyltransferase) (L-isoaspartyl protein carboxyl methyltransferase) NA

4037 GGNMPGYLRPETA gi|21264523|sp|P41250|SYG_HUMAN Glycyl-tRNA synthetase (Glycine--tRNA ligase) (GlyRS) NA

4038 AWEMKPYAVMALE gi|141795194|gb|AAI25051.1| CG018 protein [Homo sapiens]NA

4039 FISESQYTYALKE gi|85681919|sp|P08603|CFAH_HUMAN Complement factor H precursor (H factor 1) NA

4040 RIANEKYLRTHKE gi|119573802|gb|EAW53417.1| hCG16929  isoform CRA_a [Homo sapiens]NA

4041 AGMQTKYLDVGWG gi|85681909|sp|P19801|ABP1_HUMAN Amiloride-sensitive amine oxidase [copper-containing] precursor (Diamine oxidase) (DAO) (Amiloride-binding protein) (ABP) (Histaminase) (Kidney amine oxidase) (KAO) NA

4042 DGSVTGYKDAYVG gi|74753330|sp|Q9UHN6|TMEM2_HUMAN Transmembrane protein 2 NA

4043 <<Marker>> contol_spot NA

4044 GRIEHLYKNPQAH gi|9087147|sp|O60547|GMDS_HUMAN GDP-mannose 4 6 dehydratase (GDP-D-mannose dehydratase) (GMD) NA

4045 NCEEKDYTIWLAH gi|84028263|sp|Q99523|SORT_HUMAN Sortilin precursor (Neurotensin receptor 3) (NTR3) (NT3) (Glycoprotein 95) (Gp95) (100 kDa NT receptor) NA

4046 SVEDLLYVRDNTA gi|55665746|emb|CAH71607.1| novel protein [Homo sapiens]NA

4047 IACEQDYVATLSE gi|148753299|gb|AAI42693.1| FLJ10357 protein [Homo sapiens]NA

4048 QVGKEKYATSVSE gi|67472130|sp|Q6WKZ4|RFIP1_HUMAN Rab11 family-interacting protein 1 (Rab11-FIP1) (Rab-coupling protein)NA

4049 IISERKYSRKKTE gi|134035376|sp|Q5TYW1|ZN658_HUMAN Zinc finger protein 658 NA

4050 EDLKDTYASLGKT gi|400266|sp|Q02045|MLR5_HUMAN Superfast myosin regulatory light chain 2 (MyLC-2) (MYLC2) (Myosin regulatory light chain 5) NA

4051 NTWNEKYSSLQKT gi|74708186|sp|Q5TKA1|LIN9_HUMAN Lin-9 homolog (huLin-9) (hLin-9) (Beta-subunit associated regulator of apoptosis) (Type I interferon receptor beta chain-associated protein) (TUDOR gene similar protein) (pRB-associated protein) NA

4052 YKEMVDYSNTYKT gi|20532121|sp|Q969F9|HPS3_HUMAN Hermansky-Pudlak syndrome 3 protein NA

4053 LNGEPGYTIGTVL gi|154816130|dbj|BAF75364.1| ATP-binding cassette  sub-family B (MDR/TAP)  member 5 [Homo sapiens]NA

4054 LPSCFDYVMHFLT gi|152012479|gb|AAI50184.1| Unknown (protein for IMAGE:40148239) [Homo sapiens]NA

4055 PSEGDDYIFHCHP gi|116241283|sp|Q92793|CBP_HUMAN CREB-binding protein NA



4056 FSEEFDYELAMST gi|74728477|sp|Q8N0Z2|ABRA_HUMAN Actin-binding Rho-activating protein (Striated muscle activator of Rho-dependent signaling) (STARS) NA

4057 TIQKGSYTFVPWL gi|13124573|sp|Q9Y275|TN13B_HUMAN Tumor necrosis factor ligand superfamily member 13B (TNF- and APOL-related leukocyte expressed ligand 1) (TALL-1) (B lymphocyte stimulator) (BLyS) (B cell-activating factor) (BAFF) (Dendritic cell-derived TNF-like molecule) (CD257 antigen) [Contains: Tumor necrosis factor ligand superfamily member 13b  membrane form; Tumor necrosis factor ligand superfamily member 13b  soluble form] NA

4058 IQWNGDYQVAGTT gi|11131377|sp|Q9UKP4|ATS7_HUMAN ADAMTS-7 precursor (A disintegrin and metalloproteinase with thrombospondin motifs 7) (ADAM-TS 7) (ADAM-TS7) NA

4059 SDYVERYMNSDTT gi|37999759|sp|Q96ST3|SIN3A_HUMAN Paired amphipathic helix protein Sin3a (Transcriptional corepressor Sin3a) (Histone deacetylase complex subunit Sin3a)'NA

4060 EAWELGYTGKGVT gi|13124785|sp|P16519|NEC2_HUMAN Neuroendocrine convertase 2 precursor (NEC 2) (PC2) (Prohormone convertase 2) (Proprotein convertase 2) (KEX2-like endoprotease 2) NA

4061 KSSGCAYQDVGVT gi|129825|sp|P05164|PERM_HUMAN Myeloperoxidase precursor (MPO) [Contains: 89 kDa myeloperoxidase; 84 kDa myeloperoxidase; Myeloperoxidase light chain; Myeloperoxidase heavy chain] NA

4062 TLSDPLYVLDQAV gi|82581628|sp|Q5K4L6|S27A3_HUMAN Long-chain fatty acid transport protein 3 (Fatty acid transport protein 3) (FATP-3) (Very long-chain acyl-CoA synthetase homolog 3) (VLCS-3) (Solute carrier family 27 member 3)NA

4063 FKCNSGYVVQDDV gi|67462103|sp|Q9UNQ0|ABCG2_HUMAN ATP-binding cassette sub-family G member 2 (Placenta-specific ATP-binding cassette transporter) (Breast cancer resistance protein) (Mitoxantrone resistance-associated protein) (CD338 antigen) (CDw338) NA

4064 <<Marker>> contol_spot NA

4065 MAEESIYICGQDV gi|119603141|gb|EAW82735.1| zinc finger protein 423 [Homo sapiens]NA

4066 RSRAEGYEKTDDV gi|8134331|sp|Q9Y2Q0|AT8A1_HUMAN Probable phospholipid-transporting ATPase IA (Chromaffin granule ATPase II) (ATPase class I type 8A member 1) NA

4067 AYGKEGYGSLEEV gi|23396602|sp|Q9Y680|FKBP7_HUMAN FK506-binding protein 7 precursor (Peptidyl-prolyl cis-trans isomerase) (PPIase) (Rotamase) (FKBP-23) NA

4068 LKNPQDYINCAEV gi|119570675|gb|EAW50290.1| esophageal cancer associated protein  isoform CRA_b [Homo sapiens]NA

4069 FQISDIYISGESG gi|56405387|sp|Q9UPN3|MACF1_HUMAN Microtubule-actin cross-linking factor 1  isoforms 1/2/3/5 (Actin cross-linking family protein 7) (Macrophin-1) (Trabeculin-alpha) (620 kDa actin-binding protein) (ABP620) NA

4070 TEKGEVYFIDHNT gi|88909269|sp|Q86UL8|MAGI2_HUMAN Membrane-associated guanylate kinase  WW and PDZ domain-containing protein 2 (Membrane-associated guanylate kinase inverted 2) (MAGI-2) (Atrophin-1-interacting protein 1) (Atrophin-1-interacting protein A) NA

4071 TYDDRAYSSFGGG gi|18276665|sp|Q15056|IF4H_HUMAN Eukaryotic translation initiation factor 4H (eIF-4H) (Williams-Beuren syndrome chromosome region 1 protein) [TYDDRAYSSFGGG|Y|12|Q9WUK2|15592455|TYDDRAYSSFGGG|Y|12|Q15056|15592455;16094384|]

4072 LPKSYDYDLIIIG gi|50403780|sp|Q16881|TRXR1_HUMAN Thioredoxin reductase 1  cytoplasmic precursor (TR) (TR1)[LPKSYDYDLIIIG|Y|13|Q16881|15592455|]

4073 IDLGTTYSCVGVF gi|147744565|sp|P08107|HSP71_HUMAN Heat shock 70 kDa protein 1 (HSP70.1) (HSP70-1/HSP70-2) [IDLGTTYSCVGVF|Y|15|P63017|15592455|]

4074 GGEPLSYTRFSLA gi|108935939|sp|P02786|TFR1_HUMAN Transferrin receptor protein 1 (TfR1) (TR) (TfR) (Trfr) (CD71 antigen) (T9) (p90) [Contains: Transferrin receptor protein 1  serum form (sTfR)] [GGEPLSYTRFSLA|Y|20|P02786|15592455|]

4075 FMREKEYLQVMHF gi|20178315|sp|O95340|PAPS2_HUMAN Bifunctional 3'-phosphoadenosine 5'-phosphosulfate synthetase 2 (PAPS synthetase 2) (PAPSS 2) (Sulfurylase kinase 2) (SK2) (SK 2) [Includes: Sulfate adenylyltransferase (Sulfate adenylate transferase) (SAT) (ATP-sulfurylase); Adenylyl-sulfate kinase (Adenylylsulfate 3'-phosphotransferase) (APS kinase) (Adenosine-5'-phosphosulfate 3'-phosphotransferase) (3'-phosphoadenosine-5'-phosphosulfate synthetase)] NA

4076 MVEVDIYESGKHF gi|119575831|gb|EAW55427.1| CDK5 regulatory subunit associated protein 1-like 1  isoform CRA_c [Homo sapiens]NA

4077 WYFGLHYVDNKGF gi|125987826|sp|P15311|EZRI_HUMAN Ezrin (p81) (Cytovillin) (Villin-2) NA

4078 DLNAVKYVSNIKF gi|24657779|gb|AAH39256.1| PDS5B protein [Homo sapiens]NA

4079 HTISGDYVIMTIF gi|27820121|sp|Q8N1C3|GBRG1_HUMAN Gamma-aminobutyric-acid receptor subunit gamma-1 precursor (GABA(A) receptor subunit gamma-1) NA

4080 DQSQPPYYNVTAM gi|126306|sp|P07098|LIPG_HUMAN Gastric triacylglycerol lipase precursor (Gastric lipase) (GL) NA

4081 VSYDPLYAVFAVF gi|118572729|sp|Q9BZW4|TM6S2_HUMAN Transmembrane 6 superfamily member 2NA

4082 LQYSTDYTFKAYF gi|33112650|sp|P08575|CD45_HUMAN Leukocyte common antigen precursor (L-CA) (T200) (CD45 antigen)']NA

4083 HYTCDQYGNKACM gi|116242598|sp|Q9Y219|JAG2_HUMAN Jagged-2 precursor (Jagged2) (HJ2) NA

4084 DHREDVYLYISGH gi|71152375|sp|Q5T5N4|CF118_HUMAN Uncharacterized protein C6orf118 NA

4085 <<Marker>> contol_spot NA

4086 FLHNEGYSSMCGH gi|74731582|sp|Q96EM0|PRAC_HUMAN Probable proline racemase NA

4087 HMNEYEYACIKHH gi|21757891|dbj|BAC05208.1| unnamed protein product [Homo sapiens]NA

4088 ATEKSSYFQTTEI gi|55977888|sp|Q9UDV6|ZN212_HUMAN Zinc finger protein 212 (Zinc finger protein C2H2-150) NA

4089 DTTSDEYLRSYFI gi|1352692|sp|P47900|P2RY1_HUMAN P2Y purinoceptor 1 (ATP receptor) (P2Y1) (Purinergic receptor) NA

4090 SGRELSYVLLAGI gi|2495077|sp|Q14833|MGR4_HUMAN Metabotropic glutamate receptor 4 precursor (mGluR4) NA

4091 AESSQEYVTLQGI gi|74736252|sp|Q5XKL5|BTBD8_HUMAN BTB/POZ domain-containing protein 8 NA

4092 GILNGKYKRNGHI gi|2501506|sp|Q16880|CGT_HUMAN 2-hydroxyacylsphingosine 1-beta-galactosyltransferase precursor (UDP-galactose-ceramide galactosyltransferase) (Ceramide UDP-galactosyltransferase) (Cerebroside synthase) NA

4093 PSAEAEYWRIRAM gi|147742985|sp|Q5TH69|BIG3_HUMAN Brefeldin A-inhibited guanine nucleotide-exchange protein 3'NA

4094 SSRTPGYKSVLRI gi|117949795|sp|Q6N022|TEN4_HUMAN Teneurin-4 (Ten-4) (Tenascin-M4) (Ten-m4) (Protein Odd Oz/ten-m homolog 4)NA

4095 AVNTSKYAESYRI gi|60390262|sp|O95453|PARN_HUMAN Poly(A)-specific ribonuclease PARN (Polyadenylate-specific ribonuclease) (Deadenylating nuclease) (Deadenylation nuclease) NA

4096 YLNEPNYEALISI gi|119569993|gb|EAW49608.1| chromosome 10 open reading frame 79  isoform CRA_d [Homo sapiens]NA

4097 MKKNEVYETFSYP gi|47117336|sp|Q9UN30|SCML1_HUMAN Sex comb on midleg-like protein 1 NA

4098 GVFKHGYEKYNTI gi|94707511|sp|Q3L8U1|CHD9_HUMAN Chromodomain-helicase-DNA-binding protein 9 (ATP-dependent helicase CHD9) (CHD-9) (Chromatin-related mesenchymal modulator) (CReMM) (Chromatin remodeling factor CHROM1) (Peroxisomal proliferator-activated receptor A-interacting complex 320 kDa protein) (PPAR-alpha-interacting complex protein 320 kDa) (Kismet homolog 2) NA

4099 EAVNFSYSDNAVI gi|119616159|gb|EAW95753.1| hCG2016047 [Homo sapiens]NA

4100 ADGMEDYEQELCG gi|13623635|gb|AAH06437.1| CHTF18 protein [Homo sapiens]NA

4101 LFHETLYQKADDG gi|113606|sp|P04075|ALDOA_HUMAN Fructose-bisphosphate aldolase A (Muscle-type aldolase) (Lung cancer antigen NY-LU-1) NA

4102 WDSSGCYVEEGDG gi|50400545|sp|Q8IZF2|GP116_HUMAN Probable G-protein coupled receptor 116 precursor NA

4103 WEYDESYCDAVKK gi|34921397|sp|O75063|FA20B_HUMAN Protein FAM20B precursor NA

4104 GLSDDYYGAKNLK gi|2497506|sp|Q92796|DLG3_HUMAN Disks large homolog 3 (Synapse-associated protein 102) (SAP102) (Neuroendocrine-DLG) (XLMR) NA

4105 VSCTPLYVEIRLK gi|74754109|sp|Q4W4Y0|CN028_HUMAN Uncharacterized protein C14orf28 (Dopamine receptor-interacting protein 1) NA

4106 <<Marker>> contol_spot NA

4107 RGSDDDYSFCRAL gi|20138528|sp|Q9Y6Y9|LY96_HUMAN Lymphocyte antigen 96 precursor (MD-2 protein) (ESOP-1) NA



4108 HSMKKKYECNKCL gi|23397010|sp|Q9NR11|ZN302_HUMAN Zinc finger protein 302 (ZNF135-like) (ZNF140-like) NA

4109 RREEGIYSILVAL gi|1351993|sp|Q04656|ATP7A_HUMAN Copper-transporting ATPase 1 (Copper pump 1) (Menkes disease-associated protein) NA

4110 RGEERPYCEICEM gi|266902|sp|P30622|CLIP1_HUMAN CAP-Gly domain-containing linker protein 1 (Restin) (Cytoplasmic linker protein 170 alpha-2) (CLIP-170) (Reed-Sternberg intermediate filament-associated protein) (Cytoplasmic linker protein 1) NA

4111 SNEADIYSFLKGM gi|131756|sp|P20742|PZP_HUMAN Pregnancy zone protein precursor NA

4112 LQSEAAYCCVSEL gi|59803038|sp|Q93050|VPP1_HUMAN Vacuolar proton translocating ATPase 116 kDa subunit a isoform 1 (V-ATPase 116 kDa isoform a1) (Clathrin-coated vesicle/synaptic vesicle proton pump 116 kDa subunit) (Vacuolar proton pump subunit 1) (Vacuolar adenosine triphosphatase subunit Ac116) NA

4113 IAIKNKYASSKLL gi|5921731|sp|O95067|CCNB2_HUMAN G2/mitotic-specific cyclin-B2 NA

4114 TSYHHSYEDTGLL gi|29840846|sp|Q10713|MPPA_HUMAN Mitochondrial-processing peptidase alpha subunit  mitochondrial precursor (Alpha-MPP) (P-55) NA

4115 HTGEKPYVCPYEG gi|74762721|sp|Q9BZE0|GLIS2_HUMAN Zinc finger protein GLIS2 (GLI-similar 2) (Neuronal Krueppel-like protein) NA

4116 EHCWVLYVDVLLL gi|21362903|sp|Q15024|EXOS7_HUMAN Exosome complex exonuclease RRP42 (Ribosomal RNA-processing protein 42) (Exosome component 7) (p8) NA

4117 YYGEDDYPIVRLL gi|46397079|sp|P60852|ZP1_HUMAN Zona pellucida sperm-binding protein 1 precursor (Zona pellucida glycoprotein 1) (Zp-1)']NA

4118 HDGKDNYHWNYLL gi|119625348|gb|EAX04943.1| dachsous 2 (Drosophila)  isoform CRA_b [Homo sapiens] NA

4119 EVQRDPYSNYGHG gi|59797947|sp|Q8IUH3|DRBP1_HUMAN Developmentally-regulated RNA-binding protein 1 (RB-1) NA

4120 GGSMEDYCDSPHG gi|48427907|sp|O75044|FNBP2_HUMAN SLIT-ROBO Rho GTPase-activating protein 2 (srGAP2) (Formin-binding protein 2)NA

4121 ILKESKYKRSSGG gi|67460301|sp|Q6V1X1|DPP8_HUMAN Dipeptidyl peptidase 8 (Dipeptidyl peptidase VIII) (DP8) (Prolyl dipeptidase DPP8) (Dipeptidyl peptidase IV-related protein 1) (DPRP-1) NA

4122 KMKKDIYWDDSAA gi|38503351|sp|Q8N1M1|BEST3_HUMAN Bestrophin-3 (Vitelliform macular dystrophy 2-like protein 3) NA

4123 PKSTDKYPFSSGG gi|150036319|emb|CAM14197.2| regulator of G-protein signalling like 1 [Homo sapiens] NA

4124 TGYNDHYMYLNHG gi|119615886|gb|EAW95480.1| KIAA1609 protein  isoform CRA_b [Homo sapiens]NA

4125 TSMFDDYQGDSST gi|143811474|sp|P17948|VGFR1_HUMAN Vascular endothelial growth factor receptor 1 precursor (VEGFR-1) (Vascular permeability factor receptor) (Tyrosine-protein kinase receptor FLT) (Flt-1) (Tyrosine-protein kinase FRT) (Fms-like tyrosine kinase 1) [TSMFDDYQGDSST|Y|1242|P17948|11513746|FLT1|[P17948:VGFR1_HUMAN]]

4126 VAMHVAYRRHEKK gi|77416855|sp|P29033|CXB2_HUMAN Gap junction beta-2 protein (Connexin-26) (Cx26) NA

4127 <<Marker>> contol_spot NA

4128 DDPEAVYTTTGGK gi|146345416|sp|Q15375|EPHA7_HUMAN Ephrin type-A receptor 7 precursor (Tyrosine-protein kinase receptor EHK-3) (EPH homology kinase 3) (Receptor protein-tyrosine kinase HEK11) NA

4129 DEDEDDYHNPGYL gi|14194891|sp|O43561|LAT_HUMAN Linker for activation of T-cells family member 1 (36 kDa phospho-tyrosine adapter protein) (pp36) (p36-38) NA

4130 VMLGAGYWYRARL gi|1235674|gb|AAC50404.1| metargidin precursor NA

4131 VQLPATYMNLGPS gi|585912|sp|Q04912|RON_HUMAN Macrophage-stimulating protein receptor precursor (MSP receptor) (p185-Ron) (CD136 antigen) (CDw136) [Contains: Macrophage-stimulating protein receptor alpha chain; Macrophage-stimulating protein receptor beta chain] [VQLPATYMNLGPS|Y|1360|Q04912|10871856|Ron]

4132 GLARDIYKNDYYR gi|126302596|sp|P08922|ROS_HUMAN Proto-oncogene tyrosine-protein kinase ROS precursor (c-ros-1) NA

4133 GMSRNLYAGDYYR gi|729008|sp|Q08345|DDR1_HUMAN Epithelial discoidin domain-containing receptor 1 precursor (Epithelial discoidin domain receptor 1) (Tyrosine kinase DDR) (Discoidin receptor tyrosine kinase) (Tyrosine-protein kinase CAK) (Cell adhesion kinase) (TRK E) (Protein-tyrosine kinase RTK 6) (HGK2) (CD167a antigen) NA

4134 GRGTDEYFIRKPP gi|21903373|sp|P11230|ACHB_HUMAN Acetylcholine receptor subunit beta precursor NA

4135 HDTEMKYYIVHLK gi|3219996|sp|Q13627|DYR1A_HUMAN Dual specificity tyrosine-phosphorylation-regulated kinase 1A (Protein kinase minibrain homolog) (MNBH) (HP86) (Dual specificity YAK1-related kinase) (hMNB) NA

4136 AMLMEKYHVDHDE gi|9626638|ref|NP_040926.1| early E2A DNA-binding protein [Human adenovirus A] NA

4137 IHKPGSYIFRLSC gi|115855|sp|P22681|CBL_HUMAN E3 ubiquitin-protein ligase CBL (Signal transduction protein CBL) (Proto-oncogene c-CBL) (Casitas B-lineage lymphoma proto-oncogene) (RING finger protein 55) NA

4138 GMTRDIYETDYYR gi|33112647|sp|P06213|INSR_HUMAN Insulin receptor precursor (IR) (CD220 antigen) [Contains: Insulin receptor subunit alpha; Insulin receptor subunit beta][GMTRDIYETDYYR|Y|1185|P06213|7806540|InsR|[P06213:INSR_HUMAN]GMTRDIYETDYYR|Y|1161|P08069|8550552;8940173|Src;IGF1R|[P12931:SRC_HUMAN,P08069:IGF1R_HUMAN]GMTRDIYETDYYR|Y|1163|Q60751|8940173|Src;IGF1R|[P12931:SRC_HUMAN,P08069:IGF1R_HUMAN]]

4139 YEEHIPYTHMNGG gi|33112647|sp|P06213|INSR_HUMAN Insulin receptor precursor (IR) (CD220 antigen) [Contains: Insulin receptor subunit alpha; Insulin receptor subunit beta][YEEHIPYTHMNGG|Y|1361|P06213|92337603|InsR|[P06213:INSR_HUMAN]]

4140 PVDPATYGQFYGG gi|121116|sp|P06396|GELS_HUMAN Gelsolin precursor (Actin-depolymerizing factor) (ADF) (Brevin) (AGEL) [PVDPATYGQFYGG|Y|465|P06396|10210201|Src|[P12931:SRC_HUMAN]]

4141 GASTGIYEALELR gi|134254702|gb|ABO65081.1| enolase 1 [Homo sapiens][GASTGIYEALELR|Y|44|P06733|96108162;15592455|Src|[P12931:SRC_HUMAN]GASTGIYEALELR|Y|44|P17182|15592455|]

4142 PSDSLIYDDGLSE gi|547807|sp|P07949|RET_HUMAN Proto-oncogene tyrosine-protein kinase receptor ret precursor (C-ret) [PSDSLIYDDGLSE|Y|1029|P07949|11470823;8621380;14766744|Ret|[P07949:RET_HUMAN]]

4143 RKVGPGYLGSGGS gi|547807|sp|P07949|RET_HUMAN Proto-oncogene tyrosine-protein kinase receptor ret precursor (C-ret) [RKVGPGYLGSGGS|Y|826|P07949|11470823;8621380|Ret|[P07949:RET_HUMAN]]

4144 RSNDKVYENVTGL gi|3183518|sp|Q05397|FAK1_HUMAN Focal adhesion kinase 1 (FADK 1) (pp125FAK) (Protein-tyrosine kinase 2) [RSNDKVYENVTGL|Y|925|Q05397|12370821;7997267|]

4145 KGPTCQYRAAQSG gi|29337230|sp|Q13444|ADA15_HUMAN ADAM 15 precursor (A disintegrin and metalloproteinase domain 15) (Metalloproteinase-like  disintegrin-like  and cysteine-rich protein 15) (MDC-15) (Metalloprotease RGD disintegrin protein) (Metargidin) [KGPTCQYRAAQSG|Y|735|Q13444|11741929|Src;Src_group|[P12931:SRC_HUMAN]]

4146 APQDVTYAQLHSL gi|37537904|sp|O75023|LIRB5_HUMAN Leukocyte immunoglobulin-like receptor subfamily B member 5 precursor (Leukocyte immunoglobulin-like receptor 8) (LIR-8) (CD85c antigen) NA

4147 RVKEEGYELPYNP gi|17366642|sp|Q99704|DOK1_HUMAN Docking protein 1 (Downstream of tyrosine kinase 1) (p62(dok)) (pp62) [RVKEEGYELPYNP|Y|398|Q99704|12087092;11551902;10688886;15592455;16094384|InsR|[P06213:INSR_HUMAN]]

4148 <<Marker>> contol_spot NA

4149 TPSSPVYQDAVSY gi|45382633|ref|NP_990799.1| cortactin [Gallus gallus] [TPSSPVYQDAVSY|Y|430|Q01406|96108162|Src|[P12931:SRC_HUMAN]]

4150 SRGQEVYVKKTMG gi|464868|sp|Q02763|TIE2_HUMAN Angiopoietin-1 receptor precursor (Tyrosine-protein kinase receptor TIE-2) (hTIE2) (Tyrosine-protein kinase receptor TEK) (p140 TEK) (Tunica interna endothelial cell kinase) (CD202b antigen) [SRGQEVYVKKTMG|Y|992|Q02763|11513602;93173509|Tie2|[Q02763:TIE2_HUMAN]]

4151 KGPNGVYDFSQAH gi|62906893|sp|Q9Y5V3|MAGD1_HUMAN Melanoma-associated antigen D1 (MAGE-D1 antigen) (Neurotrophin receptor-interacting MAGE homolog) (MAGE tumor antigen CCF) [KGPNGVYDFSQAH|Y|92|Q9Y5V3|15592455|]

4152 GYNDDYYEESYFT gi|1706639|sp|P50402|EMD_HUMAN Emerin [GYNDDYYEESYFT|Y|95|P50402|15592455|]

4153 APQWEGYDELQTD gi|2493285|sp|P55957|BID_HUMAN BH3-interacting domain death agonist (BID) (p22 BID) [Contains: BH3-interacting domain death agonist p15 (p15 BID); BH3-interacting domain death agonist p13 (p13 BID); BH3-interacting domain death agonist p11 (p11 BID)] [APQWEGYDELQTD|Y|54|P55957|15592455|]

4154 DSPNKLYTLVTYV gi|51702807|sp|P62899|RL31_HUMAN 60S ribosomal protein L31 [DSPNKLYTLVTYV|Y|103|P62899|15592455|]

4155 NARLSIYGIWFYD gi|60389833|sp|Q8IZD4|DCP1B_HUMAN mRNA-decapping enzyme 1B [NARLSIYGIWFYD|Y|110|Q8IZD4|15592455|]

4156 TISQEAYDQRQDT gi|3023518|sp|Q99426|TBCB_HUMAN Tubulin folding cofactor B (Tubulin-specific chaperone B) (Cytoskeleton-associated protein 1) (Cytoskeleton-associated protein CKAPI) [TISQEAYDQRQDT|Y|114|Q99426|15592455|]

4157 TTLSDSYNYSGTE gi|50401753|sp|Q7Z3T8|ZFY16_HUMAN Zinc finger FYVE domain-containing protein 16 (Endofin) (Endosome-associated FYVE domain protein) [TTLSDSYNYSGTE|Y|219|Q7Z3T8|15592455|]

4158 RHYEDGYPGGSDN gi|14916543|sp|O60716|CTND1_HUMAN Catenin delta-1 (p120 catenin) (p120(ctn)) (Cadherin-associated Src substrate) (CAS) (p120(cas)) [RHYEDGYPGGSDN|Y|221|P30999|15592455|]

4159 RGYISPYFINTSK gi|129379|sp|P10809|CH60_HUMAN 60 kDa heat shock protein  mitochondrial precursor (Hsp60) (60 kDa chaperonin) (CPN60) (Heat shock protein 60) (HSP-60) (Mitochondrial matrix protein P1) (P60 lymphocyte protein) (HuCHA60) [RGYISPYFINTSK|Y|227|P10809|15592455|]



4160 AHDGGIYAISWSP gi|12643636|sp|O75083|WDR1_HUMAN WD repeat protein 1 (Actin-interacting protein 1) (AIP1) (NORI-1) [AHDGGIYAISWSP|Y|238|O75083|15592455|AHDGGIYAISWSP|Y|238|O88342|15592455|]

4161 YGGYDDYNGYNDG gi|1710632|sp|P31943|HNRH1_HUMAN Heterogeneous nuclear ribonucleoprotein H (hnRNP H) [YGGYDDYNGYNDG|Y|246|P31943|15592455|]

4162 LVVEEYYEVLDHC gi|6226814|sp|O00170|AIP_HUMAN AH receptor-interacting protein (AIP) (Aryl-hydrocarbon receptor-interacting protein) (Immunophilin homolog ARA9) (HBV-X-associated protein 2) [LVVEEYYEVLDHC|Y|248|O00170|15592455|]

4163 QPNEAVYTKMMTK gi|116242483|sp|P11413|G6PD_HUMAN Glucose-6-phosphate 1-dehydrogenase (G6PD) [QPNEAVYTKMMTK|Y|401|P11413|15592455|QPNEAVYTKMMTK|Y|401|Q00612|15592455|]

4164 CEICGNYTYRGPK gi|17380310|sp|Q12874|SF3A3_HUMAN Splicing factor 3A subunit 3 (Spliceosome-associated protein 61) (SAP 61) (SF3a60) [CEICGNYTYRGPK|Y|414|Q12874|15592455|]

4165 AKDKPVYDELFYT gi|18202935|sp|Q9H223|EHD4_HUMAN EH domain-containing protein 4 (Hepatocellular carcinoma-associated protein 10/11) [AKDKPVYDELFYT|Y|451|Q9H223|15592455|]

4166 ARQAHLYRGIFPV gi|20178296|sp|P14618|KPYM_HUMAN Pyruvate kinase isozymes M1/M2 (Pyruvate kinase muscle isozyme) (Pyruvate kinase 2/3) (Cytosolic thyroid hormone-binding protein) (CTHBP) (THBP1) NA

4167 QATTNVYQVQTGS gi|17376322|sp|Q14161|GIT2_HUMAN ARF GTPase-activating protein GIT2 (G protein-coupled receptor kinase-interactor 2) (GRK-interacting protein 2) (Cool-interacting tyrosine-phosphorylated protein 2) (CAT2) (CAT-2) [QATTNVYQVQTGS|Y|484|Q14161|15592455|]

4168 VQTGSEYTDTSNH gi|17376322|sp|Q14161|GIT2_HUMAN ARF GTPase-activating protein GIT2 (G protein-coupled receptor kinase-interactor 2) (GRK-interacting protein 2) (Cool-interacting tyrosine-phosphorylated protein 2) (CAT2) (CAT-2) [VQTGSEYTDTSNH|Y|492|Q14161|15592455|]

4169 <<Marker>> contol_spot NA

4170 YYAKKDYNEAYNY gi|46397879|sp|Q99615|DNJC7_HUMAN DnaJ homolog subfamily C member 7 (Tetratricopeptide repeat protein 2) (TPR repeat protein 2) NA

4171 RADFDHYTGRDSE gi|84029396|sp|Q86SQ0|PHLB2_HUMAN Pleckstrin homology-like domain family B member 2 (Protein LL5-beta) NA

4172 QGPPEIYSDTQFP gi|119599582|gb|EAW79176.1| CDV3 homolog (mouse)  isoform CRA_a [Homo sapiens] [QGPPEIYSDTQFP|Y|190|Q9UKY7|15592455;16094384|QGPPEIYSDTQFP|Y|213|Q920I4|15592455|]

4173 YKSYSPYDMLESI gi|113950|sp|P07355|ANXA2_HUMAN Annexin A2 (Annexin-2) (Annexin II) (Lipocortin II) (Calpactin I heavy chain) (Chromobindin-8) (p36) (Protein I) (Placental anticoagulant protein IV) (PAP-IV) [YKSYSPYDMLESI|Y|238|P07356|15592455|]

4174 ERYTEFYHVPTHS gi|47605572|sp|Q96HC4|PDLI5_HUMAN PDZ and LIM domain protein 5 (Enigma homolog) (Enigma-like PDZ and LIM domains protein) [ERYTEFYHVPTHS|Y|251|Q96HC4|15592455|]

4175 WKLQMIYGNGAES gi|149944486|ref|NP_001010906.1| hypothetical protein LOC389643 [Homo sapiens][WKLQMIYGNGAES|Y|204|Q68CJ6|15592455|]

4176 PLEDEYYYDVEND gi|74583475|sp|Q04383|PLM2_YEAST Transcription factor PLM2 (Plasmid maintenance protein 2) NA

4177 PVFKPTYEQFEDF gi|731532|sp|P39956|RPH1_YEAST DNA damage-responsive transcriptional repressor RPH1 NA

4178 LSRMKDYSNIVEP gi|731532|sp|P39956|RPH1_YEAST DNA damage-responsive transcriptional repressor RPH1 NA

4179 NPDSEEYKKFKEK gi|1168370|sp|P22149|AFT1_YEAST Iron-regulated transcriptional activator AFT1 (Activator of iron transcription protein 1) NA

4180 CASCEIYSCECTF gi|129733|sp|P12383|PDR1_YEAST Transcription factor PDR1 (Pleiotropic drug resistance protein 1) NA

4181 KLLEEKYNDNYVY gi|1708905|sp|P53338|MAL13_YEAST Maltose fermentation regulatory protein MAL13 NA

4182 KKQEGKYKEKNNL gi|74645031|sp|Q12180|HAL9_YEAST Halotolerance protein 9 NA

4183 DFFRDYYGNSGSN gi|2506885|sp|P32607|RTG1_YEAST Retrograde regulation protein 1 NA

4184 TLEEPGYESRTGS gi|729140|sp|P40917|YAP4_YEAST AP-1-like transcription factor YAP4 (Transcription activator CIN5) (Chromosome instability protein 5) NA

4185 PSSGGAYSNLPRL gi|1168610|sp|P41696|AZF1_YEAST Asparagine-rich zinc finger protein AZF1 NA

4186 NNSIPEYFNNSHV gi|2506540|sp|P20134|SFL1_YEAST Flocculation suppression protein (Protein SFL1) NA

4187 ENKQDIYGSSPTT gi|74583758|sp|Q08887|NDD1_YEAST Nuclear division defective protein 1 NA

4188 DGRVEPYVDFAEF gi|10720303|sp|Q15750|TAB1_HUMAN Mitogen-activated protein kinase kinase kinase 7-interacting protein 1 (TGF-beta-activated kinase 1-binding protein 1) (TAK1-binding protein 1) NA

4189 GSYMWIYVFMGNM gi|12643959|sp|Q9Y6L6|SO1B1_HUMAN Solute carrier organic anion transporter family member 1B1 (Solute carrier family 21 member 6) (Sodium-independent organic anion-transporting polypeptide 2) (OATP 2) (Liver-specific organic anion transporter 1) (LST-1) (OATP-C) NA

4190 <<Marker>> contol_spot NA

4191 IVFETAYNTNENM gi|50400552|sp|Q8N3C0|HELC1_HUMAN Activating signal cointegrator 1 complex subunit 3 (ASC-1 complex subunit p200) (Trip4 complex subunit p200) (Helicase  ATP binding 1)NA

4192 QPEENPYWWNANM gi|119610135|gb|EAW89729.1| notum pectinacetylesterase homolog (Drosophila) [Homo sapiens]NA

4193 TDFESGYSEIFLM gi|23396772|sp|Q13822|ENPP2_HUMAN Ectonucleotide pyrophosphatase/phosphodiesterase family member 2 precursor (E-NPP 2) (Extracellular lysophospholipase D) (LysoPLD) (Autotaxin) NA

4194 WPNKNTYKSIQMM gi|20141712|sp|P29508|SPB3_HUMAN Serpin B3 (Squamous cell carcinoma antigen 1) (SCCA-1) (Protein T4-A) NA

4195 IRCEEPYLRISDN gi|12643876|sp|Q9UBX5|FBLN5_HUMAN Fibulin-5 precursor (FIBL-5) (Developmental arteries and neural crest EGF-like protein) (Dance) (Urine p50 protein) (UP50) NA

4196 KQDEVVYYDPCEN gi|152112352|sp|Q8TF30|WHDC1_HUMAN WH2 domain-containing protein 1 NA

4197 PGWHLSYVDVKDN gi|119621884|gb|EAX01479.1| lipoxygenase homology domains 1  isoform CRA_c [Homo sapiens]NA

4198 RSNYDQYGDAGEN gi|108936027|sp|Q9Y2G8|DJC16_HUMAN DnaJ homolog subfamily C member 16 precursor NA

4199 TLPCQAYVNQGEN gi|119572941|gb|EAW52556.1| prostate tumor overexpressed gene 1  isoform CRA_e [Homo sapiens]NA

4200 AEFDDKYLITGFN gi|118572727|sp|O60522|TDRD6_HUMAN Tudor domain-containing protein 6 (Antigen NY-CO-45) NA

4201 LLSNPAYRLLLAT gi|729008|sp|Q08345|DDR1_HUMAN Epithelial discoidin domain-containing receptor 1 precursor (Epithelial discoidin domain receptor 1) (Tyrosine kinase DDR) (Discoidin receptor tyrosine kinase) (Tyrosine-protein kinase CAK) (Cell adhesion kinase) (TRK E) (Protein-tyrosine kinase RTK 6) (HGK2) (CD167a antigen) [LLSNPAYRLLLAT|Y|513|Q08345|9659899|]

4202 LPGVRTYIDPHTY gi|1706628|sp|P54756|EPHA5_HUMAN Ephrin type-A receptor 5 precursor (Tyrosine-protein kinase receptor EHK-1) (EPH homology kinase 1) (Receptor protein-tyrosine kinase HEK7) NA

4203 ACEHRGYLYLAIE gi|464868|sp|Q02763|TIE2_HUMAN Angiopoietin-1 receptor precursor (Tyrosine-protein kinase receptor TIE-2) (hTIE2) (Tyrosine-protein kinase receptor TEK) (p140 TEK) (Tunica interna endothelial cell kinase) (CD202b antigen) [ACEHRGYLYLAIE|Y|897|Q02763|11080633;11513602|]

4204 LYEKFTYAGIDCS gi|464868|sp|Q02763|TIE2_HUMAN Angiopoietin-1 receptor precursor (Tyrosine-protein kinase receptor TIE-2) (hTIE2) (Tyrosine-protein kinase receptor TEK) (p140 TEK) (Tunica interna endothelial cell kinase) (CD202b antigen) [LYEKFTYAGIDCS|Y|1113|Q02763|10521483;12665569|Tie2|[Q02763:TIE2_HUMAN]LYEKFTYAGIDCS|Y|1111|Q02858|12082108|]

4205 MLNSKGYTKSIDI gi|232066|sp|P27361|MK03_HUMAN Mitogen-activated protein kinase 3 (Extracellular signal-regulated kinase 1) (ERK-1) (Insulin-stimulated MAP2 kinase) (MAP kinase 1) (MAPK 1) (p44-ERK1) (ERT2) (p44-MAPK) (Microtubule-associated protein 2 kinase) [MLNSKGYTKSIDI|Y|205|P28482|9124279|]

4206 MVLKHPYPRKVEE gi|51317293|sp|Q9UN19|DAPP1_HUMAN Dual adapter for phosphotyrosine and 3-phosphotyrosine and 3-phosphoinositide (hDAPP1) (B cell adapter molecule of 32 kDa) (B lymphocyte adapter protein Bam32) NA

4207 VALDDPYENYRRN gi|119226260|ref|NP_006378.3| calcium homeostasis endoplasmic reticulum protein [Homo sapiens] NA

4208 GEKEEVYIVQASN gi|92087039|sp|P10911|MCF2_HUMAN Proto-oncogene DBL (Proto-oncogene MCF-2) [Contains: MCF2-transforming protein; DBL-transforming protein] NA

4209 TMKEKIYTMIYRN gi|17483726|gb|AAL40180.1| MDM2 protein [Homo sapiens]NA

4210 CSRRNMYVNIAVN gi|119578974|gb|EAW58570.1| hCG2011190 [Homo sapiens]NA

4211 FVKKKGYVRLHTN gi|23813917|sp|Q13356|PPIL2_HUMAN Peptidyl-prolyl cis-trans isomerase-like 2 (PPIase) (Rotamase) (Cyclophilin-60) (Cyclophilin-like protein Cyp-60) NA



4212 LNSGSEYVPAGPQ gi|13629029|sp|Q08397|LOXL1_HUMAN Lysyl oxidase homolog 1 precursor (Lysyl oxidase-like protein 1) (LOL) NA

4213 FQGKDIYEMNLSQ gi|6686181|sp|Q9Y2G7|ZFP30_HUMAN Zinc finger protein 30 homolog (Zfp-30) (Zinc finger protein 745) NA

4214 GYGEESYPAKDSQ gi|2493260|sp|Q16825|PTN21_HUMAN Tyrosine-protein phosphatase non-receptor type 21 (Protein-tyrosine phosphatase D1) NA

4215 RPSMEGYRAPSRQ gi|14916543|sp|O60716|CTND1_HUMAN Catenin delta-1 (p120 catenin) (p120(ctn)) (Cadherin-associated Src substrate) (CAS) (p120(cas)) NA

4216 EEGKPGYLDCLTQ gi|116242736|sp|Q13308|PTK7_HUMAN Tyrosine-protein kinase-like 7 precursor (Colon carcinoma kinase 4) (CCK-4) NA

4217 ISSDPRYWYGKTQ gi|11182425|sp|P56524|HDAC4_HUMAN Histone deacetylase 4 (HD4) NA

4218 SSEENYYSTSYSQ gi|47117238|sp|Q8IWW6|RHG12_HUMAN Rho GTPase-activating protein 12 NA

4219 RYRADEYQPPDGG gi|38258175|sp|Q8NBP7|PCSK9_HUMAN Proprotein convertase subtilisin/kexin type 9 precursor (Proprotein convertase PC9) (Subtilisin/kexin-like protease PC9) (Neural apoptosis-regulated convertase 1) (NARC-1) NA

4220 SEAKERYQQGNGG gi|34783880|gb|AAH09690.2| IFT57 protein [Homo sapiens]NA

4221 QLSPGIYDDTSAR gi|47117817|sp|O75376|NCOR1_HUMAN Nuclear receptor corepressor 1 (N-CoR1) (N-CoR) NA

4222 SLNSGNYLNPACR gi|47117338|sp|Q9UQR0|SCML2_HUMAN Sex comb on midleg-like protein 2 NA

4223 SPCEDFYQFSCGG gi|20178279|sp|O60344|ECE2_HUMAN Endothelin-converting enzyme 2 (ECE-2) NA

4224 EVVEIEYVEKYTA gi|20140802|sp|Q9GZL7|WDR12_HUMAN WD repeat protein 12 (YTM1 homolog) NA

4225 QTYNVDYVDAEGR gi|51316029|sp|Q8NCQ5|FBX15_HUMAN F-box only protein 15 NA

4226 AKVEGRYEVTDHR gi|2138330|gb|AAB58382.1| acetyl-CoA carboxylase [Homo sapiens]NA

4227 DVEKFKYKTPQHR gi|23396536|sp|Q9NX36|CU055_HUMAN J domain-containing protein C21orf55 NA

4228 KKWCDDYFFIAHR gi|67476671|sp|P36551|HEM6_HUMAN Coproporphyrinogen III oxidase  mitochondrial precursor (Coproporphyrinogenase) (Coprogen oxidase) (COX) NA

4229 RSTRPLYISVGHR gi|119610015|gb|EAW89609.1| hypothetical protein FLJ35220  isoform CRA_g [Homo sapiens]NA

4230 WLKDNDYLLHGHR gi|38372248|sp|Q96A54|ADR1_HUMAN Adiponectin receptor protein 1 (Progestin and adipoQ receptor family member I) NA

4231 TSDKPYYCKIRGC gi|30173473|sp|Q96T25|ZIC5_HUMAN Zinc finger protein ZIC 5 (Zinc finger protein of the cerebellum 5) NA

4232 CVSSGRYAVFGLG gi|143678193|sp|Q9NV66|TYW1A_HUMAN tRNA wybutosine-synthesizing protein 1 homolog A (Radical S-adenosyl methionine and flavodoxin domain-containing protein 1)'NA

4233 IPVDNLYAEPAVL gi|46397477|sp|P60891|PRPS1_HUMAN Ribose-phosphate pyrophosphokinase I (Phosphoribosyl pyrophosphate synthetase I) (PRS-I) (PPRibP) NA

4234 MEDGSPYVNGSLG gi|74758950|sp|Q76FK4|NOL8_HUMAN Nucleolar protein 8 (Nucleolar protein Nop132) NA

4235 FDRNADYVQEVKR gi|52783098|sp|Q9HCJ6|K1576_HUMAN Probable oxidoreductase KIAA1576 NA

4236 GLPENGYQILYKR gi|22002000|sp|Q9BYH1|SEZ6L_HUMAN Seizure 6-like protein precursor NA

4237 AAAEGGYQRYGVR gi|74750784|sp|Q8IZ57|NRSN1_HUMAN Neurensin-1 (Vesicular membrane protein p24) (Vesicular membrane protein of 24 kDa) (Neuro-p24) NA

4238 GDPVNYYVDTAVR gi|417719|sp|P23396|RS3_HUMAN 40S ribosomal protein S3 NA

4239 LPSEVLYMLKNVR gi|152032658|sp|Q6ZV29|PLPL7_HUMAN Patatin-like phospholipase domain-containing protein 7NA

4240 RCNNLGYEINKVR gi|126314|sp|P06858|LIPL_HUMAN Lipoprotein lipase precursor (LPL) NA

4241 CASLDHYSRLGWR gi|148841196|sp|A2VEC9|SSPO_HUMAN SCO-spondin precursor NA

4242 IVSGLKYVQHTYR gi|1707893|sp|P52566|GDIS_HUMAN Rho GDP-dissociation inhibitor 2 (Rho GDI 2) (Rho-GDI beta) (Ly-GDI) NA

4243 LPPNWKYESSTAS gi|50403608|sp|P62277|RS13_HUMAN 40S ribosomal protein S13 NA

4244 WGSNQNYICNTDP gi|45477011|sp|O75113|N4BP1_HUMAN NEDD4-binding protein 1 (N4BP1) NA

4245 AMCTPSYLSTAAA gi|143458429|sp|Q9P2F6|RHG20_HUMAN Rho GTPase-activating protein 20 (Rho-type GTPase-activating protein 20) NA

4246 FCFYLKYVNMYAS gi|21263618|sp|Q9BXC1|GP174_HUMAN Probable G-protein coupled receptor 174 NA

4247 GCSNPLYPGVYAS gi|120660130|gb|AAI30401.1| Marapsin 2 [Homo sapiens]NA

4248 ISGDSGYTNYADS gi|32899|emb|CAA78209.1| Ig H-chain V-region (DP-39) [Homo sapiens] NA

4249 PCGNVNYGYQQQG gi|146328566|sp|Q9UM73|ALK_HUMAN ALK tyrosine kinase receptor precursor (Anaplastic lymphoma kinase) (CD246 antigen) [PCGNVNYGYQQQG|Y|1584|Q9UM73|15592455|]

4250 CSVEELYAIPPDA gi|118572719|sp|Q9H792|SG269_HUMAN Tyrosine-protein kinase SgK269 (Sugen kinase 269)NA

4251 ETKTITYESPQID gi|17432978|sp|O43491|E41L2_HUMAN Band 4.1-like protein 2 (Generally expressed protein 4.1) (4.1G) [ETKTITYESPQID|Y|889|O70318|15592455|]

4252 QDSIFEYFNTAPL gi|92090617|sp|Q9Y5S2|MRCKB_HUMAN Serine/threonine-protein kinase MRCK beta (CDC42-binding protein kinase beta) (Myotonic dystrophy kinase-related CDC42-binding kinase beta) (Myotonic dystrophy protein kinase-like beta) (MRCK beta) (DMPK-like beta) [QDSIFEYFNTAPL|Y|954|Q7TT50|15592455|]

4253 EQPAPGYDTHGRL gi|85700443|sp|Q07157|ZO1_HUMAN Tight junction protein ZO-1 (Zonula occludens 1 protein) (Zona occludens 1 protein) (Tight junction protein 1) NA

4254 HVAYGGYSTPEDR gi|55976600|sp|Q9HBL0|TENS1_HUMAN Tensin-1 NA

4255 DPAETDYTAVGCA gi|81175200|sp|Q9Y490|TLN1_HUMAN Talin-1 NA

4256 YYAYYMYANIMVL gi|113697|sp|P23109|AMPD1_HUMAN AMP deaminase 1 (Myoadenylate deaminase) (AMP deaminase isoform M) NA

4257 YRARETYGLPNTL gi|19856545|sp|P17405|ASM_HUMAN Sphingomyelin phosphodiesterase precursor (Acid sphingomyelinase) (aSMase) NA

4258 KKLLGKYPNVDAR gi|2498228|sp|Q16739|CEGT_HUMAN Ceramide glucosyltransferase (Glucosylceramide synthase) (GCS) (UDP-glucose:N-acylsphingosine D-glucosyltransferase) (UDP-glucose ceramide glucosyltransferase) (GLCT-1) NA

4259 LSEDCLYLNVWIP gi|116353|sp|P06276|CHLE_HUMAN Cholinesterase precursor (Acylcholine acylhydrolase) (Choline esterase II) (Butyrylcholine esterase) (Pseudocholinesterase) NA

4260 IDLLRRYLRVETI gi|2138330|gb|AAB58382.1| acetyl-CoA carboxylase [Homo sapiens]NA

4261 LAQEVTYANLRPF gi|84028279|sp|P38435|VKGC_HUMAN Vitamin K-dependent gamma-carboxylase (Gamma-glutamyl carboxylase) (Vitamin K gamma glutamyl carboxylase) NA

4262 VKDTCSYVNVLSD gi|13432151|sp|P46976|GLYG_HUMAN Glycogenin-1 NA

4263 GDFPYYYANLGLK gi|20141422|sp|Q16394|EXT1_HUMAN Exostosin-1 (Glucuronosyl-N-acetylglucosaminyl-proteoglycan/N-acetylglucosaminyl-proteoglycan 4-alpha-N-acetylglucosaminyltransferase) (Putative tumor suppressor protein EXT1) (Multiple exostoses protein 1) NA



4264 HPDYEEYINLEGT gi|46397678|sp|Q13017|RHG05_HUMAN Rho GTPase-activating protein 5 (p190-B) [HPDYEEYINLEGT|Y|306|Q13017|12705864|]

4265 IASPPSYENVRHK gi|51338611|sp|P84095|RHOG_HUMAN Rho-related GTP-binding protein RhoG precursor NA

4266 KVVNPYYLRVRRK gi|78099208|sp|Q13131|AAPK1_HUMAN 5'-AMP-activated protein kinase catalytic subunit alpha-1 (AMPK alpha-1 chain) NA

4267 GNLGSVYIYVLLI gi|121509|sp|P15509|CSF2R_HUMAN Granulocyte-macrophage colony-stimulating factor receptor alpha chain precursor (GM-CSF-R-alpha) (GMR) (CD116 antigen) (CDw116) NA

4268 AVALDRYLRVVHP gi|60416427|sp|O00270|GPR31_HUMAN Probable G-protein coupled receptor 31 NA

4269 FFNLSIYLNIQRR gi|17367264|sp|Q9Y5N1|HRH3_HUMAN Histamine H3 receptor (HH3R) (G-protein coupled receptor 97) NA

4270 YEEHIPYTHMNGG gi|33112647|sp|P06213|INSR_HUMAN Insulin receptor precursor (IR) (CD220 antigen) [Contains: Insulin receptor subunit alpha; Insulin receptor subunit beta][YEEHIPYTHMNGG|Y|1361|P06213|92337603|InsR|[P06213:INSR_HUMAN]]

4271 PEGGVDYKNIHLE gi|547770|sp|P07333|CSF1R_HUMAN Macrophage colony-stimulating factor 1 receptor precursor (CSF-1-R) (Fms proto-oncogene) (c-fms) (CD115 antigen) [PEGGVDYKNIHLE|Y|699|P07333|N.N.|]

4272 NGNNYVYIDPTQL gi|125472|sp|P10721|KIT_HUMAN Mast/stem cell growth factor receptor precursor (SCFR) (Proto-oncogene tyrosine-protein kinase Kit) (c-kit) (CD117 antigen) [NGNNYVYIDPTQL|Y|569|P05532|N.N.|NGNNYVYIDPTQL|Y|570|P10721|9799234|Kit|[P10721:KIT_HUMAN]]

4273 KEMENFYVFHNGS gi|68052338|sp|Q86SJ2|AMGO2_HUMAN Amphoterin-induced protein 2 precursor (AMIGO-2) (Alivin-1) (Differentially expressed in gastric adenocarcinomas) (DEGA) NA

4274 LYLSSEYEAAPGS gi|33517138|sp|Q9H5J0|ZBTB3_HUMAN Zinc finger and BTB domain-containing protein 3 NA

4275 DFWGDDYKNHVKC gi|71153817|sp|Q9NX58|LYAR_HUMAN Cell growth-regulating nucleolar proteinNA

4276 FPEENIYKVYKKC gi|116242504|sp|Q8TE85|GRHL3_HUMAN Grainyhead-like protein 3 homolog (Sister of mammalian grainyhead) (Transcription factor CP2-like 4) NA

4277 KDCKDPYCPPSLC gi|55742730|ref|NP_064610.1| storkhead box 2 [Homo sapiens] NA

4278 LQRWDKYSNKMLC gi|113421409|ref|XP_001131609.1| PREDICTED: similar to eukaryotic translation initiation factor 3  subunit 6 interacting protein [Homo sapiens]NA

4279 KLQELYYEIVHVL gi|29470284|gb|AAO13012.1| one-repeat calcium channel [Homo sapiens]NA

4280 DDDDDPYYYYYKS gi|146325723|sp|Q149N8|SHPRH_HUMAN E3 ubiquitin-protein ligase SHPRH (SNF2  histone-linker  PHD and RING finger domain-containing helicase) NA

4281 GPSMDTYGETFLS gi|88974674|ref|XP_932769.1| PREDICTED: similar to Exocyst complex component 5 (Exocyst complex component Sec10) (hSec10) [Homo sapiens] NA

4282 PLRCLIYIEVALS gi|114559150|ref|XP_001165016.1| PREDICTED: hypothetical protein [Pan troglodytes]NA

4283 ALKKSGYNNKHLS gi|120953300|ref|NP_001073379.1| leucine-rich repeats and IQ motif containing 1 isoform 1 [Homo sapiens]NA

4284 KIMEKKYHNVGLS gi|13124489|sp|Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein D0 (hnRNP D0) (AU-rich element RNA-binding protein 1) NA

4285 EGDEELYFHFKFP gi|146345416|sp|Q15375|EPHA7_HUMAN Ephrin type-A receptor 7 precursor (Tyrosine-protein kinase receptor EHK-3) (EPH homology kinase 3) (Receptor protein-tyrosine kinase HEK11) NA

4286 FTNMLGYTDHQFP gi|57015285|sp|O75390|CISY_HUMAN Citrate synthase  mitochondrial precursor NA

4287 PNSNLDYMFFKFP gi|24212102|sp|P59045|NAL11_HUMAN NACHT  LRR and PYD domains-containing protein 11 (PYRIN-containing APAF1-like protein 6) (Nucleotide-binding oligomerization domain protein 17) NA

4288 AGEELLYDYGDRS gi|25091219|sp|Q9NQR1|SETD8_HUMAN Histone-lysine N-methyltransferase  H4 lysine-20 specific (Histone H4-K20 methyltransferase) (H4-K20-HMTase) (SET domain-containing lysine methyltransferase 8) (SET domain-containing protein 8) (PR/SET domain-containing protein 07) (PR/SET07) (PR-Set7)NA

4289 ASPDWGYDDKNGP gi|115449|sp|P00915|CAH1_HUMAN Carbonic anhydrase 1 (Carbonic anhydrase I) (Carbonate dehydratase I) (CA-I) NA

4290 GPRESSYMEMKGP gi|119573284|gb|EAW52899.1| hCG1775249 [Homo sapiens]NA

4291 ADSEVLYPNYQSC gi|68052821|sp|Q9NPH0|PPA6_HUMAN Lysophosphatidic acid phosphatase type 6 precursor (Acid phosphatase 6  lysophosphatidic) (Acid phosphatase-like protein 1) (PACPL1) NA

4292 LGEDTDYLIYDTC gi|24308334|ref|NP_115824.1| family with sequence similarity 120B [Homo sapiens] NA

4293 TDSGIFYEDSGYS gi|74749781|sp|Q71RS6|NCKX5_HUMAN Sodium/potassium/calcium exchanger 5 precursor (Na(+)/K(+)/Ca(2+)-exchange protein 5) (Solute carrier family 24 member 5) NA

4294 GLEKKKYERGSAT gi|21542165|sp|O00541|PESC_HUMAN Pescadillo homolog 1 NA

4295 PLFKLKYPSSPYS gi|71153522|sp|Q96AY4|TTC28_HUMAN Tetratricopeptide repeat protein 28 (TPR repeat protein 28)NA

4296 CDCTPDYTRKSCT gi|114205558|gb|AAI05691.1| Unknown (protein for MGC:125505) [Homo sapiens]NA

4297 VAENPEYLSEFSL gi|3913590|sp|Q15303|ERBB4_HUMAN Receptor tyrosine-protein kinase erbB-4 precursor (p180erbB4) (Tyrosine kinase-type cell surface receptor HER4) [VAENPEYLSEFSL|Y|1284|Q15303|8617750|]

4298 GAFGTVYKGLWIP gi|2811086|sp|P00533|EGFR_HUMAN Epidermal growth factor receptor precursor (Receptor tyrosine-protein kinase ErbB-1) NA

4299 LNTTATYAEPYRP gi|20139104|sp|Q99569|PKP4_HUMAN Plakophilin-4 (p0071) [LNTTATYAEPYRP|Y|478|Q99569|12522270|]

4300 PSRDPHYQDPHST gi|2811086|sp|P00533|EGFR_HUMAN Epidermal growth factor receptor precursor (Receptor tyrosine-protein kinase ErbB-1) [PSRDPHYQDPHST|Y|1125|P00533|8845374;11983694;10075741|Src|[P12931:SRC_HUMAN]]

4301 RAVENQYSFY gi|34098358|sp|O14492|SH2B2_HUMAN SH2B adapter protein 2 (SH2 and PH domain-containing adapter protein APS) (Adapter protein with pleckstrin homology and Src homology 2 domains) [RAVENQYSFY|Y|618|Q9JID9|10196204|]

4302 SFPDQAYANSQPA gi|74753488|sp|Q9Y3P8|SIT1_HUMAN Signaling threshold-regulating transmembrane adapter 1 precursor (Suppression-inducing transmembrane adapter 1) (SHP2-interacting transmembrane adapter protein) (gp30/40) [SFPDQAYANSQPA|Y|188|Q9Y3P8|10209036;15144186;15592455|]

4303 AFDNPDYWHSRLF gi|119534|sp|P21860|ERBB3_HUMAN Receptor tyrosine-protein kinase erbB-3 precursor (c-erbB3) (Tyrosine kinase-type cell surface receptor HER3) [AFDNPDYWHSRLF|Y|1328|P21860|9694850|]

4304 GLARDIYKDPDYV gi|1718189|sp|P35916|VGFR3_HUMAN Vascular endothelial growth factor receptor 3 precursor (VEGFR-3) (Tyrosine-protein kinase receptor FLT4) [GLARDIYKDPDYV|Y|1054|P35968|10579917|KDR|[P35968:VGFR2_HUMAN]]

4305 KFNEENYGVKTTY gi|52000729|sp|Q8WWM7|ATX2L_HUMAN Ataxin-2-like protein (Ataxin-2 domain protein) (Ataxin-2-related protein)'][KFNEENYGVKTTY|Y|264|Q8WWM7|15302935;15144186|]

4306 TATEGQYQPQP gi|125474|sp|P06239|LCK_HUMAN Proto-oncogene tyrosine-protein kinase LCK (p56-LCK) (Lymphocyte cell-specific protein-tyrosine kinase) (LSK) (T cell-specific protein-tyrosine kinase) [TATEGQYQPQP|Y|505|P06239|89123626;15592455;8945479;17192257|Lck|[P06239:LCK_HUMAN]]

4307 AENTITYSLLMHP gi|8039788|sp|P31994|FCG2B_HUMAN Low affinity immunoglobulin gamma Fc region receptor II-b precursor (Fc-gamma RII-b) (FcRII-b) (IgG Fc receptor II-b) (Fc-gamma-RIIb) (CD32 antigen) (CDw32) [AENTITYSLLMHP|Y|292|P31994|8756631|Lyn;BLK|[P07948:LYN_HUMAN,P51451:BLK_HUMAN]]

4308 GELKTGYLSIVMD gi|9087218|sp|P35968|VGFR2_HUMAN Vascular endothelial growth factor receptor 2 precursor (VEGFR-2) (Kinase insert domain receptor) (Protein-tyrosine kinase receptor Flk-1) (CD309 antigen) [GELKTGYLSIVMD|Y|801|P35968|11741094|]

4309 FITEEDYQALRTS gi|1705916|sp|Q00610|CLH1_HUMAN Clathrin heavy chain 1 (CLH-17) [FITEEDYQALRTS|Y|1477|Q00610|12237126|Src|[P12931:SRC_HUMAN]]

4310 GTRERLYEWISID gi|119595261|gb|EAW74855.1| inositol polyphosphate phosphatase-like 1  isoform CRA_b [Homo sapiens][GTRERLYEWISID|Y|886|O15357|12522270;15592455|]

4311 LRNDQVYQPLRDR gi|115985|sp|P04234|CD3D_HUMAN T-cell surface glycoprotein CD3 delta chain precursor (T-cell receptor T3 delta chain) [LRNDQVYQPLRDR|Y|149|P04234|12522270;15144186;15592455;16094384;15659558|]

4312 PLDKDYYVVREPG gi|50403745|sp|P52333|JAK3_HUMAN Tyrosine-protein kinase JAK3 (Janus kinase 3) (JAK-3) (Leukocyte janus kinase) (L-JAK) [PLDKDYYVVREPG|Y|981|P52333|9391116|JAK3|[P52333:JAK3_HUMAN]]

4313 PTLVQTYVLQGDP gi|729564|sp|Q99062|CSF3R_HUMAN Granulocyte colony-stimulating factor receptor precursor (G-CSF-R) (CD114 antigen) [PTLVQTYVLQGDP|Y|727|Q99062|12133942|]

4314 RKTRDQYLMWLTQ gi|118572681|sp|P27986|P85A_HUMAN Phosphatidylinositol 3-kinase regulatory subunit alpha (PI3-kinase p85-subunit alpha) (PtdIns-3-kinase p85-alpha) (PI3K) [RKTRDQYLMWLTQ|Y|580|P27986|8385099|InsR|[P06213:INSR_HUMAN]]

4315 HRPSRQYATRDVY gi|21542431|sp|O14828|SCAM3_HUMAN Secretory carrier-associated membrane protein 3 (Secretory carrier membrane protein 3)[HRPSRQYATRDVY|Y|35|O14828|15144186;15592455|]



4316 QGQNQLYNELNLG gi|23830999|sp|P20963|CD3Z_HUMAN T-cell surface glycoprotein CD3 zeta chain precursor (T-cell receptor T3 zeta chain) (CD247 antigen) [QGQNQLYNELNLG|Y|72|P20963|15144186;15592455;16094384;15659558|]

4317 SPRHALYPPSPRK gi|50897492|sp|Q92738|US6NL_HUMAN USP6 N-terminal-like protein (Related to the N-terminus of tre) (RN-tre) [SPRHALYPPSPRK|Y|582|Q92738|15144186|]

4318 ADNDKEYLVLTLT gi|42560209|sp|P60484|PTEN_HUMAN Phosphatidylinositol-3 4 5-trisphosphate 3-phosphatase and dual-specificity protein phosphatase PTEN (Phosphatase and tensin homolog) (Mutated in multiple advanced cancers 1) [ADNDKEYLVLTLT|Y|315|P60484|11948419|Lck|[P06239:LCK_HUMAN]]

4319 DRDDAQYSHLGGN gi|115985|sp|P04234|CD3D_HUMAN T-cell surface glycoprotein CD3 delta chain precursor (T-cell receptor T3 delta chain) [DRDDAQYSHLGGN|Y|160|P04234|12522270;15592455;16094384;15659558|]

4320 FMDGSPYAHMFEM gi|14548162|sp|Q13224|NMDE2_HUMAN Glutamate [NMDA] receptor subunit epsilon-2 precursor (N-methyl D-aspartate receptor subtype 2B) (NR2B) (NMDAR2B) (N-methyl-D-aspartate receptor subunit 3) (NR3) (hNR3) [FMDGSPYAHMFEM|Y|1336|Q01097|11024032|Fyn|[P06241:FYN_HUMAN]]

4321 PTDSNFYARLMDE gi|2811086|sp|P00533|EGFR_HUMAN Epidermal growth factor receptor precursor (Receptor tyrosine-protein kinase ErbB-1) NA

4322 FCGTPDYIAPEIL gi|400135|sp|Q02156|KPCE_HUMAN Protein kinase C epsilon type (nPKC-epsilon) NA

4323 GSSDNEYFYVDFR gi|544320|sp|P36888|FLT3_HUMAN FL cytokine receptor precursor (Tyrosine-protein kinase receptor FLT3) (Stem cell tyrosine kinase 1) (STK-1) (CD135 antigen) [GSSDNEYFYVDFR|Y|589|P36888|11971190|FLT3|[P36888:FLT3_HUMAN]]

4324 LYHKKSY gi|74762751|sp|Q9HD26|GOPC_HUMAN Golgi-associated PDZ and coiled-coil motif-containing protein (PDZ protein interacting specifically with TC10) (PIST) (CFTR-associated ligand) (Fused in glioblastoma) [DDLHTLYHKKSY|Y|457|Q9HD26|15144186|LYHKKSY|Y|462|Q9HD26|15144186|]

4325 RKHYQPYAPPRDF gi|115973|sp|P10747|CD28_HUMAN T-cell-specific surface glycoprotein CD28 precursor (TP44) [RKHYQPYAPPRDF|Y|209|P10747|8992971;8946678;15592455;16094384|ITK|[Q08881:ITK_HUMAN]]

4326 SLWNPTYGSWFTE gi|146328566|sp|Q9UM73|ALK_HUMAN ALK tyrosine kinase receptor precursor (Anaplastic lymphoma kinase) (CD246 antigen) [SLWNPTYGSWFTE|Y|1507|Q9UM73|15592455;9819383;11110708|]

4327 SDSGYSYETIGKT gi|1170875|sp|P46821|MAP1B_HUMAN Microtubule-associated protein 1B (MAP 1B) [Contains: MAP1 light chain LC1] NA

4328 PLGPQNYGGAMRP gi|27734570|sp|P81877|SSBP2_HUMAN Single-stranded DNA-binding protein 2 (Sequence-specific single-stranded-DNA-binding protein 2) NA

4329 VIQYLAYVASSHK gi|6166599|sp|P35579|MYH9_HUMAN Myosin-9 (Myosin heavy chain 9) (Myosin heavy chain  nonmuscle IIa) (Nonmuscle myosin heavy chain IIa) (NMMHC II-a) (NMMHC-IIA) (Cellular myosin heavy chain  type A) (Nonmuscle myosin heavy chain-A) (NMMHC-A) NA

4330 DGRHNVYIHVESK gi|74750445|sp|Q86V20|FA35A_HUMAN Protein FAM35A NA

4331 TLMTGLYQTSWGR gi|20336274|ref|NP_602297.1| solute carrier family 26  member 1 isoform b [Homo sapiens] NA

4332 AYDPYAYPSDYDM gi|23396631|sp|Q9Y262|IF3I_HUMAN Eukaryotic translation initiation factor 3 subunit 6-interacting protein NA

4333 EWRPFGYPRRRRP gi|46397351|sp|Q9Y276|BCS1_HUMAN Mitochondrial chaperone BCS1 (BCS1-like protein) (H-BCS1) NA

4334 EDHAGTYGLGDRK gi|13124806|sp|P10636|TAU_HUMAN Microtubule-associated protein tau (Neurofibrillary tangle protein) (Paired helical filament-tau) (PHF-tau) NA

4335 KKDEGSYDLGERK gi|464745|sp|P34741|SDC2_HUMAN Syndecan-2 precursor (SYND2) (Fibroglycan) (Heparan sulfate proteoglycan core protein) (HSPG) NA

4336 EQIGLLYQEYRDK gi|114152090|sp|Q8N5V2|NGEF_HUMAN Ephexin-1 (Eph-interacting exchange protein) (Neuronal guanine nucleotide exchange factor)NA

4337 SAVGFDYQGKTEK gi|2498954|sp|Q14247|SRC8_HUMAN Src substrate cortactin (Amplaxin) (Oncogene EMS1) NA

4338 SALQLLYTAKEAG gi|81175200|sp|Q9Y490|TLN1_HUMAN Talin-1 NA

4339 EPEVRYYLRQILS gi|51338822|sp|Q9H4B4|PLK3_HUMAN Serine/threonine-protein kinase PLK3 (Polo-like kinase 3) (PLK-3) (Cytokine-inducible serine/threonine-protein kinase) (FGF-inducible kinase) (Proliferation-related kinase) NA

4340 SLDGPEYEEEEVA gi|121743|sp|P20936|RASA1_HUMAN Ras GTPase-activating protein 1 (GTPase-activating protein) (GAP) (Ras p21 protein activator) (p120GAP) (RasGAP) NA

4341 LEPEVRYYLRQIL gi|51338822|sp|Q9H4B4|PLK3_HUMAN Serine/threonine-protein kinase PLK3 (Polo-like kinase 3) (PLK-3) (Cytokine-inducible serine/threonine-protein kinase) (FGF-inducible kinase) (Proliferation-related kinase) NA

4342 HERMPWYHSSLTR gi|1177044|sp|P43403|ZAP70_HUMAN Tyrosine-protein kinase ZAP-70 (70 kDa zeta-associated protein) (Syk-related tyrosine kinase) NA

4343 SDSLLDYSCMQRL gi|10720350|sp|Q9Y487|VPP2_HUMAN Vacuolar proton translocating ATPase 116 kDa subunit a isoform 2 (V-ATPase 116 kDa isoform a2) (TJ6) NA

4344 EDADRKYEEVARK gi|136092|sp|P09493|TPM1_HUMAN Tropomyosin alpha-1 chain (Tropomyosin-1) (Alpha-tropomyosin) NA

4345 KGKEKIYSAESFL gi|37542493|gb|AAL15432.1| thioredoxin reductase 1 [Homo sapiens]NA

4346 SKTVFYYYGSDKD gi|74735515|sp|O75563|SKAP2_HUMAN Src kinase-associated phosphoprotein 2 (Src family-associated phosphoprotein 2) (Src kinase-associated phosphoprotein 55-related protein) (SKAP55 homolog) (SKAP-HOM) (SKAP-55HOM) (Src-associated adapter protein with PH and SH3 domains) (Pyk2/RAFTK-associated protein) (Retinoic acid-induced protein 70) NA

4347 EMPPHIYAITDTA gi|6166599|sp|P35579|MYH9_HUMAN Myosin-9 (Myosin heavy chain 9) (Myosin heavy chain  nonmuscle IIa) (Nonmuscle myosin heavy chain IIa) (NMMHC II-a) (NMMHC-IIA) (Cellular myosin heavy chain  type A) (Nonmuscle myosin heavy chain-A) (NMMHC-A) NA

4348 AGKKKKYLKAALY gi|28201851|sp|Q96DU9|PABP5_HUMAN Polyadenylate-binding protein 5 (Poly(A)-binding protein 5) (PABP 5) NA

4349 STLTRDYNSLTRS gi|13638154|sp|P16144|ITB4_HUMAN Integrin beta-4 precursor (GP150) (CD104 antigen)NA

4350 KFYIDPYKLLPLQ gi|51828015|sp|Q9NY12|NOLA1_HUMAN H/ACA ribonucleoprotein complex subunit 1 (Nucleolar protein family A member 1) (snoRNP protein GAR1) NA

4351 VKTPGNYESKRQR gi|32469769|sp|Q96L73|NSD1_HUMAN Histone-lysine N-methyltransferase  H3 lysine-36 and H4 lysine-20 specific (H3-K36-HMTase) (H4-K20-HMTase) (Nuclear receptor-binding SET domain-containing protein 1) (NR-binding SET domain-containing protein) (Androgen receptor-associated coregulator 267) NA

4352 KASGANYSFHKES gi|51316115|sp|Q9UJU6|DBNL_HUMAN Drebrin-like protein (SH3 domain-containing protein 7) (Drebrin-F) (Cervical SH3P7) (HPK1-interacting protein of 55 kDa) (HIP-55) (Cervical mucin-associated protein) NA

4353 PITIARYGRSRNK gi|74762638|sp|Q92519|TRIB2_HUMAN Tribbles homolog 2 (TRB-2) NA

4354 MEENELYSSAVTV gi|143220234|sp|O60496|DOK2_HUMAN Docking protein 2 (Downstream of tyrosine kinase 2) (p56(dok-2)) [MEENELYSSAVTV|Y|139|O60496|16497976|]

4355 PKDTAIYQKDEAL gi|51338794|sp|P78559|MAP1A_HUMAN Microtubule-associated protein 1A (MAP 1A) (Proliferation-related protein p80) [Contains: MAP1 light chain LC2]NA

4356 CRLQTMYEMEMSG gi|38372886|sp|Q9BXI2|ORNT2_HUMAN Mitochondrial ornithine transporter 2 (Solute carrier family 25 member 2)NA

4357 VFGLSLYTTERDL gi|51703330|sp|P62995|TRA2B_HUMAN Splicing factor  arginine/serine-rich 10 (Transformer-2-beta) (HTRA2-beta) (Transformer 2 protein homolog) NA

4358 GEARALYNIGNVY gi|74759541|sp|Q86YR5|GPSM1_HUMAN G-protein-signaling modulator 1 (Activator of G-protein signaling 3) NA

4359 EADRDTYRRSAVP gi|1173177|sp|P46783|RS10_HUMAN 40S ribosomal protein S10 NA

4360 PDYLQEYSTKYFY gi|3913590|sp|Q15303|ERBB4_HUMAN Receptor tyrosine-protein kinase erbB-4 precursor (p180erbB4) (Tyrosine kinase-type cell surface receptor HER4) NA

4361 MPTSVAYICSNQI gi|29427834|sp|Q8N4C8|MINK1_HUMAN Misshapen-like kinase 1 (Mitogen-activated protein kinase kinase kinase kinase 6) (MAPK/ERK kinase kinase kinase 6) (MEK kinase kinase 6) (MEKKK 6) (Misshapen/NIK-related kinase) (GCK family kinase MiNK) NA

4362 FGLQENYIKIVIN gi|37154888|sp|Q9Y5A7|NUB1_HUMAN NEDD8 ultimate buster 1 (Negative regulator of ubiquitin-like proteins 1) (Renal carcinoma antigen NY-REN-18) NA

4363 YAAVPLYRLYCQT gi|60416378|sp|Q9Y6N1|COX11_HUMAN Cytochrome c oxidase assembly protein COX11  mitochondrial precursor NA

4364 HSKGRDYRDNTEL gi|119591435|gb|EAW71029.1| inositol polyphosphate-5-phosphatase  145kDa  isoform CRA_a [Homo sapiens]NA

4365 RPQVVEYCVVCGD gi|1351190|sp|P49116|TR4_HUMAN Orphan nuclear receptor TR4 (Orphan nuclear receptor TAK1) NA

4366 HLRCYMYQARDLA gi|20137708|sp|O75923|DYSF_HUMAN Dysferlin (Dystrophy-associated fer-1-like protein) (Fer-1-like protein 1) NA

4367 NSSQLLYQEYSDV gi|6094485|sp|Q12774|ARHG5_HUMAN Rho guanine nucleotide exchange factor 5 (Guanine nucleotide regulatory protein TIM) (Oncogene TIM) (p60 TIM) (Transforming immortalized mammary oncogene) [NSSQLLYQEYSDV|Y|1151|Q6ZML7|15951569|]



4368 VDLLVKYAKIPAN gi|116283438|gb|AAH20918.1| Unknown (protein for IMAGE:4773801) [Homo sapiens]NA

4369 ASSNPVYMEMEKG gi|29429222|sp|Q9UPZ3|HPS5_HUMAN Hermansky-Pudlak syndrome 5 protein (Alpha-integrin-binding protein 63) (Ruby-eye protein 2 homolog) (Ru2) NA

4370 PTFGPCYLNLYGS gi|20139241|sp|Q9NZM1|MYOF_HUMAN Myoferlin (Fer-1-like protein 3) NA

4371 FDNLELYGEAHEL gi|116242695|sp|Q9HC10|OTOF_HUMAN Otoferlin (Fer-1-like protein 2) NA

4372 YGSTQDYLNPIIL gi|122066060|sp|Q9NZJ4|SACS_HUMAN SacsinNA

4373 SASSEDYIIILPE gi|23503080|sp|Q14596|NBR1_HUMAN Next to BRCA1 gene 1 protein (Neighbor of BRCA1 gene 1 protein) (Membrane component  chromosome 17  surface marker 2) (1A1-3B)NA

4374 LLVLPIYANLPSD gi|26006959|sp|O60231|DHX16_HUMAN Putative pre-mRNA-splicing factor ATP-dependent RNA helicase DHX16 (DEAH-box protein 16) (ATP-dependent RNA helicase #3) NA

4375 YKGSLSYLNVTRK gi|115717|sp|P07339|CATD_HUMAN Cathepsin D precursor [Contains: Cathepsin D light chain; Cathepsin D heavy chain] NA

4376 MLSIFSYLNPQEL gi|37537864|sp|Q9UKA1|FBXL5_HUMAN F-box/LRR-repeat protein 5 (F-box and leucine-rich repeat protein 5) (F-box protein FBL4/FBL5) (p45SKP2-like protein) NA

4377 GESFLGYVDMLGV gi|116242733|sp|P28070|PSB4_HUMAN Proteasome subunit beta type 4 precursor (Proteasome beta chain) (Macropain beta chain) (Multicatalytic endopeptidase complex beta chain) (Proteasome chain 3) (HSN3) (HsBPROS26) NA

4378 NKGNWCYINATLQ gi|2501458|sp|Q14694|UBP10_HUMAN Ubiquitin carboxyl-terminal hydrolase 10 (Ubiquitin thioesterase 10) (Ubiquitin-specific-processing protease 10) (Deubiquitinating enzyme 10)'NA

4379 SDICTIYLNLGDE gi|71164791|sp|Q14139|UBE4A_HUMAN Ubiquitin conjugation factor E4 A NA

4380 SRPIRWYPNISTV gi|2506805|sp|P24043|LAMA2_HUMAN Laminin subunit alpha-2 precursor (Laminin M chain) (Merosin heavy chain) NA

4381 KILCATYVNLNIR gi|472991|emb|CAA82333.1| phosphatidylinositol 3-kinase [Homo sapiens]NA

4382 LAEGSAYEEVPTS gi|130225|sp|P19174|PLCG1_HUMAN 1-phosphatidylinositol-4 5-bisphosphate phosphodiesterase gamma 1 (Phosphoinositide phospholipase C) (PLC-gamma-1) (Phospholipase C-gamma-1) (PLC-II) (PLC-148) [LAEGSAYEEVPTS|Y|472|P08487|91208680|EGFR|[P00533:EGFR_HUMAN]LAEGSAYEEVPTS|Y|472|P19174|1689310;7991458;12601080|EGFR;FGFR1|[P00533:EGFR_HUMAN,P11362:FGFR1_HUMAN]]

4383 PDEYKGYEEITFY gi|21431807|sp|P24386|RAE1_HUMAN Rab proteins geranylgeranyltransferase component A 1 (Rab escort protein 1) (REP-1) (Choroideraemia protein) (TCD protein) NA

4384 LFDDPSYVNVQNL gi|17380299|sp|P29353|SHC1_HUMAN SHC-transforming protein 1 (SH2 domain protein C1) (Src homology 2 domain-containing-transforming protein C1) [LFDDPSYVNVQNL|Y|427|P29353|11075717;9710204;8610109;9741627;12522270;15592455;9927207|Fyn;Lck;InsR;PDGFR_group;FLT4|[P06241:FYN_HUMAN,P06239:LCK_HUMAN,P06213:INSR_HUMAN,P35916:VGFR3_HUMAN]LFDDPSYVNVQNL|Y|428|Q5T183|17081983|]

4385 QPPPPPYPGPMEP gi|25091539|sp|Q969T9|WBP2_HUMAN WW domain-binding protein 2 (WBP-2) NA

4386 QETEITYLIPWSK gi|17380145|sp|Q9BS92|NPS3B_HUMAN Protein NipSnap3B (SNAP1) NA

4387 KFCSREYLNPLHY gi|12643543|sp|O14981|BTAF1_HUMAN TATA-binding protein-associated factor 172 (ATP-dependent helicase BTAF1) (TBP-associated factor 172) (TAF-172) (TAF(II)170) (B-TFIID transcription factor-associated 170 kDa subunit) NA

4388 PVCSRCYPNLAAY gi|14548316|sp|O15015|ZN646_HUMAN Zinc finger protein 646NA

4389 ATVRWDYQPDICK gi|51338806|sp|Q8IZP6|R113B_HUMAN RING finger protein 113B (Zinc finger protein 183-like 1) NA

4390 KHPNEEYANVGTG gi|85681862|sp|Q9P243|ZN406_HUMAN Zinc finger protein 406 (ZFAT zinc finger 1) NA

4391 RVHCFHYLIPLAK gi|24418674|sp|Q96A65|EXOC4_HUMAN Exocyst complex component 4 (Exocyst complex component Sec8) NA

4392 FMVLFNYIIPVSM gi|85700404|sp|P98196|AT11A_HUMAN Probable phospholipid-transporting ATPase IH (ATPase class I type 11A) (ATPase IS) NA

4393 STTYPVYTESTDD gi|97535708|sp|P25054|APC_HUMAN Adenomatous polyposis coli protein (Protein APC) NA

4394 VSRVEKYTISQEA gi|3023518|sp|Q99426|TBCB_HUMAN Tubulin folding cofactor B (Tubulin-specific chaperone B) (Cytoskeleton-associated protein 1) (Cytoskeleton-associated protein CKAPI) NA

4395 DYADFQYLKQVLG gi|116242733|sp|P28070|PSB4_HUMAN Proteasome subunit beta type 4 precursor (Proteasome beta chain) (Macropain beta chain) (Multicatalytic endopeptidase complex beta chain) (Proteasome chain 3) (HSN3) (HsBPROS26) NA

4396 STLQSSYQIPTEN gi|148876773|sp|Q14126|DSG2_HUMAN Desmoglein-2 precursor (HDGC) NA

4397 IDKEYYYTKEEQF gi|55976470|sp|Q7L5N1|CSN6_HUMAN COP9 signalosome complex subunit 6 (Signalosome subunit 6) (SGN6) (JAB1-containing signalosome subunit 6) (Vpr-interacting protein) (hVIP) (MOV34 homolog) NA

4398 LGATCAYDAAKVL gi|34921882|sp|Q8TEQ6|GEMI5_HUMAN Gem-associated protein 5 (Gemin5) NA

4399 F3:17 contol_spot NA

4400 F7:17 contol_spot NA

4401 pY contol_spot NA

4402 IgM contol_spot NA

4403 TAMRA contol_spot NA

4404 pY contol_spot NA

4405 IgM contol_spot NA

4406 TAMRA contol_spot NA

4407 VTQPPSYEDAVKQ gi|32363335|sp|Q8IZQ8|MYCD_HUMAN Myocardin NA

4408 MAMGDAYVIVYSV gi|38258885|sp|P55042|RAD_HUMAN GTP-binding protein RAD (RAS associated with diabetes) (RAD1) NA

4409 GTRETEYWGHAVV gi|114386024|gb|ABI74269.1| immunoglobulin heavy chain variable region [Homo sapiens]NA

4410 LGWKPKYGRFDVV gi|1352513|sp|P35228|NOS2A_HUMAN Nitric oxide synthase  inducible (NOS type II) (Inducible NO synthase) (Inducible NOS) (iNOS) (Hepatocyte NOS) (HEP-NOS) NA

4411 RAEMEQYEIEVTV gi|119623002|gb|EAX02597.1| dehydrogenase/reductase (SDR family) member 7B  isoform CRA_b [Homo sapiens]NA

4412 VIDESIYFSSDVV gi|119632140|gb|EAX11735.1| hCG1736317 [Homo sapiens]NA

4413 FETPEAYISLPKW gi|124106290|sp|Q9Y4C0|NRX3A_HUMAN Neurexin-3-alpha precursor (Neurexin III-alpha)NA

4414 GYPEGYYSSKSGW gi|73915357|sp|O15027|SC16A_HUMAN SEC16 homolog ANA

4415 KMNDELYKEEKIW gi|120953300|ref|NP_001073379.1| leucine-rich repeats and IQ motif containing 1 isoform 1 [Homo sapiens]NA

4416 NAVCDDYITEKFW gi|119583805|gb|EAW63401.1| fucosyltransferase 10 (alpha (1 3) fucosyltransferase)  isoform CRA_a [Homo sapiens]NA

4417 PYSSYGYEPMGGW gi|85681286|sp|Q99218|AMELY_HUMAN Amelogenin  Y isoform precursorNA

4418 SQSSSIYHQNDIW gi|85700403|sp|O75106|AOC2_HUMAN Retina-specific copper amine oxidase precursor (RAO) (Amine oxidase [copper-containing]) NA

4419 LSAEPRYLVVYNP gi|146345453|sp|Q16706|MA2A1_HUMAN Alpha-mannosidase 2 (Alpha-mannosidase II) (Mannosyl-oligosaccharide 1 3-1 6-alpha-mannosidase) (MAN II) (Golgi alpha-mannosidase II) (Mannosidase alpha class 2A member 1) NA



4420 DIPTDQYESLKAQ gi|50400817|sp|O94829|IPO13_HUMAN Importin-13 (Imp13) (Ran-binding protein 13) (RanBP13) (Karyopherin 13) (Kap13) NA

4421 GDEAGGYVKVYTG gi|74732360|sp|Q96MF2|STAC3_HUMAN SH3 and cysteine-rich domain-containing protein 3 NA

4422 CSSWPAYDQKEGY gi|19071816|dbj|BAB85656.1| brain carboxylesterase hBr2 [Homo sapiens]NA

4423 LHYPELYVLKGGY gi|50403734|sp|P30304|MPIP1_HUMAN M-phase inducer phosphatase 1 (Dual specificity phosphatase Cdc25A) NA

4424 RFAEFQYLQPGPP gi|85701135|sp|Q8N163|K1967_HUMAN Protein KIAA1967 (Deleted in breast cancer gene 1 protein) (DBC.1) (DBC-1) (p30 DBC) NA

4425 GNVESVYVIDPED gi|143811381|sp|P05108|CP11A_HUMAN Cytochrome P450 11A1  mitochondrial precursor (CYPXIA1) (P450(scc)) (Cholesterol side-chain cleavage enzyme) (Cholesterol desmolase) NA

4426 LGEDEYYQVVYYY gi|74751574|sp|Q8WWF1|CA054_HUMAN Uncharacterized protein C1orf54 precursor NA

4427 VIAMYDYAANNED gi|20138768|sp|Q9NZM3|ITSN2_HUMAN Intersectin-2 (SH3 domain-containing protein 1B) (SH3P18) (SH3P18-like WASP-associated protein)'NA

4428 HYPPDGYSRHYED gi|14916543|sp|O60716|CTND1_HUMAN Catenin delta-1 (p120 catenin) (p120(ctn)) (Cadherin-associated Src substrate) (CAS) (p120(cas)) NA

4429 ERSEVDYGRRLSA gi|82592942|sp|O60307|MAST3_HUMAN Microtubule-associated serine/threonine-protein kinase 3'NA

4430 SCPEHHYKQMEGD gi|116242809|sp|Q8WXH0|SYNE2_HUMAN Nesprin-2 (Nuclear envelope spectrin repeat protein 2) (Syne-2) (Synaptic nuclear envelope protein 2) (Nucleus and actin connecting element protein) (Protein NUANCE)'NA

4431 VTPTSDYYNPAAA gi|14249534|ref|NP_116218.1| hypothetical protein LOC84915 [Homo sapiens] NA

4432 CGECGSYYNPHSD gi|74762517|sp|Q8N2I2|ZN619_HUMAN Zinc finger protein 619 NA

4433 LDECEKYKTLGSD gi|46577503|sp|Q8NB50|ZFP62_HUMAN Zinc finger protein 62 homolog (Zfp-62) NA

4434 IEFEVVYVAPEVD gi|74762751|sp|Q9HD26|GOPC_HUMAN Golgi-associated PDZ and coiled-coil motif-containing protein (PDZ protein interacting specifically with TC10) (PIST) (CFTR-associated ligand) (Fused in glioblastoma) NA

4435 QHSPSTYIDLAVD gi|50400889|sp|Q6UWY5|OLFL1_HUMAN Olfactomedin-like protein 1 precursor NA

4436 DFEENAYSYASVD gi|94730692|sp|Q8N1W2|ZN710_HUMAN Zinc finger protein 710 NA

4437 CGEDIIYMNENGE gi|76803797|sp|Q99698|LYST_HUMAN Lysosomal-trafficking regulator (Beige homolog) NA

4438 EYFQPIYVYNPGE gi|22261808|sp|Q13508|NAR3_HUMAN Ecto-ADP-ribosyltransferase 3 precursor (NAD(P)(+)--arginine ADP-ribosyltransferase 3) (Mono(ADP-ribosyl)transferase 3) NA

4439 LQPKDIYPYSDGE gi|71153524|sp|Q9BQK8|LPIN3_HUMAN Lipin-3 (Lipin 3-like) NA

4440 TVVESGYVRLLGE gi|129890|sp|P09619|PGFRB_HUMAN Beta-type platelet-derived growth factor receptor precursor (PDGF-R-beta) (CD140b antigen) NA

4441 ITKEELYRMLAHE gi|34922029|sp|Q96KC2|ARL5B_HUMAN ADP-ribosylation factor-like protein 5B (ADP-ribosylation factor-like protein 8) NA

4442 SSTMSKYEYMEIE gi|1168947|sp|Q09470|KCNA1_HUMAN Potassium voltage-gated channel subfamily A member 1 (Voltage-gated potassium channel subunit Kv1.1) (HUKI) (HBK1) NA

4443 <<Marker>> contol_spot NA

4444 FLGNDDYAVYVRE gi|118764251|gb|AAI28548.1| HERC2P2 protein [Homo sapiens]NA

4445 NPEKEPYKSKYSA gi|73920081|sp|Q96EK5|K1279_HUMAN Uncharacterized protein KIAA1279 NA

4446 LSDSSKYKISSSP gi|113412526|ref|XP_946068.2| PREDICTED: similar to titin isoform N2-A [Homo sapiens]NA

4447 RLIYEDYVSILSP gi|1730186|sp|P49795|RGS19_HUMAN Regulator of G-protein signaling 19 (RGS19) (G-alpha-interacting protein) (GAIP) NA

4448 IDNNTPYANSFTP gi|41016967|sp|O43854|EDIL3_HUMAN EGF-like repeat and discoidin I-like domain-containing protein 3 precursor (EGF-like repeats and discoidin I-like domains protein 3) (Developmentally-regulated endothelial cell locus 1 protein) (Integrin-binding protein DEL1) NA

4449 AVFKDLYDKTSAH gi|56404568|sp|Q7RTW8|OTOAN_HUMAN Otoancorin precursor NA

4450 LCEGDMYNDYYVL gi|119570907|gb|EAW50522.1| DORA reverse strand protein 1  isoform CRA_f [Homo sapiens]NA

4451 EAPGDEYLVSPIT gi|2498882|sp|Q15459|SF3A1_HUMAN Splicing factor 3 subunit 1 (Spliceosome-associated protein 114) (SAP 114) (SF3a120) NA

4452 LGDAPDYDRSQWL gi|67476963|sp|P46439|GSTM5_HUMAN Glutathione S-transferase Mu 5 (GSTM5-5) (GST class-mu 5) NA

4453 KGRPDLYTSTLIT gi|117144|sp|P05177|CP1A2_HUMAN Cytochrome P450 1A2 (CYPIA2) (P450-P3) (P(3)450) (P450 4) NA

4454 SRKEDFYTVETIT gi|119611102|gb|EAW90696.1| olfactomedin-like 2B  isoform CRA_a [Homo sapiens]NA

4455 CLSSLGYHSTNKT gi|38604894|sp|Q8N2K0|ABD12_HUMAN Abhydrolase domain-containing protein 12 NA

4456 TCCFPSYVYPDPT gi|62899891|sp|Q9HC77|CENPJ_HUMAN Centromere protein J (CENP-J) (Centrosomal P4.1-associated protein) (LAG-3-associated protein) (LYST-interacting protein 1) NA

4457 FCRNNGYAISTPT gi|548403|sp|P12694|ODBA_HUMAN 2-oxoisovalerate dehydrogenase subunit alpha  mitochondrial precursor (Branched-chain alpha-keto acid dehydrogenase E1 component alpha chain) (BCKDH E1-alpha) (BCKDE1A) NA

4458 TQSEQVYSFVTPT gi|118572690|sp|P51805|PLXA3_HUMAN Plexin-A3 precursor (Plexin-4) (Semaphorin receptor SEX) NA

4459 KKKKSNYANGLRT gi|113421425|ref|XP_374787.4| PREDICTED: similar to cyclin fold protein 1 [Homo sapiens] NA

4460 PRAGTGYASPDRT gi|143682089|sp|O43379|WDR62_HUMAN WD repeat protein 62NA

4461 SDRNPRYGNHVVL gi|3289980|gb|AAC25614.1| MIS_HUMAN; MIS; ANTI-MUELLERIAN HORMONE; AMH; MULLERIAN INHIBITING SUBSTANCE [Homo sapiens]NA

4462 RGSTSAYTKSGYC gi|74735576|sp|O95149|SPN1_HUMAN Snurportin-1 (RNA U transporter 1) NA

4463 KESEYHYEYTACD gi|147647000|sp|Q6UXG2|K1324_HUMAN Protein KIAA1324 precursor (Estrogen-induced gene 121 protein)NA

4464 <<Marker>> contol_spot NA

4465 RRKEDNYDTHNCD gi|74743566|sp|Q5SQS8|CJ120_HUMAN Uncharacterized protein C10orf120 NA

4466 DGAQDYYSDYAYL gi|74727495|sp|Q86UK7|ZN598_HUMAN Zinc finger protein 598 NA

4467 GWRQDTYCPMADV gi|74731207|sp|Q96B77|CP051_HUMAN Transmembrane protein C16orf51 NA

4468 QEYKDAYSFAADV gi|2554915|gb|AAB87862.1| BRDT [Homo sapiens]NA

4469 DPWEPFYVAGGKV gi|23396461|sp|O43505|B3GN1_HUMAN N-acetyllactosaminide beta-1 3-N-acetylglucosaminyltransferase (Poly-N-acetyllactosamine extension enzyme) (I-beta-1 3-N-acetylglucosaminyltransferase) (iGnT) (UDP-GlcNAc:betaGal beta-1 3-N-acetylglucosaminyltransferase 1) NA

4470 KTEPVDYEFKPIV gi|6166575|sp|P37275|ZEB1_HUMAN Zinc finger E-box-binding homeobox 1 (Transcription factor 8) (NIL-2-A zinc finger protein) (Negative regulator of IL2) NA

4471 NSAGDPYGNCGKV gi|20141191|sp|O43184|ADA12_HUMAN ADAM 12 precursor (A disintegrin and metalloproteinase domain 12) (Meltrin alpha) NA



4472 RPESPEYSGGNIV gi|38258257|sp|Q9NZV8|KCND2_HUMAN Potassium voltage-gated channel subfamily D member 2 (Voltage-gated potassium channel subunit Kv4.2) NA

4473 DAKECIYWQPGLP gi|152969420|ref|YP_001334529.1| putative dipeptide transport protein (ABC superfamily  peri_bind) [Klebsiella pneumoniae subsp. pneumoniae MGH 78578] NA

4474 PPSDFYYINEYKP gi|25091325|sp|Q9H5I1|SUV92_HUMAN Histone-lysine N-methyltransferase SUV39H2 (Suppressor of variegation 3-9 homolog 2) (Su(var)3-9 homolog 2) (Histone H3-K9 methyltransferase 2) (H3-K9-HMTase 2) NA

4475 LEFSDYYLDSPDF gi|21759325|sp|O60890|OPHN1_HUMAN Oligophrenin 1 NA

4476 VFANGDYEKAAEF gi|18202494|sp|Q13099|IFT88_HUMAN Intraflagellar transport 88 homolog (Tetratricopeptide repeat protein 10) (TPR repeat protein 10) (Recessive polycystic kidney disease protein Tg737 homolog) NA

4477 HVENDGYKTIYFF gi|3024413|sp|O15305|PMM2_HUMAN Phosphomannomutase 2 (PMM 2) NA

4478 KAFKPKYPICYFF gi|8573114|gb|AAF77225.1| hemochromatosis protein [Homo sapiens]NA

4479 PFSSADYWSNYEF gi|146286062|sp|O60293|CC131_HUMAN Coiled-coil domain-containing protein 131 (Proline/serine-rich coiled-coil protein 2) NA

4480 VFGEPHYHTFDGF gi|48428570|sp|O75443|TECTA_HUMAN Alpha-tectorin precursor NA

4481 AYSPVDYMSITSF gi|152031612|sp|Q9UJ14|GGT4_HUMAN Gamma-glutamyltransferase 4 precursor (Gamma-glutamyltranspeptidase 4) (Gamma-glutamyltransferase-like 3) (Gamma-glutamyltransferase-like 5) [Contains: Gamma-glutamyltransferase 4 heavy chain; Gamma-glutamyltransferase 4 light chain] NA

4482 GNEWLGYDNTKSF gi|109013506|ref|XP_001104487.1| PREDICTED: eosinophil chemotactic cytokine [Macaca mulatta]NA

4483 VFSSSIYGMTGSF gi|47606207|sp|Q9BZD2|S29A3_HUMAN Equilibrative nucleoside transporter 3 (Solute carrier family 29 member 3) NA

4484 AGNNSLYRDTAVF gi|543826|sp|P02749|APOH_HUMAN Beta-2-glycoprotein 1 precursor (Beta-2-glycoprotein I) (Apolipoprotein H) (Apo-H) (B2GPI) (Beta(2)GPI) (Activated protein C-binding protein) (APC inhibitor) (Anticardiolipin cofactor) NA

4485 <<Marker>> contol_spot NA

4486 HISEFLYDKALTF gi|94710252|sp|Q6P158|DHX57_HUMAN Putative ATP-dependent RNA helicase DHX57 (DEAH box protein 57) NA

4487 LPPEPDYSLLLTF gi|266392|sp|Q00978|IRTF_HUMAN Transcriptional regulator ISGF3 subunit gamma (Interferon regulatory factor 9) (IRF-9) (IFN-alpha-responsive transcription factor subunit) (Interferon-stimulated gene factor 3 gamma) (ISGF3 p48 subunit) (ISGF-3 gamma) NA

4488 CVKHIIYVDNKAI gi|13432172|sp|O60488|ACSL4_HUMAN Long-chain-fatty-acid--CoA ligase 4 (Long-chain acyl-CoA synthetase 4) (LACS 4) NA

4489 LMTDEEYIINRAI gi|60549585|gb|AAX24102.1| cation-transporting P5-ATPase [Homo sapiens]NA

4490 VKIKETYGDTEAI gi|14286115|sp|Q01814|AT2B2_HUMAN Plasma membrane calcium-transporting ATPase 2 (PMCA2) (Plasma membrane calcium pump isoform 2) (Plasma membrane calcium ATPase isoform 2) NA

4491 FPKNSKYEYDPDI gi|74732865|sp|Q9BRD0|BUD13_HUMAN BUD13 homolog NA

4492 QLRCGPYLSSGDI gi|14549162|sp|Q12967|GNDS_HUMAN Ral guanine nucleotide dissociation stimulator (RalGEF) (RalGDS) NA

4493 FSQELDYWGIDEI gi|24418854|sp|Q14721|KCNB1_HUMAN Potassium voltage-gated channel subfamily B member 1 (Voltage-gated potassium channel subunit Kv2.1) (h-DRK1) NA

4494 FQGKSLYINSGNI gi|20138032|sp|Q9NPP4|CAR12_HUMAN Caspase recruitment domain-containing protein 12 (Ice protease-activating factor) (Ipaf) (CARD  LRR  and NACHT-containing protein) (Clan protein) NA

4495 MERDDIYVFEINI gi|28381406|sp|Q9Y4E8|UBP15_HUMAN Ubiquitin carboxyl-terminal hydrolase 15 (Ubiquitin thioesterase 15) (Ubiquitin-specific-processing protease 15) (Deubiquitinating enzyme 15) (Unph-2) (Unph4) NA

4496 FKEHSDYVRCGCA gi|73920292|sp|Q8TED0|UTP15_HUMAN U3 small nucleolar RNA-associated protein 15 homologNA

4497 YEEMPAYTHASPI gi|74762083|sp|Q9Y6R6|Z780B_HUMAN Zinc finger protein 780B (Zinc finger protein 779) NA

4498 GYSNEWYLNRLRI gi|38372640|sp|Q8N127|O5AS1_HUMAN Olfactory receptor 5AS1 (Olfactory receptor OR11-168) NA

4499 CSCNAGYEERGFM gi|116241351|sp|P29320|EPHA3_HUMAN Ephrin type-A receptor 3 precursor (Tyrosine-protein kinase receptor ETK1) (HEK) (HEK4) (Tyrosine-protein kinase TYRO4) NA

4500 SVNELIYKSGYGK gi|4176369|gb|AAD08846.1| similar to 60S ribosomal protein L7; similar to P18124 (PID:d133021) [Homo sapiens]NA

4501 YKGGDEYDNHCGK gi|127293|sp|P20645|MPRD_HUMAN Cation-dependent mannose-6-phosphate receptor precursor (CD Man-6-P receptor) (CD-MPR) (46 kDa mannose 6-phosphate receptor) (MPR 46) NA

4502 IFENNIYYQPDIK gi|67460566|sp|Q8N608|DPP10_HUMAN Inactive dipeptidyl peptidase 10 (Dipeptidyl peptidase X) (Dipeptidyl peptidase-like protein 2) (DPL2) (Dipeptidyl peptidase IV-related protein 3) (DPRP-3) NA

4503 YFGKGTYTDCAIK gi|125987811|sp|P12109|CO6A1_HUMAN Collagen alpha-1(VI) chain precursor NA

4504 DKELDEYMHGGKK gi|74752718|sp|Q9H814|RNUXA_HUMAN RNA U small nuclear RNA export adapter protein (Phosphorylated adapter RNA export protein) NA

4505 KKEDCKYIVVEKK gi|131436|sp|P08118|MSMB_HUMAN Beta-microseminoprotein precursor (Prostate secreted seminal plasma protein) (Prostate secretory protein PSP94) (PSP-94) (Seminal plasma beta-inhibin) (Immunoglobulin-binding factor) (IGBF) (PN44) NA

4506 <<Marker>> contol_spot NA

4507 SVPEDVYDKGCVK gi|134047740|sp|O00763|COA2_HUMAN Acetyl-CoA carboxylase 2 (ACC-beta) [Includes: Biotin carboxylase ] NA

4508 KSSNFGYITSCYK gi|134034989|sp|Q58A45|PAN3_HUMAN PAB-dependent poly(A)-specific ribonuclease subunit 3 (hPan3) NA

4509 VPSCFVYEAVGYK gi|24212024|sp|Q9WVC2|LYNX1_MOUSE Ly-6/neurotoxin-like protein 1 precursor (GC26) NA

4510 EDQEDIYFMKGAL gi|19924283|sp|O75185|AT2C2_HUMAN Calcium-transporting ATPase type 2C member 2 (ATPase 2C2)NA

4511 LRKKPCYGTVAAL gi|10439953|dbj|BAB15606.1| unnamed protein product [Homo sapiens]NA

4512 DLDNVRYTSLPAL gi|119608269|gb|EAW87863.1| family with sequence similarity 73  member B  isoform CRA_c [Homo sapiens]NA

4513 ALKENLYYEAGKM gi|74738611|sp|Q7L622|K1333_HUMAN Probable E3 ubiquitin-protein ligase KIAA1333 NA

4514 RMENPAYCLSAKL gi|24418475|sp|Q9BQ31|KCNS3_HUMAN Potassium voltage-gated channel subfamily S member 3 (Voltage-gated potassium channel subunit Kv9.3) (Delayed-rectifier K(+) channel alpha subunit 3) NA

4515 CCRQEMYIDLQGM gi|13124811|sp|O00292|LFTY2_HUMAN Left-right determination factor 2 precursor (Protein lefty-2) (Left-right determination factor A) (Protein lefty-A) (Transforming growth factor beta-4) (TGF-beta-4) (Endometrial bleeding-associated factor) NA

4516 LCTDDFYCTVNKL gi|108935991|sp|Q6UXV0|GFRAL_HUMAN GDNF family receptor alpha-like precursor NA

4517 VKKEPRYWLLALL gi|74749674|sp|Q6ZUK4|TMM26_HUMAN Transmembrane protein 26 NA

4518 CFSHPTYQSPDLL gi|109940217|sp|Q9UPS8|ANR26_HUMAN Ankyrin repeat domain-containing protein 26NA

4519 RSSEGFYPSPQHM gi|3183518|sp|Q05397|FAK1_HUMAN Focal adhesion kinase 1 (FADK 1) (pp125FAK) (Protein-tyrosine kinase 2) NA

4520 VAKDPRYARYLKM gi|6831732|sp|Q9Y3C0|CCD53_HUMAN Coiled-coil domain-containing protein 53 NA

4521 IEPPTSYVSDGCA gi|150403921|sp|Q8IY17|PLPL6_HUMAN Neuropathy target esterase (Patatin-like phospholipase domain-containing protein 6)NA

4522 AARKEDYLRHEIG gi|8134736|sp|P82094|TMF1_HUMAN TATA element modulatory factor (TMF) NA

4523 ANYELVYKDGEHG gi|1709906|sp|P23468|PTPRD_HUMAN Receptor-type tyrosine-protein phosphatase delta precursor (Protein-tyrosine phosphatase delta) (R-PTP-delta) NA



4524 DNDWPIYVESEIG gi|46577502|sp|Q8NAP8|ZBTB8_HUMAN Zinc finger and BTB domain-containing protein 8 NA

4525 SCRSDDYMPMSPA gi|62298062|sp|Q9Y4H2|IRS2_HUMAN Insulin receptor substrate 2 (IRS-2) [SCRSDDYMPMSPA|Y|675|Q9Y4H2|16497976|]

4526 SENFDDYMKALGV gi|127725|sp|P02689|MYP2_HUMAN Myelin P2 protein NA

4527 <<Marker>> contol_spot NA

4528 SIKMQQYTEHFMA gi|125333|sp|P29317|EPHA2_HUMAN Ephrin type-A receptor 2 precursor (Tyrosine-protein kinase receptor ECK) (Epithelial cell kinase) [SIKMQQYTEHFMA|Y|921|P29317|15951569|]

4529 CYLLIRYCSGKSK gi|77416855|sp|P29033|CXB2_HUMAN Gap junction beta-2 protein (Connexin-26) (Cx26) NA

4530 SSDDVRYVNAFKF gi|143811474|sp|P17948|VGFR1_HUMAN Vascular endothelial growth factor receptor 1 precursor (VEGFR-1) (Vascular permeability factor receptor) (Tyrosine-protein kinase receptor FLT) (Flt-1) (Tyrosine-protein kinase FRT) (Fms-like tyrosine kinase 1) [SSDDVRYVNAFKF|Y|1213|P17948|11513746;9722576;9600074|FLT1|[P17948:VGFR1_HUMAN]]

4531 TLQHPDYLQEYST gi|3913590|sp|Q15303|ERBB4_HUMAN Receptor tyrosine-protein kinase erbB-4 precursor (p180erbB4) (Tyrosine kinase-type cell surface receptor HER4) NA

4532 AIKMGQYKESFAN gi|76803654|sp|P29323|EPHB2_HUMAN Ephrin type-B receptor 2 precursor (Tyrosine-protein kinase receptor EPH-3) (DRT) (Receptor protein-tyrosine kinase HEK5) (ERK) (Tyrosine-protein kinase TYRO5) (Renal carcinoma antigen NY-REN-47) [AIKMGQYKESFAN|Y|938|P54763|8798570|]

4533 AIKMGRYKESFVS gi|76803655|sp|P54753|EPHB3_HUMAN Ephrin type-B receptor 3 precursor (Tyrosine-protein kinase receptor HEK-2) (Tyrosine-protein kinase TYRO6) NA

4534 FLYHEKYKVVELF gi|62512174|sp|Q15546|PAQRB_HUMAN Monocyte to macrophage differentiation protein (Progestin and adipoQ receptor family member XI) NA

4535 FRHDSGYEVHHQK gi|112927|sp|P05067|A4_HUMAN Amyloid beta A4 protein precursor (APP) (ABPP) (Alzheimer disease amyloid protein) (Cerebral vascular amyloid peptide) (CVAP) (Protease nexin-II) (PN-II) (APPI) (PreA4) [Contains: Soluble APP-alpha (S-APP-alpha); Soluble APP-beta (S-APP-beta); C99; Beta-amyloid protein 42 (Beta-APP42); Beta-amyloid protein 40 (Beta-APP40); C83; P3(42); P3(40); Gamma-CTF(59) (Gamma-secretase C-terminal fragment 59) (Amyloid intracellular domain 59) (AID(59)) (AICD-59); Gamma-CTF(57) (Gamma-secretase C-terminal fragment 57) (Amyloid intracellular domain 57) (AID(57)) (AICD-57); Gamma-CTF(50) (Gamma-secretase C-terminal fragment 50) (Amyloid intracellular domain 50) (AID(50)) (AICD-50); C31] NA

4536 GDKQVEYLDLDLD gi|90180201|sp|Q13480|GAB1_HUMAN GRB2-associated-binding protein 1 (GRB2-associated binder 1) [GDKQVEYLDLDLD|Y|627|Q13480|10978177;9890893;10734310|Met;EGFR;InsR|[P08581:MET_HUMAN,P00533:EGFR_HUMAN,P06213:INSR_HUMAN]GDKQVEYLDLDLD|Y|628|Q9QYY0|10734310|Met;EGFR|[P08581:MET_HUMAN,P00533:EGFR_HUMAN]]

4537 GHGTKVYIDPFTY gi|19860819|sp|P54760|EPHB4_HUMAN Ephrin type-B receptor 4 precursor (Tyrosine-protein kinase receptor HTK) (Tyrosine-protein kinase TYRO11) NA

4538 GLNKQGYKCRQCN gi|547803|sp|Q05655|KPCD_HUMAN Protein kinase C delta type (nPKC-delta) [GLNKQGYKCRQCN|Y|187|Q05655|96421649;15302935|GLNKQGYKCRQCN|Y|187|P28867|10945993;15774464;8824297|]

4539 VYNQPVYNQPVGA gi|14548191|sp|O15162|PLS1_HUMAN Phospholipid scramblase 1 (PL scramblase 1) (Ca(2+)-dependent phospholipid scramblase 1) (Erythrocyte phospholipid scramblase) (MmTRA1b) [VYNQPVYNQPVGA|Y|74|O15162|11390389;12871937|Abl;Src|[P00519:ABL1_HUMAN,P12931:SRC_HUMAN]]

4540 FLKSPAYRDLAAQ gi|3914624|sp|O15492|RGS16_HUMAN Regulator of G-protein signaling 16 (RGS16) (Retinally abundant regulator of G-protein signaling) (RGS-R) (A28-RGS14P) [FLKSPAYRDLAAQ|Y|177|O15492|11602604;12588871|Lyn;Src;Src_group|[P07948:LYN_HUMAN,P12931:SRC_HUMAN]]

4541 LLAKKGYQERDLE gi|3914240|sp|O15547|P2RX6_HUMAN P2X purinoceptor 6 (ATP receptor) (P2X6) (Purinergic receptor) (P2XM) (Purinergic receptor P2X-like 1) NA

4542 DKDGNGYISAAEL gi|119609501|gb|EAW89095.1| hCG1642349  isoform CRA_b [Homo sapiens][DKDGNGYISAAEL|Y|100|P62158|7925415;8639568;2843348;15592455|EGFR;InsR|[P00533:EGFR_HUMAN,P06213:INSR_HUMAN]DKDGNGYISAAEL|Y|100|P62161|8639568|]

4543 KNVVPLYDLLLEM gi|544257|sp|P03372|ESR1_HUMAN Estrogen receptor (ER) (Estradiol receptor) (ER-alpha) [KNVVPLYDLLLEM|Y|537|P03372|7539106|Lck;Src|[P06239:LCK_HUMAN,P12931:SRC_HUMAN]]

4544 GEPNVSYICSRYY gi|20455502|sp|P49841|GSK3B_HUMAN Glycogen synthase kinase-3 beta (GSK-3 beta) [GEPNVSYICSRYY|Y|279|P18265|8382613;16452087|GEPNVSYICSRYY|Y|216|P18266|8382613|GEPNVSYICSRYY|Y|767|P18431|93178457|GEPNVSYICSRYY|Y|216|P49841|15020233;17081983;17192257|MAP2K1|[Q9UHA4:MK1I1_HUMAN]GEPNVSYICSRYY|Y|279|P49840|15592455;17192257|GEPNVSYICSRYY|Y|216|Q9WV60|15592455;17242355|]

4545 DGGDDIYEDIIKV gi|1718101|sp|P52735|VAV2_HUMAN Protein vav-2 [DGGDDIYEDIIKV|Y|172|P52735|12454019|Lck;EGFR|[P06239:LCK_HUMAN,P00533:EGFR_HUMAN]]

4546 DTSSVLYTAVQPN gi|129890|sp|P09619|PGFRB_HUMAN Beta-type platelet-derived growth factor receptor precursor (PDGF-R-beta) (CD140b antigen) [DTSSVLYTAVQPN|Y|1009|P09619|8195171|PDGFR beta|[P09619:PGFRB_HUMAN]DTSSVLYTAVQPN|Y|1008|P05622|11940581|]

4547 PPSAELYSNALPV gi|129890|sp|P09619|PGFRB_HUMAN Beta-type platelet-derived growth factor receptor precursor (PDGF-R-beta) (CD140b antigen) [PPSAELYSNALPV|Y|716|P09619|8940081;7935391|PDGFR beta|[P09619:PGFRB_HUMAN]]

4548 <<Marker>> contol_spot NA

4549 DIESSNYMAPYDN gi|129890|sp|P09619|PGFRB_HUMAN Beta-type platelet-derived growth factor receptor precursor (PDGF-R-beta) (CD140b antigen) [DIESSNYMAPYDN|Y|771|P09619|8195171|PDGFR beta|[P09619:PGFRB_HUMAN]]

4550 DSEGHLYTVPIRE gi|13637934|sp|Q03135|CAV1_HUMAN Caveolin-1 [DSEGHLYTVPIRE|Y|14|P49817|12036959;11075810;8632005;12531427;11094059;15592455|Abl;Src|[P00519:ABL1_HUMAN,P12931:SRC_HUMAN]DSEGHLYTVPIRE|Y|14|Q03135|12921535;14992595|Fyn;Src|[P06241:FYN_HUMAN,P12931:SRC_HUMAN]]

4551 SLNSNDYGYGGQK gi|116241370|sp|Q96AE4|FUBP1_HUMAN Far upstream element-binding protein 1 (FUSE-binding protein 1) (FBP) (DNA helicase V) (HDH V) [SLNSNDYGYGGQK|Y|58|Q96AE4|15592455|]

4552 SSGEIVYCGQVFE gi|730538|sp|Q02543|RL18A_HUMAN 60S ribosomal protein L18a [SSGEIVYCGQVFE|Y|63|Q02543|15592455|]

4553 AGKALDYYMLRNG gi|81175200|sp|Q9Y490|TLN1_HUMAN Talin-1 NA

4554 GSLAADYGFPDVG gi|24212077|sp|Q08174|PCDH1_HUMAN Protocadherin-1 precursor (Protocadherin-42) (PC42) (Cadherin-like protein 1) NA

4555 DDGRVSYPLCFIF gi|6831548|sp|O60234|GMFG_HUMAN Glia maturation factor gamma (GMF-gamma) [DDGRVSYPLCFIF|Y|84|P60983|15592455|]

4556 FNVCNRYLVVLYY gi|12585536|sp|Q9Y3B4|PM14_HUMAN Pre-mRNA branch site protein p14 (SF3B 14 kDa subunit) NA

4557 TSSSAIYDNPNLI gi|60389833|sp|Q8IZD4|DCP1B_HUMAN mRNA-decapping enzyme 1B [TSSSAIYDNPNLI|Y|191|Q8IZD4|15592455|]

4558 EFGGSIYQKVNEK gi|12643945|sp|Q9Y277|VDAC3_HUMAN Voltage-dependent anion-selective channel protein 3 (VDAC-3) (hVDAC3) (Outer mitochondrial membrane protein porin 3) NA

4559 DLIHEIYTVGKRF gi|133021|sp|P18124|RL7_HUMAN 60S ribosomal protein L7 [DLIHEIYTVGKRF|Y|195|P18124|15592455|]

4560 LKYENDYPSVILR gi|119641|sp|P14921|ETS1_HUMAN Protein C-ets-1 (p54) [LKYENDYPSVILR|Y|205|P14921|15592455|]

4561 QPDYAMYSRISSS gi|32469765|sp|Q92608|DOCK2_HUMAN Dedicator of cytokinesis protein 2 [QPDYAMYSRISSS|Y|212|Q92608|15592455|]

4562 RVCEPCYEQLNRK gi|71152119|sp|O14964|HGS_HUMAN Hepatocyte growth factor-regulated tyrosine kinase substrate (Protein pp110) (Hrs) [RVCEPCYEQLNRK|Y|216|O14964|15592455|]

4563 EQERLAYINPDLA gi|400042|sp|P31948|STIP1_HUMAN Stress-induced-phosphoprotein 1 (STI1) (Hsc70/Hsp90-organizing protein) (Hop) (Transformation-sensitive protein IEF SSP 3521) (NY-REN-11 antigen) [EQERLAYINPDLA|Y|354|P31948|15592455|]

4564 KTVCSTYLQSRYY gi|61213741|sp|Q9H422|HIPK3_HUMAN Homeodomain-interacting protein kinase 3 (Homolog of protein kinase YAK1) (Fas-interacting serine/threonine-protein kinase) (FIST) (Androgen receptor-interacting nuclear protein kinase) (ANPK) [KTVCSTYLQSRYY|Y|359|Q9H422|16497976|]

4565 ADGGAEYATYQTK gi|27502427|ref|NP_758871.1| CD46 antigen  complement regulatory protein isoform 12 precursor [Homo sapiens] NA

4566 PPSQGDYHGCPFR gi|51338777|sp|P49643|PRI2_HUMAN DNA primase large subunit (DNA primase 58 kDa subunit) (p58) [PPSQGDYHGCPFR|Y|381|P49643|15592455|]

4567 LMTGDTYTAHAGA gi|1168268|sp|P42684|ABL2_HUMAN Tyrosine-protein kinase ABL2 (Abelson murine leukemia viral oncogene homolog 2) (Abelson-related gene protein) (Tyrosine kinase ARG) [LMTGDTYTAHAGA|Y|393|P00519|11781820;10964922;12522270|Abl;Src|[P00519:ABL1_HUMAN,P12931:SRC_HUMAN]LMTGDTYTAHAGA|Y|393|P00520|92065884|Abl|[P00519:ABL1_HUMAN]LMTGDTYTAHAGA|Y|439|P42684|12522270|LMTGDTYTAHAGA|Y|412|P00519-2|15592455|]

4568 PKVKAIYDIERPD gi|56404432|sp|O14639|ABLM1_HUMAN Actin-binding LIM protein 1 (Actin-binding LIM protein family member 1) (abLIM-1) (Actin-binding double zinc finger protein) (LIMAB1) (Limatin)[PKVKAIYDIERPD|Y|396|O14639|15592455|]

4569 <<Marker>> contol_spot NA

4570 STPPSAYGSVKAY gi|113950|sp|P07355|ANXA2_HUMAN Annexin A2 (Annexin-2) (Annexin II) (Lipocortin II) (Calpactin I heavy chain) (Chromobindin-8) (p36) (Protein I) (Placental anticoagulant protein IV) (PAP-IV) [STPPSAYGSVKAY|Y|24|P04272|86068007|Src|[P12931:SRC_HUMAN]STPPSAYGSVKAY|Y|24|P07355|88296872|Src|[P12931:SRC_HUMAN]]

4571 RIPYDDYPVVFLP gi|73621365|sp|Q5EBL8|PDZ11_HUMAN PDZ domain-containing protein 11 [RIPYDDYPVVFLP|Y|10|Q5EBL8|15592455|]

4572 MGQKDSYVGDKAQ gi|126337369|ref|XP_001366709.1| PREDICTED: hypothetical protein [Monodelphis domestica]NA

4573 FSRVQIYHNPTAN gi|1718079|sp|P50552|VASP_HUMAN Vasodilator-stimulated phosphoprotein (VASP) [FSRVQIYHNPTAN|Y|39|P50552|15592455|]

4574 NKLDTKYPYVCHA gi|23503055|sp|P32321|DCTD_HUMAN Deoxycytidylate deaminase (dCMP deaminase) NA

4575 ASDPILYRPVAVA gi|20178296|sp|P14618|KPYM_HUMAN Pyruvate kinase isozymes M1/M2 (Pyruvate kinase muscle isozyme) (Pyruvate kinase 2/3) (Cytosolic thyroid hormone-binding protein) (CTHBP) (THBP1) [ASDPILYRPVAVA|Y|105|P14618|15592455;16497976|ASDPILYRPVAVA|Y|105|P52480|15592455|]



4576 PVSPSDYITYPSQ gi|729995|sp|P39678|MBP1_YEAST Transcription factor MBP1 (MBF subunit p120) NA

4577 ENVEDVYANSLSP gi|135077|sp|P08153|SWI5_YEAST Transcriptional factor SWI5 NA

4578 YTNEDGYDDAENA gi|56757368|sp|P07248|ADR1_YEAST Regulatory protein ADR1 NA

4579 TKENAEYERKTPG gi|1711597|sp|P46676|SUM1_YEAST Suppressor of mar1-1 protein (SUM1-1 protein) NA

4580 KIDDFDYIGPDSL gi|50400296|sp|Q04052|ARO80_YEAST Transcriptional activator ARO80 NA

4581 GLEALDYDIHNYF gi|416737|sp|P24813|YAP2_YEAST AP-1-like transcription activator YAP2 (Transcription factor CAD1) (Cadmium resistance protein 1) NA

4582 IGCEKTYKNQNGL gi|417770|sp|P32432|SFP1_YEAST Zinc finger protein SFP1 NA

4583 SEEDDNYKPLDTS gi|1351976|sp|P05085|ARGR2_YEAST Arginine metabolism regulation protein II NA

4584 ITTHPKYSDIDVD gi|417456|sp|P19880|YAP1_YEAST AP-1-like transcription factor YAP1 (Phenanthroline resistance protein PAR1) (Pleiotropic drug resistance protein PDR4) NA

4585 DSMLDDYVSSDLL gi|462625|sp|P33748|MSN2_YEAST Zinc finger protein MSN2 (Multicopy suppressor of SNF1 protein 2) NA

4586 NITVPDYSIIPTS gi|88984445|sp|P32389|MET4_YEAST Transcriptional activator of sulfur metabolism MET4 (Methionine-requiring protein 4) NA

4587 VPSLEEYSANPPN gi|2507068|sp|P22148|MSN1_YEAST Protein MSN1 (Multicopy suppressor of SNF1 protein 1) NA

4588 HQEFTDYDNPIFE gi|62297871|sp|Q61083|M3K2_MOUSE Mitogen-activated protein kinase kinase kinase 2 (MAPK/ERK kinase kinase 2) (MEK kinase 2) (MEKK 2)NA

4589 VISGEGYGRKADV gi|2499640|sp|Q99759|M3K3_HUMAN Mitogen-activated protein kinase kinase kinase 3 (MAPK/ERK kinase kinase 3) (MEK kinase 3) (MEKK 3) NA

4590 <<Marker>> contol_spot NA

4591 AESDDTYKDDVNH gi|2499638|sp|Q62925|M3K1_RAT Mitogen-activated protein kinase kinase kinase 1 (MAPK/ERK kinase kinase 1) (MEK kinase 1) (MEKK 1) NA

4592 TSSSSEYGSVSPD gi|6685617|sp|Q99683|M3K5_HUMAN Mitogen-activated protein kinase kinase kinase 5 (MAPK/ERK kinase kinase 5) (MEK kinase 5) (MEKK 5) (Apoptosis signal-regulating kinase 1) (ASK-1) NA

4593 NVEEYSYKQEKKI gi|6685621|sp|Q9Y6R4|M3K4_HUMAN Mitogen-activated protein kinase kinase kinase 4 (MAPK/ERK kinase kinase 4) (MEK kinase 4) (MEKK 4) (MAP three kinase 1) NA

4594 TNTENLYGTSPPS gi|6685621|sp|Q9Y6R4|M3K4_HUMAN Mitogen-activated protein kinase kinase kinase 4 (MAPK/ERK kinase kinase 4) (MEK kinase 4) (MEKK 4) (MAP three kinase 1) NA

4595 MVEENPYRQLPCN gi|55957234|emb|CAI17851.1| chromosome 1 open reading frame 25 [Homo sapiens]NA

4596 TAKESQYVMKIAN gi|3183087|sp|Q99574|NEUS_HUMAN Neuroserpin precursor (Serpin I1) (Protease inhibitor 12) NA

4597 YFDRLDYVSMMCN gi|20178314|sp|O75306|NDUS2_HUMAN NADH dehydrogenase [ubiquinone] iron-sulfur protein 2  mitochondrial precursor (NADH-ubiquinone oxidoreductase 49 kDa subunit) (Complex I-49kD) (CI-49kD) NA

4598 AHEDPMYDIIRDN gi|38372427|sp|Q8TA86|RP9_HUMAN Retinitis pigmentosa 9 protein (Pim-1-associated protein) (PAP-1) NA

4599 EISCDFYAWTSDN gi|126302607|sp|P01266|THYG_HUMAN Thyroglobulin precursor'NA

4600 GHDSSYYARIGDN gi|91207950|sp|Q9BZF9|UACA_HUMAN Uveal autoantigen with coiled-coil domains and ankyrin repeats NA

4601 QGFQVEYKDFPKN gi|90185286|sp|O95793|STAU1_HUMAN Double-stranded RNA-binding protein Staufen homolog 1 NA

4602 CFDETRYEYLEGG gi|547643|sp|Q04756|HGFA_HUMAN Hepatocyte growth factor activator precursor (HGF activator) (HGFA) [Contains: Hepatocyte growth factor activator short chain; Hepatocyte growth factor activator long chain] NA

4603 DSKEGPYVSVPLN gi|74753102|sp|Q9P0V3|SH3B4_HUMAN SH3 domain-binding protein 4 (Transferrin receptor-trafficking protein) (EH-binding protein 10) NA

4604 LDGSREYVNVSQE gi|14194891|sp|O43561|LAT_HUMAN Linker for activation of T-cells family member 1 (36 kDa phospho-tyrosine adapter protein) (pp36) (p36-38) [LDGSREYVNVSQE|Y|220|O43561|15659558|]

4605 LGADDSYYTARSA gi|1177044|sp|P43403|ZAP70_HUMAN Tyrosine-protein kinase ZAP-70 (70 kDa zeta-associated protein) (Syk-related tyrosine kinase) [LGADDSYYTARSA|Y|492|P43403|8756661;7961936;7642520;12522270;15592455;11270871;16094384;15659558;17192257|Lck;ZAP70|[P06239:LCK_HUMAN,P43403:ZAP70_HUMAN]]

4606 LIKEDVYLSHDHN gi|8928302|sp|Q13882|PTK6_HUMAN Tyrosine-protein kinase 6 (Breast tumor kinase) (Tyrosine-protein kinase BRK) [LIKEDVYLSHDHN|Y|342|Q13882|12121988|Brk|[Q13882:PTK6_HUMAN]]

4607 RGKSDPYAKVSIG gi|119599471|gb|EAW79065.1| hCG2039375  isoform CRA_b [Homo sapiens]NA

4608 TDNDDIYGAAWIG gi|6226907|sp|O75841|UPK1B_HUMAN Uroplakin-1b (Uroplakin Ib) (UPIb) (Tetraspanin-20) (Tspan-20) NA

4609 FPNSGKYATTARN gi|12643337|sp|Q9UPC5|GPR34_HUMAN Probable G-protein coupled receptor 34 NA

4610 IKSNEGYGYSNRN gi|51094655|gb|EAL23906.1| hypothetical protein MGC26484 [Homo sapiens]NA

4611 LSEMVEYITHNRN gi|116241235|sp|Q13362|2A5G_HUMAN Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit gamma isoform (PP2A  B subunit  B' gamma isoform) (PP2A  B subunit  B56 gamma isoform) (PP2A  B subunit  PR61 gamma isoform) (PP2A  B subunit  R5 gamma isoform) (Renal carcinoma antigen NY-REN-29) NA

4612 QGRKLGYTFNNQN gi|12643822|sp|Q9NYC9|DYH9_HUMAN Ciliary dynein heavy chain 9 (Axonemal beta dynein heavy chain 9) NA

4613 ERENKSYISSLAP gi|118572671|sp|O60237|MYPT2_HUMAN Protein phosphatase 1 regulatory subunit 12B (Myosin phosphatase-targeting subunit 2) (Myosin phosphatase target subunit 2) NA

4614 IPSELGYGERGAP gi|23503054|sp|P26885|FKBP2_HUMAN FK506-binding protein 2 precursor (Peptidyl-prolyl cis-trans isomerase) (PPIase) (Rotamase) (13 kDa FKBP) (FKBP-13) NA

4615 KHDCVGYVMKKAP gi|38258924|sp|P51784|UBP11_HUMAN Ubiquitin carboxyl-terminal hydrolase 11 (Ubiquitin thioesterase 11) (Ubiquitin-specific-processing protease 11) (Deubiquitinating enzyme 11) NA

4616 RQSPLTYEDHGAP gi|12643957|sp|Q9Y618|NCOR2_HUMAN Nuclear receptor corepressor 2 (N-CoR2) (Silencing mediator of retinoic acid and thyroid hormone receptor) (SMRT) (SMRTe) (Thyroid-  retinoic-acid-receptor-associated corepressor) (T3 receptor-associating factor) (TRAC) (CTG repeat protein 26) (SMAP270) NA

4617 TTNGEIYIIAGAP gi|117949792|sp|Q9UKZ4|TEN1_HUMAN Teneurin-1 (Ten-1) (Tenascin-M1) (Ten-m1) (Protein Odd Oz/ten-m homolog 1) NA

4618 AYNPEPYLNNESQ gi|109940053|sp|O15013|ARHGA_HUMAN Rho guanine nucleotide exchange factor 10NA

4619 KTCKLIYDSMALG gi|32172457|sp|Q8TB24|RIN3_HUMAN Ras and Rab interactor 3 (Ras interaction/interference protein 3) NA

4620 LRCDPDYLRGALG gi|34921813|sp|Q8IZR5|CKLF4_HUMAN CKLF-like MARVEL transmembrane domain-containing protein 4 (Chemokine-like factor superfamily member 4) NA

4621 QVRGDSYESGCLG gi|12643476|sp|P56557|TM50B_HUMAN Transmembrane protein 50B (HCV p7-transregulated protein 3) NA

4622 WKSWDSYYSKALG gi|37090037|sp|Q9Y4X1|UDA1_HUMAN UDP-glucuronosyltransferase 2A1 precursor NA

4623 GAEEIYYKHVHCR gi|38258636|sp|Q96RJ0|TAAR1_HUMAN Trace amine-associated receptor 1 (Trace amine receptor 1) (TaR-1) NA

4624 IFEELEYHEPVCR gi|125950975|sp|Q9Y4F3|LKAP_HUMAN Limkain-b1NA

4625 GGRERDYIAPWER gi|74733529|sp|Q9H0W8|CS061_HUMAN Uncharacterized protein C19orf61 NA

4626 NFRSVYYEKVGFR gi|37538019|sp|Q9P0N9|TBCD7_HUMAN TBC1 domain family member 7 NA

4627 RRYEVEYLQFAFR gi|47117913|sp|Q9NU19|TB22B_HUMAN TBC1 domain family member 22B NA



4628 AVCSGGYPDPPFR gi|119619130|gb|EAW98724.1| matrix-remodelling associated 5 [Homo sapiens]NA

4629 FPHCEDYVASLGR gi|119622317|gb|EAX01912.1| hypothetical protein MGC26733  isoform CRA_a [Homo sapiens]NA

4630 HVKEPRYLLMGGR gi|23821814|sp|Q9P2E3|ZNFX1_HUMAN NFX1-type zinc finger-containing protein 1 NA

4631 APEDHRYITVSGC gi|74747583|sp|Q5VXU1|TCBA1_HUMAN T-cell lymphoma breakpoint associated target protein 1 (Protein FAM77B) NA

4632 FSSEMEYNDFAIC gi|61211648|sp|Q8N6M6|AMPO_HUMAN Aminopeptidase O (AP-O) NA

4633 HCWEESYEMNIGC gi|62740001|gb|AAH93838.1| Chromosome 1 open reading frame 212 [Homo sapiens]NA

4634 GKEWEEYVQIRTL gi|74750394|sp|Q86TU7|SETD3_HUMAN SET domain-containing protein 3 NA

4635 LIEKTLYHHVHGC gi|109940166|sp|P81133|SIM1_HUMAN Single-minded homolog 1 NA

4636 SGRAEYYQWVGIC gi|74752693|sp|Q9H6D3|XKR8_HUMAN XK-related protein 8 NA

4637 GGAELGYGCKASR gi|74752228|sp|Q9BPX1|DHR10_HUMAN Dehydrogenase/reductase SDR family member 10 (17-beta-hydroxysteroid dehydrogenase DHRS10) (Retinal short-chain dehydrogenase/reductase retSDR3) NA

4638 AGPNFEYAEAPSR gi|126314|sp|P06858|LIPL_HUMAN Lipoprotein lipase precursor (LPL) NA

4639 ERGRSYYVDHNSR gi|32172435|sp|P46934|NEDD4_HUMAN E3 ubiquitin-protein ligase NEDD4NA

4640 SLREGHYAQRLSR gi|55977069|sp|P98176|H2AFB_HUMAN Histone H2A-Bbd (H2A Barr body-deficient) (H2A.Bbd) NA

4641 ITRSERYVCAVTR gi|74735248|sp|Q9Y314|NOSIP_HUMAN Nitric oxide synthase-interacting protein (eNOS-interacting protein) NA

4642 TKEMEPYMPLYTR gi|74749827|sp|Q75V66|TM16E_HUMAN Transmembrane protein 16E (Gnathodiaphyseal dysplasia 1 protein) NA

4643 DVSALIYASVGDP gi|30046564|gb|AAH50436.1| NEB protein [Homo sapiens]NA

4644 HVFKEAYLGPADP gi|119595124|gb|EAW74718.1| metallothionein-like 5  testis-specific (tesmin)  isoform CRA_a [Homo sapiens]NA

4645 KLEEGKYLILKDP gi|6685526|sp|O15371|IF37_HUMAN Eukaryotic translation initiation factor 3 subunit 7 (eIF-3 zeta) (eIF3 p66) (eIF3d) NA

4646 PFLKDVYVDSKDP gi|30912745|sp|Q9P032|CF066_HUMAN UPF0240 protein C6orf66 NA

4647 VAATYKYVNMQDP gi|2499325|sp|O00217|NDUS8_HUMAN NADH dehydrogenase [ubiquinone] iron-sulfur protein 8  mitochondrial precursor (NADH-ubiquinone oxidoreductase 23 kDa subunit) (Complex I-23kD) (CI-23kD) (TYKY subunit) NA

4648 KMDGPGYGDEEEP gi|119612288|gb|EAW91882.1| WD repeats and SOF1 domain containing  isoform CRA_d [Homo sapiens]NA

4649 DPDSNPYSLLDTS gi|90177782|sp|P51116|FXR2_HUMAN Fragile X mental retardation syndrome-related protein 2 [DPDSNPYSLLDTS|Y|520|Q9WVR4|15592455|]

4650 HRSLEQYDQVLDG gi|61223942|sp|Q9UBC2|EP15R_HUMAN Epidermal growth factor receptor substrate 15-like 1 (Eps15-related protein) (Eps15R) NA

4651 GMARDIYRASYYR gi|146328566|sp|Q9UM73|ALK_HUMAN ALK tyrosine kinase receptor precursor (Anaplastic lymphoma kinase) (CD246 antigen) [GMARDIYRASYYR|Y|1278|Q9UM73|15592455;15938644|ALK|[Q9UM73:ALK_HUMAN]]

4652 VINPNAYDNLAIY gi|118572719|sp|Q9H792|SG269_HUMAN Tyrosine-protein kinase SgK269 (Sugen kinase 269)[VINPNAYDNLAIY|Y|632|Q69Z38|15592455|]

4653 LGETASYSLFLPT gi|84029267|sp|Q86SP6|GP149_HUMAN Probable G-protein coupled receptor 149 (G-protein coupled receptor PGR10) [LGETASYSLFLPT|Y|673|Q3UVY1|15592455|]

4654 SKDSNPYATLPRA gi|147644956|sp|Q3V6T2|GRDN_HUMAN Girdin (Girders of actin filament) (Akt phosphorylation enhancer) (APE) (Hook-related protein 1) (HkRP1) (G alpha-interacting vesicle-associated protein) (GIV)[SKDSNPYATLPRA|Y|1801|Q5SNZ0|15592455|]

4655 LNTPNTYLRVNVA gi|543774|sp|P35612|ADDB_HUMAN Beta-adducin (Erythrocyte adducin subunit beta) NA

4656 ICHDAEYVNVTAE gi|148876773|sp|Q14126|DSG2_HUMAN Desmoglein-2 precursor (HDGC) NA

4657 AEVRAQYEEIAQR gi|82654947|sp|P19013|K2C4_HUMAN Keratin  type II cytoskeletal 4 (Cytokeratin-4) (CK-4) (Keratin-4) (K4) NA

4658 LDPATRYPNLNLR gi|45593495|sp|Q8TDZ2|MICA1_HUMAN NEDD9-interacting protein with calponin homology and LIM domains (Molecule interacting with CasL protein 1) NA

4659 LEANKDYIIISWK gi|1709202|sp|P52179|MYOM1_HUMAN Myomesin-1 (190 kDa titin-associated protein) (190 kDa connectin-associated protein) NA

4660 HADWKEYLNLLIC gi|14195005|sp|O60437|PEPL_HUMAN Periplakin (195 kDa cornified envelope precursor protein) (190 kDa paraneoplastic pemphigus antigen)NA

4661 DRGLSKYPNLLNQ gi|1346694|sp|P49354|PFTA_HUMAN Protein farnesyltransferase/geranylgeranyltransferase type I alpha subunit (CAAX farnesyltransferase alpha subunit) (Ras proteins prenyltransferase alpha) (FTase-alpha) (Type I protein geranyl-geranyltransferase alpha subunit) (GGTase-I-alpha) NA

4662 SRISGGYENVPTD gi|62906878|sp|O00469|PLOD2_HUMAN Procollagen-lysine 2-oxoglutarate 5-dioxygenase 2 precursor (Lysyl hydroxylase 2) (LH2) NA

4663 SIKIDPYINIDAG gi|20981706|sp|P17812|PYRG1_HUMAN CTP synthase 1 (UTP--ammonia ligase 1) (CTP synthetase 1) NA

4664 ESFTEKYVNATPS gi|17433306|sp|Q9NY91|SC5A4_HUMAN Low affinity sodium-glucose cotransporter (Sodium/glucose cotransporter 3) (Na(+)/glucose cotransporter 3) NA

4665 LHLRGGYIIPIQE gi|267050|sp|P14410|SUIS_HUMAN Sucrase-isomaltase  intestinal [Contains: Sucrase ; Isomaltase ] NA

4666 LFNLSTYLIPRHW gi|1351188|sp|P48775|T23O_HUMAN Tryptophan 2 3-dioxygenase (TO) (Tryptophan pyrrolase) (Tryptophanase) (Tryptophan oxygenase) (Tryptamin 2 3-dioxygenase) (TRPO) NA

4667 KGHDGLYQGLSTA gi|23830999|sp|P20963|CD3Z_HUMAN T-cell surface glycoprotein CD3 zeta chain precursor (T-cell receptor T3 zeta chain) (CD247 antigen) [KGHDGLYQGLSTA|Y|142|P20963|12522270;15592455;16094384;15659558|]

4668 PTCDEKYANITVD gi|33112650|sp|P08575|CD45_HUMAN Leukocyte common antigen precursor (L-CA) (T200) (CD45 antigen)']NA

4669 AISIDRYTAVAMP gi|118206|sp|P14416|DRD2_HUMAN D(2) dopamine receptor (Dopamine D2 receptor) NA

4670 CLRVELYGCLWRD gi|729008|sp|Q08345|DDR1_HUMAN Epithelial discoidin domain-containing receptor 1 precursor (Epithelial discoidin domain receptor 1) (Tyrosine kinase DDR) (Discoidin receptor tyrosine kinase) (Tyrosine-protein kinase CAK) (Cell adhesion kinase) (TRK E) (Protein-tyrosine kinase RTK 6) (HGK2) (CD167a antigen) NA

4671 VREITGYLNIQSW gi|119534|sp|P21860|ERBB3_HUMAN Receptor tyrosine-protein kinase erbB-3 precursor (c-erbB3) (Tyrosine kinase-type cell surface receptor HER3) NA

4672 TVTTISYLNLAVA gi|120427|sp|P21462|FPR1_HUMAN fMet-Leu-Phe receptor (fMLP receptor) (N-formyl peptide receptor) (FPR) (N-formylpeptide chemoattractant receptor) NA

4673 HKEGPNYQWMPFS gi|8134696|sp|Q13275|SEM3F_HUMAN Semaphorin-3F precursor (Semaphorin IV) (Sema IV) (Sema III/F) NA

4674 PKPGDDYSYNQFS gi|2498802|sp|Q92733|PRCC_HUMAN Proline-rich protein PRCC (Papillary renal cell carcinoma translocation-associated gene protein) NA

4675 VLCTEEYSRWAGS gi|34922606|sp|Q96CW9|NTNG2_HUMAN Netrin-G2 precursor (Laminet-2) NA

4676 CQSEDWYKNQLGS gi|116242861|sp|Q96ND8|ZN583_HUMAN Zinc finger protein 583 (Zinc finger protein L3-5) NA

4677 DSPDDDYHALFVL gi|125950459|sp|Q2KHT3|K0350_HUMAN Uncharacterized protein KIAA0350'NA

4678 IAPQTKYIIPGGS gi|148226485|ref|NP_963884.2| calcium channel  voltage-dependent  beta 2 subunit isoform 3 [Homo sapiens] NA

4679 DKEEIKYLNNIIS gi|116241294|sp|O15078|CE290_HUMAN Centrosomal protein Cep290 (Nephrocystin-6) (Tumor antigen se2-2) NA



4680 HFFCDLYALMKIS gi|85681882|sp|Q15612|OR1Q1_HUMAN Olfactory receptor 1Q1 (Olfactory receptor OR9-25) (Olfactory receptor TPCR106) (Olfactory receptor 9-A) (OR9-A) (OST226) NA

4681 PADDELYQRTRIS gi|74733183|sp|Q9BU61|CC060_HUMAN Uncharacterized protein C3orf60 NA

4682 SLQGVRYVDGGIS gi|74731110|sp|Q96AD5|PNPL2_HUMAN Patatin-like phospholipase domain-containing protein 2 (Adipose triglyceride lipase) (Desnutrin) (Transport-secretion protein 2) (TTS2) (TTS2.2) (Calcium-independent phospholipase A2) (IPLA2-zeta) (Pigment epithelium-derived factor) NA

4683 DGEETSYCFKEKS gi|2495290|sp|Q15475|SIX1_HUMAN Homeobox protein SIX1 (Sine oculis homeobox homolog 1) NA

4684 LLCMEEYVIEPKS gi|74751888|sp|Q96GM8|TOE1_HUMAN Target of EGR1 protein 1 NA

4685 GTHEVRYVSAGQS gi|27734555|sp|Q96BD0|SO4A1_HUMAN Solute carrier organic anion transporter family member 4A1 (Solute carrier family 21 member 12) (Sodium-independent organic anion transporter E) (Organic anion-transporting polypeptide E) (OATP-E) (Colon organic anion transporter) (Organic anion transporter polypeptide-related protein 1) (OATP-RP1) (OATPRP1) (POAT) NA

4686 PWVEPGYWESWPS gi|74761282|sp|Q9BV99|LRC61_HUMAN Leucine-rich repeat-containing protein 61 NA

4687 LFQEFDYQPIAAA gi|121958055|sp|Q3MIX3|ADCK5_HUMAN Uncharacterized aarF domain-containing protein kinase 5 NA

4688 GMNMEPYGFHARG gi|94730396|sp|Q10571|MN1_HUMAN Probable tumor suppressor protein MN1 NA

4689 SWAETTYWISPQG gi|2494720|sp|Q14627|I13R2_HUMAN Interleukin-13 receptor alpha-2 chain precursor (Interleukin-13-binding protein) (CD213a2 antigen) NA

4690 CKEMSCYSDFPFP gi|399505|sp|Q01740|FMO1_HUMAN Dimethylaniline monooxygenase [N-oxide-forming] 1 (Fetal hepatic flavin-containing monooxygenase 1) (FMO 1) (Dimethylaniline oxidase 1) NA

4691 FVKNTHYYDKRWS gi|74752540|sp|Q9GZU3|TM39B_HUMAN Transmembrane protein 39B NA

4692 DHCEALYKEVQRC gi|38372396|sp|Q9UG22|GIMA2_HUMAN GTPase IMAP family member 2 (Immunity-associated protein 2) (hIMAP2) NA

4693 FCSSVIYVIFGSC gi|119624269|gb|EAX03864.1| solute carrier family 26  member 8  isoform CRA_b [Homo sapiens]NA

4694 LTEKKEYDEKNSC gi|128485546|ref|NP_001015890.1| hypothetical protein LOC91646 [Homo sapiens] NA

4695 VNPMESYQNRQSC gi|23396507|sp|Q9BQT9|CSTN3_HUMAN Calsyntenin-3 precursor NA

4696 KHSMLVYVAKGRG gi|148685156|gb|EDL17103.1| phosphatidylinositol 3-kinase  C2 domain containing  alpha polypeptide  isoform CRA_b [Mus musculus]NA

4697 CRSCRTYINPFVS gi|13124510|sp|O95487|SC24B_HUMAN Protein transport protein Sec24B (SEC24-related protein B) NA

4698 EWYRFHYINILSR gi|585966|sp|P37088|SCNNA_HUMAN Amiloride-sensitive sodium channel subunit alpha (Epithelial Na(+) channel subunit alpha) (Alpha ENaC) (Nonvoltage-gated sodium channel 1 subunit alpha) (SCNEA) (Alpha NaCH) NA

4699 QLSDPDYINQYVI gi|24418867|sp|Q9Y5W8|SNX13_HUMAN Sorting nexin-13 (RGS domain- and PHOX domain-containing protein) (RGS-PX1) NA

4700 IGVRESYVNLCSN gi|14917099|sp|Q93034|CUL5_HUMAN Cullin-5 (CUL-5) (Vasopressin-activated calcium-mobilizing receptor) (VACM-1) NA

4701 WIEDTLYANVDFF gi|6707663|sp|P78363|ABCA4_HUMAN Retinal-specific ATP-binding cassette transporter (ATP-binding cassette sub-family A member 4) (RIM ABC transporter) (RIM protein) (RmP) (Stargardt disease protein) NA

4702 BMADPKYADLPGI gi|22096346|sp|Q13561|DCTN2_HUMAN Dynactin subunit 2 (Dynactin complex 50 kDa subunit) (50 kDa dynein-associated polypeptide) (p50 dynamitin) (DCTN-50) NA

4703 ILQGLKYTFSVDW gi|547803|sp|Q05655|KPCD_HUMAN Protein kinase C delta type (nPKC-delta) NA

4704 MDEELHYASLNFH gi|116241290|sp|P20138|CD33_HUMAN Myeloid cell surface antigen CD33 precursor (Sialic acid-binding Ig-like lectin 3) (Siglec-3) (gp67) [MDEELHYASLNFH|Y|340|P20138|10206955;10887109|Lck;Src|[P06239:LCK_HUMAN,P12931:SRC_HUMAN]]

4705 QFEYAAYIIHAYK gi|20140422|sp|O15455|TLR3_HUMAN Toll-like receptor 3 precursor (CD283 antigen) [QFEYAAYIIHAYK|Y|759|O15455|12509442|]

4706 SQEELHYATLNFP gi|118572721|sp|Q96LC7|SIG10_HUMAN Sialic acid-binding Ig-like lectin 10 precursor (Siglec-10) (Siglec-like protein 2) [SQEELHYATLNFP|Y|667|Q96LC7|11733002|Lck;JAK3;ITK|[P06239:LCK_HUMAN,P52333:JAK3_HUMAN,Q08881:ITK_HUMAN]]

4707 TVVIALYDYQTND gi|585361|sp|Q08881|ITK_HUMAN Tyrosine-protein kinase ITK/TSK (T-cell-specific kinase) (Tyrosine-protein kinase Lyk) (Kinase EMT) [TVVIALYDYQTND|Y|180|Q08881|12573241|BTK;ITK|[Q06187:BTK_HUMAN,Q08881:ITK_HUMAN]]

4708 YSTKYFYKQNGRI gi|3913590|sp|Q15303|ERBB4_HUMAN Receptor tyrosine-protein kinase erbB-4 precursor (p180erbB4) (Tyrosine kinase-type cell surface receptor HER4) NA

4709 LDSGGFYITSRTQ gi|125711|sp|P12931|SRC_HUMAN Proto-oncogene tyrosine-protein kinase Src (p60-Src) (c-Src) (pp60c-src) [LDSGGFYITSRTQ|Y|216|P12931|12753909|Src|[P12931:SRC_HUMAN]]

4710 RLQNFSYDQREMI gi|30173387|sp|Q9NTZ6|RBM12_HUMAN RNA-binding protein 12 (RNA-binding motif protein 12) (SH3/WW domain anchor protein in the nucleus) (SWAN) [RLQNFSYDQREMI|Y|526|Q9NTZ6|15144186|]

4711 TLSEVDYAPAGPA gi|119595261|gb|EAW74855.1| inositol polyphosphate phosphatase-like 1  isoform CRA_b [Homo sapiens][TLSEVDYAPAGPA|Y|1135|O15357|12522270;17081983|]

4712 AYGERPYWNMTNR gi|19857975|sp|P29322|EPHA8_HUMAN Ephrin type-A receptor 8 precursor (Tyrosine-protein kinase receptor EEK) (EPH- and ELK-related kinase) (HEK3) [AYGERPYWNMTNR|Y|839|P29322|10498895|EphA8|[P29322:EPHA8_HUMAN]]

4713 SLDNPDYQQDFFP gi|2811086|sp|P00533|EGFR_HUMAN Epidermal growth factor receptor precursor (Receptor tyrosine-protein kinase ErbB-1) [SLDNPDYQQDFFP|Y|1172|P00533|8845374;15302935;17081983|EGFR|[P00533:EGFR_HUMAN]SLDNPDYQQDFFP|Y|1172|Q01279|16902180|]

4714 EELGYEYMDVGSD gi|119534|sp|P21860|ERBB3_HUMAN Receptor tyrosine-protein kinase erbB-3 precursor (c-erbB3) (Tyrosine kinase-type cell surface receptor HER3) NA

4715 PGLEYCYNPSHNP gi|120046|sp|P11362|FGFR1_HUMAN Basic fibroblast growth factor receptor 1 precursor (FGFR-1) (bFGF-R) (Fms-like tyrosine kinase 2) (c-fgr) (CD331 antigen) [PGLEYCYNPSHNP|Y|585|P11362|9880324;8622701;12601080|FGFR1|[P11362:FGFR1_HUMAN]]

4716 QAHYNMYPQNPDS gi|41019536|sp|P51692|STA5B_HUMAN Signal transducer and activator of transcription 5B [QAHYNMYPQNPDS|Y|743|P51692|11751923|EGFR|[P00533:EGFR_HUMAN]]

4717 RGQEGEYAVPFDA gi|143220234|sp|O60496|DOK2_HUMAN Docking protein 2 (Downstream of tyrosine kinase 2) (p56(dok-2)) [RGQEGEYAVPFDA|Y|299|O60496|10508618;12522270;15144186;15592455;16094384|]

4718 SVNKLVYENINGL gi|71152057|sp|Q8WU20|FRS2_HUMAN Fibroblast growth factor receptor substrate 2 (FGFR substrate 2) (Suc1-associated neurotrophic factor target 1) (SNT-1) (FGFR-signaling adaptor SNT) NA

4719 YRSPPPYVPP gi|2498284|sp|Q14118|DAG1_HUMAN Dystroglycan precursor (Dystrophin-associated glycoprotein 1) [Contains: Alpha-dystroglycan (Alpha-DG); Beta-dystroglycan (Beta-DG)] [YRSPPPYVPP|Y|892|Q14118|12795607|Src|[P12931:SRC_HUMAN]YRSPPPYVPP|Y|890|Q62165|12795607|]

4720 DPPPELYFVKVDV gi|6226780|sp|O14746|TERT_HUMAN Telomerase reverse transcriptase (Telomerase catalytic subunit) (HEST2) (Telomerase-associated protein 2) (TP2) [DPPPELYFVKVDV|Y|707|O14746|12808100|Src|[P12931:SRC_HUMAN]]

4721 SEPVGIYQGFEKK gi|547803|sp|Q05655|KPCD_HUMAN Protein kinase C delta type (nPKC-delta) [SEPVGIYQGFEKK|Y|313|Q05655|15302935|]

4722 STDRSPYEKVSAG gi|547937|sp|P15941|MUC1_HUMAN Mucin-1 precursor (MUC-1) (Polymorphic epithelial mucin) (PEM) (PEMT) (Episialin) (Tumor-associated mucin) (Carcinoma-associated mucin) (Tumor-associated epithelial membrane antigen) (EMA) (H23AG) (Peanut-reactive urinary mucin) (PUM) (Breast carcinoma-associated antigen DF3) (CD227 antigen) [STDRSPYEKVSAG|Y|1229|P15941|11152665;11483589;14521915; 11152665|Src;EGFR|[P12931:SRC_HUMAN,P00533:EGFR_HUMAN]]

4723 TFTNITYRGT gi|125987835|sp|P05106|ITB3_HUMAN Integrin beta-3 precursor (Platelet membrane glycoprotein IIIa) (GPIIIa) (CD61 antigen) [TFTNITYRGT|Y|785|P05106|8631894|Syk;Src|[P43405:KSYK_HUMAN,P12931:SRC_HUMAN]TFTNITYRGT|Y|784|O54890|14519852|]

4724 TSSGEWYQNFQPP gi|13637684|sp|P30203|CD6_HUMAN T-cell differentiation antigen CD6 precursor (T12) (TP120) [TSSGEWYQNFQPP|Y|629|P30203|9394826|]

4725 VGDEDIYSGLSDQ gi|13124807|sp|P15498|VAV_HUMAN Proto-oncogene vav [VGDEDIYSGLSDQ|Y|142|P15498|16285729|Lck|[P06239:LCK_HUMAN]]

4726 ATYAEPYRPIQYR gi|20139104|sp|Q99569|PKP4_HUMAN Plakophilin-4 (p0071) [ATYAEPYRPIQYR|Y|482|Q99569|12522270|]

4727 RLYAESYERDPSG gi|152031655|sp|Q15124|PGM5_HUMAN Phosphoglucomutase-like protein 5 (Phosphoglucomutase-related protein) (PGM-RP) (Aciculin) NA

4728 TEEKFRYMCILSG gi|85700954|sp|Q9UQ84|EXO1_HUMAN Exonuclease 1 (hExo1) (Exonuclease I) (hExoI) NA

4729 DGRKNLYTAMPLP gi|38372888|sp|Q9UKV8|I2C2_HUMAN Eukaryotic translation initiation factor 2C 2 (eIF2C 2) (eIF-2C 2) (Argonaute-2) (Slicer protein) (PAZ Piwi domain protein) (PPD)NA

4730 LTYGNRYKNVKLP gi|116242483|sp|P11413|G6PD_HUMAN Glucose-6-phosphate 1-dehydrogenase (G6PD) NA

4731 ACEDLKYGDQSKV gi|8475983|sp|O75916|RGS9_HUMAN Regulator of G-protein signaling 9 (RGS9) NA



4732 KLSEDPYGIFCLV gi|74753527|sp|Q9Y6V7|DDX49_HUMAN Probable ATP-dependent RNA helicase DDX49 (DEAD box protein 49) NA

4733 SHSEQEYGKAGGS gi|41016969|sp|O95208|EPN2_HUMAN Epsin-2 (EPS-15-interacting protein 2)NA

4734 QCEQAVYQTILEE gi|150421536|sp|O75553|DAB1_HUMAN Disabled homolog 1 NA

4735 PQQPLAYPKLQRQ gi|50400978|sp|Q7Z5J4|RAI1_HUMAN Retinoic acid-induced protein 1 NA

4736 LAVMGAYVLLKRE gi|17368701|sp|Q9BY50|SC11C_HUMAN Signal peptidase complex catalytic subunit SEC11C (SEC11 homolog C) (SEC11-like protein 3) (Microsomal signal peptidase 21 kDa subunit) (SPase 21 kDa subunit) (SPC21) NA

4737 PNEFDKYRMFIGD gi|74716122|sp|Q8TF72|SHRM3_HUMAN Protein Shroom3 (Shroom) (Shroom-related protein) (hShrmL) NA

4738 WEHGDGYPFDGKD gi|116856|sp|P08253|MMP2_HUMAN 72 kDa type IV collagenase precursor (72 kDa gelatinase) (Matrix metalloproteinase-2) (MMP-2) (Gelatinase A) (TBE-1) NA

4739 ALEQDTYWRELSC gi|51338794|sp|P78559|MAP1A_HUMAN Microtubule-associated protein 1A (MAP 1A) (Proliferation-related protein p80) [Contains: MAP1 light chain LC2]NA

4740 IQSHCSYTYGRKG gi|14548118|sp|Q13459|MYO9B_HUMAN Myosin-IXb (Unconventional myosin-9b)NA

4741 TRDLAQYDAAHHE gi|90110780|sp|Q02818|NUCB1_HUMAN Nucleobindin-1 precursor (CALNUC) NA

4742 PEEESAYVAGEKR gi|41017512|sp|Q9UNZ2|NSF1C_HUMAN NSFL1 cofactor p47 (p97 cofactor p47) NA

4743 HYTHSDYQYSQRS gi|20139105|sp|Q99959|PKP2_HUMAN Plakophilin-2 NA

4744 KNETSKYAEYSFT gi|68565701|sp|Q5UIP0|RIF1_HUMAN Telomere-associated protein RIF1 (Rap1-interacting factor 1 homolog) NA

4745 RQETFVYEMESHA gi|8134719|sp|Q92966|SNPC3_HUMAN snRNA-activating protein complex subunit 3 (SNAPc subunit 3) (Small nuclear RNA-activating complex polypeptide 3) (snRNA-activating protein complex 50 kDa subunit) (SNAPc 50 kDa subunit) (Proximal sequence element-binding transcription factor subunit beta) (PSE-binding factor subunit beta) (PTF subunit beta) NA

4746 RIGAFGYMECSAK gi|47606458|sp|P61586|RHOA_HUMAN Transforming protein RhoA precursor (H12) NA

4747 LKRHGKYCHLRGG gi|20454955|sp|Q14526|HIC1_HUMAN Hypermethylated in cancer 1 protein (Hic-1) (Zinc finger and BTB domain-containing protein 29)NA

4748 DYINANYIRGYDG gi|20141721|sp|P35236|PTN7_HUMAN Tyrosine-protein phosphatase non-receptor type 7 (Protein-tyrosine phosphatase LC-PTP) (Hematopoietic protein-tyrosine phosphatase) (HEPTP) NA

4749 GPGLSSYGVPASL gi|38257363|sp|O75369|FLNB_HUMAN Filamin-B (FLN-B) (Beta-filamin) (Actin-binding-like protein) (Thyroid autoantigen) (Truncated actin-binding protein) (Truncated ABP) (ABP-280 homolog) (ABP-278) (Filamin 3) (Filamin homolog 1) (Fh1) NA

4750 KLGEGTYATVFKG gi|116242704|sp|Q07002|PCTK3_HUMAN Serine/threonine-protein kinase PCTAIRE-3 (PCTAIRE-motif protein kinase 3) NA

4751 EQTQKIYNCHVLL gi|51704324|sp|Q86X76|NIT1_HUMAN Nitrilase homolog 1 NA

4752 PPLPSQYAQPSQP gi|85700443|sp|Q07157|ZO1_HUMAN Tight junction protein ZO-1 (Zonula occludens 1 protein) (Zona occludens 1 protein) (Tight junction protein 1) [PPLPSQYAQPSQP|Y|1435|Q07157|16497976|]

4753 SDFETVYQQCVRC gi|1709543|sp|P24666|PPAC_HUMAN Low molecular weight phosphotyrosine protein phosphatase (LMW-PTPase) (LMW-PTP) (Low molecular weight cytosolic acid phosphatase) (Red cell acid phosphatase 1) (Adipocyte acid phosphatase) NA

4754 ERRKSRYSDLDFE gi|12643618|sp|O60242|BAI3_HUMAN Brain-specific angiogenesis inhibitor 3 precursor NA

4755 SREQTVYYAKAFS gi|29840827|sp|O75439|MPPB_HUMAN Mitochondrial-processing peptidase subunit beta  mitochondrial precursor (Beta-MPP) (P-52) NA

4756 SENEDIYYKSMPN gi|46576868|sp|O95490|LPHN2_HUMAN Latrophilin-2 precursor (Calcium-independent alpha-latrotoxin receptor 2) (Latrophilin homolog 1) (Lectomedin-1) NA

4757 SEGPSNYDSYKKV gi|30913162|sp|Q8TEW0|PARD3_HUMAN Partitioning-defective 3 homolog (PARD-3) (PAR-3) (Atypical PKC isotype-specific-interacting protein) (ASIP) (CTCL tumor antigen se2-5) (PAR3-alpha) NA

4758 RRTLMRYVNLTSL gi|38503351|sp|Q8N1M1|BEST3_HUMAN Bestrophin-3 (Vitelliform macular dystrophy 2-like protein 3) NA

4759 VAHQPPYTQPHCS gi|116242614|sp|Q96RT1|LAP2_HUMAN Protein LAP2 (Erbb2-interacting protein) (Erbin) (Densin-180-like protein) NA

4760 GDSKVIYMARNPK gi|22096149|sp|Q9BR01|ST4A1_HUMAN Sulfotransferase 4A1 (Brain sulfotransferase-like protein) (hBR-STL) (hBR-STL-1) (Nervous system sulfotransferase) (NST) NA

4761 YTLLFAYFSSRKR gi|34098662|sp|Q92576|PHF3_HUMAN PHD finger protein 3 NA

4762 KVSYQDYEIEISD gi|127566|sp|P20591|MX1_HUMAN Interferon-induced GTP-binding protein Mx1 (Interferon-regulated resistance GTP-binding protein MxA) (Interferon-induced protein p78) (IFI-78K) NA

4763 PIAMEYYNWGRFS gi|74752543|sp|Q9GZY6|NTAL_HUMAN Linker for activation of T-cells family member 2 (Non-T-cell activation linker) (Linker for activation of B-cells) (Membrane-associated adapter molecule) (Williams-Beuren syndrome chromosome region 15 protein) NA

4764 SNGLLSYYRSKAE gi|129308|sp|P22059|OSBP1_HUMAN Oxysterol-binding protein 1 NA

4765 YQNQGIYQVPTGH gi|8134360|sp|Q14511|CASL_HUMAN Enhancer of filamentation 1 (HEF1) (CRK-associated substrate-related protein) (CAS-L) (CasL) (p105) (Protein NEDD9) (Renal carcinoma antigen NY-REN-12) NA

4766 KTVHEKYQGQAPS gi|56405328|sp|P29597|TYK2_HUMAN Non-receptor tyrosine-protein kinase TYK2 NA

4767 YKSNEDYVYVRGR gi|83305815|sp|P31629|ZEP2_HUMAN Human immunodeficiency virus type I enhancer-binding protein 2 (HIV-EP2) (MHC-binding protein 2) (MBP-2) NA

4768 GYGSGRYYDSRPG gi|1710620|sp|P98179|RBM3_HUMAN Putative RNA-binding protein 3 (RNA-binding motif protein 3) (RNPL) NA

4769 NLTQLRYLNLSST gi|20140873|sp|Q9NR97|TLR8_HUMAN Toll-like receptor 8 precursor (CD288 antigen) NA

4770 RWDPADYENVTSI gi|1351848|sp|P43681|ACHA4_HUMAN Neuronal acetylcholine receptor subunit alpha-4 precursor NA

4771 LPHGFCYIIPSNL gi|2833247|sp|Q13797|ITA9_HUMAN Integrin alpha-9 precursor (Integrin alpha-RLC) NA

4772 AYKIFLYPNAGQL gi|119628734|gb|EAX08329.1| mitochondrial intermediate peptidase  isoform CRA_b [Homo sapiens]NA

4773 SQFNTLYLRVRGD gi|21542405|sp|Q9Y375|CIA30_HUMAN Complex I intermediate-associated protein 30  mitochondrial precursor (NADH dehydrogenase [ubiquinone] 1 alpha subcomplex assembly factor 1) NA

4774 ALPRLIYLNLSNN gi|2498405|sp|Q14392|LRC32_HUMAN Leucine-rich repeat-containing protein 32 precursor (GARP protein) (Garpin) (Glycoprotein A repetitions predominant) NA

4775 LDLTYIYPNIIAM gi|42560209|sp|P60484|PTEN_HUMAN Phosphatidylinositol-3 4 5-trisphosphate 3-phosphatase and dual-specificity protein phosphatase PTEN (Phosphatase and tensin homolog) (Mutated in multiple advanced cancers 1) NA

4776 NIPGSDYINANYI gi|131469|sp|P29350|PTN6_HUMAN Tyrosine-protein phosphatase non-receptor type 6 (Protein-tyrosine phosphatase 1C) (PTP-1C) (Hematopoietic cell protein-tyrosine phosphatase) (SH-PTP1) (Protein-tyrosine phosphatase SHP-1) NA

4777 LGDEGGYINASFI gi|12643716|sp|Q12923|PTN13_HUMAN Tyrosine-protein phosphatase non-receptor type 13 (Protein-tyrosine phosphatase 1E) (PTP-E1) (hPTPE1) (PTP-BAS) (Protein-tyrosine phosphatase PTPL1) (Fas-associated protein-tyrosine phosphatase 1) (FAP-1) NA

4778 ENIKGYYIIIVPL gi|1709906|sp|P23468|PTPRD_HUMAN Receptor-type tyrosine-protein phosphatase delta precursor (Protein-tyrosine phosphatase delta) (R-PTP-delta) NA

4779 DSKHSDYINANYV gi|143811444|sp|P23470|PTPRG_HUMAN Receptor-type tyrosine-protein phosphatase gamma precursor (Protein-tyrosine phosphatase gamma) (R-PTP-gamma)NA

4780 DGKLTDYINANYV gi|400199|sp|P23471|PTPRZ_HUMAN Receptor-type tyrosine-protein phosphatase zeta precursor (R-PTP-zeta) NA

4781 IDEEDTYTMPSTR gi|3183518|sp|Q05397|FAK1_HUMAN Focal adhesion kinase 1 (FADK 1) (pp125FAK) (Protein-tyrosine kinase 2) [IDEEDTYTMPSTR|Y|407|Q05397|7529876;16254240;15247219;12960434|]

4782 EMLEGFYEEISKG gi|62512187|sp|Q9Y613|FHOD1_HUMAN FH1/FH2 domain-containing protein 1 (Formin homolog overexpressed in spleen 1) (FHOS) (Formin homology 2 domain-containing protein 1) NA

4783 PEPENDYEDVEEM gi|123557|sp|P14317|HCLS1_HUMAN Hematopoietic lineage cell-specific protein (Hematopoietic cell-specific LYN substrate 1) (LckBP1) (p75) [PEPENDYEDVEEM|Y|378|P14317|96108162;9104825|Lyn;Syk|[P07948:LYN_HUMAN,P43405:KSYK_HUMAN]]



4784 VASIEEYTEMMPA gi|547738|sp|P35568|IRS1_HUMAN Insulin receptor substrate 1 (IRS-1) NA

4785 PAAPVSYADMRTG gi|547738|sp|P35568|IRS1_HUMAN Insulin receptor substrate 1 (IRS-1) NA

4786 MADDEDYEEVVEY gi|19856971|sp|P20929|NEBU_HUMAN Nebulin NA

4787 REKDEIYGHPLFP gi|59803105|sp|Q99687|MEIS3_HUMAN Homeobox protein Meis3 (Meis1-related protein 2) NA

4788 SSQARKYVNAFSA gi|2815504|sp|P10242|MYB_HUMAN Myb proto-oncogene protein (C-myb) NA

4789 KKEYPLYINQTCH gi|116242679|sp|Q13287|NMI_HUMAN N-myc-interactor (Nmi) (N-myc and STAT interactor) NA

4790 LKGIGEYVNIRTG gi|85700389|sp|Q92620|PRP16_HUMAN Pre-mRNA-splicing factor ATP-dependent RNA helicase PRP16 (ATP-dependent RNA helicase DHX38) (DEAH box protein 38) NA

4791 KEETLAYLNIVSP gi|17380293|sp|Q9UBS8|RNF14_HUMAN E3 ubiquitin-protein ligase RNF14 (RING finger protein 14) (Androgen receptor-associated protein 54) (Triad2 protein) (HFB30) NA

4792 RKQLVIYEEISDP gi|115502458|sp|O60225|SSX5_HUMAN Protein SSX5 NA

4793 GAKEITYGNNKPV gi|115502349|sp|P10323|ACRO_HUMAN Acrosin precursor [Contains: Acrosin light chain; Acrosin heavy chain] NA

4794 PNQTRTYDPEGFK gi|68565913|sp|Q8NFP7|NUD10_HUMAN Diphosphoinositol polyphosphate phosphohydrolase 3 alpha (DIPP-3 alpha) (DIPP3 alpha) (hDIPP3alpha) (Diadenosine 5' 5'''-P1 P6-hexaphosphate hydrolase 3 alpha) (Nucleoside diphosphate-linked moiety X motif 10) (Nudix motif 10) (hAps2) NA

4795 AEPEDHYFLLTEP gi|47117647|sp|P61158|ARP3_HUMAN Actin-like protein 3 (Actin-related protein 3) NA

4796 QREQRSYVDLLVK gi|116283438|gb|AAH20918.1| Unknown (protein for IMAGE:4773801) [Homo sapiens]NA

4797 QQGDFGYCPRVYC gi|54037520|sp|P67870|CSK2B_HUMAN Casein kinase II subunit beta (CK II beta) (Phosvitin) (G5a) NA

4798 SVAGVRYFQCEPL gi|266902|sp|P30622|CLIP1_HUMAN CAP-Gly domain-containing linker protein 1 (Restin) (Cytoplasmic linker protein 170 alpha-2) (CLIP-170) (Reed-Sternberg intermediate filament-associated protein) (Cytoplasmic linker protein 1) NA

4799 IVGNEYYFRVYTE gi|6093456|sp|Q14324|MYPC2_HUMAN Myosin-binding protein C  fast-type (Fast MyBP-C) (C-protein  skeletal muscle fast isoform) NA

4800 DHLEGLYAKVNKP gi|30913163|sp|Q8TEW8|PAR3L_HUMAN Partitioning-defective 3 homolog B (PAR3-beta) (Partitioning-defective 3-like protein) (PAR3-L protein) (Amyotrophic lateral sclerosis 2 chromosome region candidate gene 19 protein) NA

4801 LSVMPQYEDILQV gi|134035014|sp|Q9P227|RHG23_HUMAN Rho GTPase-activating protein 23 (Rho-type GTPase-activating protein 23)NA

4802 VKDWDKYGLMPQV gi|145559531|sp|Q8WWQ8|STAB2_HUMAN Stabilin-2 precursor (Fasciclin  EGF-like  laminin-type EGF-like and link domain-containing scavenger receptor 2) (FEEL-2) (FAS1 EGF-like and X-link domain-containing adhesion molecule 2) (Hyaluronan receptor for endocytosis) [Contains: 190 kDa form stabilin-2 (190 kDa hyaluronan receptor for endocytosis)] NA

4803 ILSKVAYVLMASV gi|37081373|sp|Q8NGS6|O13C3_HUMAN Olfactory receptor 13C3 NA

4804 DLEPDTYCRYDSV gi|6919941|sp|Q15113|PCOC1_HUMAN Procollagen C-endopeptidase enhancer 1 precursor (Procollagen COOH-terminal proteinase enhancer 1) (Procollagen C-proteinase enhancer 1) (PCPE-1) (Type I procollagen COOH-terminal proteinase enhancer) (Type 1 procollagen C-proteinase enhancer protein) NA

4805 ILPNPLYHCLGSV gi|156151445|ref|NP_079425.3| hypothetical protein LOC80221 [Homo sapiens] NA

4806 SAPEWPYMLVGSV gi|12643301|sp|O95342|ABCBB_HUMAN Bile salt export pump (ATP-binding cassette sub-family B member 11) NA

4807 FPPCEEYLQGGYL gi|20141491|sp|P09016|HXD4_HUMAN Homeobox protein Hox-D4 (Hox-4B) (Hox-5.1) (HHO.C13) NA

4808 KTSDAPYDSADDW gi|117949358|sp|Q9BTA9|WAC_HUMAN WW domain-containing adapter protein with coiled-coil NA

4809 GTTSTSYKSLANQ gi|28202103|sp|Q9C0B5|ZDHC5_HUMAN Probable palmitoyltransferase ZDHHC5 (Zinc finger DHHC domain-containing protein 5) (DHHC-5) (Zinc finger protein 375) NA

4810 HLRKDPYANLMLQ gi|119594256|gb|EAW73850.1| FLJ36874 protein  isoform CRA_a [Homo sapiens]NA

4811 VVFLPAYENPPAW gi|73621365|sp|Q5EBL8|PDZ11_HUMAN PDZ domain-containing protein 11 [VVFLPAYENPPAW|Y|18|Q5EBL8|15592455|]

4812 DCAENMYIDMMLW gi|66347357|emb|CAI95004.1| KIAA1432 [Homo sapiens]NA

4813 NQDNCPYISNANQ gi|549136|sp|P35442|TSP2_HUMAN Thrombospondin-2 precursor NA

4814 GYDDLDYGMMSDY gi|14916543|sp|O60716|CTND1_HUMAN Catenin delta-1 (p120 catenin) (p120(ctn)) (Cadherin-associated Src substrate) (CAS) (p120(cas)) NA

4815 PFCAEDYTESLLQ gi|74735407|sp|O43663|PRC1_HUMAN Protein regulator of cytokinesis 1 NA

4816 VKEDVCYVSQDFY gi|27923737|sp|Q9GZN1|ARP6_HUMAN Actin-related protein 6 (hArp6) (hARPX) NA

4817 FLNLDYYVAVYLP gi|148612805|ref|NP_059135.2| hypothetical protein LOC54103 [Homo sapiens]NA

4818 LHNVELYEDNHMP gi|116241243|sp|Q13023|AKAP6_HUMAN A-kinase anchor protein 6 (Protein kinase A-anchoring protein 6) (PRKA6) (A-kinase anchor protein 100 kDa) (AKAP 100) (mAKAP) NA

4819 AGPSPVYVKVKSA gi|55665713|emb|CAH71105.1| novel protein [Homo sapiens]NA

4820 NYETVKYFNNERY gi|8928549|sp|O75027|ABCB7_HUMAN ATP-binding cassette sub-family B member 7  mitochondrial precursor (ATP-binding cassette transporter 7) (ABC transporter 7 protein) NA

4821 VRTDVQYKNNKSY gi|34534113|dbj|BAC86910.1| unnamed protein product [Homo sapiens]NA

4822 EEEEVAYISLYSY gi|116241332|sp|Q9BTC0|DIDO1_HUMAN Death-inducer obliterator 1 (DIO-1) (Death-associated transcription factor 1) (DATF-1) (hDido1) NA

4823 CSSKEEYQKESSA gi|50401059|sp|Q8IZK6|MCLN2_HUMAN Mucolipin-2 NA

4824 DGCPPKYAKTLYL gi|25091548|sp|Q9HCS7|XAB2_HUMAN XPA-binding protein 2 (HCNP protein) NA

4825 HYGKDAYRSGGPD gi|67550215|gb|AAY68487.1| FLJ45455-like protein [Homo sapiens]NA

4826 SDTKKSYVNGGFA gi|1352332|sp|P43005|EAA3_HUMAN Excitatory amino acid transporter 3 (Solute carrier family 1 member 1) (Sodium-dependent glutamate/aspartate transporter 3) (Excitatory amino-acid carrier 1) (Neuronal and epithelial glutamate transporter) NA

4827 ARMREDYDSVEQD gi|10720244|sp|Q9Y5S9|RBM8A_HUMAN RNA-binding protein 8A (RNA-binding motif protein 8A) (Ribonucleoprotein RBM8A) (RNA-binding protein Y14) (Binder of OVCA1-1) (BOV-1) NA

4828 ECSEEDYRPSQQD gi|125987835|sp|P05106|ITB3_HUMAN Integrin beta-3 precursor (Platelet membrane glycoprotein IIIa) (GPIIIa) (CD61 antigen) NA

4829 PAGDDGYSGANQD gi|74762240|sp|Q5T619|ZN648_HUMAN Zinc finger protein 648 NA

4830 HLTEKAYSDTPRD gi|119583324|gb|EAW62920.1| hCG1811812 [Homo sapiens]NA

4831 RESEGLYGQPGDE gi|39932727|sp|Q15057|CENB2_HUMAN Centaurin-beta 2 (Cnt-b2) [RESEGLYGQPGDE|Y|742|Q15057|15592455|]

4832 EGYKKKYQQVDEE gi|129890|sp|P09619|PGFRB_HUMAN Beta-type platelet-derived growth factor receptor precursor (PDGF-R-beta) (CD140b antigen) NA

4833 NLKMEAYVPSEEE gi|87299628|ref|NP_683692.2| hypothetical protein LOC259282 [Homo sapiens] NA

4834 GGDMFDYIMKHEE gi|90185235|sp|Q9NRH2|SNRK_HUMAN SNF-related serine/threonine-protein kinase (SNF1-related kinase) NA

4835 LAAMEGYIGVDFE gi|12643641|sp|O75899|GABR2_HUMAN Gamma-aminobutyric acid type B receptor  subunit 2 precursor (GABA-B receptor 2) (GABA-B-R2) (Gb2) (GABABR2) (G-protein coupled receptor 51) (HG20) NA



4836 QKAETLYTMGDFE gi|145572736|sp|Q96NG3|TTC25_HUMAN Tetratricopeptide repeat protein 25 (TPR repeat protein 25) NA

4837 QAAEVTYGAMAHA gi|89039216|ref|XP_942941.1| PREDICTED: similar to chondroitin sulfate proteoglycan 4 [Homo sapiens]NA

4838 DDYDLMYVNLDNE gi|1346908|sp|P26022|PTX3_HUMAN Pentraxin-related protein PTX3 precursor (Pentaxin-related protein PTX3) (Tumor necrosis factor-inducible protein TSG-14) NA

4839 LSRAELYKEPTNE gi|62900709|sp|Q9H6R4|NOL6_HUMAN Nucleolar protein 6 (Nucleolar RNA-associated protein) (Nrap) NA

4840 FLTDQSYIDVLPE gi|125484|sp|P08581|MET_HUMAN Hepatocyte growth factor receptor precursor (HGF receptor) (Scatter factor receptor) (SF receptor) (HGF/SF receptor) (Met proto-oncogene tyrosine kinase) (c-Met) NA

4841 EDSSSLYEEGNQE gi|74728222|sp|Q8IXQ4|K1704_HUMAN Uncharacterized protein KIAA1704 (Lipopolysaccharide-specific response protein 7) NA

4842 RRLCDDYDEAARE gi|24418474|sp|Q96KK3|KCNS1_HUMAN Potassium voltage-gated channel subfamily S member 1 (Delayed-rectifier K(+) channel alpha subunit 1) (Voltage-gated potassium channel subunit Kv9.1) NA

4843 <<Marker>> contol_spot NA

4844 SQESGYYDRMDYE gi|12643409|sp|P43243|MATR3_HUMAN Matrin-3 NA

4845 YRDGEEYEWKETA gi|74721539|sp|Q9Y6M7|S4A7_HUMAN Sodium bicarbonate cotransporter 3 (Sodium bicarbonate cotransporter 2) (Sodium bicarbonate cotransporter 2b) (Bicarbonate transporter) (Solute carrier family 4 member 7) NA

4846 RGKEVCYERLGCF gi|121948240|sp|Q17RR3|LIPR3_HUMAN Pancreatic lipase-related protein 3 precursor (PL-RP3) NA

4847 YAEEEMYRPHPAF gi|51702249|sp|P62955|CCG7_HUMAN Voltage-dependent calcium channel gamma-7 subunit (Neuronal voltage-gated calcium channel gamma-7 subunit) NA

4848 CVDNSEYMRNGDF gi|1709796|sp|P55036|PSD4_HUMAN 26S proteasome non-ATPase regulatory subunit 4 (26S proteasome regulatory subunit S5A) (Rpn10) (Multiubiquitin chain-binding protein) (Antisecretory factor 1) (AF) (ASF) NA

4849 KGPVEGYEENEEF gi|47606219|sp|Q9UI30|TR112_HUMAN TRM112-like protein NA

4850 NWRDDQYLDDCKP gi|28558814|sp|Q93074|MED12_HUMAN Mediator of RNA polymerase II transcription subunit 12 (Thyroid hormone receptor-associated protein complex 230 kDa component) (Trap230) (Activator-recruited cofactor 240 kDa component) (ARC240) (CAG repeat protein 45) (OPA-containing protein) (Trinucleotide repeat-containing gene 11 protein) NA

4851 PEDMPSYGVYPWL gi|2499917|sp|P78562|PHEX_HUMAN Phosphate-regulating neutral endopeptidase (Metalloendopeptidase homolog PEX) (X-linked hypophosphatemia protein) (HYP) (Vitamin D-resistant hypophosphatemic rickets protein) NA

4852 PIYEGDYHPEPLT gi|148664213|ref|NP_001091989.1| leucine rich repeat containing 43 isoform 1 [Homo sapiens]NA

4853 DLNTTEYVVGAPT gi|124951|sp|P08514|ITA2B_HUMAN Integrin alpha-IIb precursor (Platelet membrane glycoprotein IIb) (GPalpha IIb) (GPIIb) (CD41 antigen) [Contains: Integrin alpha-IIb heavy chain; Integrin alpha-IIb light chain  form 1; Integrin alpha-IIb light chain  form 2]NA

4854 GARKPHYDIWGNT gi|118572618|sp|O60266|ADCY3_HUMAN Adenylate cyclase type 3 (Adenylate cyclase type III) (ATP pyrophosphate-lyase 3) (Adenylyl cyclase 3) (AC-III) (AC3) (Adenylate cyclase  olfactive type) NA

4855 LHSDIRYESMINT gi|147742985|sp|Q5TH69|BIG3_HUMAN Brefeldin A-inhibited guanine nucleotide-exchange protein 3'NA

4856 ATPELQYKDKLDA gi|47116570|sp|Q96RP7|G3ST4_HUMAN Galactose-3-O-sulfotransferase 4 (Galbeta1-3GalNAc 3'-sulfotransferase) (Beta-galactose-3-O-sulfotransferase 4) NA

4857 DDSEIAYKYAQLA gi|77540235|gb|ABA86972.1| E1 [Human papillomavirus type 16] NA

4858 PDWKDFYVVEPLA gi|123079|sp|P06865|HEXA_HUMAN Beta-hexosaminidase alpha chain precursor (N-acetyl-beta-glucosaminidase) (Beta-N-acetylhexosaminidase) (Hexosaminidase A) NA

4859 ASVKDGYAVRAAD gi|13431554|sp|Q9NQX3|GEPH_HUMAN Gephyrin NA

4860 GRPGACYVDIPAD gi|20455027|sp|Q9UJ83|HACL1_HUMAN 2-hydroxyacyl-CoA lyase 1 (2-hydroxyphytanoyl-CoA lyase) (2-HPCL) NA

4861 ATSPGQYVLSGLQ gi|44680159|ref|NP_976224.2| rai-like protein [Homo sapiens]NA

4862 PRNNSPYEIENGV gi|1706799|sp|P02671|FIBA_HUMAN Fibrinogen alpha chain precursor [Contains: Fibrinopeptide A] NA

4863 ATERADYVALAIV gi|114152771|sp|O00468|AGRN_HUMAN Agrin precursor NA

4864 <<Marker>> contol_spot NA

4865 HSVETVYKDLCLQ gi|118573898|sp|Q6PIF2|SYCE2_HUMAN Synaptonemal complex central element protein 2 (Central element synaptonemal complex protein 1)NA

4866 LNSPDPYEKIPHV gi|23503045|sp|O95180|CAC1H_HUMAN Voltage-dependent T-type calcium channel subunit alpha-1H (Voltage-gated calcium channel subunit alpha Cav3.2) (Low-voltage-activated calcium channel alpha1 3.2 subunit)']NA

4867 QNSVPHYAEADIV gi|729008|sp|Q08345|DDR1_HUMAN Epithelial discoidin domain-containing receptor 1 precursor (Epithelial discoidin domain receptor 1) (Tyrosine kinase DDR) (Discoidin receptor tyrosine kinase) (Tyrosine-protein kinase CAK) (Cell adhesion kinase) (TRK E) (Protein-tyrosine kinase RTK 6) (HGK2) (CD167a antigen) NA

4868 PDFIDGYINLAAA gi|68067509|sp|O15294|OGT1_HUMAN UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase 110 kDa subunit (O-GlcNAc transferase subunit p110) (O-linked N-acetylglucosamine transferase 110 kDa subunit) NA

4869 PFIDLNYMVYMFQ gi|120649|sp|P04406|G3P_HUMAN Glyceraldehyde-3-phosphate dehydrogenase (GAPDH) NA

4870 QYAGYDYSQQGRF gi|74760683|sp|Q969M3|YIPF5_HUMAN Protein YIPF5 (YIP1 family member 5) (YPT-interacting protein 1 A) (Five-pass transmembrane protein localizing in the Golgi apparatus and the endoplasmic reticulum 5) (Smooth muscle cell-associated protein 5) (SMAP-5) [QYAGYDYSQQGRF|Y|44|Q969M3|15592455|]

4871 SLPNPEYYTLRYA gi|30913107|sp|Q96JJ3|ELMO2_HUMAN Engulfment and cell motility protein 2 (CED-12 homolog A) (hCED-12A) [SLPNPEYYTLRYA|Y|48|Q8BHL5|15592455|SLPNPEYYTLRYA|Y|48|Q96JJ3|15951569|]

4872 DADDAVYELNGKD gi|20981726|sp|Q08170|SFRS4_HUMAN Splicing factor  arginine/serine-rich 4 (Pre-mRNA-splicing factor SRP75) (SRP001LB) [DADDAVYELNGKD|Y|53|Q08170|15592455|]

4873 NIVFGDYTWTEFD gi|85541056|sp|Q15645|TRP13_HUMAN Thyroid receptor-interacting protein 13 (TRIP-13) (Thyroid hormone receptor interactor 13) (Human papillomavirus type 16 E1 protein-binding protein) (HPV16 E1 protein-binding protein) (16E1-BP) [NIVFGDYTWTEFD|Y|56|Q15645|15592455|]

4874 GWPSSAYGVTKIG gi|118519|sp|P16152|DHCA_HUMAN Carbonyl reductase [NADPH] 1 (NADPH-dependent carbonyl reductase 1) (Prostaglandin-E(2) 9-reductase) (Prostaglandin 9-ketoreductase) (15-hydroxyprostaglandin dehydrogenase [NADP+]) NA

4875 PSKSTVYVSNLPF gi|74760425|sp|Q8TBF4|ZCRB1_HUMAN Zinc finger CCHC-type and RNA-binding motif-containing protein 1 (U11/U12 snRNP 31 kDa protein) (U11/U12-31K) NA

4876 DAYKDKYVCFDQF gi|128997|sp|P25929|NPY1R_HUMAN Neuropeptide Y receptor type 1 (NPY1-R) NA

4877 LLSKGSYQTSHQF gi|114520607|ref|NP_940682.2| neural precursor cell expressed  developmentally down-regulated 4 isoform 2 [Homo sapiens]NA

4878 FISSFQYLIVAIA gi|30316388|sp|Q9H7F0|AT133_HUMAN Probable cation-transporting ATPase 13A3 (ATPase family homolog up-regulated in senescence cells 1)NA

4879 SSNLPKYCDNCSF gi|119628762|gb|EAX08357.1| hCG1728574 [Homo sapiens]NA

4880 FEPMELYGEHAKA gi|148699332|gb|EDL31279.1| RIKEN cDNA 6430526N21 [Mus musculus]NA

4881 LGEDSDYDKLSDM gi|89026785|ref|XP_940765.1| PREDICTED: similar to glutamate receptor  ionotropic  delta 2 (Grid2) interacting protein 1 isoform 2 [Homo sapiens] NA

4882 KGFTPYYARLGPH gi|20141580|sp|Q02978|M2OM_HUMAN Mitochondrial 2-oxoglutarate/malate carrier protein (OGCP) (Solute carrier family 25 member 11) NA

4883 AGREWYYGNVTRH gi|20532395|sp|O43639|NCK2_HUMAN Cytoplasmic protein NCK2 (NCK adaptor protein 2) (SH2/SH3 adaptor protein NCK-beta) (Nck-2) NA

4884 LCEWTDYGNTFSH gi|74758336|sp|Q6PG37|ZN790_HUMAN Zinc finger protein 790 NA

4885 <<Marker>> contol_spot NA

4886 CRNKDHYGIMMYH gi|108935853|sp|Q14149|MORC3_HUMAN MORC family CW-type zinc finger protein 3 (Zinc finger CW-type coiled-coil domain protein 3)'NA

4887 LPEKVEYVIKCDM gi|116242792|sp|P51532|SMCA4_HUMAN Probable global transcription activator SNF2L4 (ATP-dependent helicase SMARCA4) (SNF2-beta) (BRG-1 protein) (Mitotic growth and transcription activator) (Brahma protein homolog 1) (SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily A member 4) NA



4888 YLAEAGYTSRGKI gi|3023637|sp|Q14562|DHX8_HUMAN ATP-dependent RNA helicase DHX8 (DEAH box protein 8) (RNA helicase HRH1) NA

4889 LTTELIYVRKLKI gi|119609213|gb|EAW88807.1| pleckstrin homology domain containing  family G (with RhoGef domain) member 6  isoform CRA_a [Homo sapiens] NA

4890 IGKGEGYADLEYA gi|119615827|gb|EAW95421.1| hypothetical protein FLJ12998  isoform CRA_c [Homo sapiens]NA

4891 VLEEGHYPCLSAM gi|76800646|sp|Q9Y4K1|AIM1_HUMAN Absent in melanoma 1 protein NA

4892 DQEGSTYEQIPAC gi|89039180|ref|XP_942185.1| PREDICTED: similar to SH2 domain protein 2A (T cell-specific adapter protein) (TSAd) (VEGF receptor-associated protein) (SH2 domain-containing adapter protein) [Homo sapiens] NA

4893 TPSPVEYHSPGLI gi|32469743|sp|Q8N1I0|DOCK4_HUMAN Dedicator of cytokinesis protein 4 NA

4894 FPSEDFYRCGYCK gi|22002033|sp|O95260|ATE1_HUMAN Arginyl-tRNA--protein transferase 1 (R-transferase 1) (Arginyltransferase 1) (Arginine-tRNA--protein transferase 1) NA

4895 HTSMFIYKWPADK gi|18203633|sp|Q9Y5L3|ENP2_HUMAN Ectonucleoside triphosphate diphosphohydrolase 2 (NTPDase 2) (Ecto-ATPase) (CD39 antigen-like 1) NA

4896 CFDATLYIQMNEK gi|20138891|sp|O75925|PIAS1_HUMAN E3 SUMO-protein ligase PIAS1 (Protein inhibitor of activated STAT protein 1) (Gu-binding protein) (GBP) (RNA helicase II-binding protein) (DEAD/H box-binding protein 1) NA

4897 QTSEKKYHFGCEK gi|2501464|sp|O00507|USP9Y_HUMAN Probable ubiquitin carboxyl-terminal hydrolase FAF-Y (Ubiquitin thioesterase FAF-Y) (Ubiquitin-specific-processing protease FAF-Y) (Deubiquitinating enzyme FAF-Y) (Fat facets protein-related  Y-linked) (Ubiquitin-specific protease 9  Y chromosome) NA

4898 GDSPGRYEIMNFK gi|1709020|sp|P41594|MGR5_HUMAN Metabotropic glutamate receptor 5 precursor (mGluR5) NA

4899 LGSASDYIQSVFK gi|119620108|gb|EAW99702.1| hCG40738 [Homo sapiens]NA

4900 HVFEDSYRELHRK gi|73915353|sp|Q7Z6Z7|HUWE1_HUMAN E3 ubiquitin-protein ligase HUWE1 (HECT  UBA and WWE domain-containing protein 1) (URE-B1) (Mcl-1 ubiquitin ligase E3) (Mule) (ARF-binding protein 1) (ARF-BP1) NA

4901 KTADPRYELPSRK gi|41018380|sp|O96006|ZBED1_HUMAN Zinc finger BED domain-containing protein 1 (dREF homolog) (Putative Ac-like transposable element) NA

4902 LFHNPEYNKNTSK gi|6166019|sp|P20273|CD22_HUMAN B-cell receptor CD22 precursor (Sialic acid-binding Ig-like lectin 2) (Siglec-2) (Leu-14) (B-lymphocyte cell adhesion molecule) (BL-CAM) NA

4903 DNRAFGYVCGGEG gi|145559465|sp|P98082|DAB2_HUMAN Disabled homolog 2 (Differentially-expressed protein 2) (DOC-2) NA

4904 SRVNSDYETDGEG gi|12230848|sp|O95049|ZO3_HUMAN Tight junction protein ZO-3 (Zonula occludens 3 protein) (Zona occludens 3 protein) (Tight junction protein 3) NA

4905 LNHKNSYVIKTTK gi|55662050|emb|CAH73009.1| OTTHUMP00000016015 [Homo sapiens]NA

4906 <<Marker>> contol_spot NA

4907 LLLKELYVENAHL gi|118601093|sp|Q9Y2I6|NLP_HUMAN Ninein-like protein NA

4908 ADENHLYEDLFRA gi|746415|gb|AAA85819.1| I kappa BRNA

4909 VTQKADYPNIQHL gi|6226957|sp|Q13635|PTC1_HUMAN Protein patched homolog 1 (PTC1) (PTC) NA

4910 LLCESRYNESDKQ gi|73921624|sp|Q86U86|PB1_HUMAN Protein polybromo-1 (hPB1) (Polybromo-1D) (BRG1-associated factor 180) (BAF180) NA

4911 FACKLDYDEDASA gi|74762570|sp|Q8NFI4|F10A5_HUMAN Protein FAM10A5 NA

4912 ECKQDEYAKSMIL gi|74745673|sp|Q5T9G4|CF081_HUMAN Uncharacterized protein C6orf81 NA

4913 QCSVDVYKKVGSL gi|17375490|sp|Q14203|DCTN1_HUMAN Dynactin subunit 1 (150 kDa dynein-associated polypeptide) (DP-150) (DAP-150) (p150-glued) (p135) NA

4914 AVPEEIYRYSRSL gi|50400856|sp|Q14160|LAP4_HUMAN Protein LAP4 (Protein scribble homolog) (hScrib) NA

4915 HKKRPSYVVPTSL gi|116242837|sp|Q9Y2K6|UBP20_HUMAN Ubiquitin carboxyl-terminal hydrolase 20 (Ubiquitin thioesterase 20) (Ubiquitin-specific-processing protease 20) (Deubiquitinating enzyme 20) NA

4916 KESSGKYTFSAHM gi|3914237|sp|Q15363|TMED2_HUMAN Transmembrane emp24 domain-containing protein 2 precursor (Membrane protein p24A) NA

4917 LSASTDYEQSTGM gi|74732111|sp|Q96IW7|SC22A_HUMAN Vesicle-trafficking protein SEC22a (SEC22 vesicle-trafficking protein homolog A) (SEC22 vesicle-trafficking protein-like 2) NA

4918 QNQWPNYEEKPHM gi|12644018|sp|P55196|AFAD_HUMAN Afadin (Protein AF-6) NA

4919 PSSRGDYMTMQMS gi|547738|sp|P35568|IRS1_HUMAN Insulin receptor substrate 1 (IRS-1) NA

4920 QGDLKLYSLEGYG gi|3183117|sp|Q15118|PDK1_HUMAN [Pyruvate dehydrogenase [lipoamide]] kinase isozyme 1  mitochondrial precursor (Pyruvate dehydrogenase kinase isoform 1) NA

4921 QYFMTEYVATRWY gi|2499599|sp|Q13164|MK07_HUMAN Mitogen-activated protein kinase 7 (Extracellular signal-regulated kinase 5) (ERK-5) (ERK4) (BMK1 kinase) [QYFMTEYVATRWY|Y|221|Q96G51|11739740|QYFMTEYVATRWY|Y|220|Q13164|11739740|]

4922 RHVSISYDIPPTP gi|90180201|sp|Q13480|GAB1_HUMAN GRB2-associated-binding protein 1 (GRB2-associated binder 1) [RHVSISYDIPPTP|Y|307|Q13480|10734310|Met;EGFR|[P08581:MET_HUMAN,P00533:EGFR_HUMAN]RHVSISYDIPPTP|Y|307|Q9QYY0|10734310|Met;EGFR|[P08581:MET_HUMAN,P00533:EGFR_HUMAN]]

4923 RKFGDDYQVVTTS gi|1352482|sp|P48549|IRK3_HUMAN G protein-activated inward rectifier potassium channel 1 (GIRK1) (Potassium channel  inwardly rectifying subfamily J member 3) (Inward rectifier K(+) channel Kir3.1) NA

4924 RSSLKAYGNGYSS gi|114765|sp|P07550|ADRB2_HUMAN Beta-2 adrenergic receptor (Beta-2 adrenoceptor) (Beta-2 adrenoreceptor) NA

4925 DLFPMDYHCLGDN gi|1710811|sp|P34925|RYK_HUMAN Tyrosine-protein kinase RYK precursorNA

4926 DVYETDYYRKGGK gi|12644000|sp|P14616|INSRR_HUMAN Insulin receptor-related protein precursor (IRR) (IR-related receptor) [Contains: Insulin receptor-related protein alpha chain; Insulin receptor-related protein beta chain] NA

4927 <<Marker>> contol_spot NA

4928 EATATDYHTTSHP gi|114787|sp|P02730|B3AT_HUMAN Band 3 anion transport protein (Anion exchange protein 1) (AE 1) (Solute carrier family 4 member 1) (CD233 antigen) [EATATDYHTTSHP|Y|46|P02730|91152059|]

4929 EEKGGLYIVTEYM gi|729887|sp|P41240|CSK_HUMAN Tyrosine-protein kinase CSK (C-SRC kinase) (Protein-tyrosine kinase CYL) NA

4930 EIYSADYYRVQSK gi|118572711|sp|Q01973|ROR1_HUMAN Tyrosine-protein kinase transmembrane receptor ROR1 precursor (Neurotrophic tyrosine kinase  receptor-related 1) NA

4931 EPKKKKYAKEAWP gi|19863082|sp|Q12972|PP1R8_HUMAN Nuclear inhibitor of protein phosphatase 1 (NIPP-1) (Protein phosphatase 1 regulatory inhibitor subunit 8) [Includes: Activator of RNA decay (ARD-1)] [EPKKKKYAKEAWP|Y|335|Q12972|11104670|Lyn|[P07948:LYN_HUMAN]]

4932 DRKGGSYSQAASS gi|147744695|gb|ABQ51214.1| MHC class I antigen [Homo sapiens][DRKGGSYSQAASS|Y|344|P01892|92065884|]

4933 FLPVPEYINQSVP gi|2811086|sp|P00533|EGFR_HUMAN Epidermal growth factor receptor precursor (Receptor tyrosine-protein kinase ErbB-1) [FLPVPEYINQSVP|Y|1092|P00533|8845374;15302935;17081983|EGFR|[P00533:EGFR_HUMAN]]

4934 EHAQDTYLVLDKW gi|119524|sp|P19235|EPOR_HUMAN Erythropoietin receptor precursor (EPO-R) [EHAQDTYLVLDKW|Y|368|P19235|10579919|Lyn;JAK2|[P07948:LYN_HUMAN,O60674:JAK2_HUMAN]EHAQDTYLVLDKW|Y|367|P14753|16380376|]

4935 TAENPEYLGLDVP gi|119533|sp|P04626|ERBB2_HUMAN Receptor tyrosine-protein kinase erbB-2 precursor (p185erbB2) (C-erbB-2) (NEU proto-oncogene) (Tyrosine kinase-type cell surface receptor HER2) (MLN 19) (CD340 antigen) [TAENPEYLGLDVP|Y|1248|P04626|11500516;17081983|ErbB2|[P04626:ERBB2_HUMAN]]

4936 LIEDNEYTARQGA gi|125870|sp|P07947|YES_HUMAN Proto-oncogene tyrosine-protein kinase Yes (p61-Yes) (c-Yes) [LIEDNEYTARQGA|Y|416|P00523|82082387|Src|[P12931:SRC_HUMAN]LIEDNEYTARQGA|Y|420|P06241|1985196;17192257|Fyn|[P06241:FYN_HUMAN]LIEDNEYTARQGA|Y|419|P12931|6273838;11278940;7578094;11804588;15489898;17081983;17192257|Src|[P12931:SRC_HUMAN]LIEDNEYTARQGA|Y|426|P07947|9794236;16094384;17192257|Yes|[P07947:YES_HUMAN]LIEDNEYTARQGA|Y|424|Q04736|9058199|Yes|[P07947:YES_HUMAN]LIEDNEYTARQGA|Y|424|P05480|15592455|LIEDNEYTARQGA|Y|420|P39688|16339530|]

4937 IHLEKKYVRRDSG gi|547770|sp|P07333|CSF1R_HUMAN Macrophage colony-stimulating factor 1 receptor precursor (CSF-1-R) (Fms proto-oncogene) (c-fms) (CD115 antigen) [IHLEKKYVRRDSG|Y|708|P07333|N.N.|IHLEKKYVRRDSG|Y|706|P09581|2160591|CSF1R|[P07333:CSF1R_HUMAN]]

4938 NPQEGLYNELQKD gi|23830999|sp|P20963|CD3Z_HUMAN T-cell surface glycoprotein CD3 zeta chain precursor (T-cell receptor T3 zeta chain) (CD247 antigen) [NPQEGLYNELQKD|Y|111|P20963|96108162;12522270;15144186;15592455;16094384;15659558|Fyn|[P06241:FYN_HUMAN]]

4939 KIGEGTYGVVYKA gi|119609759|gb|EAW89353.1| cyclin-dependent kinase 3  isoform CRA_a [Homo sapiens] [KIGEGTYGVVYKA|Y|15|P04551|90044040|KIGEGTYGVVYKA|Y|15|P24941|1396589;7743995;15302935;15144186;15659558;17192257|KIGEGTYGVVYKA|Y|15|Q00526|17081983|KIGEGTYGVVYKA|Y|15|P97377|11509654|]



4940 HFPQFSYSASSTA gi|18027298|gb|AAL55732.1| AKT1 [Homo sapiens] NA

4941 GPKGTGYIKTELI gi|2507413|sp|P42224|STAT1_HUMAN Signal transducer and activator of transcription 1-alpha/beta (Transcription factor ISGF-3 components p91/p84) [GPKGTGYIKTELI|Y|701|P42224|7592750;15322115;11438544;10748192|Src;EGFR;JAK1;JAK2|[P12931:SRC_HUMAN,P00533:EGFR_HUMAN,P23458:JAK1_HUMAN,O60674:JAK2_HUMAN]]

4942 PMDTSVYESPYSD gi|1177044|sp|P43403|ZAP70_HUMAN Tyrosine-protein kinase ZAP-70 (70 kDa zeta-associated protein) (Syk-related tyrosine kinase) [PMDTSVYESPYSD|Y|315|P43403|11828374;7798261;12522270;15592455;16094384;10037717|ZAP70|[P43403:ZAP70_HUMAN]]

4943 GEEEHVYSFPNKQ gi|27735219|sp|P49023|PAXI_HUMAN Paxillin [GEEEHVYSFPNKQ|Y|118|P49023|7537852;11774284;7615549;15592455;15107421;16254239;16094384;15817476;15572663|FAK;Src;Brk|[Q05397:FAK1_HUMAN,P12931:SRC_HUMAN,Q13882:PTK6_HUMAN]GEEEHVYSFPNKQ|Y|118|Q8VI36|15592455|]

4944 TWDNEAYVHDAPV gi|62906858|sp|P01584|IL1B_HUMAN Interleukin-1 beta precursor (IL-1 beta) (Catabolin) NA

4945 RHRMPGYETMKNK gi|2499640|sp|Q99759|M3K3_HUMAN Mitogen-activated protein kinase kinase kinase 3 (MAPK/ERK kinase kinase 3) (MEK kinase 3) (MEKK 3) NA

4946 KGNEPEYEGDDTE gi|6685621|sp|Q9Y6R4|M3K4_HUMAN Mitogen-activated protein kinase kinase kinase 4 (MAPK/ERK kinase kinase 4) (MEK kinase 4) (MEKK 4) (MAP three kinase 1) NA

4947 NWEPPLYDSVGNH gi|1710804|sp|P38165|RTG3_YEAST Retrograde regulation protein 3 NA

4948 <<Marker>> contol_spot NA

4949 NFYPSPYENLPKP gi|586313|sp|P38128|SMP1_YEAST Transcription factor SMP1 NA

4950 KGENRGYEFVKDS gi|417110|sp|P25364|HCM1_YEAST Forkhead transcription factor HCM1 (High-copy suppressor of calmodulin protein 1) NA

4951 HTGEKPYTCPDCG gi|74757437|sp|Q6DD87|ZN787_HUMAN Zinc finger protein 787 (TTF-I-interacting peptide 20) NA

4952 APVGSVYQKTNAV gi|51316115|sp|Q9UJU6|DBNL_HUMAN Drebrin-like protein (SH3 domain-containing protein 7) (Drebrin-F) (Cervical SH3P7) (HPK1-interacting protein of 55 kDa) (HIP-55) (Cervical mucin-associated protein) [APVGSVYQKTNAV|Y|162|Q9UJU6|15592455;16094384|]

4953 NYDGKEYDPVEAR gi|60390165|sp|Q15555|MARE2_HUMAN Microtubule-associated protein RP/EB family member 2 (APC-binding protein EB2) (End-binding protein 2) (EB2) [NYDGKEYDPVEAR|Y|167|Q15555|15592455|]

4954 VPKEDIYSGGGGG gi|8134660|sp|Q13151|ROA0_HUMAN Heterogeneous nuclear ribonucleoprotein A0 (hnRNP A0) [VPKEDIYSGGGGG|Y|180|Q13151|15592455|]

4955 TGFLTEYVATRWY gi|232066|sp|P27361|MK03_HUMAN Mitogen-activated protein kinase 3 (Extracellular signal-regulated kinase 1) (ERK-1) (Insulin-stimulated MAP2 kinase) (MAP kinase 1) (MAPK 1) (p44-ERK1) (ERT2) (p44-MAPK) (Microtubule-associated protein 2 kinase) [TGFLTEYVATRWY|Y|190|P26696|92205337|TGFLTEYVATRWY|Y|204|P27361|7867743;8626767;16464493;15466476;11971971;17081983;17192257|MAP2K1;MAP2K2|[Q9UHA4:MK1I1_HUMAN,P36507:MP2K2_HUMAN]TGFLTEYVATRWY|Y|185|P63085|91184134;17242355|TGFLTEYVATRWY|Y|187|P28482|1378617;15592455;16094384;11971971;15972258;15935618;17192257|MAP2K1|[Q9UHA4:MK1I1_HUMAN]TGFLTEYVATRWY|Y|187|Q1HBJ4|17081983|TGFLTEYVATRWY|Y|205|Q63844|16186792;12032835|]

4956 HEGETAYIRVKVD gi|730773|sp|Q07955|SFRS1_HUMAN Splicing factor  arginine/serine-rich 1 (pre-mRNA-splicing factor SF2  P33 subunit) (Alternative-splicing factor 1) (ASF-1) NA

4957 ITDESPYVHYLNT gi|12643898|sp|Q9ULV4|COR1C_HUMAN Coronin-1C (Coronin-3) (hCRNN4) NA

4958 DEEEDEYSGGLC gi|3024632|sp|Q99747|SNAG_HUMAN Gamma-soluble NSF attachment protein (SNAP-gamma) (N-ethylmaleimide-sensitive factor attachment protein  gamma) [DEEEDEYSGGLC|Y|307|Q99747|15592455|]

4959 NMSGSLYEMVSRV gi|730840|sp|Q08945|SSRP1_HUMAN FACT complex subunit SSRP1 (Facilitates chromatin transcription complex subunit SSRP1) (FACT 80 kDa subunit) (FACTp80) (Chromatin-specific transcription elongation factor 80 kDa subunit) (Structure-specific recognition protein 1) (hSSRP1) (Recombination signal sequence recognition protein 1) (T160) NA

4960 NDSDPTYGQQGHP gi|74751663|sp|Q93052|LPP_HUMAN Lipoma-preferred partner (LIM domain-containing preferred translocation partner in lipoma) [NDSDPTYGQQGHP|Y|317|Q93052|15592455;16094384|]

4961 NRKSDIYVCMISY gi|1707886|sp|P31150|GDIA_HUMAN Rab GDP dissociation inhibitor alpha (Rab GDI alpha) (Guanosine diphosphate dissociation inhibitor 1) (GDI-1) (XAP-4) (Oligophrenin-2) NA

4962 KGYPGDYTKGVEI gi|131616|sp|P22102|PUR2_HUMAN Trifunctional purine biosynthetic protein adenosine-3 [Includes: Phosphoribosylamine--glycine ligase (GARS) (Glycinamide ribonucleotide synthetase) (Phosphoribosylglycinamide synthetase); Phosphoribosylformylglycinamidine cyclo-ligase (AIRS) (Phosphoribosyl-aminoimidazole synthetase) (AIR synthase); Phosphoribosylglycinamide formyltransferase (GART) (GAR transformylase) (5'-phosphoribosylglycinamide transformylase)] NA

4963 GTAEPDYGALYEG gi|130225|sp|P19174|PLCG1_HUMAN 1-phosphatidylinositol-4 5-bisphosphate phosphodiesterase gamma 1 (Phosphoinositide phospholipase C) (PLC-gamma-1) (Phospholipase C-gamma-1) (PLC-II) (PLC-148) [GTAEPDYGALYEG|Y|771|P08487|91208680|EGFR|[P00533:EGFR_HUMAN]GTAEPDYGALYEG|Y|771|P19174|1689310;1708307;8657103;12601080;15144186;15592455;16038803|Syk;Sky;EGFR;FGFR1;FGFR_group;PDGFR_group|[P43405:KSYK_HUMAN,Q06418:TYRO3_HUMAN,P00533:EGFR_HUMAN,P11362:FGFR1_HUMAN]GTAEPDYGALYEG|Y|771|Q62077|15592455|]

4964 TKHLSPYATLTVG gi|74733019|sp|Q9BSJ8|FA62A_HUMAN Protein FAM62A (Membrane-bound C2 domain-containing protein) [TKHLSPYATLTVG|Y|822|Q9BSJ8|15592455|]

4965 DADEFGYSR gi|60415926|sp|Q7KZF4|SND1_HUMAN Staphylococcal nuclease domain-containing protein 1 (p100 co-activator) (100 kDa coactivator) (EBNA2 coactivator p100) (Tudor domain-containing protein 11) [DADEFGYSR|Y|908|Q7KZF4|15592455|]

4966 RDPPDPYVSLLLL gi|74733019|sp|Q9BSJ8|FA62A_HUMAN Protein FAM62A (Membrane-bound C2 domain-containing protein) [RDPPDPYVSLLLL|Y|1009|Q9BSJ8|15592455|]

4967 PDTEEIYKLTGTG gi|122889176|emb|CAI39237.2| calmodulin regulated spectrin-associated protein 1 [Homo sapiens] NA

4968 RGADSAYYQVGQT gi|47117931|sp|Q9Y2I7|FYV1_HUMAN FYVE finger-containing phosphoinositide kinase (1-phosphatidylinositol-4-phosphate 5-kinase) (Phosphatidylinositol-3-phosphate 5-kinase type III) (PIP5K) (PtdIns(4)P-5-kinase) (PIKfyve) (p235) [RGADSAYYQVGQT|Y|1772|Q9Y2I7|15592455|]

4969 <<Marker>> contol_spot NA

4970 VATKPLYVALAQR gi|3183544|sp|P11940|PABP1_HUMAN Polyadenylate-binding protein 1 (Poly(A)-binding protein 1) (PABP 1) [VATKPLYVALAQR|Y|364|P11940|15592455|]

4971 HTGENLYKCKVCA gi|20141959|sp|Q14586|ZN267_HUMAN Zinc finger protein 267 (Zinc finger protein HZF2) [HTGENLYKCKVCA|Y|520|Q14586|15592455|]

4972 IPSAPLYEEITYS gi|110810435|sp|O60291|MGRN1_HUMAN Probable E3 ubiquitin-protein ligase MGRN1 (Mahogunin RING finger protein 1) (RING finger protein 156) [IPSAPLYEEITYS|Y|389|Q9D074|15592455|]

4973 LYEEITYSGISDG gi|110810435|sp|O60291|MGRN1_HUMAN Probable E3 ubiquitin-protein ligase MGRN1 (Mahogunin RING finger protein 1) (RING finger protein 156) [LYEEITYSGISDG|Y|394|Q9D074|15592455|]

4974 FPIPEEYTFIQNV gi|126302554|sp|Q00839|HNRPU_HUMAN Heterogeneous nuclear ribonucleoprotein U (hnRNP U) (Scaffold attachment factor A) (SAF-A) (p120) (pp120)[FPIPEEYTFIQNV|Y|472|Q00839|15592455|]

4975 ETQKSIYYITGES gi|17865718|sp|P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90) NA

4976 SHANSSYYDNLLL gi|465688|sp|P34233|ASH1_YEAST Transcriptional regulatory protein ASH1 (Daughter cells HO repressor protein) NA

4977 AGTDDDYTKVLKS gi|544474|sp|P14064|HAP4_YEAST Transcriptional activator HAP4 NA

4978 PAKKAEYTETYKK gi|547746|sp|P33417|IXR1_YEAST Intrastrand cross-link recognition protein (Structure-specific recognition protein) (SSRP) NA

4979 TLCHPEYKRISVE gi|9910692|sp|Q07928|GAT3_YEAST Protein GAT3 NA

4980 KSRDDRYAAGTFT gi|113022|sp|P21192|ACE2_YEAST Metallothionein expression activator NA

4981 SLNAPKYSSQPPP gi|3123263|sp|P48743|RFX1_YEAST RFX-like DNA-binding protein RFX1 NA

4982 VTFSFDYQKTGMD gi|90110827|sp|P17181|INAR1_HUMAN Interferon-alpha/beta receptor alpha chain precursor (IFN-alpha-REC) NA

4983 AEQAERYDDMAAC gi|52000887|sp|P63104|1433Z_HUMAN 14-3-3 protein zeta/delta (Protein kinase C inhibitor protein 1) (KCIP-1) NA

4984 TIPKEQYTIINRT gi|729833|sp|P40189|IL6RB_HUMAN Interleukin-6 receptor subunit beta precursor (IL-6R-beta) (Interleukin-6 signal transducer) (Membrane glycoprotein 130) (gp130) (Oncostatin-M receptor alpha subunit) (CD130 antigen) (CDw130) NA

4985 RPEDTFYFDPEFT gi|1730070|sp|P51812|KS6A3_HUMAN Ribosomal protein S6 kinase alpha-3 (S6K-alpha 3) (90 kDa ribosomal protein S6 kinase 3) (p90-RSK 3) (Ribosomal S6 kinase 2) (RSK-2) (pp90RSK2) (Insulin-stimulated protein kinase 1) (ISPK-1) (MAP kinase-activated protein kinase 1b) (MAPKAPK1B) NA

4986 YEDEGVYVNTYGR gi|119622212|gb|EAX01807.1| mitogen-activated protein kinase kinase kinase kinase 4  isoform CRA_c [Homo sapiens]NA

4987 IHFTDGYEIKEDI gi|90110031|sp|Q15349|KS6A2_HUMAN Ribosomal protein S6 kinase alpha-2 (S6K-alpha 2) (90 kDa ribosomal protein S6 kinase 2) (p90-RSK 2) (Ribosomal S6 kinase 3) (RSK-3) (pp90RSK3) (MAP kinase-activated protein kinase 1c) (MAPKAPK1C) NA

4988 LAVSFHYVDSTTM gi|74719147|sp|Q9NS00|C1GLT_HUMAN Glycoprotein-N-acetylgalactosamine 3-beta-galactosyltransferase 1 (Core 1 beta1 3-galactosyltransferase 1) (Core1 UDP-galactose:N-acetylgalactosamine-alpha-R beta 1 3-galactosyltransferase 1) (Core 1 beta3-Gal-T) (C1GalT1) (Beta 1 3-galactosyltransferase) (Core 1 O-glycan T-synthase) (B3Gal-T8) NA

4989 SEKQDTYLSNSSM gi|14424438|sp|P51587|BRCA2_HUMAN Breast cancer type 2 susceptibility protein (Fanconi anemia group D1 protein)NA

4990 <<Marker>> contol_spot NA

4991 ANFSEFYVELEAN gi|118572619|sp|O95622|ADCY5_HUMAN Adenylate cyclase type 5 (Adenylate cyclase type V) (ATP pyrophosphate-lyase 5) (Adenylyl cyclase 5)'NA



4992 FFCEEDYKNYKAN gi|148540038|ref|NP_001017927.2| hypothetical protein LOC130355 [Homo sapiens] NA

4993 GTHCELYKDPCAN gi|74730301|sp|Q8NFT8|DNER_HUMAN Delta and Notch-like epidermal growth factor-related receptor precursor NA

4994 ISSHEGYTQIIAN gi|119572981|gb|EAW52596.1| chromosome 1 open reading frame 192 [Homo sapiens]NA

4995 GVSKGAYAGITGN gi|119627361|gb|EAX06956.1| GC-rich promoter binding protein 1-like 1  isoform CRA_a [Homo sapiens] NA

4996 LKSSDAYKKAWGN gi|46397726|sp|P60880|SNP25_HUMAN Synaptosomal-associated protein 25 (SNAP-25) (Synaptosomal-associated 25 kDa protein) (Super protein) (SUP) NA

4997 VCEQDIYEWTKIN gi|132533|sp|P25791|RBTN2_HUMAN Rhombotin-2 (LIM domain only protein 2) (Cysteine-rich protein TTG-2) (T-cell translocation protein 2) NA

4998 CQGEVYYAKMNKN gi|34532689|dbj|BAC86505.1| unnamed protein product [Homo sapiens]NA

4999 GLHVTEYEDNLKN gi|2498342|sp|Q16134|ETFD_HUMAN Electron transfer flavoprotein-ubiquinone oxidoreductase  mitochondrial precursor (ETF-QO) (ETF-ubiquinone oxidoreductase) (ETF dehydrogenase) (Electron-transferring-flavoprotein dehydrogenase) NA

5000 LVSKGEYDWNIKN gi|74752809|sp|Q9HCR9|PDE11_HUMAN Dual 3' 5'-cyclic-AMP and -GMP phosphodiesterase 11A (cAMP and cGMP phosphodiesterase 11A) NA

5001 TISEYIYHCNAQN gi|74762601|sp|Q8TB40|ABHD4_HUMAN Abhydrolase domain-containing protein 4 (Lyso-N-acylphosphatidylethanolamine lipase) (Alpha/beta-hydrolase 4) NA

5002 DNWEELYNRYQGG gi|51704228|sp|P55786|PSA_HUMAN Puromycin-sensitive aminopeptidase (PSA)NA

5003 FNKSELYEIPVIG gi|74751727|sp|Q969S0|S35B4_HUMAN UDP-xylose and UDP-N-acetylglucosamine transporter (Solute carrier family 35 member B4) (YEA4 homolog) NA

5004 GGRASDYKSAHKG gi|17378805|sp|P02686|MBP_HUMAN Myelin basic protein (MBP) (Myelin A1 protein) (Myelin membrane encephalitogenic protein) NA

5005 INAEIIYAFINIG gi|37999831|sp|Q9Y5G1|PCDGF_HUMAN Protocadherin gamma B3 precursor (PCDH-gamma-B3) NA

5006 LSGDEFYSDVAKG gi|126253808|sp|Q8TB22|SPT20_HUMAN Spermatogenesis-associated protein 20 precursor (Sperm-specific protein 411) (Ssp411) NA

5007 EEDDSLYCISAWN gi|73621409|sp|Q8WZA1|PMGT1_HUMAN Protein O-linked-mannose beta-1 2-N-acetylglucosaminyltransferase 1 (POMGnT1) (UDP-GlcNAc:alpha-D-mannoside beta-1 2-N-acetylglucosaminyltransferase I.2) (GnT I.2) NA

5008 IEEVPNYENQDGG gi|148886692|ref|NP_001008781.2| FAT tumor suppressor homolog 3 [Homo sapiens]NA

5009 IFHKGSYLRNGWN gi|146345380|sp|Q15878|CAC1E_HUMAN Voltage-dependent R-type calcium channel subunit alpha-1E (Voltage-gated calcium channel subunit alpha Cav2.3) (Calcium channel  L type  alpha-1 polypeptide  isoform 6) (Brain calcium channel II) (BII)NA

5010 NGFKIHYESVTVN gi|38604740|sp|Q7Z407|CSMD3_HUMAN CUB and sushi domain-containing protein 3 precursor (CUB and sushi multiple domains protein 3)NA

5011 RGAELEYESLKRQ gi|13431722|sp|Q9Y4I1|MYO5A_HUMAN Myosin-Va (Dilute myosin heavy chain  non-muscle) (Myosin-12) (Myosin heavy chain 12) (Myoxin) NA

5012 WSEQRDYIDTTWN gi|12644052|sp|O15260|SURF4_HUMAN Surfeit locus protein 4 NA

5013 QASSGKYTQHGGG gi|119578137|gb|EAW57733.1| hCG21039  isoform CRA_a [Homo sapiens]NA

5014 SYNFELYVDVVYQ gi|130321|sp|P16471|PRLR_HUMAN Prolactin receptor precursor (PRL-R) NA

5015 VFSGPAYAAEAAR gi|18201966|sp|O15399|NMDE4_HUMAN Glutamate [NMDA] receptor subunit epsilon-4 precursor (N-methyl D-aspartate receptor subtype 2D) (NR2D) (NMDAR2D) (EB11) NA

5016 ANSSYPYVEIALG gi|13124361|sp|Q9UKN7|MYO15_HUMAN Myosin-XV (Unconventional myosin-15) NA

5017 DLFENAYGSSMKG gi|55665657|emb|CAH72669.1| synapse defective 1  Rho GTPase  homolog 2 (C. elegans) [Homo sapiens]NA

5018 GEEDVIYTWKALG gi|66774034|sp|Q9NQ25|SLAF7_HUMAN SLAM family member 7 precursor (CD2-like receptor activating cytotoxic cells) (CRACC) (Protein 19A) (CD2 subset 1) (Novel Ly9) (Membrane protein FOAP-12) (CD319 antigen) NA

5019 ECAQDFYHNVAER gi|56405102|sp|Q9UJ41|RABX5_HUMAN Rab5 GDP/GTP exchange factor (Rabex-5) (Rabaptin-5-associated exchange factor for Rab5) (RAP1)NA

5020 KHSNGSYSAFGER gi|119609013|gb|EAW88607.1| alpha-2-macroglobulin-like 1  isoform CRA_e [Homo sapiens]NA

5021 QPSLTYYVCPTDR gi|42516574|ref|NP_963921.1| tripartite motif-containing 41 isoform 2 [Homo sapiens] NA

5022 WDFEEKYSFEIGG gi|21759444|sp|Q9NSC7|SIA7A_HUMAN Alpha-N-acetylgalactosaminide alpha-2 6-sialyltransferase 1 (GalNAc alpha-2 6-sialyltransferase I) (ST6GalNAc I) (Sialyltransferase 7A) NA

5023 WNKKLLYEKMKGG gi|23830842|sp|P05408|7B2_HUMAN Neuroendocrine protein 7B2 precursor (Secretogranin-5) (Secretogranin V) (Secretory granule endocrine protein I) (Pituitary polypeptide) [Contains: N-terminal peptide; C-terminal peptide] NA

5024 EATDSLYVFGGFR gi|46395756|sp|Q7Z7M0|MEGF8_HUMAN Multiple epidermal growth factor-like domains 8 (EGF-like domain-containing protein 4) (Multiple EGF-like domain protein 4) NA

5025 GGYETFYSEYPEC gi|2499746|sp|Q16690|DUS5_HUMAN Dual specificity protein phosphatase 5 (Dual specificity protein phosphatase hVH3) NA

5026 FFEKPDYEYLRTL gi|18202957|sp|Q9HCP0|KC1G1_HUMAN Casein kinase I isoform gamma-1 (CKI-gamma 1) NA

5027 KACGVDYEVKAFC gi|20141238|sp|P49407|ARRB1_HUMAN Beta-arrestin-1 (Arrestin beta 1) NA

5028 LSIADHYVEVLEC gi|17372894|sp|O75718|CRTAP_HUMAN Cartilage-associated protein precursor NA

5029 RLENNYYWAASEC gi|12230989|sp|P25440|BRD2_HUMAN Bromodomain-containing protein 2 (Protein RING3) (O27.1.1) NA

5030 VKSMDGYESYGEC gi|119595261|gb|EAW74855.1| inositol polyphosphate phosphatase-like 1  isoform CRA_b [Homo sapiens]NA

5031 DLEEDPYLPGNPR gi|124174|sp|P22304|IDS_HUMAN Iduronate 2-sulfatase precursor (Alpha-L-iduronate sulfate sulfatase) (Idursulfase) [Contains: Iduronate 2-sulfatase 42 kDa chain; Iduronate 2-sulfatase 14 kDa chain] NA

5032 LDKDPIYVGGLPR gi|126363|sp|P25391|LAMA1_HUMAN Laminin subunit alpha-1 precursor (Laminin A chain)NA

5033 REREVDYDSDMPR gi|74752415|sp|Q9BX10|GTPB2_HUMAN GTP-binding protein 2 NA

5034 CRRRDYYDDFLQR gi|74751721|sp|Q969K4|ABTB1_HUMAN Ankyrin repeat and BTB/POZ domain-containing protein 1 (Elongation factor 1A-binding protein) NA

5035 LICDPGYYYTGQR gi|116241318|sp|Q7Z408|CSMD2_HUMAN CUB and sushi domain-containing protein 2 (CUB and sushi multiple domains protein 2)'NA

5036 YNPMCTYVNRGRR gi|8134696|sp|Q13275|SEM3F_HUMAN Semaphorin-3F precursor (Semaphorin IV) (Sema IV) (Sema III/F) NA

5037 DESETGYWITCCP gi|2498830|sp|P55895|RAG2_HUMAN V(D)J recombination-activating protein 2 (RAG-2) NA

5038 EIAIDDYDSSGAS gi|17366467|sp|Q14643|ITPR1_HUMAN Inositol 1 4 5-trisphosphate receptor type 1 (Type 1 inositol 1 4 5-trisphosphate receptor) (Type 1 InsP3 receptor) (IP3 receptor isoform 1) (InsP3R1) (IP3R)NA

5039 IFSFPDYFCCPAS gi|14250804|gb|AAH08872.1| ZNF672 protein [Homo sapiens]NA

5040 QVNFTGYVDEHAS gi|62287160|sp|Q9BYE9|PCDLK_HUMAN Protocadherin LKC precursor (PC-LKC) NA

5041 AFQENPYTFSPDP gi|116268127|ref|NP_689856.6| kinase non-catalytic C-lobe domain (KIND) containing 1 isoform a [Homo sapiens] NA

5042 DLIEERYKASQDP gi|83305809|sp|Q96KB5|TOPK_HUMAN T-lymphokine-activated killer cell-originated protein kinase (T-LAK cell-originated protein kinase) (PDZ-binding kinase) (Spermatogenesis-related protein kinase) (SPK) (MAPKK-like protein kinase) (Nori-3) NA

5043 RKSKGKYAYLLES gi|116242505|sp|P42261|GRIA1_HUMAN Glutamate receptor 1 precursor (GluR-1) (GluR-A) (GluR-K1) (Glutamate receptor ionotropic  AMPA 1) (AMPA-selective glutamate receptor 1) NA



5044 KGSSGGYGSGGAA gi|60390855|sp|Q8TF74|WIPF2_HUMAN WAS/WASL-interacting protein family member 2 (WIP-related protein) (WASP-interacting protein-related protein) (WIP- and CR16-homologous protein) NA

5045 DYEIDQYEEFCFS gi|544320|sp|P36888|FLT3_HUMAN FL cytokine receptor precursor (Tyrosine-protein kinase receptor FLT3) (Stem cell tyrosine kinase 1) (STK-1) (CD135 antigen) NA

5046 HGNKTGYIFVDFS gi|73620990|sp|Q9Y4C8|RBM19_HUMAN Probable RNA-binding protein 19 (RNA-binding motif protein 19) NA

5047 PPGEKPYESHDFS gi|74762546|sp|Q8NB42|ZN527_HUMAN Zinc finger protein 527 NA

5048 EQKELHYASLSFS gi|25009254|sp|O15389|SIGL5_HUMAN Sialic acid-binding Ig-like lectin 5 precursor (Siglec-5) (Obesity-binding protein 2) (OB-binding protein 2) (OB-BP2) (CD33 antigen-like 2) (CD170 antigen) NA

5049 KRQVGDYENVIPD gi|6166019|sp|P20273|CD22_HUMAN B-cell receptor CD22 precursor (Sialic acid-binding Ig-like lectin 2) (Siglec-2) (Leu-14) (B-lymphocyte cell adhesion molecule) (BL-CAM) [KRQVGDYENVIPD|Y|807|P20273|16393971|]

5050 VESITVYEEILRQ gi|23396507|sp|Q9BQT9|CSTN3_HUMAN Calsyntenin-3 precursor NA

5051 TLMGHEYMEMKNT gi|37537859|sp|Q9UJX2|CDC23_HUMAN Cell division cycle protein 23 homolog (Anaphase-promoting complex subunit 8) (APC8) (Cyclosome subunit 8) NA

5052 RIEEGTYGVVYRA gi|145559452|sp|Q9UQ88|CD2L2_HUMAN PITSLRE serine/threonine-protein kinase CDC2L2 (Galactosyltransferase-associated protein kinase p58/GTA) (Cell division cycle 2-like protein kinase 2) (CDK11)NA

5053 RAETEHYEEIEDY gi|18848311|gb|AAH24211.1| Non-SMC condensin I complex  subunit H [Homo sapiens] NA

5054 DSKFEDYLNAESR gi|67472677|sp|Q16181|SEPT7_HUMAN Septin-7 (CDC10 protein homolog) NA

5055 YENILKYVNLDAW gi|1708322|sp|P52848|NDST1_HUMAN Bifunctional heparan sulfate N-deacetylase/N-sulfotransferase 1 (Glucosaminyl N-deacetylase/N-sulfotransferase 1) (NDST-1) ([Heparan sulfate]-glucosamine N-sulfotransferase 1) (HSNST 1) (N-heparan sulfate sulfotransferase 1) (N-HSST 1) [Includes: Heparan sulfate N-deacetylase 1 ; Heparan sulfate N-sulfotransferase 1 ] NA

5056 VTTDSPYIIPQHR gi|21903442|sp|P55073|IOD3_HUMAN Type III iodothyronine deiodinase (Type-III 5' deiodinase) (DIOIII) (Type 3 DI) (5DIII)NA

5057 FCGLLFYINLADH gi|93195043|sp|Q9UKM7|MA1B1_HUMAN Endoplasmic reticulum mannosyl-oligosaccharide 1 2-alpha-mannosidase (ER alpha-1 2-mannosidase) (Mannosidase alpha class 1B member 1) (Man9GlcNAc2-specific-processing alpha-mannosidase) NA

5058 LYEANDYEEIVFL gi|17369917|sp|Q9Y3R4|NEUR2_HUMAN Sialidase-2 (Cytosolic sialidase) (N-acetyl-alpha-neuraminidase 2) NA

5059 LSPAFRYQPDPWK gi|266648|sp|P29474|NOS3_HUMAN Nitric-oxide synthase  endothelial (EC-NOS) (NOS type III) (NOSIII) (Endothelial NOS) (eNOS) (Constitutive NOS) (cNOS) NA

5060 LKEVQKYPNAELA gi|1352618|sp|Q02218|ODO1_HUMAN 2-oxoglutarate dehydrogenase E1 component  mitochondrial precursor (Alpha-ketoglutarate dehydrogenase) NA

5061 DAGCKPYMAPERI gi|24638466|sp|P46734|MP2K3_HUMAN Dual specificity mitogen-activated protein kinase kinase 3 (MAP kinase kinase 3) (MAPKK 3) (MAPK/ERK kinase 3) NA

5062 QWFREAYGAVTQT gi|3024422|sp|Q15126|PMVK_HUMAN Phosphomevalonate kinase (PMKase) NA

5063 AIAVDRYLRVKIP gi|231473|sp|P30542|AA1R_HUMAN Adenosine A1 receptor NA

5064 RPLVEFYEEIKKY gi|126302521|sp|P25098|ARBK1_HUMAN Beta-adrenergic receptor kinase 1 (Beta-ARK-1) (G-protein coupled receptor kinase 2) NA

5065 CIMAFVYLRVFRE gi|48429211|sp|P08588|ADRB1_HUMAN Beta-1 adrenergic receptor (Beta-1 adrenoceptor) (Beta-1 adrenoreceptor) NA

5066 SHLKGIYLNLAAN gi|20137430|sp|Q99467|CD180_HUMAN CD180 antigen precursor (Lymphocyte antigen 64) (Radioprotective 105 kDa protein) NA

5067 LSADSGYIIPLPD gi|129892|sp|P16234|PGFRA_HUMAN Alpha-type platelet-derived growth factor receptor precursor (PDGF-R-alpha) (CD140a antigen) [LSADSGYIIPLPD|Y|1018|P16234|7535778|PDGFR alpha|[P16234:PGFRA_HUMAN]]

5068 GIMGSDYINANYV gi|50403770|sp|Q13332|PTPRS_HUMAN Receptor-type tyrosine-protein phosphatase S precursor (R-PTP-S) (Protein-tyrosine phosphatase sigma) (R-PTP-sigma)NA

5069 EEEGADYINANYI gi|33112422|sp|Q16827|PTPRO_HUMAN Receptor-type tyrosine-protein phosphatase O precursor (Glomerular epithelial protein 1) (Protein tyrosine phosphatase U2) (PTPase U2) (PTP-U2) NA

5070 DGDSNNYINAALT gi|2499758|sp|Q92729|PTPRU_HUMAN Receptor-type tyrosine-protein phosphatase U precursor (R-PTP-U) (Protein-tyrosine phosphatase J) (PTP-J) (Pancreatic carcinoma phosphatase 2) (PCP-2) NA

5071 LMMKNEYIIPITS gi|18202506|sp|Q15413|RYR3_HUMAN Ryanodine receptor 3 (Brain-type ryanodine receptor) (RyR3) (RYR-3) (Brain ryanodine receptor-calcium release channel) NA

5072 GAVFIIYTAVLGF gi|12644225|sp|P35346|SSR5_HUMAN Somatostatin receptor type 5 (SS5R) NA

5073 GSSRPAYEEFYNC gi|74730301|sp|Q8NFT8|DNER_HUMAN Delta and Notch-like epidermal growth factor-related receptor precursor NA

5074 LQPETSYDIKMQC gi|74761309|sp|Q9BWV1|BOC_HUMAN Brother of CDO precursor (Protein BOC) NA

5075 YKDEELYDFPAPC gi|50949350|emb|CAB66586.3| hypothetical protein [Homo sapiens]NA

5076 LLYSGKYVWPSHS gi|31981922|ref|NP_666339.2| testes-specific protease 50 [Mus musculus] NA

5077 PSYCPAYGRVPHS gi|150416153|sp|Q63HR2|TENC1_HUMAN Tensin-like C1 domain-containing phosphatase (C1 domain-containing phosphatase and tensin homolog) (C1-TEN) (Tensin-2) NA

5078 YEEKFQYDIVGHS gi|126361953|gb|AAI31803.1| KIAA0564 protein [Homo sapiens]NA

5079 LEKAGKYVDEENS gi|145580615|ref|NP_075384.3| KRI1 homolog [Homo sapiens]NA

5080 VDPQGIYVISAPS gi|12229810|sp|Q9NYJ7|DLL3_HUMAN Delta-like protein 3 precursor (Drosophila Delta homolog 3) NA

5081 GAEGDVYKAPTPS gi|119621454|gb|EAX01049.1| hCG1784274 [Homo sapiens]NA

5082 IVHETGYFSALPS gi|7387592|sp|Q99612|KLF6_HUMAN Krueppel-like factor 6 (Core promoter element-binding protein) (B-cell-derived protein 1) (Proto-oncogene BCD1) (Transcription factor Zf9) (GC-rich sites-binding factor GBF) NA

5083 MLYMDHYHINPVL gi|119579245|gb|EAW58841.1| KIAA1529  isoform CRA_b [Homo sapiens]NA

5084 EEDEDCYILNVQS gi|119625689|gb|EAX05284.1| acidic repeat containing [Homo sapiens]NA

5085 QHPEGGYAIASSS gi|62286592|sp|O95352|ATG7_HUMAN Autophagy-related protein 7 (APG7-like) (Ubiquitin-activating enzyme E1-like protein) (hAGP7) NA

5086 GLDKSGYFELPTS gi|119610057|gb|EAW89651.1| hCG1987554  isoform CRA_a [Homo sapiens]NA

5087 WPAKDSYTKQYTS gi|1054776|emb|CAA62558.1| hr44 [Homo sapiens]NA

5088 CHSDGSYCQWPVS gi|93204600|sp|Q6P1M3|L2GL2_HUMAN Lethal(2) giant larvae protein homolog 2 (HGL)'NA

5089 GVETSEYAQGGVS gi|119593736|gb|EAW73330.1| parvin  beta  isoform CRA_c [Homo sapiens]NA

5090 YSETGDYGNVKVS gi|33301662|sp|Q8TDW5|SYTL5_HUMAN Synaptotagmin-like protein 5 NA

5091 LASSENYKCPGFT gi|12644377|sp|Q01954|BNC1_HUMAN Zinc finger protein basonuclin-1 NA

5092 IISEGLYAIAVVL gi|6686048|sp|Q9Y210|TRPC6_HUMAN Short transient receptor potential channel 6 (TrpC6) NA

5093 MCVDDAYVRRMAA gi|68566065|sp|P78362|SRPK2_HUMAN Serine/threonine-protein kinase SRPK2 (Serine/arginine-rich protein-specific kinase 2) (SR-protein-specific kinase 2) (SFRS protein kinase 2)NA

5094 MQANPHYARVIGT gi|74733568|sp|Q9H336|CRLD1_HUMAN Cysteine-rich secretory protein LCCL domain-containing 1 precursor (LCCL domain-containing cysteine-rich secretory protein 1) (Cysteine-rich secretory protein 10) (CRISP-10) (Trypsin inhibitor Hl) (CocoaCrisp) NA

5095 KMLDDLYEDIHWL gi|17368720|sp|Q9C0E2|XPO4_HUMAN Exportin-4 (Exp4) NA



5096 DSCRENYVRMEHT gi|51094680|gb|EAL23930.1| similar to 60S RIBOSOMAL PROTEIN L21 [Homo sapiens]NA

5097 TAGQEDYDRLRPL gi|119613432|gb|EAW93026.1| hCG20693  isoform CRA_a [Homo sapiens] [TAGQEDYDRLRPL|Y|64|P60953|14506284|Src|[P12931:SRC_HUMAN]]

5098 AEGDEIYEDLMRS gi|13124807|sp|P15498|VAV_HUMAN Proto-oncogene vav [AEGDEIYEDLMRS|Y|174|P15498|898671;10669745|Lck|[P06239:LCK_HUMAN]]

5099 DEESEDYQNSASI gi|74752543|sp|Q9GZY6|NTAL_HUMAN Linker for activation of T-cells family member 2 (Non-T-cell activation linker) (Linker for activation of B-cells) (Membrane-associated adapter molecule) (Williams-Beuren syndrome chromosome region 15 protein) [DEESEDYQNSASI|Y|193|Q9GZY6|14722116|]

5100 EDGEPDYVNGEVA gi|74752543|sp|Q9GZY6|NTAL_HUMAN Linker for activation of T-cells family member 2 (Non-T-cell activation linker) (Linker for activation of B-cells) (Membrane-associated adapter molecule) (Williams-Beuren syndrome chromosome region 15 protein) [EDGEPDYVNGEVA|Y|233|Q9GZY6|14722116|]

5101 EPPDHQYYNDFPG gi|17380299|sp|P29353|SHC1_HUMAN SHC-transforming protein 1 (SH2 domain protein C1) (Src homology 2 domain-containing-transforming protein C1) [EPPDHQYYNDFPG|Y|349|P29353|11075717;9121430;9710204;10891441;11687594;15592455;9927207|Syk;ZAP70;Src;FLT4|[P43405:KSYK_HUMAN,P43403:ZAP70_HUMAN,P12931:SRC_HUMAN,P35916:VGFR3_HUMAN]EPPDHQYYNDFPG|Y|349|P98083|15592455;14963047|Src|[P12931:SRC_HUMAN]]

5102 HAPAEMYDIMKTC gi|125472|sp|P10721|KIT_HUMAN Mast/stem cell growth factor receptor precursor (SCFR) (Proto-oncogene tyrosine-protein kinase Kit) (c-kit) (CD117 antigen) [HAPAEMYDIMKTC|Y|900|P10721|12878163|Src;Src_group|[P12931:SRC_HUMAN]]

5103 WKKYDIYEKQTKE gi|2494718|sp|P78552|I13R1_HUMAN Interleukin-13 receptor alpha-1 chain precursor (IL-13R-alpha-1) (IL-13RA-1) (CD213a1 antigen) NA

5104 ERRCKHYVELLVA gi|62901470|sp|Q9HBA0|TRPV4_HUMAN Transient receptor potential cation channel subfamily V member 4 (TrpV4) (osm-9-like TRP channel 4) (OTRPC4) (Vanilloid receptor-like channel 2) (Vanilloid receptor-like protein 2) (VRL-2) (Vanilloid receptor-related osmotically-activated channel) (VR-OAC) (Transient receptor potential protein 12) (TRP12) [ERRCKHYVELLVA|Y|253|Q9HBA0|12538589|Lyn|[P07948:LYN_HUMAN]ERRCKHYVELLVA|Y|253|Q9EPK8|12538589|Lyn|[P07948:LYN_HUMAN]]

5105 PTSAPVYQQPQQQ gi|3122342|sp|Q14847|LASP1_HUMAN LIM and SH3 domain protein 1 (LASP-1) (MLN 50) [PTSAPVYQQPQQQ|Y|171|Q14847|16094384|]

5106 RVDTPHYPRWITK gi|547803|sp|Q05655|KPCD_HUMAN Protein kinase C delta type (nPKC-delta) [RVDTPHYPRWITK|Y|565|P28867|7575560|Lyn|[P07948:LYN_HUMAN]]

5107 ALEVAEYLTPVLK gi|61212142|sp|Q9NT62|ATG3_HUMAN Autophagy-related protein 3 (APG3-like) (hApg3) (Protein PC3-96) [ALEVAEYLTPVLK|Y|18|Q9NT62|15592455|]

5108 GAMAATYSALNRN gi|1730070|sp|P51812|KS6A3_HUMAN Ribosomal protein S6 kinase alpha-3 (S6K-alpha 3) (90 kDa ribosomal protein S6 kinase 3) (p90-RSK 3) (Ribosomal S6 kinase 2) (RSK-2) (pp90RSK2) (Insulin-stimulated protein kinase 1) (ISPK-1) (MAP kinase-activated protein kinase 1b) (MAPKAPK1B) [GAMAATYSALNRN|Y|707|P51812|12601080|FGFR1|[P11362:FGFR1_HUMAN]]

5109 LDPMHNYVNTENV gi|71152057|sp|Q8WU20|FRS2_HUMAN Fibroblast growth factor receptor substrate 2 (FGFR substrate 2) (Suc1-associated neurotrophic factor target 1) (SNT-1) (FGFR-signaling adaptor SNT) [LDPMHNYVNTENV|Y|392|Q8C180|9632781|]

5110 SFNNPAYYVLEGV gi|119595261|gb|EAW74855.1| inositol polyphosphate phosphatase-like 1  isoform CRA_b [Homo sapiens][SFNNPAYYVLEGV|Y|986|O15357|12235291;12522270;15592455;17081983|Src|[P12931:SRC_HUMAN]SFNNPAYYVLEGV|Y|922|Q13577|17081983|]

5111 SLISSDYELLSDP gi|50403745|sp|P52333|JAK3_HUMAN Tyrosine-protein kinase JAK3 (Janus kinase 3) (JAK-3) (Leukocyte janus kinase) (L-JAK) [SLISSDYELLSDP|Y|785|P52333|15592455;15121872|JAK3|[P52333:JAK3_HUMAN]]

5112 EETNNDYETADGG gi|399478|sp|P31995|FCG2C_HUMAN Low affinity immunoglobulin gamma Fc region receptor II-c precursor (Fc-gamma RII-c) (FcRII-c) (IgG Fc receptor II-c) (Fc-gamma-RIIc) (CD32 antigen) (CDw32) [EETNNDYETADGG|Y|281|P12318|8756631|Fyn;Lyn;Syk;BLK|[P06241:FYN_HUMAN,P07948:LYN_HUMAN,P43405:KSYK_HUMAN,P51451:BLK_HUMAN]EETNNDYETADGG|Y|287|P31995|8756631|Syk|[P43405:KSYK_HUMAN]]

5113 GPTRKHYQPYAPP gi|115973|sp|P10747|CD28_HUMAN T-cell-specific surface glycoprotein CD28 precursor (TP44) [GPTRKHYQPYAPP|Y|206|P10747|8992971;8946678|]

5114 MAESITYAAVAR gi|74736490|sp|Q6GTX8|LAIR1_HUMAN Leukocyte-associated immunoglobulin-like receptor 1 precursor (LAIR-1) (hLAIR1) (CD305 antigen) [MAESITYAAVARH|Y|281|Q6GTX8|10764762|]

5115 FASDPKYATPQVI gi|37999491|sp|Q07912|ACK1_HUMAN Activated CDC42 kinase 1 (ACK-1) (Tyrosine kinase non-receptor protein 2) [FASDPKYATPQVI|Y|826|Q07912|12522270;17081983|FASDPKYATPQVI|Y|905|Q6ZMQ0|17081983|FASDPKYATPQVI|Y|842|O54967|14739304|]

5116 GVGGTTYEISV gi|57015419|sp|Q9ULC8|ZDHC8_HUMAN Probable palmitoyltransferase ZDHHC8 (Zinc finger DHHC domain-containing protein 8) (DHHC-8) (Zinc finger protein 378) NA

5117 KDTSTEYSEVRTQ gi|116241290|sp|P20138|CD33_HUMAN Myeloid cell surface antigen CD33 precursor (Sialic acid-binding Ig-like lectin 3) (Siglec-3) (gp67) [KDTSTEYSEVRTQ|Y|358|P20138|10887109|]

5118 LNQSSGYRYGTDP gi|125370|sp|P06241|FYN_HUMAN Proto-oncogene tyrosine-protein kinase Fyn (p59-Fyn) (Protooncogene Syn) (SLK) [LNQSSGYRYGTDP|Y|28|P06241|9425276|Fyn;PDGFR beta|[P06241:FYN_HUMAN,P09619:PGFRB_HUMAN]LNQSSGYRYGTDP|Y|28|P39688|8144681|]

5119 PTLVIAYLMMRQK gi|1718191|sp|P51452|DUS3_HUMAN Dual specificity protein phosphatase 3 (Dual specificity protein phosphatase VHR) [PTLVIAYLMMRQK|Y|138|P51452|12447358|Syk;ZAP70|[P43405:KSYK_HUMAN,P43403:ZAP70_HUMAN]]

5120 RLLHSDYMNMTPR gi|115973|sp|P10747|CD28_HUMAN T-cell-specific surface glycoprotein CD28 precursor (TP44) [RLLHSDYMNMTPR|Y|191|P10747|8992971;16094384|Lck;ITK|[P06239:LCK_HUMAN,Q08881:ITK_HUMAN]]

5121 SNESVDYRATFPE gi|125484|sp|P08581|MET_HUMAN Hepatocyte growth factor receptor precursor (HGF receptor) (Scatter factor receptor) (SF receptor) (HGF/SF receptor) (Met proto-oncogene tyrosine kinase) (c-Met) [SNESVDYRATFPE|Y|1003|P08581|11741535;17192257|SNESVDYRATFPE|Y|1001|P16056|7708691|]

5122 VKAGESYTHIQYL gi|74751027|sp|Q8N5H7|SH2D3_HUMAN SH2 domain-containing protein 3C (Novel SH2-containing protein 3) NA

5123 ASVNPEYFSAADV gi|124240|sp|P08069|IGF1R_HUMAN Insulin-like growth factor 1 receptor precursor (Insulin-like growth factor I receptor) (IGF-I receptor) (CD221 antigen) [Contains: Insulin-like growth factor 1 receptor alpha chain; Insulin-like growth factor 1 receptor beta chain] [ASVNPEYFSAADV|Y|980|P08069|8550552;8940173;7537849;7559478|IGF1R|[P08069:IGF1R_HUMAN]ASVNPEYFSAADV|Y|981|Q60751|8940173;9480911|Src;IGF1R|[P12931:SRC_HUMAN,P08069:IGF1R_HUMAN]]

5124 FLRRGEYPDYQQW gi|117461|sp|P07316|CRGB_HUMAN Gamma-crystallin B (Gamma-B crystallin) (Gamma-crystallin 1-2) [FLRRGEYPDYQQW|Y|63|P07316|12060738|]

5125 NPATDDYAVPPPR gi|17366642|sp|Q99704|DOK1_HUMAN Docking protein 1 (Downstream of tyrosine kinase 1) (p62(dok)) (pp62) [NPATDDYAVPPPR|Y|409|Q99704|12087092;10688886;15592455;16094384|NPATDDYAVPPPR|Y|408|P97465|15592455|]

5126 RARVANYQRDGPM gi|115702|sp|P04040|CATA_HUMAN Catalase [RARVANYQRDGPM|Y|386|P04040|12777400|Abl;Abl2|[P00519:ABL1_HUMAN,P42684:ABL2_HUMAN]RARVANYQRDGPM|Y|386|P24270|12950161|]

5127 Triple Flaq contol_spot NA

5128 pY contol_spot NA

5129 pY contol_spot NA

5130 Triple Flaq contol_spot NA

5131 pY contol_spot NA

5132 pY contol_spot NA

5133 EEEGENYQKGERG gi|134461|sp|P05060|SCG1_HUMAN Secretogranin-1 precursor (Secretogranin I) (SgI) (Chromogranin-B) (CgB) [Contains: GAWK peptide; CCB peptide] NA

5134 IGNHASYYKDALR gi|20978558|sp|Q9UNM6|PSD13_HUMAN 26S proteasome non-ATPase regulatory subunit 13 (26S proteasome regulatory subunit S11) (26S proteasome regulatory subunit p40.5) NA

5135 YDNLEDYHSLPQH gi|131573277|gb|ABO33171.1| Rho GTPase-activating protein [Homo sapiens]NA

5136 ATREPPYRVPRDD gi|12643409|sp|P43243|MATR3_HUMAN Matrin-3 NA

5137 EAAYDPYAYPSDY gi|23396631|sp|Q9Y262|IF3I_HUMAN Eukaryotic translation initiation factor 3 subunit 6-interacting protein NA

5138 TDEYQLYEDIGKG gi|12643413|sp|Q13554|KCC2B_HUMAN Calcium/calmodulin-dependent protein kinase type II beta chain (CaM-kinase II beta chain) (CaM kinase II subunit beta) (CaMK-II subunit beta) NA

5139 LLPNHSYVFRVRA gi|13638154|sp|P16144|ITB4_HUMAN Integrin beta-4 precursor (GP150) (CD104 antigen)NA

5140 KPGMFGYGRVPFA gi|118573317|sp|Q6UY14|ATL4_HUMAN ADAMTS-like protein 4 precursor (ADAMTSL-4) (Thrombospondin repeat-containing protein 1) NA

5141 SGQNNRYSPKKEK gi|50403806|sp|Q9ULJ8|NEB1_HUMAN Neurabin-1 (Neurabin-I) (Neural tissue-specific F-actin-binding protein I) (Protein phosphatase 1 regulatory subunit 9A)'NA

5142 PKQTSAYNISNSS gi|93140549|sp|Q9UIW2|PLXA1_HUMAN Plexin-A1 precursor (Semaphorin receptor NOV)NA

5143 RGPPRNYQQNYQN gi|54040031|sp|P67809|YBOX1_HUMAN Nuclease sensitive element-binding protein 1 (Y-box-binding protein 1) (Y-box transcription factor) (YB-1) (CCAAT-binding transcription factor I subunit A) (CBF-A) (Enhancer factor I subunit A) (EFI-A) (DNA-binding protein B) (DBPB) NA

5144 GPTPASYTTASTP gi|20981729|sp|Q15654|TRIP6_HUMAN Thyroid receptor-interacting protein 6 (TRIP-6) (OPA-interacting protein 1) (Zyxin-related protein 1) (ZRP-1) NA

5145 QMPEPRYVVSMGS gi|90110040|sp|O75251|NDUS7_HUMAN NADH dehydrogenase [ubiquinone] iron-sulfur protein 7  mitochondrial precursor (NADH-ubiquinone oxidoreductase 20 kDa subunit) (Complex I-20kD) (CI-20kD) (PSST subunit) NA

5146 FQKFSAYQKSEQQ gi|23822155|sp|Q9BX26|SYCP2_HUMAN Synaptonemal complex protein 2 (SCP-2) (Synaptonemal complex lateral element protein) (hsSCP2) NA

5147 ADGEDAYAMKRDL gi|728880|sp|P41227|ARD1H_HUMAN N-terminal acetyltransferase complex ARD1 subunit homolog A NA



5148 KAFSRGYQLSQHQ gi|34925661|sp|Q9NQX6|ZN331_HUMAN Zinc finger protein 331 (Zinc finger protein 463) (C2H2-like zinc finger protein rearranged in thyroid adenomas) NA

5149 LQKLPFYDLLDEL gi|20138891|sp|O75925|PIAS1_HUMAN E3 SUMO-protein ligase PIAS1 (Protein inhibitor of activated STAT protein 1) (Gu-binding protein) (GBP) (RNA helicase II-binding protein) (DEAD/H box-binding protein 1) NA

5150 GRNQGGYDRYSGG gi|1710620|sp|P98179|RBM3_HUMAN Putative RNA-binding protein 3 (RNA-binding motif protein 3) (RNPL) NA

5151 PEEDEEYYRKQLS gi|85700443|sp|Q07157|ZO1_HUMAN Tight junction protein ZO-1 (Zonula occludens 1 protein) (Zona occludens 1 protein) (Tight junction protein 1) NA

5152 GLKLGIYADVGNK gi|113499|sp|P06280|AGAL_HUMAN Alpha-galactosidase A precursor (Melibiase) (Alpha-D-galactoside galactohydrolase) (Alpha-D-galactosidase A) (Agalsidase alfa) NA

5153 QADSCPYGTMYLS gi|68565585|sp|Q6UUV9|CRTC1_HUMAN CREB-regulated transcription coactivator 1 (Transducer of regulated cAMP response element-binding protein 1) (Transducer of CREB protein 1) (Mucoepidermoid carcinoma translocated protein 1) NA

5154 IVHLINYQDDAEL gi|130257|sp|P14923|PLAK_HUMAN Junction plakoglobin (Desmoplakin-3) (Desmoplakin III) (Catenin gamma)NA

5155 TSTRQTYFLPVIG gi|20532406|sp|P17980|PRS6A_HUMAN 26S protease regulatory subunit 6A (Proteasome 26S subunit ATPase 3) (Tat-binding protein 1) (TBP-1) (Proteasome subunit P50) NA

5156 SVSPTRYELIVDK gi|90110033|sp|Q16363|LAMA4_HUMAN Laminin subunit alpha-4 precursorNA

5157 HPEIVGYSVPGRN gi|56404535|sp|Q6XZF7|DNMBP_HUMAN Dynamin-binding protein (Scaffold protein Tuba) NA

5158 VYENKKYLYLVLE gi|116241272|sp|Q8IWQ3|BRSK2_HUMAN BR serine/threonine-protein kinase 2 (Serine/threonine-protein kinase 29) (Serine/threonine kinase SAD-A) NA

5159 AQGEGPYSSLVSC gi|13638154|sp|P16144|ITB4_HUMAN Integrin beta-4 precursor (GP150) (CD104 antigen)[AQGEGPYSSLVSC|Y|1207|P16144|15951569|]

5160 NRRFSSYSQMENW gi|20138951|sp|Q13835|PKP1_HUMAN Plakophilin-1 (Band-6 protein) (B6P) NA

5161 QSWFDEYNDFDFG gi|1706135|sp|P54108|CRIS3_HUMAN Cysteine-rich secretory protein 3 precursor (CRISP-3) (SGP28 protein) NA

5162 EDEDEEYEYMNRR gi|119534|sp|P21860|ERBB3_HUMAN Receptor tyrosine-protein kinase erbB-3 precursor (c-erbB3) (Tyrosine kinase-type cell surface receptor HER3) NA

5163 QKHPDIYAVPIKT gi|13634076|sp|Q9UDY2|ZO2_HUMAN Tight junction protein ZO-2 (Zonula occludens 2 protein) (Zona occludens 2 protein) (Tight junction protein 2) [QKHPDIYAVPIKT|Y|1118|Q9UDY2|16497976|]

5164 LQHQQLYYSQDDS gi|20139104|sp|Q99569|PKP4_HUMAN Plakophilin-4 (p0071) NA

5165 APARLEYYENARK gi|4504733|ref|NP_003595.1| insulin receptor substrate 4 [Homo sapiens] NA

5166 KVYLTGYNFTLAD gi|17378996|sp|O43324|MCA3_HUMAN Eukaryotic translation elongation factor 1 epsilon-1 (Multisynthetase complex auxiliary component p18) (Elongation factor p18) NA

5167 IKGERGYTGSAGE gi|143811380|sp|Q07092|COGA1_HUMAN Collagen alpha-1(XVI) chain precursor'NA

5168 HGSEEAYIDPIAM gi|74752543|sp|Q9GZY6|NTAL_HUMAN Linker for activation of T-cells family member 2 (Non-T-cell activation linker) (Linker for activation of B-cells) (Membrane-associated adapter molecule) (Williams-Beuren syndrome chromosome region 15 protein) NA

5169 HNFRPCYLRVCKV gi|18206225|sp|O94761|RECQ4_HUMAN ATP-dependent DNA helicase Q4 (RecQ protein-like 4) (RecQ4) (RTS) NA

5170 PLTEASYVNLPTI gi|125969|sp|P08865|RSSA_HUMAN 40S ribosomal protein SA (p40) (34/67 kDa laminin receptor) (Colon carcinoma laminin-binding protein) (NEM/1CHD4) (Multidrug resistance-associated protein MGr1-Ag) [PLTEASYVNLPTI|Y|139|P08865|15592455|PLTEASYVNLPTI|Y|139|P14206|15592455|]

5171 FLRFDHYLNPYYK gi|3929376|sp|Q12872|SFRS8_HUMAN Splicing factor  arginine/serine-rich 8 (Suppressor of white apricot protein homolog) NA

5172 LSNSPNYEEITKW gi|22096235|sp|Q9UBB9|TFP11_HUMAN Tuftelin-interacting protein 11 NA

5173 YLTESGYVNLQRV gi|30173484|sp|Q9H0D6|XRN2_HUMAN 5'-3' exoribonuclease 2 (DHM1-like protein) (DHP protein) NA

5174 ISPDDKYIYVADI gi|6174935|sp|Q15165|PON2_HUMAN Serum paraoxonase/arylesterase 2 (PON 2) (Serum aryldialkylphosphatase 2) (A-esterase 2) (Aromatic esterase 2)NA

5175 VLGRDLYPNLAEE gi|117424|sp|P23508|CRCM_HUMAN Colorectal mutant cancer protein (Protein MCC) NA

5176 RRGERVYVNISHP gi|549088|sp|Q06643|TNFC_HUMAN Lymphotoxin-beta (LT-beta) (Tumor necrosis factor C) (TNF-C) (Tumor necrosis factor ligand superfamily member 3) NA

5177 SLKLSEYPNVEEL gi|34395525|sp|Q9NZN5|ARHGC_HUMAN Rho guanine nucleotide exchange factor 12 (Leukemia-associated RhoGEF) NA

5178 EYLSSIYEEIEGK gi|146329988|sp|Q9Y6D5|BIG2_HUMAN Brefeldin A-inhibited guanine nucleotide-exchange protein 2 (Brefeldin A-inhibited GEP 2) NA

5179 TQEQEVYQVPPSV gi|8134360|sp|Q14511|CASL_HUMAN Enhancer of filamentation 1 (HEF1) (CRK-associated substrate-related protein) (CAS-L) (CasL) (p105) (Protein NEDD9) (Renal carcinoma antigen NY-REN-12) NA

5180 SDGMFKYEEIVLE gi|2497506|sp|Q92796|DLG3_HUMAN Disks large homolog 3 (Synapse-associated protein 102) (SAP102) (Neuroendocrine-DLG) (XLMR) NA

5181 GDVLGFYINLPED gi|32141382|sp|Q9UBL3|ASH2L_HUMAN Set1/Ash2 histone methyltransferase complex subunit ASH2 (ASH2-like protein) NA

5182 SKKHHPYQPDPKM gi|12585199|sp|O00257|CBX4_HUMAN E3 SUMO-protein ligase CBX4 (Chromobox protein homolog 4) (Polycomb 2 homolog) (Pc2) (hPc2) NA

5183 STLEEVYGSVAKV gi|116241339|sp|Q07864|DPOE1_HUMAN DNA polymerase epsilon  catalytic subunit A (DNA polymerase II subunit A)'NA

5184 FSPPHPYINPYMD gi|116242494|sp|P10071|GLI3_HUMAN Zinc finger protein GLI3NA

5185 MSSLYYANALFS gi|123255|sp|P09629|HXB7_HUMAN Homeobox protein Hox-B7 (Hox-2C) (HHO.C1)NA

5186 QSVPVVYTAVRSP gi|91771555|sp|Q9Y4X4|KLF12_HUMAN Krueppel-like factor 12 (Transcriptional repressor AP-2rep) NA

5187 HTSFRGYIIPKDT gi|117205|sp|P20813|CP2B6_HUMAN Cytochrome P450 2B6 (CYPIIB6) (P450 IIB1) NA

5188 RDRATFYLNVLQQ gi|13124090|sp|Q9UBF2|COPG2_HUMAN Coatomer subunit gamma-2 (Gamma-2 coat protein) (Gamma-2 COP) NA

5189 AYMLEVYGSLPAF gi|12643412|sp|Q01650|LAT1_HUMAN Large neutral amino acids transporter small subunit 1 (L-type amino acid transporter 1) (4F2 light chain) (4F2 LC) (4F2LC) (CD98 light chain) (Integral membrane protein E16) (hLAT1) NA

5190 VPSGSPYPNPSFL gi|6093462|sp|O75694|NU155_HUMAN Nuclear pore complex protein Nup155 (Nucleoporin Nup155) (155 kDa nucleoporin) NA

5191 FSITASYANLLIG gi|6226404|sp|O94956|SO2B1_HUMAN Solute carrier organic anion transporter family member 2B1 (Solute carrier family 21 member 9) (Organic anion transporter B) (OATP-B) (Organic anion transporter polypeptide-related protein 2) (OATP-RP2) (OATPRP2) NA

5192 MEKVKVYLRVRPL gi|6225915|sp|O95235|KI20A_HUMAN Kinesin-like protein KIF20A (Rabkinesin-6) (Rab6-interacting kinesin-like protein) (GG10_2) NA

5193 AIESLNYSVYTTK gi|549081|sp|P35590|TIE1_HUMAN Tyrosine-protein kinase receptor Tie-1 precursor NA

5194 RVKCVRYWPDDTE gi|117949771|sp|O14522|PTPRT_HUMAN Receptor-type tyrosine-protein phosphatase T precursor (R-PTP-T) (RPTP-rho) NA

5195 LPPPPEYELAPSK gi|55977848|sp|Q12849|GRSF1_HUMAN G-rich sequence factor 1 (GRSF-1)NA

5196 GCVAQLYISLALG gi|38372794|sp|Q8NGZ4|OR2G3_HUMAN Olfactory receptor 2G3 (Olfactory receptor OR1-33) NA

5197 GLSMGNYIGLINR gi|125527|sp|P19525|E2AK2_HUMAN Interferon-induced  double-stranded RNA-activated protein kinase (Interferon-inducible RNA-dependent protein kinase) (Eukaryotic translation initiation factor 2-alpha kinase 2) (eIF-2A protein kinase 2) (Protein kinase RNA-activated) (PKR) (p68 kinase) (P1/eIF-2A protein kinase) [GLSMGNYIGLINR|Y|101|P19525|16373505|]

5198 LFTIARYMELRGY gi|41018482|sp|Q9P217|ZSWM5_HUMAN Zinc finger SWIM domain-containing protein 5 NA

5199 H4:17 contol_spot NA



5200 H8:17 contol_spot NA

5201 QVDETKYPSTCNV gi|18202928|sp|Q9GZN6|S6A16_HUMAN Orphan sodium- and chloride-dependent neurotransmitter transporter NTT5 (Solute carrier family 6 member 16) NA

5202 DGEDEYYKSLSPV gi|126302572|sp|Q8WXR4|MYO3B_HUMAN Myosin-IIIBNA

5203 FRENLIYTYIGPV gi|13431674|sp|O00159|MYO1C_HUMAN Myosin-Ic (Myosin I beta) (MMI-beta) (MMIb) NA

5204 SCSTPLYDQGGPV gi|1346900|sp|P28562|DUS1_HUMAN Dual specificity protein phosphatase 1 (MAP kinase phosphatase 1) (MKP-1) (Protein-tyrosine phosphatase CL100) (Dual specificity protein phosphatase hVH1) NA

5205 AEAEKQYEDSCRV gi|12643392|sp|O75110|ATP9A_HUMAN Probable phospholipid-transporting ATPase IIA (ATPase class II type 9A) (ATPase IIA) NA

5206 GFYRTTYTENGRV gi|125987789|sp|Q07075|AMPE_HUMAN Glutamyl aminopeptidase (EAP) (Aminopeptidase A) (APA) (Differentiation antigen gp160) (CD249 antigen) NA

5207 VVKSDDYALPAYV gi|176657|gb|AAA35408.1| cytochrome c oxidase subunit IV (COXIV) pseudogene (E.C. 1.9.3.1)NA

5208 CPVKPSYLNILED gi|450277|gb|AAA60120.1| pericentriol material 1NA

5209 LDEEVEYDMDEED gi|116241271|sp|P55201|BRPF1_HUMAN Peregrin (Bromodomain and PHD finger-containing protein 1) (BR140 protein) NA

5210 ERENTSYDVTTLQ gi|126723390|ref|NP_597732.1| ankyrin repeat domain 24 [Homo sapiens]NA

5211 ESEDPNYYQYNMQ gi|45709285|gb|AAH67859.1| GTF2IRD2 protein [Homo sapiens]NA

5212 FERDEEYLMDCDW gi|148806872|ref|NP_055646.1| lupus brain antigen 1 [Homo sapiens]NA

5213 PPDSPGYFDGHVW gi|50401180|sp|Q9NWW6|NRK1_HUMAN Nicotinamide riboside kinase 1 NA

5214 VFIDEAYVEVAAY gi|145559533|sp|Q6P1X5|TAF2_HUMAN Transcription initiation factor TFIID subunit 2 (Transcription initiation factor TFIID 150 kDa subunit) (TBP-associated factor 150 kDa) (TAFII-150) (TAFII150) (150 kDa cofactor of initiator function)NA

5215 FADDLGYGDLGCY gi|114221|sp|P15289|ARSA_HUMAN Arylsulfatase A precursor (ASA) (Cerebroside-sulfatase) [Contains: Arylsulfatase A component B; Arylsulfatase A component C] NA

5216 HVDFNSYVQSPAY gi|33516903|sp|Q9NP62|GCM1_HUMAN Chorion-specific transcription factor GCMa (Glial cells missing homolog 1) (GCM motif protein 1) (hGCMa) NA

5217 PMMNSSYHSNPAY gi|3024154|sp|Q92794|MYST3_HUMAN Histone acetyltransferase MYST3 (MYST protein 3) (MOZ  YBF2/SAS3  SAS2 and TIP60 protein 3) (Runt-related transcription factor-binding protein 2) (Monocytic leukemia zinc finger protein) (Zinc finger protein 220) NA

5218 YIEEVDYLGKKAY gi|126031792|gb|AAI31495.1| FLJ32682 protein [Homo sapiens]NA

5219 DPANVDYEDLFLY gi|74732160|sp|Q96JZ2|HSH2D_HUMAN Hematopoietic SH2 domain-containing protein (Hematopoietic SH2 protein) (Adaptor in lymphocytes of unknown function X) NA

5220 IAWEETYRTIGLY gi|20140763|sp|Q9BZW5|TM6S1_HUMAN Transmembrane 6 superfamily member 1 NA

5221 RANKSDYCNLPLY gi|73620825|sp|Q8TD84|DSCL1_HUMAN Down syndrome cell adhesion molecule-like protein 1 precursor (Down syndrome cell adhesion molecule 2)NA

5222 TNESGYYLDISLY gi|118601083|sp|Q13085|COA1_HUMAN Acetyl-CoA carboxylase 1 (ACC-alpha) [Includes: Biotin carboxylase ] NA

5223 FGRSGSYNDFGNY gi|133254|sp|P09651|ROA1_HUMAN Heterogeneous nuclear ribonucleoprotein A1 (Helix-destabilizing protein) (Single-strand RNA-binding protein) (hnRNP core protein A1)NA

5224 SRYMELYTHVYNY gi|19863257|sp|Q13616|CUL1_HUMAN Cullin-1 (CUL-1) NA

5225 WDFNDKYHSQWCQ gi|81901863|sp|Q8VCI0|LAML1_MOUSE LAMA-like protein 1 precursor NA

5226 HFVEATYKNPELD gi|150421594|sp|Q8IWA4|MFN1_HUMAN Mitofusin-1 (Transmembrane GTPase MFN1) (Fzo homolog)NA

5227 VSRIPDYLWMGLD gi|1352387|sp|P48449|ERG7_HUMAN Lanosterol synthase (Oxidosqualene--lanosterol cyclase) (2 3-epoxysqualene--lanosterol cyclase) (OSC) NA

5228 CYLKDAYDNVTLD gi|119364639|sp|O43272|PROD_HUMAN Proline oxidase  mitochondrial precursor (Proline dehydrogenase) (Proline oxidase 2) (P53-induced gene 6 protein) NA

5229 LKIKPEYVSGLMD gi|88911290|sp|P49917|DNL4_HUMAN DNA ligase 4 (DNA ligase IV) (Polydeoxyribonucleotide synthase [ATP] 4) NA

5230 SDELPAYVGINEA gi|74734682|sp|Q9NWY4|CD027_HUMAN Uncharacterized protein C4orf27 NA

5231 RRSKDMYHASKSA gi|147744602|sp|Q8N5A5|ZGPAT_HUMAN Zinc finger CCCH-type with G patch domain-containing protein (Zinc finger CCCH domain-containing protein 9) (G patch domain-containing protein 6) NA

5232 LFRLEPYADPYYD gi|28273142|dbj|BAC56934.1| FLJ00419 protein [Homo sapiens] NA

5233 REVEVEYSTVASP gi|126302534|sp|Q9UGN4|CM35H_HUMAN CMRF35-H antigen precursor (CMRF35-H9) (CMRF-35-H9) (CD300a antigen) (Inhibitory receptor protein 60) (IRp60) (IRC1/IRC2) (NK inhibitory receptor) NA

5234 GEYADEYVYTRAE gi|94730407|sp|Q9QYX7|PCLO_MOUSE Protein piccolo (Aczonin) (Multidomain presynaptic cytomatrix protein) (Brain-derived HLMN protein)NA

5235 CIPCEPYEYLADE gi|76803803|sp|Q14832|MGR3_HUMAN Metabotropic glutamate receptor 3 precursor (mGluR3) NA

5236 HWSVESYSDFWAE gi|119618879|gb|EAW98473.1| acetoacetyl-CoA synthetase  isoform CRA_a [Homo sapiens]NA

5237 VIFWSLYVDGEWG gi|73620825|sp|Q8TD84|DSCL1_HUMAN Down syndrome cell adhesion molecule-like protein 1 precursor (Down syndrome cell adhesion molecule 2)NA

5238 GLFKGTYGSHGLE gi|146345419|sp|Q5XUX0|FBX31_HUMAN F-box only protein 31 NA

5239 DWDDDKYYGTSLE gi|123829|sp|P04438|HV2H_HUMAN Ig heavy chain V-II region SESS precursorNA

5240 DPANCDYVIVSGA gi|134037158|sp|P13994|CC130_HUMAN Coiled-coil domain-containing protein 130 (9 kDa protein) NA

5241 SKSCCIYVNNSGA gi|134048550|gb|AAI04020.2| FLJ32214 protein [Homo sapiens]NA

5242 EEGEVIYTDWKME gi|74759634|sp|Q8IWG1|WDR63_HUMAN WD repeat protein 63 (Testis development protein NYD-SP29) NA

5243 <<Marker>> contol_spot NA

5244 VCEPEDYVVVSTE gi|23831360|sp|P31939|PUR9_HUMAN Bifunctional purine biosynthesis protein PURH [Includes: Phosphoribosylaminoimidazolecarboxamide formyltransferase (5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase) (AICAR transformylase); IMP cyclohydrolase (Inosinicase) (IMP synthetase) (ATIC)] NA

5245 GKEDDIYLMVIWE gi|119590507|gb|EAW70101.1| WD repeat domain 64  isoform CRA_a [Homo sapiens]NA

5246 SHVDDEYRWAGVE gi|73621060|sp|Q96G21|IMP4_HUMAN U3 small nucleolar ribonucleoprotein protein IMP4 (U3 snoRNP protein IMP4) (Brix domain-containing protein 4) NA

5247 DGKNGFYINGGYE gi|119598482|gb|EAW78076.1| ATPase type 13A5  isoform CRA_a [Homo sapiens]NA

5248 HHEAEYYVAAVYE gi|1168695|sp|P43251|BTD_HUMAN Biotinidase precursorNA

5249 PIGEFTYKSSCAF gi|126180|sp|P16581|LYAM2_HUMAN E-selectin precursor (Endothelial leukocyte adhesion molecule 1) (ELAM-1) (Leukocyte-endothelial cell adhesion molecule 2) (LECAM2) (CD62E antigen) NA

5250 AREKEHYCLADLA gi|20140092|sp|Q92552|RT27_HUMAN Mitochondrial 28S ribosomal protein S27 (S27mt) (MRP-S27)'NA

5251 GTCGPRYSNLTKA gi|6226213|sp|O75949|TMM28_HUMAN Transmembrane protein 28 (TED protein) NA



5252 LDEEGLYCNSCLA gi|34098678|sp|Q96NE9|FRMD6_HUMAN FERM domain-containing protein 6 (Willin) NA

5253 MKTYDTYVGIGWL gi|85681942|sp|O95302|FKBP9_HUMAN FK506-binding protein 9 precursor (Peptidyl-prolyl cis-trans isomerase) (PPIase) (Rotamase) NA

5254 EFYESAYFIVLIP gi|34098465|sp|Q86UP2|KTN1_HUMAN Kinectin (Kinesin receptor) (CG-1 antigen) NA

5255 IHDETSYKGKKIP gi|14424438|sp|P51587|BRCA2_HUMAN Breast cancer type 2 susceptibility protein (Fanconi anemia group D1 protein)NA

5256 ILDSDNYSPIPVT gi|24418685|sp|Q9Y2D4|SC15B_HUMAN Exocyst complex component Sec15BNA

5257 VYESFLYKQVYWT gi|119605860|gb|EAW85454.1| FLYWCH-type zinc finger 1  isoform CRA_d [Homo sapiens]NA

5258 FKRELLYEDVFAV gi|145566943|sp|O43147|RUTB1_HUMAN RUN and TBC1 domain-containing protein 1'NA

5259 HNAMDNYECNLYT gi|7657265|ref|NP_056137.1| fem-1 homolog b [Homo sapiens] NA

5260 PVEVDKYGNIDAV gi|121082|sp|P23378|GCSP_HUMAN Glycine dehydrogenase [decarboxylating]  mitochondrial precursor (Glycine decarboxylase) (Glycine cleavage system P-protein) NA

5261 RRDCKDYVSIFVC gi|17380347|sp|Q9P2S5|WDR8_HUMAN WD repeat protein 8 NA

5262 AESSFKYESGLFV gi|71152412|sp|Q96LT7|CI072_HUMAN Uncharacterized protein C9orf72 NA

5263 KMRAYDYMCMGFV gi|119592606|gb|EAW72200.1| leukocyte receptor cluster (LRC) member 4  isoform CRA_b [Homo sapiens]NA

5264 <<Marker>> contol_spot NA

5265 SFCANVYVDTGFV gi|1171882|sp|P46721|SO1A2_HUMAN Solute carrier organic anion transporter family member 1A2 (Solute carrier family 21 member 3) (Sodium-independent organic anion transporter) (Organic anion-transporting polypeptide 1) (OATP1) (OATP-A) NA

5266 WTDGSHYDNTGFV gi|50401129|sp|Q96NW7|LRRC7_HUMAN Leucine-rich repeat-containing protein 7 (Protein LAP1) (Densin-180) NA

5267 EDEFDAYIIVSFV gi|116242787|sp|Q15393|SF3B3_HUMAN Splicing factor 3B subunit 3 (Spliceosome-associated protein 130) (SAP 130) (SF3b130) (Pre-mRNA-splicing factor SF3b 130 kDa subunit) (STAF130) NA

5268 KGQETYYTAAQFV gi|119599761|gb|EAW79355.1| hCG40656  isoform CRA_a [Homo sapiens]NA

5269 EIGEGAYGKVFKA gi|266423|sp|Q00534|CDK6_HUMAN Cell division protein kinase 6 (Serine/threonine-protein kinase PLSTIRE) [EIGEGAYGKVFKA|Y|24|Q00534|15592455|]

5270 NRFSGWYDADLSP gi|130348|sp|P18669|PGAM1_HUMAN Phosphoglycerate mutase 1 (Phosphoglycerate mutase isozyme B) (PGAM-B) (BPG-dependent PGAM 1) [NRFSGWYDADLSP|Y|26|Q9DBJ1|15592455|]

5271 PARNLTYFGVVHG gi|74761551|sp|Q9H977|WDR54_HUMAN WD repeat protein 54 [PARNLTYFGVVHG|Y|33|Q9H977|15592455|]

5272 STGFQPYCLVVRK gi|13124058|sp|P57764|GSDC1_HUMAN Gasdermin domain-containing protein 1 [STGFQPYCLVVRK|Y|37|P57764|15592455|]

5273 AADSAPYDWFGDF gi|153945761|ref|NP_055508.3| endothelin converting enzyme 2 isoform A [Homo sapiens][AADSAPYDWFGDF|Y|39|Q9BRZ8|15592455|]

5274 ERTINLYPLTNYT gi|74735411|sp|O43809|CPSF5_HUMAN Cleavage and polyadenylation specificity factor 5 (Cleavage and polyadenylation specificity factor 25 kDa subunit) (CPSF 25 kDa subunit) (Pre-mRNA cleavage factor Im 25 kDa subunit) (Nucleoside diphosphate-linked moiety X motif 21) (Nudix motif 21) NA

5275 ISYEGQYIWNMLF gi|24212102|sp|P59045|NAL11_HUMAN NACHT  LRR and PYD domains-containing protein 11 (PYRIN-containing APAF1-like protein 6) (Nucleotide-binding oligomerization domain protein 17) NA

5276 SPEELTYLIEALF gi|124894|sp|P10745|IRBP_HUMAN Interphotoreceptor retinoid-binding protein precursor (IRBP) (Interstitial retinol-binding protein) NA

5277 EMVESGYVCEGDH gi|41688795|sp|Q9H4A3|WNK1_HUMAN Serine/threonine-protein kinase WNK1 (Protein kinase with no lysine 1) (Protein kinase  lysine-deficient 1) (Kinase deficient protein) (Erythrocyte 65 kDa protein) (p65) NA

5278 AENEKQYVVEPNF gi|74739159|sp|Q6UXI7|VITRN_HUMAN Vitrin precursor NA

5279 FLSCQDYGDCEDM gi|113418117|ref|XP_001126128.1| PREDICTED: similar to notch homolog 5 [Homo sapiens]NA

5280 LDHKTLYYDTDPF gi|30923328|sp|Q92993|TIP60_HUMAN Histone acetyltransferase HTATIP (60 kDa Tat interactive protein) (Tip60) (HIV-1 Tat interactive protein) (cPLA(2)-interacting protein) NA

5281 RPCAEDYFNFMGH gi|74756634|sp|Q5THR3|DJBP_HUMAN DJ-1-binding protein (CAP-binding protein complex-interacting protein 1) NA

5282 IHDSDLYAESVYL gi|129874|sp|P02775|SCYB7_HUMAN Platelet basic protein precursor (PBP) (Small inducible cytokine B7) (CXCL7) (Leukocyte-derived growth factor) (LDGF) (Macrophage-derived growth factor) (MDGF) [Contains: Connective tissue-activating peptide III (CTAP-III) (Low-affinity platelet factor IV) (LA-PF4); TC-2; Connective tissue-activating peptide III(1-81) (CTAP-III(1-81)); Beta-thromboglobulin (Beta-TG); Neutrophil-activating peptide 2(74) (NAP-2(74)); Neutrophil-activating peptide 2(73) (NAP-2(73)); Neutrophil-activating peptide 2 (NAP-2); TC-1; Neutrophil-activating peptide 2(1-66) (NAP-2(1-66)); Neutrophil-activating peptide 2(1-63) (NAP-2(1-63))] NA

5283 AQSRNSYVEAEIH gi|90185285|sp|Q9Y3M8|STA13_HUMAN StAR-related lipid transfer protein 13 (StARD13) (START domain-containing protein 13) (46H23.2) (Deleted in liver cancer protein 2) (Rho GTPase-activating protein) NA

5284 LLAFEHYVNHRKH gi|135705|sp|P10827|THA_HUMAN Thyroid hormone receptor alpha (C-erbA-alpha) (c-erbA-1) (EAR-7) (EAR7) NA

5285 <<Marker>> contol_spot NA

5286 IIFHENYSSPGLH gi|119625974|gb|EAX05569.1| transmembrane protease  serine 11B [Homo sapiens]NA

5287 PTYKDDYRAWDLH gi|119619491|gb|EAW99085.1| hypothetical protein DKFZp666G057 [Homo sapiens]NA

5288 GHSWDKYGFTSVP gi|27151703|sp|Q9UPU3|SORC3_HUMAN VPS10 domain-containing receptor SorCS3 precursor NA

5289 SIMDTIYICITVP gi|38258180|sp|Q8NGX2|O2T35_HUMAN Olfactory receptor 2T35 (Olfactory receptor OR1-66) NA

5290 SHCCSRYLCMGAM gi|47117811|sp|O43609|SPY1_HUMAN Sprouty homolog 1 (Spry-1) NA

5291 TKTEEPYFAPCII gi|56204404|emb|CAI20938.1| solute carrier family 9  member 11 [Homo sapiens] NA

5292 GKRKVQYESSEPA gi|116241277|sp|P19022|CADH2_HUMAN Cadherin-2 precursor (Neural-cadherin) (N-cadherin) (CD325 antigen) (CDw325) NA

5293 CDEVSKYEKLAKI gi|68067660|sp|P50750|CDK9_HUMAN Cell division protein kinase 9 (Cyclin-dependent kinase 9) (Serine/threonine-protein kinase PITALRE) (C-2K) (Cell division cycle 2-like protein kinase 4) NA

5294 EIREKYYYAVYDM gi|126366|sp|P07942|LAMB1_HUMAN Laminin subunit beta-1 precursor (Laminin B1 chain) NA

5295 EKSFPTYKDLDFM gi|78099088|sp|O60331|PI51C_HUMAN Phosphatidylinositol-4-phosphate 5-kinase type-1 gamma (Phosphatidylinositol-4-phosphate 5-kinase type I gamma) (PtdIns(4)P-5-kinase gamma) (PtdInsPKIgamma) (PIP5KIgamma) NA

5296 INETINYEDPCAK gi|90110720|sp|O60518|RNBP6_HUMAN Ran-binding protein 6 (RanBP6) NA

5297 NDEEMSYDNNPYI gi|85687376|sp|P20908|CO5A1_HUMAN Collagen alpha-1(V) chain precursor NA

5298 GQPDFSYKRSNCK gi|61216828|sp|Q96HF1|SFRP2_HUMAN Secreted frizzled-related protein 2 precursor (sFRP-2) (Secreted apoptosis-related protein 1) (SARP-1) (Frizzled-related protein 2) (FRP-2) NA

5299 EVESTEYVNRQFM gi|2498733|sp|Q14444|CAPR1_HUMAN Caprin-1 (Cytoplasmic activation- and proliferation-associated protein 1) (GPI-anchored membrane protein 1) (GPI-anchored protein p137) (p137GPI) (Membrane component chromosome 11 surface marker 1) NA

5300 HLMNPEYVPKPCC gi|115076|sp|P22004|BMP6_HUMAN Bone morphogenetic protein 6 precursor (BMP-6) NA

5301 SWHNIDYIDNTCC gi|119598285|gb|EAW77879.1| myosin IXA  isoform CRA_a [Homo sapiens]NA

5302 TTYNTLYEILTEQ gi|32171483|sp|Q8NFP9|NBEA_HUMAN Protein neurobeachin (Lysosomal-trafficking regulator 2) (Protein BCL8B) NA

5303 RGNSDGYIIPINK gi|46576868|sp|O95490|LPHN2_HUMAN Latrophilin-2 precursor (Calcium-independent alpha-latrotoxin receptor 2) (Latrophilin homolog 1) (Lectomedin-1) NA



5304 CGEGFSYVKIPNK gi|57013082|sp|Q8IZX4|TAF1L_HUMAN Transcription initiation factor TFIID 210 kDa subunit (TBP-associated factor 210 kDa) (TAF(II)210) (TBP-associated factor 1-like) NA

5305 AGEPGKYDSMARK gi|68840003|sp|Q14993|COJA1_HUMAN Collagen alpha-1(XIX) chain precursor (Collagen alpha-1(Y) chain) NA

5306 <<Marker>> contol_spot NA

5307 GKAMELYHTAPFL gi|119606705|gb|EAW86299.1| hCG1774325  isoform CRA_a [Homo sapiens]NA

5308 TPRDLDYSRVSFM gi|119579320|gb|EAW58916.1| nuclear receptor subfamily 4  group A  member 3  isoform CRA_b [Homo sapiens]NA

5309 ATPMDAYLRKLGL gi|118572680|sp|Q01804|OTUD4_HUMAN OTU domain-containing protein 4 (HIV-1-induced protein HIN-1) NA

5310 ELFNEKYGEALGL gi|21263630|sp|Q9UHL9|GT2D1_HUMAN General transcription factor II-I repeat domain-containing protein 1 (GTF2I repeat domain-containing protein 1) (Muscle TFII-I repeat domain-containing protein 1) (General transcription factor III) (Slow-muscle-fiber enhancer-binding protein) (USE B1-binding protein) (MusTRD1/BEN) (Williams-Beuren syndrome chromosome region 11 protein) NA

5311 GSCNPGYVLAQGL gi|85700961|sp|Q9C0B6|FAM5B_HUMAN Protein FAM5B precursor (BMP/retinoic acid-inducible neural-specific protein 2) (DBCCR1-like protein 2) NA

5312 YEIEFIYAISPGL gi|74705746|sp|O60502|NCOAT_HUMAN Bifunctional protein NCOAT (Nuclear cytoplasmic O-GlcNAcase and acetyltransferase) (Meningioma-expressed antigen 5) [Includes: Beta-hexosaminidase (N-acetyl-beta-glucosaminidase) (Beta-N-acetylhexosaminidase) (Hexosaminidase C) (N-acetyl-beta-D-glucosaminidase) (O-GlcNAcase); Histone acetyltransferase (HAT)] NA

5313 GGYSFKYETVPNL gi|124274|sp|P05111|INHA_HUMAN Inhibin alpha chain precursor NA

5314 HHHSKGYIDINPL gi|119580040|gb|EAW59636.1| hCG41097 [Homo sapiens]NA

5315 FESFVDYVAVEQL gi|2501460|sp|Q93009|UBP7_HUMAN Ubiquitin carboxyl-terminal hydrolase 7 (Ubiquitin thioesterase 7) (Ubiquitin-specific-processing protease 7) (Deubiquitinating enzyme 7) (Herpesvirus-associated ubiquitin-specific protease) NA

5316 ERNNLSYDCIGRL gi|1708239|sp|Q01581|HMCS1_HUMAN Hydroxymethylglutaryl-CoA synthase  cytoplasmic (HMG-CoA synthase) (3-hydroxy-3-methylglutaryl coenzyme A synthase) NA

5317 SPYPEEYARLGRL gi|68565854|sp|O95251|MYST2_HUMAN Histone acetyltransferase MYST2 (MYST protein 2) (MOZ  YBF2/SAS3  SAS2 and TIP60 protein 2) (Histone acetyltransferase binding to ORC1) NA

5318 RKWREQYSDPTRL gi|1731427|sp|Q03172|ZEP1_MOUSE Zinc finger protein 40 (Transcription factor alphaA-CRYBP1) (Alpha A-crystallin-binding protein I) (Alpha A-CRYBP1) NA

5319 DAEDVIYVNWLNM gi|20532389|sp|Q9NY33|DPP3_HUMAN Dipeptidyl-peptidase 3 (Dipeptidyl-peptidase III) (DPP III) (Dipeptidyl aminopeptidase III) (Dipeptidyl arylamidase III) NA

5320 DIDETEYHADGGK gi|119533|sp|P04626|ERBB2_HUMAN Receptor tyrosine-protein kinase erbB-2 precursor (p185erbB2) (C-erbB-2) (NEU proto-oncogene) (Tyrosine kinase-type cell surface receptor HER2) (MLN 19) (CD340 antigen) [DIDETEYHADGGK|Y|877|P04626|15695410|DIDETEYHADGGK|Y|878|P70424|14647453|]

5321 NSSDPTYTSSLGG gi|19860819|sp|P54760|EPHB4_HUMAN Ephrin type-B receptor 4 precursor (Tyrosine-protein kinase receptor HTK) (Tyrosine-protein kinase TYRO11) NA

5322 PAFDNLYYWDQDP gi|119533|sp|P04626|ERBB2_HUMAN Receptor tyrosine-protein kinase erbB-2 precursor (p185erbB2) (C-erbB-2) (NEU proto-oncogene) (Tyrosine kinase-type cell surface receptor HER2) (MLN 19) (CD340 antigen) [PAFDNLYYWDQDP|Y|1221|P04626|11500516|ErbB2|[P04626:ERBB2_HUMAN]]

5323 AVLMERYRLDNDL gi|70907264|gb|AAZ15257.1| DNA binding protein [Human adenovirus B]NA

5324 PKSPGEYVNIEFG gi|547738|sp|P35568|IRS1_HUMAN Insulin receptor substrate 1 (IRS-1) [PKSPGEYVNIEFG|Y|896|P35568|11259577|PKSPGEYVNIEFG|Y|895|P35570|7504175;8530377|InsR;IGF1R|[P06213:INSR_HUMAN,P08069:IGF1R_HUMAN]]

5325 VYSTDYYRLFNPS gi|134035335|sp|Q16288|NTRK3_HUMAN NT-3 growth factor receptor precursor (Neurotrophic tyrosine kinase receptor type 3) (TrkC tyrosine kinase) (GP145-TrkC) (Trk-C) NA

5326 YEDENLYEGLNLD gi|547896|sp|P11912|CD79A_HUMAN B-cell antigen receptor complex-associated protein alpha-chain precursor (Ig-alpha) (MB-1 membrane glycoprotein) (Surface IgM-associated protein) (Membrane-bound immunoglobulin-associated protein) (CD79a antigen) [YEDENLYEGLNLD|Y|188|P11912|9531288|Lyn|[P07948:LYN_HUMAN]]

5327 <<Marker>> contol_spot NA

5328 YIDPFTYEDPNEA gi|119615430|gb|EAW95024.1| EPH receptor B2  isoform CRA_c [Homo sapiens][YIDPFTYEDPNEA|Y|610|P54763|8622893;10572014;9233798;9632142|EphB2|[P29323:EPHB2_HUMAN]YIDPFTYEDPNEA|Y|614|P54753|9674711|EphB3|[P54753:EPHB3_HUMAN]YIDPFTYEDPNEA|Y|600|P54762|15951569|]

5329 YVDLQAYEDPAQG gi|47117832|sp|P21709|EPHA1_HUMAN Ephrin type-A receptor 1 precursor (Tyrosine-protein kinase receptor EPH) NA

5330 YVLDDEYTSSVGS gi|547759|sp|Q06187|BTK_HUMAN Tyrosine-protein kinase BTK (Bruton tyrosine kinase) (Agammaglobulinaemia tyrosine kinase) (ATK) (B cell progenitor kinase) (BPK) [YVLDDEYTSSVGS|Y|551|Q06187|8630736|Lyn;BTK|[P07948:LYN_HUMAN,Q06187:BTK_HUMAN]]

5331 DIYRASYYRRGDR gi|143811416|sp|P29376|LTK_HUMAN Leukocyte tyrosine kinase receptor precursor (Protein tyrosine kinase 1) NA

5332 IMHDSNYVSKGST gi|129892|sp|P16234|PGFRA_HUMAN Alpha-type platelet-derived growth factor receptor precursor (PDGF-R-alpha) (CD140a antigen) NA

5333 APESLAYNKFSIK gi|85681908|sp|P00519|ABL1_HUMAN Proto-oncogene tyrosine-protein kinase ABL1 (p150) (c-ABL) (Abelson murine leukemia viral oncogene homolog 1) NA

5334 IYKNPDYVRKGDT gi|143811474|sp|P17948|VGFR1_HUMAN Vascular endothelial growth factor receptor 1 precursor (VEGFR-1) (Vascular permeability factor receptor) (Tyrosine-protein kinase receptor FLT) (Flt-1) (Tyrosine-protein kinase FRT) (Fms-like tyrosine kinase 1) NA

5335 IYSGDYYRQGRIA gi|10720097|sp|Q12866|MERTK_HUMAN Proto-oncogene tyrosine-protein kinase MER precursor (C-mer) (Receptor tyrosine kinase MerTK) [IYSGDYYRQGRIA|Y|754|Q12866|8702477|Mer|[Q12866:MERTK_HUMAN]]

5336 KIGEGTYGTVFKA gi|4033704|sp|Q00535|CDK5_HUMAN Cell division protein kinase 5 (Cyclin-dependent kinase 5) (Tau protein kinase II catalytic subunit) (TPKII catalytic subunit) (Serine/threonine-protein kinase PSSALRE) [KIGEGTYGTVFKA|Y|15|Q00535|14757045;9038181|Abl|[P00519:ABL1_HUMAN]KIGEGTYGTVFKA|Y|15|P49615|10896159;12372285|]

5337 KLWLKPYVDLQAY gi|47117832|sp|P21709|EPHA1_HUMAN Ephrin type-A receptor 1 precursor (Tyrosine-protein kinase receptor EPH) NA

5338 SGDRSGYSSPGSP gi|13124806|sp|P10636|TAU_HUMAN Microtubule-associated protein tau (Neurofibrillary tangle protein) (Paired helical filament-tau) (PHF-tau) NA

5339 SDSTNEYMDMKPG gi|125472|sp|P10721|KIT_HUMAN Mast/stem cell growth factor receptor precursor (SCFR) (Proto-oncogene tyrosine-protein kinase Kit) (c-kit) (CD117 antigen) [SDSTNEYMDMKPG|Y|721|P10721|N.N.;9038210|]

5340 LTSNQEYLDLSMP gi|120046|sp|P11362|FGFR1_HUMAN Basic fibroblast growth factor receptor 1 precursor (FGFR-1) (bFGF-R) (Fms-like tyrosine kinase 2) (c-fgr) (CD331 antigen) [LTSNQEYLDLSMP|Y|766|P11362|9880324;8622701|FGFR1|[P11362:FGFR1_HUMAN]]

5341 TSTEPQYQPGENL gi|125711|sp|P12931|SRC_HUMAN Proto-oncogene tyrosine-protein kinase Src (p60-Src) (c-Src) (pp60c-src) [TSTEPQYQPGENL|Y|527|P00523|86151652|TSTEPQYQPGENL|Y|530|P12931|3103926;12468645;12387813|Csk|[P41240:CSK_HUMAN]]

5342 DEPEGDYEEVLEP gi|123557|sp|P14317|HCLS1_HUMAN Hematopoietic lineage cell-specific protein (Hematopoietic cell-specific LYN substrate 1) (LckBP1) (p75) [DEPEGDYEEVLEP|Y|397|P14317|96108162;9183008;9104825|Lyn;Syk;Fgr|[P07948:LYN_HUMAN,P43405:KSYK_HUMAN,P09769:FGR_HUMAN]]

5343 YDVSRMYVDPSEI gi|143811440|sp|P16885|PLCG2_HUMAN 1-phosphatidylinositol-4 5-bisphosphate phosphodiesterase gamma 2 (Phosphoinositide phospholipase C) (PLC-gamma-2) (Phospholipase C-gamma-2) (PLC-IV)[YDVSRMYVDPSEI|Y|759|P24135|11507089;11606584;12181444|BTK|[Q06187:BTK_HUMAN]YDVSRMYVDPSEI|Y|759|P16885|11507089;11606584;12181444;14656219|Fyn;Lck;Lyn;Src;BTK|[P06241:FYN_HUMAN,P06239:LCK_HUMAN,P07948:LYN_HUMAN,P12931:SRC_HUMAN,Q06187:BTK_HUMAN]YDVSRMYVDPSEI|Y|759|Q8CIH5|15509800|]

5344 TLNEDSYKDSTLI gi|1345593|sp|Q04917|1433F_HUMAN 14-3-3 protein eta (Protein AS1) NA

5345 KMQQNGYENPTYK gi|112927|sp|P05067|A4_HUMAN Amyloid beta A4 protein precursor (APP) (ABPP) (Alzheimer disease amyloid protein) (Cerebral vascular amyloid peptide) (CVAP) (Protease nexin-II) (PN-II) (APPI) (PreA4) [Contains: Soluble APP-alpha (S-APP-alpha); Soluble APP-beta (S-APP-beta); C99; Beta-amyloid protein 42 (Beta-APP42); Beta-amyloid protein 40 (Beta-APP40); C83; P3(42); P3(40); Gamma-CTF(59) (Gamma-secretase C-terminal fragment 59) (Amyloid intracellular domain 59) (AID(59)) (AICD-59); Gamma-CTF(57) (Gamma-secretase C-terminal fragment 57) (Amyloid intracellular domain 57) (AID(57)) (AICD-57); Gamma-CTF(50) (Gamma-secretase C-terminal fragment 50) (Amyloid intracellular domain 50) (AID(50)) (AICD-50); C31] [KMQQNGYENPTYK|Y|757|P05067|11279131|KMQQNGYENPTYK|Y|757|P12023|11877420|]

5346 LLNWIGYVNSGFN gi|114765|sp|P07550|ADRB2_HUMAN Beta-2 adrenergic receptor (Beta-2 adrenoceptor) (Beta-2 adrenoreceptor) NA

5347 TNTEGGYTCMCAGXX gi|119226|sp|P01133|EGF_HUMAN Pro-epidermal growth factor precursor (EGF) [Contains: Epidermal growth factor (Urogastrone)] NA

5348 <<Marker>> contol_spot NA

5349 CIVENEYGSINHT gi|120046|sp|P11362|FGFR1_HUMAN Basic fibroblast growth factor receptor 1 precursor (FGFR-1) (bFGF-R) (Fms-like tyrosine kinase 2) (c-fgr) (CD331 antigen) NA

5350 GPDGTPYVTVLKT gi|120050|sp|P22607|FGFR3_HUMAN Fibroblast growth factor receptor 3 precursor (FGFR-3) (CD333 antigen) NA

5351 NYDGKDYDPVAAR gi|20138589|sp|Q15691|MARE1_HUMAN Microtubule-associated protein RP/EB family member 1 (APC-binding protein EB1) (End-binding protein 1) (EB1) [NYDGKDYDPVAAR|Y|124|Q15691|15592455|]

5352 LINKKCYEMASHL gi|130979|sp|P07737|PROF1_HUMAN Profilin-1 (Profilin I) [LINKKCYEMASHL|Y|129|P07737|15592455|]

5353 IKWSNIYEDNGDD gi|74751065|sp|Q8N6N3|CA052_HUMAN Uncharacterized protein C1orf52 (BCL10-associated gene protein) [IKWSNIYEDNGDD|Y|132|Q8N6N3|15592455|]

5354 ELQANCYEEVKDR gi|116848|sp|P23528|COF1_HUMAN Cofilin-1 (Cofilin  non-muscle isoform) (18 kDa phosphoprotein) (p18) [ELQANCYEEVKDR|Y|140|P23528|15592455|ELQANCYEEVKDR|Y|140|P18760|15592455|]

5355 RVITNQYNNPAGL gi|20178312|sp|O00151|PDLI1_HUMAN PDZ and LIM domain protein 1 (Elfin) (LIM domain protein CLP-36) (C-terminal LIM domain protein 1) [RVITNQYNNPAGL|Y|144|O00151|15592455|]



5356 CSVCPDYDLCSVC gi|74735628|sp|Q13501|SQSTM_HUMAN Sequestosome-1 (Phosphotyrosine-independent ligand for the Lck SH2 domain of 62 kDa) (Ubiquitin-binding protein p62) (EBI3-associated protein of 60 kDa) (p60) (EBIAP) [CSVCPDYDLCSVC|Y|148|Q13501|15592455|]

5357 VERADGYEPPVQE gi|47117764|sp|P61247|RS3A_HUMAN 40S ribosomal protein S3a [VERADGYEPPVQE|Y|256|P61247|15592455|]

5358 LYPNTPYAYTFWT gi|113984|sp|P27695|APEX1_HUMAN DNA-(apurinic or apyrimidinic site) lyase (AP endonuclease 1) (APEX nuclease) (APEN) (Protein REF-1) NA

5359 YSNTRAYYFVKFK gi|68565218|sp|Q8N884|CF150_HUMAN Uncharacterized protein C6orf150 NA

5360 HSGEKPYGCVECG gi|10720410|sp|P17028|ZNF24_HUMAN Zinc finger protein 24 (Zinc finger protein 191) (Zinc finger protein KOX17) (Retinoic acid suppression protein A) (RSG-A) (Zinc finger and SCAN domain-containing protein 3) NA

5361 FKQAEEYLSFAFE gi|85681034|sp|Q5JVF3|PCID2_HUMAN PCI domain-containing protein 2 (CSN12-like protein) NA

5362 DIRKDLYANTVLS gi|89276723|gb|ABD66582.1| beta-actin [Homo sapiens][DIRKDLYANTVLS|Y|294|P60709|15592455|]

5363 DTYLGKYWAIKLA gi|9988062|sp|P50990|TCPQ_HUMAN T-complex protein 1 subunit theta (TCP-1-theta) (CCT-theta) (Renal carcinoma antigen NY-REN-15) NA

5364 TATEPQYQPGENL gi|125870|sp|P07947|YES_HUMAN Proto-oncogene tyrosine-protein kinase Yes (p61-Yes) (c-Yes) [TATEPQYQPGENL|Y|531|P06241|1985196|Csk|[P41240:CSK_HUMAN]TATEPQYQPGENL|Y|537|P07947|7690925|TATEPQYQPGENL|Y|531|P39688|16339530|]

5365 YMEDSTYYKASKG gi|3183518|sp|Q05397|FAK1_HUMAN Focal adhesion kinase 1 (FADK 1) (pp125FAK) (Protein-tyrosine kinase 2) [YMEDSTYYKASKG|Y|614|P34152|15592455;17242355|YMEDSTYYKASKG|Y|576|Q05397|7529876;17192257|FAK|[Q05397:FAK1_HUMAN]]

5366 APPPVFYNKPPEI gi|2498313|sp|Q16643|DREB_HUMAN Drebrin (Developmentally-regulated brain protein) [APPPVFYNKPPEI|Y|622|Q16643|15592455|]

5367 RTTDGVYEGVAIG gi|116241237|sp|P53396|ACLY_HUMAN ATP-citrate synthase (ATP-citrate (pro-S-)-lyase) (Citrate cleavage enzyme) [RTTDGVYEGVAIG|Y|682|P53396|16464493|RTTDGVYEGVAIG|Y|672|Q91V92|15592455|]

5368 KDTETVYSEVRKA gi|129747|sp|P16284|PECA1_HUMAN Platelet endothelial cell adhesion molecule precursor (PECAM-1) (EndoCAM) (GPIIA') (CD31 antigen) [KDTETVYSEVRKA|Y|713|P16284|15592455|]

5369 <<Marker>> contol_spot NA

5370 KLVDGCYSFWQAG gi|1346696|sp|P49356|PFTB_HUMAN Protein farnesyltransferase subunit beta (CAAX farnesyltransferase subunit beta) (RAS proteins prenyltransferase beta) (FTase-beta) [KLVDGCYSFWQAG|Y|300|P49356|15592455|]

5371 GAFGEVYEGQVSG gi|146328566|sp|Q9UM73|ALK_HUMAN ALK tyrosine kinase receptor precursor (Anaplastic lymphoma kinase) (CD246 antigen) [GAFGEVYEGQVSG|Y|1131|Q9UM73|15592455|]

5372 SGGEDGYVRIHYF gi|2494895|sp|Q13347|IF32_HUMAN Eukaryotic translation initiation factor 3 subunit 2 (eIF-3 beta) (eIF3 p36) (eIF3i) (TGF-beta receptor-interacting protein 1) (TRIP-1) NA

5373 EVPSDQYYWAPLA gi|14916543|sp|O60716|CTND1_HUMAN Catenin delta-1 (p120 catenin) (p120(ctn)) (Cadherin-associated Src substrate) (CAS) (p120(cas)) NA

5374 PLYWDLYEHAQQQ gi|17366642|sp|Q99704|DOK1_HUMAN Docking protein 1 (Downstream of tyrosine kinase 1) (p62(dok)) (pp62) [PLYWDLYEHAQQQ|Y|341|Q99704|12087092|]

5375 DDSDDSYFTSSSS gi|21263420|sp|Q9NP61|ARFG3_HUMAN ADP-ribosylation factor GTPase-activating protein 3 (ARF GAP 3) [DDSDDSYFTSSSS|Y|349|Q9NP61|15592455|]

5376 SSDKPLYDQLLQH gi|134937|sp|P13574|STE12_YEAST Protein STE12 NA

5377 DEEDENYTRGGIR gi|731873|sp|P40466|FKH1_YEAST Fork head protein homolog 1 NA

5378 LNFNDNYTTILQH gi|729290|sp|P21657|DAL81_YEAST Transcriptional activator protein DAL81 (Regulatory protein UGA35) NA

5379 ILNMGLYINPKNL gi|1173439|sp|P46954|SIP4_YEAST Protein SIP4 NA

5380 PGSDDCYCTPKIL gi|1352985|sp|P47043|ZAP1_YEAST Zinc-responsive transcriptional regulator ZAP1 NA

5381 CYKEELYQCRNSD gi|1177049|sp|P46974|ZMS1_YEAST Zinc finger protein ZMS1 NA

5382 NNISVKYVSPGSV gi|1169823|sp|P04386|GAL4_YEAST Regulatory protein GAL4 NA

5383 STCSTDYELSKRF gi|1169136|sp|P41817|CUP9_YEAST Homeobox protein CUP9 NA

5384 KPIMTPYVSYPYP gi|41016991|sp|Q03063|DIG1_YEAST Down-regulator of invasive growth 1 (Regulator of sterile twelve 1) (Regulator of STE12 protein 1) NA

5385 GKFEDVYQLTSEL gi|30315972|sp|O08605|MKNK1_MOUSE MAP kinase-interacting serine/threonine-protein kinase 1 (MAP kinase signal-integrating kinase 1) (Mnk1)NA

5386 HSEPPVYANLSNF gi|135298|sp|P05412|JUN_HUMAN Transcription factor AP-1 (Activator protein 1) (AP1) (Proto-oncogene c-jun) (V-jun avian sarcoma virus 17 oncogene homolog) (p39) [HSEPPVYANLSNF|Y|170|P05412|15302935;14757045|]

5387 YVEKCKYMDSKMK gi|1171955|sp|P42338|PK3CB_HUMAN Phosphatidylinositol-4 5-bisphosphate 3-kinase catalytic subunit beta isoform (PI3-kinase p110 subunit beta) (PtdIns-3-kinase p110) (PI3K) (PI3Kbeta) NA

5388 DKVEFLYCDLASM gi|32469744|sp|Q8N5I4|DHRSX_HUMAN Dehydrogenase/reductase SDR family member on chromosome X precursor (DHRSXY) NA

5389 GLYKDRYAYRDSM gi|20140806|sp|Q9HBG6|IF122_HUMAN Intraflagellar transport 122 homolog (WD repeat protein 10) NA

5390 <<Marker>> contol_spot NA

5391 NEECTSYSTINPM gi|40067493|gb|AAR38539.1| immunoglobulin heavy chain variable region [Homo sapiens]NA

5392 PAAEDNYGYDACA gi|25008854|sp|Q99567|NUP88_HUMAN Nuclear pore complex protein Nup88 (Nucleoporin Nup88) (88 kDa nuclear pore complex protein) NA

5393 WDWKDPYEVGHSM gi|62286903|sp|O15033|K0317_HUMAN Protein KIAA0317 NA

5394 GGKKPKYPPNKVM gi|85542094|sp|Q5MNZ6|WIPI3_HUMAN WD repeat domain phosphoinositide-interacting protein 3 (WIPI-3) (WD repeat protein 45-like) (WDR45-like protein) (WIPI49-like protein) NA

5395 ETADGKYAQKLFN gi|13626094|sp|Q9UGM1|ACHA9_HUMAN Neuronal acetylcholine receptor subunit alpha-9 precursor (Nicotinic acetylcholine receptor subunit alpha 9) (NACHR alpha 9) NA

5396 IGPEEDYDPGYFN gi|34395516|sp|O15085|ARHGB_HUMAN Rho guanine nucleotide exchange factor 11 (PDZ-RhoGEF) NA

5397 KVNKDPYVADMEN gi|116241243|sp|Q13023|AKAP6_HUMAN A-kinase anchor protein 6 (Protein kinase A-anchoring protein 6) (PRKA6) (A-kinase anchor protein 100 kDa) (AKAP 100) (mAKAP) NA

5398 NCKKLKYIDAQEN gi|120953300|ref|NP_001073379.1| leucine-rich repeats and IQ motif containing 1 isoform 1 [Homo sapiens]NA

5399 SYRNSSYENAREN gi|68566212|sp|Q8NAP3|ZBT38_HUMAN Zinc finger and BTB domain-containing protein 38 NA

5400 FAEEPIYCYTPHN gi|20139072|sp|Q96RD6|PANX2_HUMAN Pannexin-2 NA

5401 NLYAGDYYRVQGR gi|729008|sp|Q08345|DDR1_HUMAN Epithelial discoidin domain-containing receptor 1 precursor (Epithelial discoidin domain receptor 1) (Tyrosine kinase DDR) (Discoidin receptor tyrosine kinase) (Tyrosine-protein kinase CAK) (Cell adhesion kinase) (TRK E) (Protein-tyrosine kinase RTK 6) (HGK2) (CD167a antigen) NA

5402 IKDRDKYIPKQLN gi|119120884|ref|NP_001034201.2| fer-1-like 6 [Homo sapiens]NA

5403 NWPEEHYATVELN gi|148675937|gb|EDL07884.1| RIKEN cDNA 1110064P04  isoform CRA_a [Mus musculus]NA

5404 SPSMLDYDTENLN gi|74723323|sp|Q7Z460|CLAP1_HUMAN CLIP-associating protein 1 (Cytoplasmic linker-associated protein 1) (Multiple asters homolog 1) (hOrbit1) NA

5405 YVAPPKYKSSLLN gi|74762494|sp|Q8IYA7|MKX_HUMAN Homeobox protein Mohawk NA

5406 HTGEEPYEYKGMN gi|119604454|gb|EAW84048.1| hCG2042872 [Homo sapiens]NA

5407 TWFPESYVIYPTN gi|47117358|sp|Q8NG68|TTL_HUMAN Tubulin--tyrosine ligase (TTL) NA



5408 AASEVHYSTRNPQ gi|119591472|gb|EAW71066.1| hCG1642047 [Homo sapiens]NA

5409 FSAKPLYTALPPQ gi|13124503|sp|O60315|ZEB2_HUMAN Zinc finger E-box-binding homeobox 2 (Zinc finger homeobox protein 1b) (Smad-interacting protein 1) (SMADIP1) NA

5410 IINKEGYLEDSPQ gi|23397010|sp|Q9NR11|ZN302_HUMAN Zinc finger protein 302 (ZNF135-like) (ZNF140-like) NA

5411 NWYNDTYPLSPPQ gi|66774052|sp|Q8WVQ1|CANT1_HUMAN Soluble calcium-activated nucleotidase 1 (SCAN-1) (Apyrase homolog) (Putative NF-kappa-B-activating protein 107) (Putative MAPK-activating protein PM09) NA

5412 YRNEIAYLNKLQQ gi|464971|sp|P33981|TTK_HUMAN Dual specificity protein kinase TTK (Phosphotyrosine picked threonine-protein kinase) (PYT) NA

5413 IHKMDGYSCDGVQ gi|14423634|sp|Q9P0K1|ADA22_HUMAN ADAM 22 precursor (A disintegrin and metalloproteinase domain 22) (Metalloproteinase-like  disintegrin-like  and cysteine-rich protein 2) (Metalloproteinase-disintegrin ADAM22-3) NA

5414 PACDPGYQPTPGG gi|119577388|gb|EAW56984.1| latent transforming growth factor beta binding protein 4  isoform CRA_c [Homo sapiens]NA

5415 PCKDDEYCMEEGG gi|48428570|sp|O75443|TECTA_HUMAN Alpha-tectorin precursor NA

5416 DLIEKDYADREAR gi|13959371|sp|Q9H479|FN3K_HUMAN Fructosamine-3-kinase NA

5417 IMRECWYANGAAR gi|547777|sp|P36897|TGFR1_HUMAN TGF-beta receptor type-1 precursor (TGF-beta receptor type I) (TGFR-1) (TGF-beta type I receptor) (Transforming growth factor-beta receptor type I) (TbetaR-I) (Serine/threonine-protein kinase receptor R4) (SKR4) (Activin receptor-like kinase 5) (ALK-5) NA

5418 LYREAVYNSVAAR gi|119569633|gb|EAW49248.1| hCG2023518  isoform CRA_b [Homo sapiens]NA

5419 HGEWAKYSNFDVA gi|124174|sp|P22304|IDS_HUMAN Iduronate 2-sulfatase precursor (Alpha-L-iduronate sulfate sulfatase) (Idursulfase) [Contains: Iduronate 2-sulfatase 42 kDa chain; Iduronate 2-sulfatase 14 kDa chain] NA

5420 SSSPGTYVGPPGG gi|27734581|sp|Q9BWW4|SSBP3_HUMAN Single-stranded DNA-binding protein 3 (Sequence-specific single-stranded-DNA-binding protein) NA

5421 VYDDETYMMQDVA gi|68052029|sp|Q15723|ELF2_HUMAN ETS-related transcription factor Elf-2 (E74-like factor 2) (New ETS-related factor) NA

5422 DEELPDYIMVMVA gi|50233812|ref|NP_997543.1| nuclear protein UKp68 isoform 2 [Homo sapiens] NA

5423 MNNIENYVDSKVA gi|12230074|sp|Q14314|FGL2_HUMAN Fibroleukin precursor (Fibrinogen-like protein 2) (pT49) NA

5424 AARETSYQWKAER gi|68067946|sp|O75182|SIN3B_HUMAN Paired amphipathic helix protein Sin3b (Transcriptional corepressor Sin3b) (Histone deacetylase complex subunit Sin3b) NA

5425 EKFSGAYVNNRIR gi|29337239|sp|Q9P241|AT10D_HUMAN Probable phospholipid-transporting ATPase VD (ATPVD) NA

5426 HAPDNKYKMDGIR gi|17433288|sp|Q9Y264|ANGP4_HUMAN Angiopoietin-4 precursor (ANG-4) (ANG-3) NA

5427 LAADSAYDQKNIR gi|8039810|sp|Q14188|TDP2_HUMAN Transcription factor Dp-2 (E2F dimerization partner 2)NA

5428 EECNKDYGSSQTL gi|119605325|gb|EAW84919.1| hCG1773661 [Homo sapiens]NA

5429 CSHENPYLCSNEC gi|34922606|sp|Q96CW9|NTNG2_HUMAN Netrin-G2 precursor (Laminet-2) NA

5430 EGRCGYYVEKKKR gi|108885172|sp|Q9NUP7|CCD76_HUMAN Coiled-coil domain-containing protein 76 NA

5431 LRELERYVTSCLR gi|20141192|sp|O60885|BRD4_HUMAN Bromodomain-containing protein 4 (HUNK1 protein) NA

5432 SRTASKYTDRALR gi|27805463|sp|Q96DF8|DGC14_HUMAN Protein DGCR14 (DiGeorge syndrome critical region 14) (ES2 protein) NA

5433 FFSGDKYYRVNLR gi|139653|sp|P04004|VTNC_HUMAN Vitronectin precursor (Serum-spreading factor) (S-protein) (V75) [Contains: Vitronectin V65 subunit; Vitronectin V10 subunit; Somatomedin B] NA

5434 YTFDGKYEAKQLR gi|94730583|sp|Q9NSE4|SYIM_HUMAN Isoleucyl-tRNA synthetase  mitochondrial precursor (Isoleucine--tRNA ligase) (IleRS) NA

5435 MQKGIDYVKNKMR gi|25014054|sp|Q9NY46|SCN3A_HUMAN Sodium channel protein type 3 subunit alpha (Sodium channel protein type III subunit alpha) (Voltage-gated sodium channel subunit alpha Nav1.3) (Sodium channel protein  brain III subunit alpha) (Voltage-gated sodium channel subtype III)NA

5436 YQEKIRYARVYLR gi|110278938|sp|Q7Z478|DHX29_HUMAN Putative ATP-dependent RNA helicase DHX29 (DEAH box protein 29) (Nucleic acid helicase DDXx) NA

5437 VDCMEVYEYPGYR gi|1717814|sp|P49746|TSP3_HUMAN Thrombospondin-3 precursor NA

5438 DNDSWDYTKPYLG gi|62286941|sp|Q8WVV9|HNRLL_HUMAN Heterogeneous nuclear ribonucleoprotein L-like (Stromal RNA-regulating factor) NA

5439 ERSGECYHQVAMG gi|119587445|gb|EAW67041.1| hCG2032408  isoform CRA_c [Homo sapiens]NA

5440 IFESCGYEANYLG gi|62511243|sp|Q92625|ANKS1_HUMAN Ankyrin repeat and SAM domain-containing protein 1A (Odin) NA

5441 MGNEPAYVWLWLG gi|3183202|sp|O14975|S27A2_HUMAN Very-long-chain acyl-CoA synthetase (VLCS) (Very-long-chain-fatty-acid-CoA ligase) (VLACS) (THCA-CoA ligase) (Fatty-acid-coenzyme A ligase  very long-chain 1) (Long-chain-fatty-acid--CoA ligase) (Fatty acid transport protein 2) (FATP-2) (Solute carrier family 27 member 2) NA

5442 SFFPELYFNVDNG gi|47606646|sp|P61421|VA0D1_HUMAN Vacuolar ATP synthase subunit d 1 (V-ATPase subunit d 1) (Vacuolar proton pump subunit d 1) (V-ATPase AC39 subunit) (V-ATPase 40 kDa accessory protein) (P39) (32 kDa accessory protein) NA

5443 PRFDTEYRSRGCS gi|61211870|sp|Q96L58|B3GT6_HUMAN Beta-1 3-galactosyltransferase 6 (beta 3GalT6) (Galactosylxylosylprotein 3-beta-galactosyltransferase) (UDP-Gal:betaGal beta 1 3-galactosyltransferase polypeptide 6) (Galactosyltransferase II) (GAG GalTII) NA

5444 VMQEPGYIMGICS gi|17380293|sp|Q9UBS8|RNF14_HUMAN E3 ubiquitin-protein ligase RNF14 (RING finger protein 14) (Androgen receptor-associated protein 54) (Triad2 protein) (HFB30) NA

5445 DVPHDPYVKISDS gi|74732954|sp|Q9BS16|CENPK_HUMAN Centromere protein K (CENP-K) (Interphase centromere complex protein 37) (Protein AF-5alpha) (p33) NA

5446 GTFFDKYSAAPDS gi|94730396|sp|Q10571|MN1_HUMAN Probable tumor suppressor protein MN1 NA

5447 PKPQELYVCFHDS gi|73621379|sp|Q9ULD6|PDZD6_HUMAN PDZ domain-containing protein 6 (Inturned planar cell polarity effector homolog) NA

5448 ARPAEHYSRMKES gi|50949921|emb|CAH10505.1| hypothetical protein [Homo sapiens]NA

5449 AYQNTIYLNLWDH gi|143811362|sp|P15144|AMPN_HUMAN Aminopeptidase N (hAPN) (Alanyl aminopeptidase) (Microsomal aminopeptidase) (Aminopeptidase M) (gp150) (Myeloid plasma membrane glycoprotein CD13) (CD13 antigen) NA

5450 EDNVKSYMDMQRR gi|109940027|sp|Q13075|BIRC1_HUMAN Baculoviral IAP repeat-containing protein 1 (Neuronal apoptosis inhibitory protein)'NA

5451 QGEDQYYLRVTTV gi|116533|sp|P10909|CLUS_HUMAN Clusterin precursor (Complement-associated protein SP-40 40) (Complement cytolysis inhibitor) (CLI) (NA1/NA2) (Apolipoprotein J) (Apo-J) (Testosterone-repressed prostate message 2) (TRPM-2) [Contains: Clusterin beta chain (ApoJalpha) (Complement cytolysis inhibitor a chain); Clusterin alpha chain (ApoJbeta) (Complement cytolysis inhibitor b chain)] NA

5452 TLPPCIYMAPMNQ gi|13432121|sp|P55286|CADH8_HUMAN Cadherin-8 precursor NA

5453 DVRAAVYQPQPHP gi|2506872|sp|P02751|FINC_HUMAN Fibronectin precursor (FN) (Cold-insoluble globulin) (CIG)NA

5454 EENWSFYPNAVRT gi|20139420|sp|P78509|RELN_HUMAN Reelin precursor NA

5455 LKMKEKYLNVSAC gi|14916977|sp|O75343|GCYB2_HUMAN Guanylate cyclase soluble subunit beta-2 (GCS-beta-2) NA

5456 MVIPDLYLNAGGV gi|118541|sp|P00367|DHE3_HUMAN Glutamate dehydrogenase 1  mitochondrial precursor (GDH) NA

5457 LSEDCLYLNIYTP gi|119576|sp|P23141|EST1_HUMAN Liver carboxylesterase 1 precursor (Acyl coenzyme A:cholesterol acyltransferase) (ACAT) (Monocyte/macrophage serine esterase) (HMSE) (Serine esterase 1) (Brain carboxylesterase hBr1) (Triacylglycerol hydrolase) (TGH) (Egasyn) NA

5458 GECSIDYVEMAVN gi|59802911|sp|O75891|FTHFD_HUMAN 10-formyltetrahydrofolate dehydrogenase (10-FTHFDH) (Aldehyde dehydrogenase 1 family member L1) NA

5459 EPPPPGYENVSDI gi|548615|sp|Q04609|FOLH1_HUMAN Glutamate carboxypeptidase 2 (Glutamate carboxypeptidase II) (Membrane glutamate carboxypeptidase) (mGCP) (N-acetylated-alpha-linked acidic dipeptidase I) (NAALADase I) (Pteroylpoly-gamma-glutamate carboxypeptidase) (Folylpoly-gamma-glutamate carboxypeptidase) (FGCP) (Folate hydrolase 1) (Prostate-specific membrane antigen) (PSMA) (PSM) NA



5460 AKAWELYGSPNAL gi|1346191|sp|P48637|GSHB_HUMAN Glutathione synthetase (Glutathione synthase) (GSH synthetase) (GSH-S) NA

5461 VCEEMTYEEIQEH gi|2507178|sp|P16118|F261_HUMAN 6-phosphofructo-2-kinase/fructose-2 6-biphosphatase 1 (6PF-2-K/Fru-2 6-P2ASE liver isozyme) [Includes: 6-phosphofructo-2-kinase ; Fructose-2 6-bisphosphatase ] NA

5462 PAPPEEYVPMVKE gi|3183518|sp|Q05397|FAK1_HUMAN Focal adhesion kinase 1 (FADK 1) (pp125FAK) (Protein-tyrosine kinase 2) NA

5463 LGTEELYGYLKKY gi|125266|sp|P19784|CSK22_HUMAN Casein kinase II subunit alpha' (CK II) [LGTEELYGYLKKY|Y|256|P19784|12628006|]

5464 ELLTELYGKVGEI gi|110282976|sp|P46020|KPB1_HUMAN Phosphorylase b kinase regulatory subunit alpha  skeletal muscle isoform (Phosphorylase kinase alpha M subunit) NA

5465 NTVWVDYPNIVRV gi|8247933|sp|P30613|KPYR_HUMAN Pyruvate kinase isozymes R/L (R-type/L-type pyruvate kinase) (Red cell/liver pyruvate kinase) (Pyruvate kinase 1) NA

5466 DALQHPYINVWYD gi|2507196|sp|P53779|MK10_HUMAN Mitogen-activated protein kinase 10 (Stress-activated protein kinase JNK3) (c-Jun N-terminal kinase 3) (MAP kinase p49 3F12) NA

5467 RTGSISYINIIMP gi|33860175|sp|Q99705|MCHR1_HUMAN Melanin-concentrating hormone receptor 1 (MCH receptor 1) (MCHR-1) (MCH-R1) (MCH1R) (MCH-1R) (MCHR) (G-protein coupled receptor 24) (Somatostatin receptor-like protein) (SLC-1) NA

5468 MFTPKMYIIIAKP gi|62297775|sp|Q13255|MGR1_HUMAN Metabotropic glutamate receptor 1 precursor (mGluR1) NA

5469 GKEYLFYLNVCGE gi|60416403|sp|P11717|MPRI_HUMAN Cation-independent mannose-6-phosphate receptor precursor (CI Man-6-P receptor) (CI-MPR) (M6PR) (Insulin-like growth factor 2 receptor) (Insulin-like growth factor II receptor) (IGF-II receptor) (M6P/IGF2 receptor) (M6P/IGF2R) (300 kDa mannose 6-phosphate receptor) (MPR 300) (MPR300) (CD222 antigen) NA

5470 AVITVMYTAVTPM gi|14423819|sp|Q9P1Q5|OR1A1_HUMAN Olfactory receptor 1A1 (Olfactory receptor OR17-11) (Olfactory receptor 17-7) (OR17-7) NA

5471 LVRFLFYANLHGS gi|2495018|sp|Q15077|P2RY6_HUMAN P2Y purinoceptor 6 (P2Y6) NA

5472 DTSSVLYTAVQPN gi|129890|sp|P09619|PGFRB_HUMAN Beta-type platelet-derived growth factor receptor precursor (PDGF-R-beta) (CD140b antigen) [DTSSVLYTAVQPN|Y|1009|P09619|8195171|PDGFR beta|[P09619:PGFRB_HUMAN]DTSSVLYTAVQPN|Y|1008|P05622|11940581|]

5473 PREGPPYEGKKNC gi|152032205|sp|Q8N9Y4|CN152_HUMAN Uncharacterized protein C14orf152 NA

5474 FKFEENYTSQNVL gi|113422894|ref|XP_001127712.1| PREDICTED: similar to macrophage expressed gene 1 [Homo sapiens]NA

5475 LQRKEAYIFYPPG gi|119599990|gb|EAW79584.1| hCG2022756  isoform CRA_a [Homo sapiens] NA

5476 PNDDRDYCDCDPG gi|118572677|sp|P46531|NOTC1_HUMAN Neurogenic locus notch homolog protein 1 precursor (Notch 1) (hN1) (Translocation-associated notch protein TAN-1) [Contains: Notch 1 extracellular truncation; Notch 1 intracellular domain]NA

5477 AGSNTKYRRLCPC gi|152040009|sp|Q3V5L5|MGT5B_HUMAN Alpha-1 6-mannosylglycoprotein 6-beta-N-acetylglucosaminyltransferase B (Mannoside acetylglucosaminyltransferase 5B) (Alpha-mannoside beta-1 6-N-acetylglucosaminyltransferase B) (N-acetylglucosaminyl-transferase Vb) (GNT-Vb) (GlcNAc-T Vb) (hGnTVb) (N-acetylglucosaminyltransferase IX) (GNT-IX) NA

5478 ELRSTKYISDGQC gi|62287504|sp|Q6X4U4|SOSD1_HUMAN Sclerostin domain-containing protein 1 precursor (Ectodermal BMP inhibitor) (Ectodin) (Uterine sensitization-associated gene 1 protein) (USAG-1) NA

5479 LGQEERYELLNVL gi|8134331|sp|Q9Y2Q0|AT8A1_HUMAN Probable phospholipid-transporting ATPase IA (Chromaffin granule ATPase II) (ATPase class I type 8A member 1) NA

5480 RMDDSSYTSKLLS gi|122065126|sp|Q9Y2D5|AKAP2_HUMAN A-kinase anchor protein 2 (Protein kinase A-anchoring protein 2) (PRKA2) (AKAP-2) (AKAP-KL)NA

5481 VNECEIYSGTPLS gi|88911282|sp|O60494|CUBN_HUMAN Cubilin precursor (Intrinsic factor-cobalamin receptor) (Intrinsic factor-vitamin B12 receptor) (460 kDa receptor) (Intestinal intrinsic factor receptor)NA

5482 IIWATSYEDFYLS gi|73920246|sp|O00750|P3C2B_HUMAN Phosphatidylinositol-4-phosphate 3-kinase C2 domain-containing beta polypeptide (Phosphoinositide 3-Kinase-C2-beta) (PtdIns-3-kinase C2 beta) (PI3K-C2beta) (C2-PI3K) NA

5483 VVKDPFYVIESLS gi|23396800|sp|Q9NTG1|PKDRE_HUMAN Polycystic kidney disease and receptor for egg jelly-related protein precursor (PKD and REJ homolog) NA

5484 ESAPDSYIGIGNS gi|74731046|sp|Q969I6|S38A4_HUMAN Sodium-coupled neutral amino acid transporter 4 (Na(+)-coupled neutral amino acid transporter 4) (Amino acid transporter A3) (System A amino acid transporter 3) (System N amino acid transporter 3) (Solute carrier family 38 member 4) NA

5485 FYGEDFYCEIPRS gi|13959562|sp|Q14644|RASA3_HUMAN Ras GTPase-activating protein 3 (GAP1(IP4BP)) (Ins P4-binding protein) NA

5486 SVSNVEYPDMPRS gi|74756617|sp|Q5THJ4|VP13D_HUMAN Vacuolar protein sorting-associated protein 13D NA

5487 IMKRPKYCSSDSS gi|73920151|sp|Q6ZT98|TTLL7_HUMAN Tubulin--tyrosine ligase-like protein 7 (Testis development protein NYD-SP30) NA

5488 ETECDVYMLPKSS gi|13937007|gb|AAK50007.1|AF363237_1 transcription termination-antitermination factor [Homo sapiens]NA

5489 TLPEHKYPSLHSS gi|2506535|sp|Q01851|PO4F1_HUMAN POU domain  class 4  transcription factor 1 (Brain-specific homeobox/POU domain protein 3A) (Brn-3A) (Oct-T1) (Homeobox/POU domain protein RDC-1)NA

5490 LQSELQYRRGATS gi|115502505|sp|Q86VF7|NRAP_HUMAN Nebulin-related-anchoring protein (N-RAP)'NA

5491 FLRQPIYMEVRVL gi|466206|sp|Q05996|ZP2_HUMAN Zona pellucida sperm-binding protein 2 precursor (Zona pellucida glycoprotein ZP2) (Zona pellucida protein A) NA

5492 LGSEDYYSHERCT gi|114223|sp|P15848|ARSB_HUMAN Arylsulfatase B precursor (ASB) (N-acetylgalactosamine-4-sulfatase) (G4S) NA

5493 TALESDYAGPGDT gi|51316104|sp|Q9NQC7|CYLD_HUMAN Probable ubiquitin carboxyl-terminal hydrolase CYLD (Ubiquitin thioesterase CYLD) (Ubiquitin-specific-processing protease CYLD) (Deubiquitinating enzyme CYLD) NA

5494 APQEGSYLDFWDT gi|5902808|ref|NP_006119.1| bone morphogenetic protein 1 isoform 2  precursor [Homo sapiens] NA

5495 SFSTDVYIVMWDT gi|119585869|gb|EAW65465.1| hCG1777401 [Homo sapiens]NA

5496 FGKEHFYVIDGFT gi|109896161|sp|Q8IZQ1|WDFY3_HUMAN WD repeat and FYVE domain-containing protein 3 (Autophagy-linked FYVE protein) (Alfy) NA

5497 VVNLINYQDDAEL gi|461854|sp|P35222|CTNB1_HUMAN Catenin beta-1 (Beta-catenin) [VVNLINYQDDAEL|Y|142|P35222|12640114|Fyn|[P06241:FYN_HUMAN]]

5498 KKAGNLYDISEDN gi|14548162|sp|Q13224|NMDE2_HUMAN Glutamate [NMDA] receptor subunit epsilon-2 precursor (N-methyl D-aspartate receptor subtype 2B) (NR2B) (NMDAR2B) (N-methyl-D-aspartate receptor subunit 3) (NR3) (hNR3) [KKAGNLYDISEDN|Y|1252|Q01097|11024032|Fyn|[P06241:FYN_HUMAN]]

5499 DYHNPGYLVVLPD gi|14194891|sp|O43561|LAT_HUMAN Linker for activation of T-cells family member 1 (36 kDa phospho-tyrosine adapter protein) (pp36) (p36-38) NA

5500 GEDDGDYESPNEE gi|10720065|sp|Q13094|LCP2_HUMAN Lymphocyte cytosolic protein 2 (SH2 domain-containing leukocyte protein of 76 kDa) (SLP-76 tyrosine phosphoprotein) (SLP76) [GEDDGDYESPNEE|Y|128|Q13094|8892604;9047237;15388330;12817019|Syk;ZAP70;TXK|[P43405:KSYK_HUMAN,P43403:ZAP70_HUMAN,P42681:TXK_HUMAN]GEDDGDYESPNEE|Y|128|Q60787|12640123|]

5501 NCSEEMYRLMLQC gi|547807|sp|P07949|RET_HUMAN Proto-oncogene tyrosine-protein kinase receptor ret precursor (C-ret) [NCSEEMYRLMLQC|Y|981|P07949|14711813;14766744|Ret|[P07949:RET_HUMAN]NCSEEMYRLMLQC|Y|982|P35546|16484222|]

5502 PTIEDSYTKICSV gi|133486|sp|P10301|RRAS_HUMAN Ras-related protein R-Ras precursor (p23) [PTIEDSYTKICSV|Y|66|P10301|10570155;11682467|Src;EphB2|[P12931:SRC_HUMAN,P29323:EPHB2_HUMAN]]

5503 KAEFAEYASVDRN gi|84029384|sp|Q9NWQ8|PAG1_HUMAN Phosphoprotein associated with glycosphingolipid-enriched microdomains 1 (Transmembrane adapter protein PAG) (Csk-binding protein) (Transmembrane phosphoprotein Cbp) [KAEFAEYASVDRN|Y|227|Q9NWQ8|15144186;15659558|]

5504 RPDSPVYANLQEL gi|47117238|sp|Q8IWW6|RHG12_HUMAN Rho GTPase-activating protein 12 [RPDSPVYANLQEL|Y|243|Q8IWW6|15144186|]

5505 SNQEEAYVTMSSF gi|124351|sp|P16871|IL7RA_HUMAN Interleukin-7 receptor alpha chain precursor (IL-7R-alpha) (CD127 antigen) (CDw127) [SNQEEAYVTMSSF|Y|449|P16871|7719938|]

5506 SYKVILYELENFQ gi|13124690|sp|P26998|CRBB3_HUMAN Beta-crystallin B3 (Beta-B3 crystallin) [SYKVILYELENFQ|Y|29|P26998|12060738|]

5507 VVDSGVYAVPPPA gi|8134339|sp|P56945|BCAR1_HUMAN Breast cancer anti-estrogen resistance protein 1 (CRK-associated substrate) (p130cas) [VVDSGVYAVPPPA|Y|410|P56945|12601080|FGFR1|[P11362:FGFR1_HUMAN]]

5508 KLGGGQYGEVYEG gi|85681908|sp|P00519|ABL1_HUMAN Proto-oncogene tyrosine-protein kinase ABL1 (p150) (c-ABL) (Abelson murine leukemia viral oncogene homolog 1) [KLGGGQYGEVYEG|Y|272|P00519-2|16497976|]

5509 TIICLCYLFIIIK gi|401126|sp|P30874|SSR2_HUMAN Somatostatin receptor type 2 (SS2R) (SRIF-1) [TIICLCYLFIIIK|Y|228|P30875|12972574|]

5510 MMDAEEYLVPQAF gi|3913590|sp|Q15303|ERBB4_HUMAN Receptor tyrosine-protein kinase erbB-4 precursor (p180erbB4) (Tyrosine kinase-type cell surface receptor HER4) NA

5511 LVSIDRYLALVKT gi|2506481|sp|P30411|BKRB2_HUMAN B2 bradykinin receptor (BK-2 receptor) (B2R) [LVSIDRYLALVKT|Y|161|P25023|9169425;10085087|]



5512 ANGEAVYCKFHYK gi|115702|sp|P04040|CATA_HUMAN Catalase [ANGEAVYCKFHYK|Y|231|P04040|12777400|Abl;Abl2|[P00519:ABL1_HUMAN,P42684:ABL2_HUMAN]]

5513 DTGSRYYKEIPLS gi|2499575|sp|Q15139|KPCD1_HUMAN Serine/threonine-protein kinase D1 (nPKC-D1) (Protein kinase D) (Protein kinase C mu type) (nPKC-mu) [DTGSRYYKEIPLS|Y|463|Q15139|12637538;12505989|Abl|[P00519:ABL1_HUMAN]DTGSRYYKEIPLS|Y|469|Q62101|15084589|]

5514 HPDYEEYINLEGT gi|46397678|sp|Q13017|RHG05_HUMAN Rho GTPase-activating protein 5 (p190-B) [HPDYEEYINLEGT|Y|306|Q13017|12705864|]

5515 LGNGVLYASVNPE gi|124240|sp|P08069|IGF1R_HUMAN Insulin-like growth factor 1 receptor precursor (Insulin-like growth factor I receptor) (IGF-I receptor) (CD221 antigen) [Contains: Insulin-like growth factor 1 receptor alpha chain; Insulin-like growth factor 1 receptor beta chain] [LGNGVLYASVNPE|Y|973|P08069|8550552;8940173|IGF1R|[P08069:IGF1R_HUMAN]LGNGVLYASVNPE|Y|974|Q60751|8940173;9480911|Src;IGF1R|[P12931:SRC_HUMAN,P08069:IGF1R_HUMAN]]

5516 NSRLSAYPALEGV gi|116024|sp|P06127|CD5_HUMAN T-cell surface glycoprotein CD5 precursor (Lymphocyte antigen T1/Leu-1) [NSRLSAYPALEGV|Y|465|P06127|11751967|]

5517 RGEYPDYQQWMGL gi|117461|sp|P07316|CRGB_HUMAN Gamma-crystallin B (Gamma-B crystallin) (Gamma-crystallin 1-2) [RGEYPDYQQWMGL|Y|66|P07315|12060738|RGEYPDYQQWMGL|Y|66|P07316|12060738|]

5518 TGHGYVYEYPSRY gi|8134360|sp|Q14511|CASL_HUMAN Enhancer of filamentation 1 (HEF1) (CRK-associated substrate-related protein) (CAS-L) (CasL) (p105) (Protein NEDD9) (Renal carcinoma antigen NY-REN-12) [TGHGYVYEYPSRY|Y|166|Q14511|12522270|]

5519 CANPILYAFLSDN gi|401126|sp|P30874|SSR2_HUMAN Somatostatin receptor type 2 (SS2R) (SRIF-1) [CANPILYAFLSDN|Y|312|P30875|12972574|]

5520 ECQRYVYSILCCK gi|20178318|sp|P25116|PAR1_HUMAN Proteinase-activated receptor 1 precursor (PAR-1) (Thrombin receptor) (Coagulation factor II receptor) [ECQRYVYSILCCK|Y|383|P25116|15023990|]

5521 YVNTTLYEKFTYA gi|464868|sp|Q02763|TIE2_HUMAN Angiopoietin-1 receptor precursor (Tyrosine-protein kinase receptor TIE-2) (hTIE2) (Tyrosine-protein kinase receptor TEK) (p140 TEK) (Tunica interna endothelial cell kinase) (CD202b antigen) [YVNTTLYEKFTYA|Y|1108|Q02763|10521483;12665569|Tie2|[Q02763:TIE2_HUMAN]YVNTTLYEKFTYA|Y|1106|Q02858|12665569|]

5522 VVDADEYLIPQQG gi|2811086|sp|P00533|EGFR_HUMAN Epidermal growth factor receptor precursor (Receptor tyrosine-protein kinase ErbB-1) [VVDADEYLIPQQG|Y|1016|P00533|8845374;7680558;15302935|EGFR|[P00533:EGFR_HUMAN]VVDADEYLIPQQG|Y|1018|Q01279|16123117|]

5523 EEDEDLYDCVENE gi|13124807|sp|P15498|VAV_HUMAN Proto-oncogene vav [EEDEDLYDCVENE|Y|160|P15498|16285729;15699036|Lck|[P06239:LCK_HUMAN]EEDEDLYDCVENE|Y|160|P27870|10669745|Lck|[P06239:LCK_HUMAN]]

5524 IPDPSKYCGPYKP gi|114276|sp|P20933|ASPG_HUMAN N(4)-(beta-N-acetylglucosaminyl)-L-asparaginase precursor (Glycosylasparaginase) (Aspartylglucosaminidase) (N4-(N-acetyl-beta-glucosaminyl)-L-asparagine amidase) (AGA) [Contains: Glycosylasparaginase alpha chain; Glycosylasparaginase beta chain] [IPDPSKYCGPYKP|Y|178|P20933|9362483|]

5525 LGTEELYGYLKKY gi|125266|sp|P19784|CSK22_HUMAN Casein kinase II subunit alpha' (CK II) [LGTEELYGYLKKY|Y|256|P19784|12628006|]

5526 PEGHEYYRVREDG gi|56405328|sp|P29597|TYK2_HUMAN Non-receptor tyrosine-protein kinase TYK2 [PEGHEYYRVREDG|Y|1055|P29597|8702790;15659558;15659558|Tyk2;JAK1|[P29597:TYK2_HUMAN,P23458:JAK1_HUMAN]PEGHEYYRVREDG|Y|1048|Q9R117|14996842|]

5527 TPDGTCYPPPPVP gi|50403731|sp|P27708|PYR1_HUMAN CAD protein [Includes: Glutamine-dependent carbamoyl-phosphate synthase ; Aspartate carbamoyltransferase ; Dihydroorotase ] NA

5528 AMSTDAYPKNPHL gi|6685982|sp|O95721|SNP29_HUMAN Synaptosomal-associated protein 29 (SNAP-29) (Vesicle-membrane fusion protein SNAP-29) (Soluble 29 kDa NSF attachment protein) NA

5529 SPDEEDYDYESYE gi|1170875|sp|P46821|MAP1B_HUMAN Microtubule-associated protein 1B (MAP 1B) [Contains: MAP1 light chain LC1] NA

5530 VKDAGFYVCRVNN gi|20455075|sp|Q9UDY8|MALT1_HUMAN Mucosa-associated lymphoid tissue lymphoma translocation protein 1 (MALT lymphoma-associated translocation) (Paracaspase) NA

5531 LDEGGYYISPRIT gi|1705485|sp|P51451|BLK_HUMAN Tyrosine-protein kinase BLK (B lymphocyte kinase) (p55-BLK) NA

5532 REELAPYPKSKKA gi|74735456|sp|O60828|PQBP1_HUMAN Polyglutamine-binding protein 1 (Polyglutamine tract-binding protein 1) (PQBP-1) (38 kDa nuclear protein containing a WW domain) (Npw38) NA

5533 DQAVTEYVATRWY gi|74760462|sp|Q8TD08|MK15_HUMAN Mitogen-activated protein kinase 15 (Extracellular signal-regulated kinase 8) NA

5534 VGSRADYDTLSLR gi|20139301|sp|Q9Y446|PKP3_HUMAN Plakophilin-3 NA

5535 ENANSGYYEAHPV gi|116242482|sp|Q9UN86|G3BP2_HUMAN Ras GTPase-activating protein-binding protein 2 (G3BP-2) (GAP SH3 domain-binding protein 2) NA

5536 FCPNAKYVMKTDT gi|51315813|sp|O75752|B3GL1_HUMAN UDP-GalNAc:beta-1 3-N-acetylgalactosaminyltransferase 1 (Beta-3-GalNAc-T1) (Beta-1 3-galactosyltransferase 3) (Beta-1 3-GalTase 3) (Beta3Gal-T3) (b3Gal-T3) (Galactosylgalactosylglucosylceramide beta-D-acetyl-galactosaminyltransferase) (UDP-N-acetylgalactosamine:globotriaosylceramide beta-1 3-N-acetylgalactosaminyltransferase) (Globoside synthase) (Beta-3-Gx-T3) NA

5537 TAGASDYFSLVSV gi|45477168|sp|Q9HBB8|MUCDL_HUMAN Mucin and cadherin-like protein precursor (Mu-protocadherin) NA

5538 SNPTDIYPSKWIA gi|1717799|sp|P49815|TSC2_HUMAN Tuberin (Tuberous sclerosis 2 protein) NA

5539 GGGYYHYSYSVVR gi|119589914|gb|EAW69508.1| NADH dehydrogenase (ubiquinone) Fe-S protein 7  20kDa (NADH-coenzyme Q reductase)  isoform CRA_b [Homo sapiens]NA

5540 TSAKTGYNVKQLF gi|13633595|sp|Q9NRW1|RAB6B_HUMAN Ras-related protein Rab-6B NA

5541 REAPDTYLAQGPD gi|57015399|sp|Q15653|IKBB_HUMAN NF-kappa-B inhibitor beta (NF-kappa-BIB) (I-kappa-B-beta) (IkappaBbeta) (IKB-beta) (IKB-B) (Thyroid receptor-interacting protein 9) (TRIP-9) (TR-interacting protein 9) NA

5542 RTSAGSYSSPPPA gi|74712301|sp|Q6ZVM7|TM1L2_HUMAN TOM1-like protein 2 (Target of Myb-like protein 2) [RTSAGSYSSPPPA|Y|192|Q6ZVM7|15951569|]

5543 DDLDPYYRGSHAA gi|12585290|sp|Q9P286|PAK7_HUMAN Serine/threonine-protein kinase PAK 7 (p21-activated kinase 7) (PAK-7) (PAK-5) NA

5544 CDPAGYYCGFKAT gi|46397659|sp|P60900|PSA6_HUMAN Proteasome subunit alpha type 6 (Proteasome iota chain) (Macropain iota chain) (Multicatalytic endopeptidase complex iota chain) (27 kDa prosomal protein) (PROS-27) (p27K) NA

5545 GKFGNVYLAREKQ gi|27923855|sp|O14965|STK6_HUMAN Serine/threonine-protein kinase 6 (Aurora kinase A) (Aurora-A) (Serine/threonine kinase 15) (Aurora/IPL1-related kinase 1) (Aurora-related kinase 1) (hARK1) (Breast-tumor-amplified kinase) [GKFGNVYLAREKQ|Y|148|O14965|16083426|]

5546 LTYLDGYDRDDKE gi|730318|sp|P39687|AN32A_HUMAN Acidic leucine-rich nuclear phosphoprotein 32 family member A (Potent heat-stable protein phosphatase 2A inhibitor I1PP2A) (Acidic nuclear phosphoprotein pp32) (Leucine-rich acidic nuclear protein) (Lanp) (Putative HLA-DR-associated protein I) (PHAPI) (Mapmodulin) NA

5547 LRLATSYIAYLMD gi|47117699|sp|P61296|HAND2_HUMAN Heart- and neural crest derivatives-expressed protein 2 (Deciduum  heart  autonomic nervous system and neural crest derivatives-expressed protein 2) (dHAND) NA

5548 ANMENLYTALQSI gi|116241246|sp|P16157|ANK1_HUMAN Ankyrin-1 (Erythrocyte ankyrin) (Ankyrin-R) NA

5549 YADSYYYEDGDQP gi|41281911|ref|NP_848018.1| Ymer protein long isoform [Homo sapiens] NA

5550 DYTTEKYREKSLY gi|12585290|sp|Q9P286|PAK7_HUMAN Serine/threonine-protein kinase PAK 7 (p21-activated kinase 7) (PAK-7) (PAK-5) NA

5551 ADKFQMYVTYCKN gi|8928460|sp|O75962|TRIO_HUMAN Triple functional domain protein (PTPRF-interacting protein) NA

5552 LQCSQTYGRVHKV gi|62511244|sp|Q9BUH8|BEGIN_HUMAN Brain-enriched guanylate kinase-associated protein NA

5553 PTRKFAYLGRLAH gi|730451|sp|P40429|RL13A_HUMAN 60S ribosomal protein L13a (23 kDa highly basic protein) NA

5554 DFRFKTYAPVAFR gi|74752158|sp|Q99755|PI51A_HUMAN Phosphatidylinositol-4-phosphate 5-kinase type-1 alpha (Phosphatidylinositol-4-phosphate 5-kinase type I alpha) (PtdIns(4)P-5-kinase alpha) (PIP5KIalpha) (68 kDa type I phosphatidylinositol-4-phosphate 5-kinase alpha) NA

5555 PAPHAQYAIPNRH gi|1177024|sp|P42694|HELZ_HUMAN Probable helicase with zinc finger domain[PAPHAQYAIPNRH|Y|1353|P42694|16497976|]

5556 KEIAEAYLGGKVH gi|1708307|sp|P54652|HSP72_HUMAN Heat shock-related 70 kDa protein 2 (Heat shock 70 kDa protein 2) NA

5557 ISTMQQYNLCVYR gi|74760694|sp|Q96A28|SLAF9_HUMAN SLAM family member 9 precursor (CD2 family member 10) (CD2F-10) (CD84 homolog 1) (CD84-H1) NA

5558 RPSSAIYPSDSFR gi|6919894|sp|Q92974|ARHG2_HUMAN Rho/Rac guanine nucleotide exchange factor 2 (GEF-H1 protein) (Proliferating cell nucleolar antigen p40)NA

5559 LRMGNLYDIDEDQ gi|14285603|sp|Q12879|NMDE1_HUMAN Glutamate [NMDA] receptor subunit epsilon-1 precursor (N-methyl D-aspartate receptor subtype 2A) (NR2A) (NMDAR2A) (hNR2A) NA

5560 QENESGYERRPLE gi|90101344|sp|Q9BUJ2|HNRL1_HUMAN Heterogeneous nuclear ribonucleoprotein U-like protein 1 (Adenovirus early region 1B-associated protein 5) (E1B-55 kDa-associated protein 5) (E1B-AP5) NA

5561 QQRDLAYCVSQLP gi|30172802|sp|Q15021|CND1_HUMAN Condensin complex subunit 1 (Non-SMC condensin I complex subunit D2) (Chromosome condensation-related SMC-associated protein 1) (Chromosome-associated protein D2) (hCAP-D2) (XCAP-D2 homolog) NA

5562 QEARNIYQEFLSS gi|19855059|sp|O43566|RGS14_HUMAN Regulator of G-protein signaling 14 (RGS14)NA

5563 KCPCEVYHLMKNC gi|56405328|sp|P29597|TYK2_HUMAN Non-receptor tyrosine-protein kinase TYK2 NA



5564 FTQDSNYLLTGGQ gi|12643951|sp|Q9Y3F4|STRAP_HUMAN Serine-threonine kinase receptor-associated protein (UNR-interacting protein) (WD-40 repeat protein PT-WD) (MAP activator with WD repeats) NA

5565 EDPQTFYYAVAVV gi|136191|sp|P02787|TRFE_HUMAN Serotransferrin precursor (Transferrin) (Siderophilin) (Beta-1-metal-binding globulin) NA

5566 PTPGPVYEQMRSW gi|23813906|sp|Q9NQ75|CT032_HUMAN HEF-like protein NA

5567 ICVPLRYKSLVTG gi|112938|sp|P29275|AA2BR_HUMAN Adenosine A2b receptor NA

5568 VIEINPYLLGTMS gi|1172602|sp|P28062|PSB8_HUMAN Proteasome subunit beta type 8 precursor (Proteasome component C13) (Macropain subunit C13) (Multicatalytic endopeptidase complex subunit C13)NA

5569 GAKFKKYEEIDNA gi|1706611|sp|P49411|EFTU_HUMAN Elongation factor Tu  mitochondrial precursor (EF-Tu) (P43) NA

5570 ITIKLGYANAKIY gi|729816|sp|P41091|IF2G_HUMAN Eukaryotic translation initiation factor 2 subunit 3 (Eukaryotic translation initiation factor 2 subunit gamma) (eIF-2-gamma) NA

5571 FCGTVEYMAPEVV gi|1730070|sp|P51812|KS6A3_HUMAN Ribosomal protein S6 kinase alpha-3 (S6K-alpha 3) (90 kDa ribosomal protein S6 kinase 3) (p90-RSK 3) (Ribosomal S6 kinase 2) (RSK-2) (pp90RSK2) (Insulin-stimulated protein kinase 1) (ISPK-1) (MAP kinase-activated protein kinase 1b) (MAPKAPK1B) NA

5572 LHSVDQYLNIKLT gi|10720079|sp|Q9Y333|LSM2_HUMAN U6 snRNA-associated Sm-like protein LSm2 (snRNP core Sm-like protein Sm-x5) (Small nuclear ribonuclear protein D homolog) (Protein G7b) [LHSVDQYLNIKLT|Y|35|Q9Y333|15592455|]

5573 HKPDEIYGMIERL gi|33301371|sp|Q86U44|MTA70_HUMAN N6-adenosine-methyltransferase 70 kDa subunit (MT-A70) (Methyltransferase-like protein 3) NA

5574 ADFYAAYINILLG gi|6174924|sp|O43913|ORC5_HUMAN Origin recognition complex subunit 5 NA

5575 PEAHSLYVNLILS gi|28558367|sp|Q9UHV7|TR240_HUMAN Thyroid hormone receptor-associated protein complex 240 kDa component (Trap240) (Thyroid hormone receptor-associated protein 1) (Vitamin D3 receptor-interacting protein complex component DRIP250) (DRIP 250) (Activator-recruited cofactor 250 kDa component) (ARC250) NA

5576 VAAAHGYLNLGQI gi|129542|sp|P29122|PCSK6_HUMAN Proprotein convertase subtilisin/kexin type 6 precursor (Paired basic amino acid cleaving enzyme 4) (Subtilisin/kexin-like protease PACE4) (Subtilisin-like proprotein convertase 4) (SPC4) NA

5577 ALVAIDYINQNLP gi|112910|sp|P02765|FETUA_HUMAN Alpha-2-HS-glycoprotein precursor (Fetuin-A) (Alpha-2-Z-globulin) (Ba-alpha-2-glycoprotein) [Contains: Alpha-2-HS-glycoprotein chain A; Alpha-2-HS-glycoprotein chain B] NA

5578 YQKTAPYVPMYYV gi|1705606|sp|P07498|CASK_HUMAN Kappa-casein precursor NA

5579 SALVLQYLRVPLV gi|67476446|sp|P00740|FA9_HUMAN Coagulation factor IX precursor (Christmas factor) (Plasma thromboplastin component) (PTC) [Contains: Coagulation factor IXa light chain; Coagulation factor IXa heavy chain] NA

5580 QAVSVNYTAVGRI gi|27924006|sp|Q9Y493|ZAN_HUMAN Zonadhesin precursor NA

5581 AVPVEAYGWPCCG gi|1663764|gb|AAB18640.1| T54 protein [Homo sapiens]NA

5582 MKHHTLYINLISI gi|24211603|sp|Q9Y312|CT004_HUMAN Uncharacterized protein C20orf4 NA

5583 SPVETPYANVDAE gi|110283010|sp|Q9NX95|SYBU_HUMAN Syntabulin (Syntaxin-1-binding protein) (Golgi-localized syntaphilin-related protein) NA

5584 EKLNDTYVNVGLY gi|55977754|sp|O14524|K0286_HUMAN Uncharacterized membrane protein KIAA0286 NA

5585 WQESGVYTAVMME gi|12644073|sp|O60287|NPA1P_HUMAN Nucleolar preribosomal-associated protein 1 NA

5586 KQRKTSYLNALKK gi|50403803|sp|Q9P2Q2|FRM4A_HUMAN FERM domain-containing protein 4ANA

5587 RRIPLYYPNAGLT gi|114062|sp|P08519|APOA_HUMAN Apolipoprotein(a) precursor (Apo(a)) (Lp(a)) NA

5588 GIIATIYIIPGDI gi|12585187|sp|P82251|BAT1_HUMAN B(0 +)-type amino acid transporter 1 (B(0 +)AT) (Glycoprotein-associated amino acid transporter b0 +AT1) NA

5589 NEDKSPYPNPETT gi|6165981|sp|Q13936|CAC1C_HUMAN Voltage-dependent L-type calcium channel subunit alpha-1C (Voltage-gated calcium channel subunit alpha Cav1.2) (Calcium channel  L type  alpha-1 polypeptide  isoform 1  cardiac muscle)NA

5590 AEPGDCYEEIFQY gi|23396521|sp|Q9P0X4|CAC1I_HUMAN Voltage-dependent T-type calcium channel subunit alpha-1I (Voltage-gated calcium channel subunit alpha Cav3.3) (Ca(v)3.3) NA

5591 ILFFTTYIIISFL gi|4033376|sp|Q14524|SCN5A_HUMAN Sodium channel protein type 5 subunit alpha (Sodium channel protein type V subunit alpha) (Voltage-gated sodium channel subunit alpha Nav1.5) (Sodium channel protein  cardiac muscle alpha-subunit) (HH1) NA

5592 NDFVTRYLNIFGE gi|13124095|sp|Q9UJS0|CMC2_HUMAN Calcium-binding mitochondrial carrier protein Aralar2 (Mitochondrial aspartate glutamate carrier 2) (Solute carrier family 25 member 13) (Citrin) NA

5593 PTNLPKYVKELHL gi|20138400|sp|Q9NZU0|FLRT3_HUMAN Leucine-rich repeat transmembrane protein FLRT3 precursor (Fibronectin-like domain-containing leucine-rich transmembrane protein 3) NA

5594 SPRSRDYNPYNYS gi|77416392|sp|O75122|CLAP2_HUMAN CLIP-associating protein 2 (Cytoplasmic linker-associated protein 2) (hOrbit2)NA

5595 DLEQPTYRYESSS gi|85700443|sp|Q07157|ZO1_HUMAN Tight junction protein ZO-1 (Zonula occludens 1 protein) (Zona occludens 1 protein) (Tight junction protein 1) NA

5596 KRNNAKYRRIQTL gi|5921785|sp|O43525|KCNQ3_HUMAN Potassium voltage-gated channel subfamily KQT member 3 (Voltage-gated potassium channel subunit Kv7.3) (Potassium channel subunit alpha KvLQT3) (KQT-like 3) NA

5597 LKDIVEYYNDSNG gi|141596|sp|P25311|ZA2G_HUMAN Zinc-alpha-2-glycoprotein precursor (Zn-alpha-2-glycoprotein) (Zn-alpha-2-GP) NA

5598 SAVGHEYVAEVEK gi|123557|sp|P14317|HCLS1_HUMAN Hematopoietic lineage cell-specific protein (Hematopoietic cell-specific LYN substrate 1) (LckBP1) (p75) [SAVGHEYVAEVEK|Y|103|P14317|16094384|]

5599 G4:17 contol_spot NA

5600 G8:17 contol_spot NA

5601 YFRCDGYKGYDLV gi|125987841|sp|Q99102|MUC4_HUMAN Mucin-4 precursor (Pancreatic adenocarcinoma mucin) (Testis mucin) (Ascites sialoglycoprotein) (ASGP) (Tracheobronchial mucin) [Contains: Mucin-4 alpha chain (Ascites sialoglycoprotein 1) (ASGP-1); Mucin-4 beta chain (Ascites sialoglycoprotein 2) (ASGP-2)]NA

5602 EDQDSQYVCFTLV gi|21362899|sp|Q96BH1|RNF25_HUMAN E3 ubiquitin-protein ligase RNF25 (RING finger protein 25) NA

5603 LPGDHSYVSQPLV gi|74747078|sp|Q5VUB5|CJ038_HUMAN Uncharacterized protein C10orf38 precursor (Astroprincin) NA

5604 PNHKDYYNCSAMV gi|57015409|sp|Q8IWT3|PARC_HUMAN p53-associated parkin-like cytoplasmic protein (UbcH7-associated protein 1) NA

5605 GGFQIKYVAMDPV gi|68067717|sp|P98066|TSG6_HUMAN Tumor necrosis factor-inducible protein TSG-6 precursor (TNF-stimulated gene 6 protein) (Tumor necrosis factor  alpha-induced protein 6) (Hyaluronate-binding protein) NA

5606 LFFNTKYFQLKNV gi|119627824|gb|EAX07419.1| zinc finger  MYM-type 4  isoform CRA_c [Homo sapiens]NA

5607 DLEFDEYQKIHTG gi|74762348|sp|Q6P280|ZN529_HUMAN Zinc finger protein 529 NA

5608 APKELIYAASNLQ gi|125763|sp|P01599|KV1G_HUMAN Ig kappa chain V-I region GalNA

5609 IKSRDPYKNRVWV gi|71152965|sp|Q9HBG7|LY9_HUMAN T-lymphocyte surface antigen Ly-9 precursor (Lymphocyte antigen 9) (Cell-surface molecule Ly-9) (CD229 antigen) NA

5610 QGEVDVYVNGEWV gi|1346362|sp|P31321|KAP1_HUMAN cAMP-dependent protein kinase type I-beta regulatory subunitNA

5611 DTEDTVYKCNWDD gi|11136118|sp|Q9UJW7|ZN229_HUMAN Zinc finger protein 229 NA

5612 CYEDNDYESKMMQ gi|12643900|sp|Q9UMN6|WBP7_HUMAN WW domain-binding protein 7 (Myeloid/lymphoid or mixed-lineage leukemia protein 4) (Trithorax homolog 2) NA

5613 EQESGSYIQGGRW gi|7959193|dbj|BAA95990.1| KIAA1466 protein [Homo sapiens]NA

5614 KIGNTFYVNVSLQ gi|41148616|ref|XP_373243.1| PREDICTED: similar to deubiquitinating enzyme 3 [Homo sapiens]NA

5615 PVDNHRYKWNGRW gi|119612915|gb|EAW92509.1| hCG1642494  isoform CRA_a [Homo sapiens]NA



5616 SLRNLKYKNFMPW gi|10720377|sp|Q9UL59|ZN214_HUMAN Zinc finger protein 214 (BWSCR2-associated zinc finger protein 1) (BAZ 1) NA

5617 WKLDTKYANKNLW gi|3192971|gb|AAC19168.1| gastric mucin [Homo sapiens]NA

5618 ILNCEYYFISPWW gi|2499586|sp|Q16566|KCC4_HUMAN Calcium/calmodulin-dependent protein kinase type IV (CAM kinase-GR) (CaMK IV) NA

5619 EMGRDGYSDSEHY gi|6166047|sp|O00555|CAC1A_HUMAN Voltage-dependent P/Q-type calcium channel subunit alpha-1A (Voltage-gated calcium channel subunit alpha Cav2.1) (Calcium channel  L type  alpha-1 polypeptide isoform 4) (Brain calcium channel I) (BI)NA

5620 IYVEFLYSDANIY gi|219539|dbj|BAA14320.1| nonspecific cross-reacting antigen [Homo sapiens]NA

5621 LWGEEAYVCIMHY gi|26345698|dbj|BAC36500.1| unnamed protein product [Mus musculus]NA

5622 RLKCDFYLMNAIY gi|114676760|ref|XP_001156447.1| PREDICTED: similar to Zinc finger protein 181 [Pan troglodytes]NA

5623 VICSDCYDNANIY gi|54036167|sp|O94898|LRIG2_HUMAN Leucine-rich repeats and immunoglobulin-like domains protein 2 precursor (LIG-2) NA

5624 DCREEQYPCTRLY gi|1708914|sp|P55001|MFAP2_HUMAN Microfibrillar-associated protein 2 precursor (MFAP-2) (Microfibril-associated glycoprotein) (MAGP) (MAGP-1) NA

5625 VVEEGYYYLNNFD gi|125991219|sp|Q9ULQ1|TPC1_HUMAN Two-pore calcium channel protein 1 (Voltage-dependent calcium channel protein TPC1) NA

5626 CIEPPPYGNNSHD gi|48428570|sp|O75443|TECTA_HUMAN Alpha-tectorin precursor NA

5627 IWSNPRYLIGSGD gi|134034147|sp|Q86XL3|K0692_HUMAN ANK repeat and LEM domain-containing protein KIAA0692NA

5628 VTKNDPYKPHPHD gi|548720|sp|Q04864|REL_HUMAN C-Rel proto-oncogene protein (C-Rel protein) NA

5629 FTDNKTYVFKAKD gi|109731197|gb|AAI13556.1| Ventricular zone expressed PH domain homolog 1 (zebrafish) [Homo sapiens] NA

5630 GGKMSPYTNCYAQ gi|73620953|sp|Q96KJ9|COX42_HUMAN Cytochrome c oxidase subunit 4 isoform 2  mitochondrial precursor (Cytochrome c oxidase subunit IV isoform 2) (COX IV-2) NA

5631 KWHEKPYEWNQVD gi|119602262|gb|EAW81856.1| hCG25512 [Homo sapiens]NA

5632 YLSNSGYLKVLVD gi|41017500|sp|Q92621|NU205_HUMAN Nuclear pore complex protein Nup205 (Nucleoporin Nup205) (205 kDa nucleoporin) NA

5633 KAEETRYPQQYQP gi|60390636|sp|Q8NDT2|RB15B_HUMAN Putative RNA-binding protein 15B (RNA-binding motif protein 15B) NA

5634 SVRKPRYVRRERP gi|7020791|dbj|BAA91276.1| unnamed protein product [Homo sapiens] NA

5635 GISKPVYATIGVG gi|121756|sp|P11168|GTR2_HUMAN Solute carrier family 2  facilitated glucose transporter member 2 (Glucose transporter type 2  liver) (GLUT-2) NA

5636 CGEEDEYFDWVWD gi|126253805|sp|Q6PJ21|SPSB3_HUMAN SPRY domain-containing SOCS box protein 3 (SSB-3) NA

5637 LVEGESYVCGSIE gi|6225242|sp|O15075|DCLK1_HUMAN Serine/threonine-protein kinase DCLK1 (Doublecortin-like and CAM kinase-like 1) (Doublecortin-like kinase 1) NA

5638 DEFKTKYKINVKE gi|31077164|sp|O95757|HS74L_HUMAN Heat shock 70 kDa protein 4L (Osmotic stress protein 94) (Heat shock 70-related protein APG-1)NA

5639 HASWETYPRPTKE gi|416733|sp|P04003|C4BP_HUMAN C4b-binding protein alpha chain precursor (C4bp) (Proline-rich protein) (PRP) NA

5640 SHRCEEYCKAYKE gi|145559547|sp|Q6ZR52|ZN493_HUMAN Zinc finger protein 493'NA

5641 HLAATLYVCVCTA gi|119617979|gb|EAW97573.1| hCG2015051  isoform CRA_c [Homo sapiens]NA

5642 KDGEDEYRCVRVG gi|13124582|sp|P57727|TMPS3_HUMAN Transmembrane protease  serine 3 (Serine protease TADG-12) (Tumor-associated differentially-expressed gene 12 protein) NA

5643 <<Marker>> contol_spot NA

5644 SPHENDYDNSPTA gi|109940166|sp|P81133|SIM1_HUMAN Single-minded homolog 1 NA

5645 QQCDSPYVVKYYG gi|46577700|sp|Q13188|STK3_HUMAN Serine/threonine-protein kinase 3 (STE20-like kinase MST2) (MST-2) (Mammalian STE20-like protein kinase 2) (Serine/threonine-protein kinase Krs-1) NA

5646 YGMYEDYENEQYG gi|94707996|sp|Q9UPT8|CS007_HUMAN Zinc finger CCCH domain-containing protein C19orf7']NA

5647 LGRELPYDPVDTE gi|93204549|sp|Q8NC60|CD014_HUMAN Uncharacterized protein C4orf14 NA

5648 TRPEGSYFSKYSE gi|122065126|sp|Q9Y2D5|AKAP2_HUMAN A-kinase anchor protein 2 (Protein kinase A-anchoring protein 2) (PRKA2) (AKAP-2) (AKAP-KL)NA

5649 KQQMGSYSNNSTE gi|154240671|ref|NP_775760.3| hypothetical protein LOC133558 [Homo sapiens]NA

5650 GISGTIYEYGALT gi|121672|sp|P22352|GPX3_HUMAN Glutathione peroxidase 3 precursor (GSHPx-3) (GPx-3) (Plasma glutathione peroxidase) (GSHPx-P) (Extracellular glutathione peroxidase) (GPx-P)NA

5651 PIVYEKYKDPSKT gi|41393606|ref|NP_958833.1| reticulon 3 isoform d [Homo sapiens] NA

5652 LLSGERYKEDPWL gi|1706507|sp|P54098|DPOG1_HUMAN DNA polymerase subunit gamma 1 (Mitochondrial DNA polymerase catalytic subunit) (PolG-alpha) NA

5653 IINSEIYWPNGLT gi|47117044|sp|O75581|LRP6_HUMAN Low-density lipoprotein receptor-related protein 6 precursor NA

5654 MMACDHYVDICLT gi|38372740|sp|Q8NGP2|OR8J1_HUMAN Olfactory receptor 8J1 (Olfactory receptor OR11-183) NA

5655 RLTEADYLSSHLT gi|68566060|sp|Q9BRJ7|SDOS_HUMAN Protein syndesmos (NUDT16-like protein 1) NA

5656 IFEKQEYVGGLST gi|2498310|sp|Q12882|DPYD_HUMAN Dihydropyrimidine dehydrogenase [NADP+] precursor (DPD) (DHPDHase) (Dihydrouracil dehydrogenase) (Dihydrothymine dehydrogenase) NA

5657 EEVATGYKNMYST gi|114223|sp|P15848|ARSB_HUMAN Arylsulfatase B precursor (ASB) (N-acetylgalactosamine-4-sulfatase) (G4S) NA

5658 KYQDDAYSQCATT gi|25008957|sp|Q9NQV5|PRD11_HUMAN PR domain-containing protein 11 NA

5659 WKVKFDYVPTDTT gi|114152840|sp|Q9Y6X9|MORC2_HUMAN MORC family CW-type zinc finger protein 2 (Zinc finger CW-type coiled-coil domain protein 1)NA

5660 FNWEEAYPLPGVT gi|153217488|gb|AAI51207.1| KIAA0913 protein [Homo sapiens]NA

5661 PDDTEVYGDIKVT gi|117949771|sp|O14522|PTPRT_HUMAN Receptor-type tyrosine-protein phosphatase T precursor (R-PTP-T) (RPTP-rho) NA

5662 DMRELTYELNALQ gi|27923959|sp|Q03001|BPA1_HUMAN Bullous pemphigoid antigen 1  isoforms 1/2/3/4/5/8 (230 kDa bullous pemphigoid antigen) (BPA) (Hemidesmosomal plaque protein) (Dystonia musculorum protein) (Dystonin)NA

5663 HADSNGYTNLPDV gi|29427834|sp|Q8N4C8|MINK1_HUMAN Misshapen-like kinase 1 (Mitogen-activated protein kinase kinase kinase kinase 6) (MAPK/ERK kinase kinase kinase 6) (MEK kinase kinase 6) (MEKKK 6) (Misshapen/NIK-related kinase) (GCK family kinase MiNK) NA

5664 <<Marker>> contol_spot NA

5665 NRSAPVYKRIRDV gi|73620993|sp|Q9Y2L1|RRP44_HUMAN Exosome complex exonuclease RRP44 (Ribosomal RNA-processing protein 44) (DIS3 protein homolog) NA

5666 SLFEGIYTIKSDV gi|544320|sp|P36888|FLT3_HUMAN FL cytokine receptor precursor (Tyrosine-protein kinase receptor FLT3) (Stem cell tyrosine kinase 1) (STK-1) (CD135 antigen) NA

5667 EEEEWLYGDENEV gi|119625850|gb|EAX05445.1| FIP1 like 1 (S. cerevisiae)  isoform CRA_a [Homo sapiens]NA



5668 ELKIEEYVQRGLQ gi|152125834|sp|Q96FB5|CA066_HUMAN UPF0431 protein C1orf66 NA

5669 GILKDYYTAALSG gi|109083810|ref|XP_001095482.1| PREDICTED: similar to B0511.12 isoform 4 [Macaca mulatta]NA

5670 YIDPSTYEDPCQA gi|6919882|sp|O15197|EPHB6_HUMAN Ephrin type-B receptor 6 precursor (Tyrosine-protein kinase-defective receptor EPH-6) (HEP) NA

5671 KNRIAIYELLFKE gi|1173177|sp|P46783|RS10_HUMAN 40S ribosomal protein S10 [KNRIAIYELLFKE|Y|12|P63325|15592455|KNRIAIYELLFKE|Y|12|P46783|15592455|]

5672 IIRIPPYHYIHVL gi|21542417|sp|Q14764|MVP_HUMAN Major vault protein (MVP) (Lung resistance-related protein) [IIRIPPYHYIHVL|Y|13|Q14764|15592455|]

5673 NPETPGYVGFANL gi|2500769|sp|Q15019|SEPT2_HUMAN Septin-2 (Protein NEDD5) [NPETPGYVGFANL|Y|17|P42208|15592455|]

5674 QDLTDAYGPPSNF gi|50403807|sp|Q9UMY4|SNX12_HUMAN Sorting nexin-12 [QDLTDAYGPPSNF|Y|23|Q9UMY4|15592455|]

5675 HAFKTIYAKEGGF gi|399538|sp|P16260|GDC_HUMAN Grave disease carrier protein (GDC) (Grave disease autoantigen) (GDA) (Mitochondrial solute carrier protein homolog) (Solute carrier family 25 member 16)NA

5676 QPYEHGYPVSGGF gi|119585552|gb|EAW65148.1| hCG1997495  isoform CRA_d [Homo sapiens]NA

5677 ALSVGGYEANPIF gi|52000845|sp|Q9UL12|SARDH_HUMAN Sarcosine dehydrogenase  mitochondrial precursor (SarDH) (BPR-2) NA

5678 ECCELPYSNYKKF gi|119628619|gb|EAX08214.1| hCG1791940 [Homo sapiens]NA

5679 ILEEQVYLMIPKF gi|119607190|gb|EAW86784.1| hCG2036686  isoform CRA_b [Homo sapiens]NA

5680 AVTSEAYVSGMLF gi|62901098|sp|Q8NBJ9|SIDT2_HUMAN SID1 transmembrane family member 2 precursor NA

5681 GNSELLYHNQTVF gi|20138730|sp|Q9H293|IL25_HUMAN Interleukin-25 precursor (IL-25) (Interleukin-17E) (IL-17E) NA

5682 NTNMFTYEIAPVF gi|1352216|sp|Q05329|DCE2_HUMAN Glutamate decarboxylase 2 (Glutamate decarboxylase 65 kDa isoform) (GAD-65) (65 kDa glutamic acid decarboxylase) NA

5683 NVEEGLYSRTLAG gi|152125896|sp|Q68CQ7|GL8D1_HUMAN Glycosyltransferase 8 domain-containing protein 1 NA

5684 DLYQETYIDDLGH gi|28202108|sp|Q9NPG8|ZDHC4_HUMAN Probable palmitoyltransferase ZDHHC4 (Zinc finger DHHC domain-containing protein 4) (DHHC-4) (Zinc finger protein 374) NA

5685 <<Marker>> contol_spot NA

5686 FYVMTEYDCKGFH gi|30923328|sp|Q92993|TIP60_HUMAN Histone acetyltransferase HTATIP (60 kDa Tat interactive protein) (Tip60) (HIV-1 Tat interactive protein) (cPLA(2)-interacting protein) NA

5687 IEEMLIYKDVEDM gi|126302544|sp|O14772|FPGT_HUMAN Fucose-1-phosphate guanylyltransferase (GDP-L-fucose pyrophosphorylase) (GDP-L-fucose diphosphorylase) NA

5688 AVKEFGYHRYKFI gi|28372535|ref|NP_777570.1| t-complex-associated-testis-expressed 3 [Homo sapiens] NA

5689 GTWMTCYVIVTEI gi|24212063|sp|O75751|S22A3_HUMAN Organic cation transporter 3 (Extraneuronal monoamine transporter) (EMT) (Solute carrier family 22 member 3) NA

5690 VLVDNGYENIDFI gi|61213003|sp|Q8WXD9|CSKI1_HUMAN Caskin-1 (CASK-interacting protein 1) NA

5691 CISRPQYKTSCGI gi|62088204|dbj|BAD92549.1| DNA-repair protein complementing XP-G cells variant [Homo sapiens]NA

5692 GSEEVCYTVINHI gi|74741766|sp|Q5JQS6|CA150_HUMAN Putative uncharacterized protein C1orf150 NA

5693 TPNPEKYQESPGI gi|12643886|sp|Q9UHI6|DDX20_HUMAN Probable ATP-dependent RNA helicase DDX20 (DEAD box protein 20) (DEAD box protein DP 103) (Component of gems 3) (Gemin-3) NA

5694 VGSASIYKSDGQI gi|10092667|ref|NP_062551.1| SERTA domain containing 4 [Homo sapiens] NA

5695 DLESEKYRRLGEM gi|17369329|sp|Q9NYA1|SPHK1_HUMAN Sphingosine kinase 1 (SK 1) (SPK 1) NA

5696 CPGEESYGCDDCG gi|11135560|sp|O43309|ZSC12_HUMAN Zinc finger and SCAN domain-containing protein 12 (Zinc finger protein 96) (Zinc finger protein 305) NA

5697 PSHCTIYVAKNYP gi|48428689|sp|Q9P2J5|SYLC_HUMAN Leucyl-tRNA synthetase  cytoplasmic (Leucine--tRNA ligase) (LeuRS) NA

5698 EIEDLPYLSTTEM gi|119581044|gb|EAW60640.1| hCG31740  isoform CRA_c [Homo sapiens]NA

5699 EYFRDLYHRVDVI gi|2501460|sp|Q93009|UBP7_HUMAN Ubiquitin carboxyl-terminal hydrolase 7 (Ubiquitin thioesterase 7) (Ubiquitin-specific-processing protease 7) (Deubiquitinating enzyme 7) (Herpesvirus-associated ubiquitin-specific protease) NA

5700 FGRKAVYVVIGDG gi|20455483|sp|O00167|EYA2_HUMAN Eyes absent homolog 2 NA

5701 IASQIKYKQSAEM gi|19856971|sp|P20929|NEBU_HUMAN Nebulin NA

5702 INPDDLYVSVHGM gi|30173387|sp|Q9NTZ6|RBM12_HUMAN RNA-binding protein 12 (RNA-binding motif protein 12) (SH3/WW domain anchor protein in the nucleus) (SWAN) NA

5703 YYDCDKYKESYKK gi|94730445|sp|P51523|ZNF84_HUMAN Zinc finger protein 84 (Zinc finger protein HPF2) NA

5704 PCNLDDYVWGQLK gi|10440287|dbj|BAB15694.1| unnamed protein product [Homo sapiens]NA

5705 ATGCEEYAGHGQA gi|118572310|sp|Q8IYT1|FA71A_HUMAN Protein FAM71A NA

5706 <<Marker>> contol_spot NA

5707 RAFQDKYFMIGGM gi|22654242|sp|O14653|GOSR2_HUMAN Golgi SNAP receptor complex member 2 (27 kDa Golgi SNARE protein) (Membrin) NA

5708 LVHEDTYHMQQCL gi|119589109|gb|EAW68703.1| hCG1992890  isoform CRA_b [Homo sapiens]NA

5709 WLFMEDYEVQDCL gi|74748090|sp|Q5XPI4|RN123_HUMAN E3 ubiquitin-protein ligase RNF123 (RING finger protein 123) (Kip1 ubiquitination-promoting complex protein 1) NA

5710 LIDHNDYESGLDL gi|110832739|sp|Q8WYP5|AHTF1_HUMAN AT-hook-containing transcription factor 1 (Embryonic large molecule derived from yolk sac)NA

5711 EFKGESYSQNCFL gi|27735219|sp|P49023|PAXI_HUMAN Paxillin NA

5712 THHKETYTEIAGM gi|42558898|sp|Q7Z7G8|VP13B_HUMAN Vacuolar protein sorting-associated protein 13B (Cohen syndrome protein 1) NA

5713 MLINTPYVTKDLL gi|118601083|sp|Q13085|COA1_HUMAN Acetyl-CoA carboxylase 1 (ACC-alpha) [Includes: Biotin carboxylase ] NA

5714 VSSCNGYGRMGLL gi|116241368|sp|Q12778|FOXO1_HUMAN Forkhead box protein O1A (Forkhead in rhabdomyosarcoma) NA

5715 MNRCLKYATMAFG gi|126302544|sp|O14772|FPGT_HUMAN Fucose-1-phosphate guanylyltransferase (GDP-L-fucose pyrophosphorylase) (GDP-L-fucose diphosphorylase) NA

5716 NRSEKNYMELRLL gi|74729832|sp|Q8NA47|CCD63_HUMAN Coiled-coil domain-containing protein 63 NA

5717 AKHGLHYVNKPML gi|126157490|ref|NP_001075133.1| hypothetical protein LOC228151 [Mus musculus] NA

5718 IGQKDSYEHPVLL gi|13124361|sp|Q9UKN7|MYO15_HUMAN Myosin-XV (Unconventional myosin-15) NA

5719 FDKQPWYIDSTGG gi|51701343|sp|Q8TDI0|CHD5_HUMAN Chromodomain-helicase-DNA-binding protein 5 (ATP-dependent helicase CHD5) (CHD-5) NA



5720 KEDKEIYSHMTCA gi|156139155|ref|NP_001095856.1| guanine nucleotide binding protein  alpha transducing 3 [Homo sapiens] NA

5721 IPYNQSYDQNTGG gi|49036500|sp|Q9Y6N7|ROBO1_HUMAN Roundabout homolog 1 precursor (H-Robo-1) (Deleted in U twenty twenty) NA

5722 NDAKNLYAANGIG gi|74758318|sp|Q6PD62|CTR9_HUMAN RNA polymerase-associated protein CTR9 homolog (SH2 domain-binding protein 1) NA

5723 RFPMPRYINTEHG gi|20141794|sp|Q15437|SC23B_HUMAN Protein transport protein Sec23B (SEC23-related protein B) NA

5724 TRFEVKYQNVVHG gi|51702167|sp|O95789|ZMYM6_HUMAN Zinc finger MYM-type protein 6 (Zinc finger protein 258) NA

5725 DDPDAAYTTTGGK gi|19857975|sp|P29322|EPHA8_HUMAN Ephrin type-A receptor 8 precursor (Tyrosine-protein kinase receptor EEK) (EPH- and ELK-related kinase) (HEK3) NA

5726 VASIEEYTEMMPA gi|547738|sp|P35568|IRS1_HUMAN Insulin receptor substrate 1 (IRS-1) NA

5727 <<Marker>> contol_spot NA

5728 VEEPSIYESVRVH gi|51317293|sp|Q9UN19|DAPP1_HUMAN Dual adapter for phosphotyrosine and 3-phosphotyrosine and 3-phosphoinositide (hDAPP1) (B cell adapter molecule of 32 kDa) (B lymphocyte adapter protein Bam32) [VEEPSIYESVRVH|Y|139|Q9UN19|10880360|Lck|[P06239:LCK_HUMAN]]

5729 VIENPQYFGITNS gi|2497560|sp|Q16620|NTRK2_HUMAN BDNF/NT-3 growth factors receptor precursor (Neurotrophic tyrosine kinase receptor type 2) (TrkB tyrosine kinase) (GP145-TrkB) (Trk-B) [VIENPQYFGITNS|Y|515|P15209|9582017;10533983|TRKB|[Q16620:NTRK2_HUMAN]]

5730 DEEMTGYVATRWY gi|134047835|sp|Q15759|MK11_HUMAN Mitogen-activated protein kinase 11 (Mitogen-activated protein kinase p38 beta) (MAP kinase p38 beta) (p38b) (p38-2) (Stress-activated protein kinase 2) NA

5731 VSLLACYLKSRQT gi|59799763|sp|Q13261|I15RA_HUMAN Interleukin-15 receptor alpha chain precursor (IL-15R-alpha) (IL-15RA) NA

5732 ALDNPEYHNASNG gi|3913590|sp|Q15303|ERBB4_HUMAN Receptor tyrosine-protein kinase erbB-4 precursor (p180erbB4) (Tyrosine kinase-type cell surface receptor HER4) [ALDNPEYHNASNG|Y|1188|Q15303|8617750|]

5733 GPARLEYYENEKK gi|547738|sp|P35568|IRS1_HUMAN Insulin receptor substrate 1 (IRS-1) [GPARLEYYENEKK|Y|46|P35568|15592455|]

5734 GSFESRYQQPFED gi|130225|sp|P19174|PLCG1_HUMAN 1-phosphatidylinositol-4 5-bisphosphate phosphodiesterase gamma 1 (Phosphoinositide phospholipase C) (PLC-gamma-1) (Phospholipase C-gamma-1) (PLC-II) (PLC-148) [GSFESRYQQPFED|Y|1253|P19174|1689310;1708307;12601080;15144186;17081983|EGFR;FGFR1;FGFR_group;PDGFR_group|[P00533:EGFR_HUMAN,P11362:FGFR1_HUMAN]]

5735 HFPQFSYSASIRE gi|1170703|sp|P31751|AKT2_HUMAN RAC-beta serine/threonine-protein kinase (RAC-PK-beta) (Protein kinase Akt-2) (Protein kinase B  beta) (PKB beta) NA

5736 IADGMAYLNAKKF gi|33112647|sp|P06213|INSR_HUMAN Insulin receptor precursor (IR) (CD220 antigen) [Contains: Insulin receptor subunit alpha; Insulin receptor subunit beta]NA

5737 IIENPQYFSDACV gi|94730402|sp|P04629|NTRK1_HUMAN High affinity nerve growth factor receptor precursor (Neurotrophic tyrosine kinase receptor type 1) (TRK1 transforming tyrosine kinase protein) (p140-TrkA) (Trk-A) [IIENPQYFSDACV|Y|496|P04629|11159935;8155326|TRKA|[P04629:NTRK1_HUMAN]]

5738 DIYETDYYRKGGK gi|33112647|sp|P06213|INSR_HUMAN Insulin receptor precursor (IR) (CD220 antigen) [Contains: Insulin receptor subunit alpha; Insulin receptor subunit beta][DIYETDYYRKGGK|Y|1189|P06213|7806540;9506989|InsR|[P06213:INSR_HUMAN]DIYETDYYRKGGK|Y|1165|P08069|8550552;8940173|Src;IGF1R|[P12931:SRC_HUMAN,P08069:IGF1R_HUMAN]DIYETDYYRKGGK|Y|1167|Q60751|8940173|Src;IGF1R|[P12931:SRC_HUMAN,P08069:IGF1R_HUMAN]DIYETDYYRKGGK|Y|1179|P15208|15699041;15632081|]

5739 ASSNPEYLSASDV gi|33112647|sp|P06213|INSR_HUMAN Insulin receptor precursor (IR) (CD220 antigen) [Contains: Insulin receptor subunit alpha; Insulin receptor subunit beta][ASSNPEYLSASDV|Y|999|P06213|8662806;1658004;8393870;10340378|InsR|[P06213:INSR_HUMAN]ASSNPEYLSASDV|Y|989|P15208|15699041;15632081|]

5740 KTPSAAYLWVGTG gi|121116|sp|P06396|GELS_HUMAN Gelsolin precursor (Actin-depolymerizing factor) (ADF) (Brevin) (AGEL) NA

5741 STPPSAYGSVKAY gi|113950|sp|P07355|ANXA2_HUMAN Annexin A2 (Annexin-2) (Annexin II) (Lipocortin II) (Calpactin I heavy chain) (Chromobindin-8) (p36) (Protein I) (Placental anticoagulant protein IV) (PAP-IV) [STPPSAYGSVKAY|Y|24|P04272|86068007|Src|[P12931:SRC_HUMAN]STPPSAYGSVKAY|Y|24|P07355|88296872|Src|[P12931:SRC_HUMAN]]

5742 WIENKLYGMSDPN gi|547807|sp|P07949|RET_HUMAN Proto-oncogene tyrosine-protein kinase receptor ret precursor (C-ret) [WIENKLYGMSDPN|Y|1062|P07949|11470823;14711813;14981541|Ret|[P07949:RET_HUMAN]WIENKLYGMSDPN|Y|1063|P35546|11470823|]

5743 DMYDKEYYSVHNK gi|125484|sp|P08581|MET_HUMAN Hepatocyte growth factor receptor precursor (HGF receptor) (Scatter factor receptor) (SF receptor) (HGF/SF receptor) (Met proto-oncogene tyrosine kinase) (c-Met) [DMYDKEYYSVHNK|Y|1234|P08581|1247597;8302603;7961992|Met|[P08581:MET_HUMAN]DMYDKEYYSVHNK|Y|1232|P16056|8302603|Met|[P08581:MET_HUMAN]]

5744 KRKGHEYTNIKYS gi|84028248|sp|Q06124|PTN11_HUMAN Tyrosine-protein phosphatase non-receptor type 11 (Protein-tyrosine phosphatase 2C) (PTP-2C) (PTP-1D) (SH-PTP3) (SH-PTP2) (SHP-2) (Shp2)[KRKGHEYTNIKYS|Y|546|Q06124|11684012;8041791;12531430;12721296|PDGFR beta;PDGFR_group|[P09619:PGFRB_HUMAN]KRKGHEYTNIKYS|Y|546|P35235|12923167|]

5745 SIESDIYAEIPDE gi|3183003|sp|Q14289|FAK2_HUMAN Protein tyrosine kinase 2 beta (Focal adhesion kinase 2) (FADK 2) (Proline-rich tyrosine kinase 2) (Cell adhesion kinase beta) (CAK beta) (Calcium-dependent tyrosine kinase) (CADTK) (Related adhesion focal tyrosine kinase) (RAFTK) [SIESDIYAEIPDE|Y|402|Q14289|8816475;9560226;15105428|Syk;PYK2|[P43405:KSYK_HUMAN,Q14289:FAK2_HUMAN]SIESDIYAEIPDE|Y|402|Q9QVP9|12514172;11420674|PYK2|[Q14289:FAK2_HUMAN]]

5746 PAVPSIYATLAIH gi|37537910|sp|Q8NHL6|LIRB1_HUMAN Leukocyte immunoglobulin-like receptor subfamily B member 1 precursor (Leukocyte immunoglobulin-like receptor 1) (LIR-1) (Immunoglobulin-like transcript 2) (ILT-2) (Monocyte/macrophage immunoglobulin-like receptor 7) (MIR-7) (CD85j antigen) NA

5747 PNNPCAYTPPSLK gi|23831292|sp|Q9UD71|PPR1B_HUMAN Protein phosphatase 1 regulatory subunit 1B (Dopamine- and cAMP-regulated neuronal phosphoprotein) (DARPP-32) NA

5748 <<Marker>> contol_spot NA

5749 SQREAEYEPETVY gi|45382633|ref|NP_990799.1| cortactin [Gallus gallus] [SQREAEYEPETVY|Y|477|Q01406|96108162|Src|[P12931:SRC_HUMAN]]

5750 AEQAERYDDMAAA gi|48428721|sp|P61981|1433G_HUMAN 14-3-3 protein gamma (Protein kinase C inhibitor protein 1) (KCIP-1) NA

5751 EQLEPDYFKDMTP gi|8928283|sp|O00559|RCAS1_HUMAN Receptor-binding cancer antigen expressed on SiSo cells (Cancer-associated surface antigen RCAS1) (Estrogen receptor-binding fragment-associated gene 9 protein) [EQLEPDYFKDMTP|Y|94|O00559|15592455|]

5752 GARLGEYEDVSRV gi|3023518|sp|Q99426|TBCB_HUMAN Tubulin folding cofactor B (Tubulin-specific chaperone B) (Cytoskeleton-associated protein 1) (Cytoskeleton-associated protein CKAPI) [GARLGEYEDVSRV|Y|98|Q99426|15592455|]

5753 DKDGNGYISAAEL gi|119609501|gb|EAW89095.1| hCG1642349  isoform CRA_b [Homo sapiens][DKDGNGYISAAEL|Y|100|P62158|7925415;8639568;2843348;15592455|EGFR;InsR|[P00533:EGFR_HUMAN,P06213:INSR_HUMAN]DKDGNGYISAAEL|Y|100|P62161|8639568|]

5754 DRGRSDYDGIGSR gi|3023628|sp|O00571|DDX3X_HUMAN ATP-dependent RNA helicase DDX3X (DEAD box protein 3  X-chromosomal) (Helicase-like protein 2) (HLP2) (DEAD box  X isoform) [DRGRSDYDGIGSR|Y|104|O00571|15592455|]

5755 GTFDNIYLHVQIS gi|74733509|sp|Q9GZZ1|NAT13_HUMAN N-acetyltransferase 13 (hNAT5) (hSAN) NA

5756 NDRFANYIDKVRF gi|55977767|sp|P08670|VIME_HUMAN Vimentin NA

5757 IKEKLCYVALDFE gi|89276723|gb|ABD66582.1| beta-actin [Homo sapiens][IKEKLCYVALDFE|Y|218|P60709|15592455|IKEKLCYVALDFE|Y|218|P60710|15592455|]

5758 TTPTKVYSEVHFT gi|48428650|sp|Q8N3V7|SYNPO_HUMAN SynaptopodinNA

5759 KAVKERYSYVCPD gi|47117647|sp|P61158|ARP3_HUMAN Actin-like protein 3 (Actin-related protein 3) NA

5760 QVVESAYEVIKLK gi|126047|sp|P00338|LDHA_HUMAN L-lactate dehydrogenase A chain (LDH-A) (LDH muscle subunit) (LDH-M) (Proliferation-inducing gene 19 protein) (Renal carcinoma antigen NY-REN-59) [QVVESAYEVIKLK|Y|239|P00338|15592455|]

5761 YGGYEEYSGLSDG gi|1710628|sp|P52597|HNRPF_HUMAN Heterogeneous nuclear ribonucleoprotein F (hnRNP F) (Nucleolin-like protein mcs94-1) [YGGYEEYSGLSDG|Y|246|P52597|15592455|]

5762 DTCRGHYNNVSCA gi|1705996|sp|P53621|COPA_HUMAN Coatomer subunit alpha (Alpha-coat protein) (Alpha-COP) (HEPCOP) (HEP-COP) [Contains: Xenin (Xenopsin-related peptide); Proxenin] NA

5763 EGYELPYNPATDD gi|17366642|sp|Q99704|DOK1_HUMAN Docking protein 1 (Downstream of tyrosine kinase 1) (p62(dok)) (pp62) [EGYELPYNPATDD|Y|402|Q99704|15592455|EGYELPYNPATDD|Y|401|P97465|15592455|]

5764 RDNNKCYAKIICN gi|50403780|sp|Q16881|TRXR1_HUMAN Thioredoxin reductase 1  cytoplasmic precursor (TR) (TR1)NA

5765 TYDEIFYTLSPVN gi|18202945|sp|Q9H4M9|EHD1_HUMAN EH domain-containing protein 1 (Testilin) (hPAST1) [TYDEIFYTLSPVN|Y|453|Q9WVK4|15592455|TYDEIFYTLSPVN|Y|453|Q9H4M9|15592455|]

5766 RISEQTYQLSRWT gi|50403646|sp|P61764|STXB1_HUMAN Syntaxin-binding protein 1 (Unc-18 homolog) (Unc-18A) (Unc-18-1) (N-Sec1) (p67) [RISEQTYQLSRWT|Y|473|O08599|15592455|]

5767 ETQKSIYYITGES gi|17865718|sp|P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90) NA

5768 SERDELYAQWGKG gi|74732865|sp|Q9BRD0|BUD13_HUMAN BUD13 homolog [SERDELYAQWGKG|Y|494|Q9BRD0|15592455|]

5769 <<Marker>> contol_spot NA

5770 YGRSRDYNGRNQG gi|1710620|sp|P98179|RBM3_HUMAN Putative RNA-binding protein 3 (RNA-binding motif protein 3) (RNPL) NA

5771 QQWQQLYDTLNAW gi|62896687|dbj|BAD96284.1| dendritic cell protein variant [Homo sapiens]NA



5772 MDPSDIYAVIQIP gi|23396534|sp|Q9NUD5|ZCHC3_HUMAN Zinc finger CCHC domain-containing protein 3 [MDPSDIYAVIQIP|Y|202|Q9NUD5|15592455|]

5773 PIIVGDYGPMWVY gi|12643956|sp|Q9Y5X1|SNX9_HUMAN Sorting nexin-9 (SH3 and PX domain-containing protein 1) (Protein SDP1) (SH3 and PX domain-containing protein 3A) NA

5774 KLVQTTYECLMQA gi|33302602|sp|P53582|AMPM1_HUMAN Methionine aminopeptidase 1 (MetAP 1) (MAP 1) (Peptidase M 1) NA

5775 QIIQEIYSQIQSK gi|1729976|sp|P29401|TKT_HUMAN Transketolase (TK) [QIIQEIYSQIQSK|Y|275|P29401|15592455|]

5776 STPMFEYENLEDN gi|121066|sp|P03069|GCN4_YEAST General control protein GCN4 (Amino acid biosynthesis regulatory protein) NA

5777 PGVNDSYLYAGLW gi|731532|sp|P39956|RPH1_YEAST DNA damage-responsive transcriptional repressor RPH1 NA

5778 IAEQPFYVNAKQY gi|122217|sp|P06774|HAP2_YEAST Transcriptional activator HAP2 NA

5779 PKSASEYVVNHNE gi|1168370|sp|P22149|AFT1_YEAST Iron-regulated transcriptional activator AFT1 (Activator of iron transcription protein 1) NA

5780 DMINPDYAQPTNG gi|129733|sp|P12383|PDR1_YEAST Transcription factor PDR1 (Pleiotropic drug resistance protein 1) NA

5781 LHREETYGSLTFE gi|1708905|sp|P53338|MAL13_YEAST Maltose fermentation regulatory protein MAL13 NA

5782 DLAEKYYSESGEK gi|74645031|sp|Q12180|HAL9_YEAST Halotolerance protein 9 NA

5783 APFESSYTTASTF gi|729140|sp|P40917|YAP4_YEAST AP-1-like transcription factor YAP4 (Transcription activator CIN5) (Chromosome instability protein 5) NA

5784 YSATDQYSDSSFP gi|74655046|sp|Q12398|HMS1_YEAST Probable transcription factor HMS1 (High-copy MEP suppressor protein 1) NA

5785 LNDEDNYSSAISR gi|1168610|sp|P41696|AZF1_YEAST Asparagine-rich zinc finger protein AZF1 NA

5786 NNSHVTYENANHA gi|2506540|sp|P20134|SFL1_YEAST Flocculation suppression protein (Protein SFL1) NA

5787 VMSEFKYNFNSPL gi|74583758|sp|Q08887|NDD1_YEAST Nuclear division defective protein 1 NA

5788 CTTPNKYVVVDAA gi|67461085|sp|Q9UJG1|MSPD1_HUMAN Motile sperm domain-containing protein 1 NA

5789 IGEENKYAEQIMM gi|38505226|ref|NP_078956.2| E2F family member 8 [Homo sapiens] NA

5790 <<Marker>> contol_spot NA

5791 LIPKWLYEDIPNM gi|119371147|sp|Q5VWK5|IL23R_HUMAN Interleukin-23 receptor precursor (IL-23R) NA

5792 RESSSIYISKYLM gi|6175086|sp|O60701|UGDH_HUMAN UDP-glucose 6-dehydrogenase (UDP-Glc dehydrogenase) (UDP-GlcDH) (UDPGDH) NA

5793 TEFNAAYVPPGLM gi|119621086|gb|EAX00681.1| hCG20842 [Homo sapiens]NA

5794 AEDPDDYDDGFSM gi|61247587|sp|Q969G3|SMCE1_HUMAN SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily E member 1 (BRG1-associated factor 57) NA

5795 KAQCDEYCIQGDN gi|12643419|sp|P22079|PERL_HUMAN Lactoperoxidase precursor (LPO) (Salivary peroxidase) (SPO) NA

5796 LFSASKYSFINDN gi|50541963|ref|NP_001002292.1| G protein-coupled receptor 177 isoform 2 [Homo sapiens] NA

5797 RHYEDGYPGGSDN gi|14916543|sp|O60716|CTND1_HUMAN Catenin delta-1 (p120 catenin) (p120(ctn)) (Cadherin-associated Src substrate) (CAS) (p120(cas)) [RHYEDGYPGGSDN|Y|221|P30999|15592455|]

5798 SFSNVKYVMLEEN gi|6226957|sp|Q13635|PTC1_HUMAN Protein patched homolog 1 (PTC1) (PTC) NA

5799 VISWSHYKSVAEN gi|88943889|sp|Q70EK8|UBP53_HUMAN Inactive ubiquitin carboxyl-terminal hydrolase 53 (Inactive ubiquitin-specific peptidase 53) NA

5800 AVSGDYYPIIYFN gi|74735596|sp|O96005|CLPT1_HUMAN Cleft lip and palate transmembrane protein 1 NA

5801 LMTGDTYTAHAGA gi|1168268|sp|P42684|ABL2_HUMAN Tyrosine-protein kinase ABL2 (Abelson murine leukemia viral oncogene homolog 2) (Abelson-related gene protein) (Tyrosine kinase ARG) [LMTGDTYTAHAGA|Y|393|P00519|11781820;10964922;12522270|Abl;Src|[P00519:ABL1_HUMAN,P12931:SRC_HUMAN]LMTGDTYTAHAGA|Y|393|P00520|92065884|Abl|[P00519:ABL1_HUMAN]LMTGDTYTAHAGA|Y|439|P42684|12522270|LMTGDTYTAHAGA|Y|412|P00519-2|15592455|]

5802 LPLDKDYYVVREP gi|50403745|sp|P52333|JAK3_HUMAN Tyrosine-protein kinase JAK3 (Janus kinase 3) (JAK-3) (Leukocyte janus kinase) (L-JAK) [LPLDKDYYVVREP|Y|980|P52333|9391116|JAK3|[P52333:JAK3_HUMAN]]

5803 LRADENYYKAQTH gi|1174527|sp|P43405|KSYK_HUMAN Tyrosine-protein kinase SYK (Spleen tyrosine kinase) [LRADENYYKAQTH|Y|525|P43405|8657103|Syk|[P43405:KSYK_HUMAN]LRADENYYKAQTH|Y|519|P48025|8657103|Syk|[P43405:KSYK_HUMAN]]

5804 MEDSTYYKASKGK gi|3183518|sp|Q05397|FAK1_HUMAN Focal adhesion kinase 1 (FADK 1) (pp125FAK) (Protein-tyrosine kinase 2) [MEDSTYYKASKGK|Y|615|P34152|15592455;17242355|MEDSTYYKASKGK|Y|577|Q05397|7529876|FAK|[Q05397:FAK1_HUMAN]]

5805 MPSTRDYEIQRER gi|3183518|sp|Q05397|FAK1_HUMAN Focal adhesion kinase 1 (FADK 1) (pp125FAK) (Protein-tyrosine kinase 2) NA

5806 NANYTEYVATRWY gi|6175070|sp|O76039|CDKL5_HUMAN Cyclin-dependent kinase-like 5 (Serine/threonine-protein kinase 9) NA

5807 YIWEFKYLFVQRN gi|149588695|ref|NP_001092316.1| hypothetical protein LOC414241 [Homo sapiens] NA

5808 IGVRESYVNLCSN gi|14917099|sp|Q93034|CUL5_HUMAN Cullin-5 (CUL-5) (Vasopressin-activated calcium-mobilizing receptor) (VACM-1) NA

5809 TYSSDTYYYPGSN gi|114677592|ref|XP_524470.2| PREDICTED: similar to non-specific cross reacting antigen [Pan troglodytes]NA

5810 DDMSCDYDNMAVN gi|74738165|sp|Q6UX15|LAYN_HUMAN Layilin precursor NA

5811 KAEVEKYKDCDPQ gi|14149769|ref|NP_115493.1| GAJ protein [Homo sapiens] NA

5812 LPVNPEYSSTRNQ gi|17376322|sp|Q14161|GIT2_HUMAN ARF GTPase-activating protein GIT2 (G protein-coupled receptor kinase-interactor 2) (GRK-interacting protein 2) (Cool-interacting tyrosine-phosphorylated protein 2) (CAT2) (CAT-2) NA

5813 LQEEDFYILDQGG gi|61252134|sp|O15195|VILL_HUMAN Villin-like protein NA

5814 KFGCSQYECVPRQ gi|20178043|sp|O95980|RECK_HUMAN Reversion-inducing cysteine-rich protein with Kazal motifs precursor (hRECK) (Suppressor of tumorigenicity 15) (ST15) NA

5815 VALEESYPDLKSQ gi|119630592|gb|EAX10187.1| 5'-3' exoribonuclease 2  isoform CRA_b [Homo sapiens]NA

5816 EFDNPIYETGGTQ gi|4456459|emb|CAB37431.1| hypothetical protein [Homo sapiens]NA

5817 KEEKCTYADKYTQ gi|119600756|gb|EAW80350.1| KIAA1128  isoform CRA_b [Homo sapiens] NA

5818 YSSGSRYQSAPSQ gi|148746220|ref|NP_075559.2| spermatogenesis associated  serine-rich 2 [Homo sapiens] NA

5819 LRPGPIYAEDGDR gi|45477168|sp|Q9HBB8|MUCDL_HUMAN Mucin and cadherin-like protein precursor (Mu-protocadherin) NA

5820 PPQRDSYSRSGCR gi|74754395|sp|O75526|HNRGT_HUMAN Testis-specific heterogeneous nuclear ribonucleoprotein G-T (hnRNP G-T) NA

5821 SARIPEYLDVTAR gi|119621930|gb|EAX01525.1| hCG38274  isoform CRA_a [Homo sapiens]NA

5822 SPIKVKYGDVYCR gi|2498958|sp|P78539|SRPX_HUMAN Sushi repeat-containing protein SRPX precursor NA

5823 DGPAVDYENQDVA gi|62511238|sp|Q9UGK3|STAP2_HUMAN Signal-transducing adaptor protein 2 (STAP-2) (Breast tumor kinase substrate) (BRK substrate) NA



5824 FSSTESYLQALDR gi|119588453|gb|EAW68047.1| hCG1991368 [Homo sapiens]NA

5825 RCSSSIYSSICGR gi|119569481|gb|EAW49096.1| solute carrier organic anion transporter family  member 6A1  isoform CRA_b [Homo sapiens] NA

5826 AMMETLYSDPHHR gi|74737212|sp|Q6P2H3|CCD21_HUMAN Coiled-coil domain-containing protein 21 NA

5827 EGADVSYTNHRGR gi|68565531|sp|Q96AX9|MIB2_HUMAN E3 ubiquitin-protein ligase MIB2 (Mind bomb homolog 2) (Zinc finger ZZ type with ankyrin repeat domain protein 1) (Skeletrophin) (Novelzin) (Novel zinc finger protein) (Putative NF-kappa-B-activating protein 002N) NA

5828 LHSDSEYIKLMHR gi|114520607|ref|NP_940682.2| neural precursor cell expressed  developmentally down-regulated 4 isoform 2 [Homo sapiens]NA

5829 SLLETQYQNVRGR gi|25008833|sp|Q93015|NAT6_HUMAN N-acetyltransferase 6 (Fus-2 protein) (Fusion 2 protein) NA

5830 AFPEHLYQRVKIR gi|3122031|sp|Q14194|DPYL1_HUMAN Dihydropyrimidinase-related protein 1 (DRP-1) (Collapsin response mediator protein 1) (CRMP-1) NA

5831 VGDVDDYSLHGGC gi|32129516|sp|Q9NXG6|EGLX_HUMAN Putative HIF-prolyl hydroxylase PH-4 (Hypoxia-inducible factor prolyl 4-hydroxylase)'NA

5832 FAVDTAYVAKKLG gi|94730680|sp|O95070|YIF1A_HUMAN Protein YIF1A (YIP1-interacting factor homolog A) (54TMp) NA

5833 LNVKVNYDNVGLG gi|44889019|sp|P35499|SCN4A_HUMAN Sodium channel protein type 4 subunit alpha (Sodium channel protein type IV subunit alpha) (Voltage-gated sodium channel subunit alpha Nav1.4) (Sodium channel protein  skeletal muscle subunit alpha) (SkM1)NA

5834 PAPEECYVYSPLG gi|119575321|gb|EAW54926.1| hypothetical protein FLJ90709  isoform CRA_b [Homo sapiens]NA

5835 KCSSEMYESSRTL gi|26006702|sp|Q96A23|CPNE4_HUMAN Copine-4 (Copine IV) (Copine-8) NA

5836 IEEFDNYAEWDLR gi|13431275|sp|O75478|TAD2L_HUMAN Transcriptional adapter 2-like (ADA2-like protein) NA

5837 DPNKYRYIDDGVR gi|89060481|ref|XP_292122.6| PREDICTED: hypothetical protein [Homo sapiens]NA

5838 KEAPTEYASICVR gi|71152346|sp|Q7Z6A9|BTLA_HUMAN B- and T-lymphocyte attenuator precursor (B- and T-lymphocyte-associated protein) (CD272 antigen) NA

5839 MKSTESYFIPEVR gi|129747|sp|P16284|PECA1_HUMAN Platelet endothelial cell adhesion molecule precursor (PECAM-1) (EndoCAM) (GPIIA') (CD31 antigen) NA

5840 RGRKGTYWEGGVR gi|74722581|sp|Q5FYB1|ARSI_HUMAN Arylsulfatase I precursor (ASI) NA

5841 FASPEEYAEFQYR gi|146325086|sp|Q9P2G1|AKIB1_HUMAN Ankyrin repeat and IBR domain-containing protein 1NA

5842 KPAEPWYKETTYR gi|74743878|sp|Q5SVJ3|CA100_HUMAN Uncharacterized protein C1orf100 NA

5843 PKVPESYVETSAS gi|108935982|sp|Q96RQ1|ERGI2_HUMAN Endoplasmic reticulum-Golgi intermediate compartment protein 2 NA

5844 CSPDTIYEDCDCS gi|51315819|sp|O94989|ARHGF_HUMAN Rho guanine nucleotide exchange factor 15 (Vsm-RhoGEF)NA

5845 DHHENKYCDLECS gi|2499596|sp|Q16659|MK06_HUMAN Mitogen-activated protein kinase 6 (Extracellular signal-regulated kinase 3) (ERK-3) (MAP kinase isoform p97) (p97-MAPK) NA

5846 FHDVQDYADSSCS gi|10834712|gb|AAG23786.1|AF258583_1 PP4748 [Homo sapiens] NA

5847 GIPPDDYLCSLCS gi|20306246|gb|AAH28580.1| MGC26597 protein [Homo sapiens] NA

5848 KAREEMYEKYVAS gi|73920251|sp|Q8WXW3|PIBF1_HUMAN Progesterone-induced-blocking factor 1 NA

5849 GTAEPDYGALYEG gi|130225|sp|P19174|PLCG1_HUMAN 1-phosphatidylinositol-4 5-bisphosphate phosphodiesterase gamma 1 (Phosphoinositide phospholipase C) (PLC-gamma-1) (Phospholipase C-gamma-1) (PLC-II) (PLC-148) [GTAEPDYGALYEG|Y|771|P08487|91208680|EGFR|[P00533:EGFR_HUMAN]GTAEPDYGALYEG|Y|771|P19174|1689310;1708307;8657103;12601080;15144186;15592455;16038803|Syk;Sky;EGFR;FGFR1;FGFR_group;PDGFR_group|[P43405:KSYK_HUMAN,Q06418:TYRO3_HUMAN,P00533:EGFR_HUMAN,P11362:FGFR1_HUMAN]GTAEPDYGALYEG|Y|771|Q62077|15592455|]

5850 RSTSSPYHAGNLL gi|118572719|sp|Q9H792|SG269_HUMAN Tyrosine-protein kinase SgK269 (Sugen kinase 269)NA

5851 VICSDCYDNANIY gi|54036167|sp|O94898|LRIG2_HUMAN Leucine-rich repeats and immunoglobulin-like domains protein 2 precursor (LIG-2) NA

5852 YEVEVTYDGVPVP gi|116241365|sp|P21333|FLNA_HUMAN Filamin-A (Alpha-filamin) (Filamin-1) (Endothelial actin-binding protein) (Actin-binding protein 280) (ABP-280) (Nonmuscle filamin) [YEVEVTYDGVPVP|Y|1047|P21333|15592455|]

5853 SKGEPQYSSHSSS gi|92058729|sp|O60292|SI1L3_HUMAN Signal-induced proliferation-associated 1-like protein 3 (SPA-1-like protein 3) NA

5854 VKLQQTYAALNSK gi|1170586|sp|P46940|IQGA1_HUMAN Ras GTPase-activating-like protein IQGAP1 (p195) NA

5855 SNLAASYLNPVKS gi|23396625|sp|Q9NQT8|KI13B_HUMAN Kinesin-like protein KIF13B (Kinesin-like protein GAKIN) NA

5856 RRGEEIYGTISMK gi|88983969|sp|Q9NR22|ANM8_HUMAN Protein arginine N-methyltransferase 8 (Heterogeneous nuclear ribonucleoprotein methyltransferase-like protein 4) NA

5857 KTDDDVYVNVPEL gi|23813679|sp|O96024|B3GT4_HUMAN Beta-1 3-galactosyltransferase 4 (Beta-1 3-GalTase 4) (Beta3Gal-T4) (b3Gal-T4) (Ganglioside galactosyltransferase) (UDP-galactose:beta-N-acetyl-galactosamine-beta-1 3-galactosyltransferase) (GAL-T2) (GalT4) NA

5858 GDEDCLYLNIWVP gi|231629|sp|P19835|CEL_HUMAN Bile salt-activated lipase precursor (BAL) (Bile salt-stimulated lipase) (BSSL) (Carboxyl ester lipase) (Sterol esterase) (Cholesterol esterase) (Pancreatic lysophospholipase) NA

5859 EDRFIQYANPAFE gi|23503044|sp|O60658|PDE8A_HUMAN High affinity cAMP-specific and IBMX-insensitive 3' 5'-cyclic phosphodiesterase 8A NA

5860 GPNNNNYANVELI gi|118601083|sp|Q13085|COA1_HUMAN Acetyl-CoA carboxylase 1 (ACC-alpha) [Includes: Biotin carboxylase ] NA

5861 DDTAKMYVPMTED gi|3183202|sp|O14975|S27A2_HUMAN Very-long-chain acyl-CoA synthetase (VLCS) (Very-long-chain-fatty-acid-CoA ligase) (VLACS) (THCA-CoA ligase) (Fatty-acid-coenzyme A ligase  very long-chain 1) (Long-chain-fatty-acid--CoA ligase) (Fatty acid transport protein 2) (FATP-2) (Solute carrier family 27 member 2) NA

5862 VHLRAGYIIPLQG gi|126590|sp|P10253|LYAG_HUMAN Lysosomal alpha-glucosidase precursor (Acid maltase) (Aglucosidase alfa) [Contains: 76 kDa lysosomal alpha-glucosidase; 70 kDa lysosomal alpha-glucosidase] NA

5863 IAKHLTYENVERW gi|50402542|sp|P62491|RB11A_HUMAN Ras-related protein Rab-11A (Rab-11) (YL8) NA

5864 KVNENKYENVDLL gi|78099770|sp|Q9NSV4|DIAP3_HUMAN Protein diaphanous homolog 3 (Diaphanous-related formin-3) (DRF3)NA

5865 ESLVLTYVNAISS gi|417031|sp|P32455|GBP1_HUMAN Interferon-induced guanylate-binding protein 1 (GTP-binding protein 1) (Guanine nucleotide-binding protein 1) (GBP-1) (HuGBP-1) NA

5866 SGGLELYGEPRHT gi|14194461|sp|Q99996|AKAP9_HUMAN A-kinase anchor protein 9 (Protein kinase A-anchoring protein 9) (PRKA9) (A-kinase anchor protein 450 kDa) (AKAP 450) (A-kinase anchor protein 350 kDa) (AKAP 350) (hgAKAP 350) (AKAP 120-like protein) (Protein hyperion) (Protein yotiao) (Centrosome- and Golgi-localized PKN-associated protein) (CG-NAP) NA

5867 SLILMAYIIIFLT gi|3122160|sp|O15552|FFAR2_HUMAN Free fatty acid receptor 2 (G-protein coupled receptor 43) NA

5868 RVGTVGYMAPEVV gi|143811400|sp|P32298|GRK4_HUMAN G protein-coupled receptor kinase 4 (G protein-coupled receptor kinase GRK4) (ITI1)'NA

5869 DKLVVEYANAICQ gi|123504|sp|P08910|ABHD2_HUMAN Abhydrolase domain-containing protein 2 (Lung alpha/beta hydrolase 2) (Protein PHPS1-2) NA

5870 ASSNPEYLSASDV gi|33112647|sp|P06213|INSR_HUMAN Insulin receptor precursor (IR) (CD220 antigen) [Contains: Insulin receptor subunit alpha; Insulin receptor subunit beta][ASSNPEYLSASDV|Y|999|P06213|8662806;1658004;8393870;10340378|InsR|[P06213:INSR_HUMAN]ASSNPEYLSASDV|Y|989|P15208|15699041;15632081|]

5871 SQGVDTYVEMRPV gi|547770|sp|P07333|CSF1R_HUMAN Macrophage colony-stimulating factor 1 receptor precursor (CSF-1-R) (Fms proto-oncogene) (c-fms) (CD115 antigen) [SQGVDTYVEMRPV|Y|723|P07333|N.N.|SQGVDTYVEMRPV|Y|721|P09581|11297560;8981370|CSF1R|[P07333:CSF1R_HUMAN]]

5872 HAEAALYKNLLHS gi|125472|sp|P10721|KIT_HUMAN Mast/stem cell growth factor receptor precursor (SCFR) (Proto-oncogene tyrosine-protein kinase Kit) (c-kit) (CD117 antigen) [HAEAALYKNLLHS|Y|703|P10721|10377264|Kit|[P10721:KIT_HUMAN]]

5873 LEFNDVYQEVKGS gi|730840|sp|Q08945|SSRP1_HUMAN FACT complex subunit SSRP1 (Facilitates chromatin transcription complex subunit SSRP1) (FACT 80 kDa subunit) (FACTp80) (Chromatin-specific transcription elongation factor 80 kDa subunit) (Structure-specific recognition protein 1) (hSSRP1) (Recombination signal sequence recognition protein 1) (T160) NA

5874 PQYYDEYVTFNGS gi|93141229|sp|Q6UB98|ANR12_HUMAN Ankyrin repeat domain-containing protein 12 (Ankyrin repeat-containing cofactor 2) (GAC-1 protein)NA

5875 DSMEEKYCGCNKC gi|10720377|sp|Q9UL59|ZN214_HUMAN Zinc finger protein 214 (BWSCR2-associated zinc finger protein 1) (BAZ 1) NA



5876 FPSSWDYKRASLC gi|488364|emb|CAA54785.1| interferon alpha/beta receptor [Homo sapiens] NA

5877 KKPWTEYVDMTLC gi|145566894|sp|Q9UHE5|NAT8_HUMAN Probable N-acetyltransferase 8 (Camello-like protein 1) NA

5878 LVLEGGYENWLLC gi|731046|sp|P40818|UBP8_HUMAN Ubiquitin carboxyl-terminal hydrolase 8 (Ubiquitin thioesterase 8) (Ubiquitin-specific-processing protease 8) (Deubiquitinating enzyme 8) (hUBPy) NA

5879 VVESSKYAACPKS gi|148667492|gb|EDK99908.1| mCG132528 [Mus musculus]NA

5880 ESSTSPYVTSYKS gi|74749380|sp|Q6UW49|SPESP_HUMAN Sperm equatorial segment protein 1 precursor (SP-ESP) (Equatorial segment protein) (ESP) (Glycosylated 38 kDa sperm protein C-7/8) NA

5881 KKVEDEYKAFYKS gi|119360|sp|P14625|ENPL_HUMAN Endoplasmin precursor (Heat shock protein 90 kDa beta member 1) (94 kDa glucose-regulated protein) (GRP94) (gp96 homolog) (Tumor rejection antigen 1) NA

5882 VKKELTYQNTDLS gi|114149995|sp|Q32MZ4|LRRF1_HUMAN Leucine-rich repeat flightless-interacting protein 1 (LRR FLII-interacting protein 1) (TAR RNA-interacting protein) (GC-binding factor 2)NA

5883 CGKKRRYVRLGLS gi|94730574|sp|Q5MJ70|SPDYA_HUMAN Speedy protein A (Speedy-1) (Spy1) (Rapid inducer of G2/M progression in oocytes A) (RINGO A) (hSpy/Ringo A) NA

5884 KISEIHYGDTLLS gi|74728160|sp|Q8IWA6|CCD60_HUMAN Coiled-coil domain-containing protein 60 NA

5885 ESPGIDYVQIGFP gi|6094289|sp|O14893|GEMI2_HUMAN Survival of motor neuron protein-interacting protein 1 (SMN-interacting protein 1) (Component of gems 2) (Gemin-2) NA

5886 IAKMDSYARIFFP gi|116242488|sp|P18507|GBRG2_HUMAN Gamma-aminobutyric-acid receptor subunit gamma-2 precursor (GABA(A) receptor subunit gamma-2) NA

5887 RSVNDLYIQKQFP gi|123055|sp|P05546|HEP2_HUMAN Heparin cofactor 2 precursor (Heparin cofactor II) (HC-II) (Protease inhibitor leuserpin 2) (HLS2) NA

5888 AHRDSLYVVRNGP gi|41205052|ref|XP_372573.1| PREDICTED: similar to Kelch domain-containing protein 5 [Homo sapiens] NA

5889 SICLERYKNPKVL gi|21363034|sp|Q9C040|TRIM2_HUMAN Tripartite motif-containing protein 2 (RING finger protein 86) NA

5890 TTEELKYSPEGVL gi|119590617|gb|EAW70211.1| hCG1811467 [Homo sapiens]NA

5891 GWVEQAYVDKCVC gi|4140704|gb|AAD04172.1| TIAF1 [Homo sapiens]NA

5892 EKDNNTYENRRVL gi|93004094|ref|NP_005840.2| immunoglobulin superfamily  member 6 [Homo sapiens] NA

5893 VEKPLDYMNHYTC gi|91208389|sp|Q2M3W8|ZN181_HUMAN Zinc finger protein 181 (HHZ181) NA

5894 FCFSEDYPNGTWL gi|109698609|ref|NP_524576.2| BTG3 associated nuclear protein isoform b [Homo sapiens]NA

5895 FDSKKAYRDVAWL gi|38258608|sp|Q8IXJ6|SIRT2_HUMAN NAD-dependent deacetylase sirtuin-2 (SIR2-like) (SIR2-like protein 2) NA

5896 DEDMLKYMKMTAT gi|147668009|sp|Q8N6K7|SAMD3_HUMAN Sterile alpha motif domain-containing protein 3 NA

5897 EPLPPSYVACS gi|119524|sp|P19235|EPOR_HUMAN Erythropoietin receptor precursor (EPO-R) [EPLPPSYVACS|Y|504|P19235|10579919;7559499;9573010|]

5898 IRNTNEYTEGPTV gi|13124551|sp|O43597|SPY2_HUMAN Sprouty homolog 2 (Spry-2) [IRNTNEYTEGPTV|Y|55|O43597|15637081;16000370;12593795;15564375;12815057|Src|[P12931:SRC_HUMAN]IRNTNEYTEGPTV|Y|55|Q9QXV8|12402043|]

5899 PGPQDIYDVPPVR gi|8134339|sp|P56945|BCAR1_HUMAN Breast cancer anti-estrogen resistance protein 1 (CRK-associated substrate) (p130cas) [PGPQDIYDVPPVR|Y|249|P56945|12601080|FGFR1|[P11362:FGFR1_HUMAN]]

5900 QIPEGDYLSYREF gi|116242614|sp|Q96RT1|LAP2_HUMAN Protein LAP2 (Erbb2-interacting protein) (Erbin) (Densin-180-like protein) [QIPEGDYLSYREF|Y|1104|Q96RT1|15144186;15592455;16094384|]

5901 RNPLQGYYQVRRP gi|46576866|sp|O94910|LPHN1_HUMAN Latrophilin-1 precursor (Calcium-independent alpha-latrotoxin receptor 1) (Lectomedin-2) [RNPLQGYYQVRRP|Y|1440|O94910|15144186|]

5902 SHVDNEYSQPPRN gi|116024|sp|P06127|CD5_HUMAN T-cell surface glycoprotein CD5 precursor (Lymphocyte antigen T1/Leu-1) [SHVDNEYSQPPRN|Y|453|P06127|12522270;15144186;11298344;15659558|Lck|[P06239:LCK_HUMAN]SHVDNEYSQPPRN|Y|452|P13379|11157848|]

5903 AFDNPDYWNHSLP gi|3913590|sp|Q15303|ERBB4_HUMAN Receptor tyrosine-protein kinase erbB-4 precursor (p180erbB4) (Tyrosine kinase-type cell surface receptor HER4) [AFDNPDYWNHSLP|Y|1242|Q15303|8617750|]

5904 GLARDMYDKEYYS gi|125484|sp|P08581|MET_HUMAN Hepatocyte growth factor receptor precursor (HGF receptor) (Scatter factor receptor) (SF receptor) (HGF/SF receptor) (Met proto-oncogene tyrosine kinase) (c-Met) [GLARDMYDKEYYS|Y|1230|P08581|12475979|Met|[P08581:MET_HUMAN]GLARDMYDKEYYS|Y|1228|P16056|8302603|Met|[P08581:MET_HUMAN]]

5905 KPEIQVYENIHLA gi|56206384|emb|CAI18532.1| chromosome 6 open reading frame 21 [Homo sapiens] [KPEIQVYENIHLA|Y|281|Q7Z5H2|12852788|]

5906 TEDELPYDDCVFG gi|126682|sp|P25963|IKBA_HUMAN NF-kappa-B inhibitor alpha (Major histocompatibility complex enhancer-binding protein MAD3) (I-kappa-B-alpha) (IkappaBalpha) (IKB-alpha) [TEDELPYDDCVFG|Y|305|P25963|14757045|Abl|[P00519:ABL1_HUMAN]]

5907 DDSDEDYEKVPLP gi|3023207|sp|P78314|3BP2_HUMAN SH3 domain-binding protein 2 (3BP-2) NA

5908 GNYRDNYDN gi|1710620|sp|P98179|RBM3_HUMAN Putative RNA-binding protein 3 (RNA-binding motif protein 3) (RNPL) [GNYRDNYDN|Y|155|P98179|15144186|]

5909 GADDSYYTARSAG gi|1177044|sp|P43403|ZAP70_HUMAN Tyrosine-protein kinase ZAP-70 (70 kDa zeta-associated protein) (Syk-related tyrosine kinase) [GADDSYYTARSAG|Y|493|P43403|8756661;7961936;7642520;12522270;15144186;15592455;11270871;16094384;15659558|Lck;ZAP70|[P06239:LCK_HUMAN,P43403:ZAP70_HUMAN]]

5910 HQEDNDYINASLI gi|131467|sp|P18031|PTN1_HUMAN Tyrosine-protein phosphatase non-receptor type 1 (Protein-tyrosine phosphatase 1B) (PTP-1B) [HQEDNDYINASLI|Y|66|P18031|11106648;8999839;9355745|EGFR;InsR|[P00533:EGFR_HUMAN,P06213:INSR_HUMAN]]

5911 NEGKHLYTLDGGD gi|54037168|sp|P63244|GBLP_HUMAN Guanine nucleotide-binding protein subunit beta 2-like 1 (Guanine nucleotide-binding protein subunit beta-like protein 12.3) (Receptor of activated protein kinase C 1) (RACK1) (Receptor for activated C kinase) [NEGKHLYTLDGGD|Y|228|P63244|12400005|Src|[P12931:SRC_HUMAN]]

5912 PMDTEVYESPYAD gi|1174527|sp|P43405|KSYK_HUMAN Tyrosine-protein kinase SYK (Spleen tyrosine kinase) [PMDTEVYESPYAD|Y|348|P43405|8657103;12522270|Syk|[P43405:KSYK_HUMAN]PMDTEVYESPYAD|Y|342|P48025|8657103;9820500|Lyn;Syk|[P07948:LYN_HUMAN,P43405:KSYK_HUMAN]]

5913 FLPVPEYINQSVP gi|2811086|sp|P00533|EGFR_HUMAN Epidermal growth factor receptor precursor (Receptor tyrosine-protein kinase ErbB-1) [FLPVPEYINQSVP|Y|1092|P00533|8845374;15302935;17081983|EGFR|[P00533:EGFR_HUMAN]]

5914 RNMKSQYEVFRSS gi|73917693|sp|Q63HQ0|CD016_HUMAN Uncharacterized protein C4orf16 NA

5915 ISQGMQYLAEMKL gi|547807|sp|P07949|RET_HUMAN Proto-oncogene tyrosine-protein kinase receptor ret precursor (C-ret) NA

5916 QIDSCTYEAMYNI gi|115855|sp|P22681|CBL_HUMAN E3 ubiquitin-protein ligase CBL (Signal transduction protein CBL) (Proto-oncogene c-CBL) (Casitas B-lineage lymphoma proto-oncogene) (RING finger protein 55) [QIDSCTYEAMYNI|Y|731|P22681|9525940;10934191;9890970;12604776|Fyn;Lck;Syk;Src;Yes;HCK|[P06241:FYN_HUMAN,P06239:LCK_HUMAN,P43405:KSYK_HUMAN,P12931:SRC_HUMAN,P07947:YES_HUMAN,P08631:HCK_HUMAN]]

5917 SRLPVDYYGIPFA gi|74745207|sp|Q5T6F2|UBAP2_HUMAN Ubiquitin-associated protein 2 [SRLPVDYYGIPFA|Y|839|Q5T6F2|15144186|]

5918 AVLYADYRAPGPA gi|54036152|sp|Q96J84|KIRR1_HUMAN Kin of IRRE-like protein 1 precursor (Kin of irregular chiasm-like protein 1) (Nephrin-like protein 1) [AVLYADYRAPGPA|Y|625|Q96J84|15144186|]

5919 EEPEALYAAVNKK gi|20138768|sp|Q9NZM3|ITSN2_HUMAN Intersectin-2 (SH3 domain-containing protein 1B) (SH3P18) (SH3P18-like WASP-associated protein)'[EEPEALYAAVNKK|Y|967|Q9NZM3|15144186;15592455;15659558|]

5920 HSTILDYINVVPT gi|118572721|sp|Q96LC7|SIG10_HUMAN Sialic acid-binding Ig-like lectin 10 precursor (Siglec-10) (Siglec-like protein 2) [HSTILDYINVVPT|Y|597|Q96LC7|11733002|Lck;JAK3;ITK|[P06239:LCK_HUMAN,P52333:JAK3_HUMAN,Q08881:ITK_HUMAN]]

5921 EADGELYVFNTPS gi|90180201|sp|Q13480|GAB1_HUMAN GRB2-associated-binding protein 1 (GRB2-associated binder 1) [EADGELYVFNTPS|Y|285|Q13480|10978177;9890893;10734310|Met;EGFR|[P08581:MET_HUMAN,P00533:EGFR_HUMAN]]

5922 FCGTPEYLAPEVL gi|57210108|emb|CAI42315.1| serum/glucocorticoid regulated kinase 2 [Homo sapiens][FCGTPEYLAPEVL|Y|315|P31750|11445557|Src|[P12931:SRC_HUMAN]]

5923 HIANHSYLPLSYW gi|730980|sp|P40238|TPOR_HUMAN Thrombopoietin receptor precursor (TPO-R) (Myeloproliferative leukemia protein) (C-mpl) (CD110 antigen) [HIANHSYLPLSYW|Y|626|P40238|9122198|HIANHSYLPLSYW|Y|616|Q08351|9122198|]

5924 PDEDYEYMNRQRD gi|119534|sp|P21860|ERBB3_HUMAN Receptor tyrosine-protein kinase erbB-3 precursor (c-erbB3) (Tyrosine kinase-type cell surface receptor HER3) [PDEDYEYMNRQRD|Y|1262|P21860|9516479|]

5925 RPPEPVYSTVNKL gi|73920200|sp|Q15700|DLG2_HUMAN Disks large homolog 2 (Postsynaptic density protein PSD-93) (Channel-associated protein of synapse-110) (Chapsyn-110)[RPPEPVYSTVNKL|Y|348|Q63622|13129934|Fyn|[P06241:FYN_HUMAN]RPPEPVYSTVNKL|Y|348|Q91XM9|13129934|Fyn|[P06241:FYN_HUMAN]]

5926 SPGPGHYLRCDST gi|729564|sp|Q99062|CSF3R_HUMAN Granulocyte colony-stimulating factor receptor precursor (G-CSF-R) (CD114 antigen) [SPGPGHYLRCDST|Y|767|Q99062|9790917|]

5927 SPSDSGYSYETIG gi|1170875|sp|P46821|MAP1B_HUMAN Microtubule-associated protein 1B (MAP 1B) [Contains: MAP1 light chain LC1] NA



5928 LNKTKEYTACELM gi|12643818|sp|Q9NSD9|SYFB_HUMAN Phenylalanyl-tRNA synthetase beta chain (Phenylalanine--tRNA ligase beta chain) (PheRS) NA

5929 KPSSAAYQKAPTK gi|464745|sp|P34741|SDC2_HUMAN Syndecan-2 precursor (SYND2) (Fibroglycan) (Heparan sulfate proteoglycan core protein) (HSPG) NA

5930 NEELPTYEEAKAQ gi|74728292|sp|Q8IY63|AMOL1_HUMAN Angiomotin-like protein 1 NA

5931 SDVGGYYYEKIER gi|1170875|sp|P46821|MAP1B_HUMAN Microtubule-associated protein 1B (MAP 1B) [Contains: MAP1 light chain LC1] NA

5932 AEQAERYEDMAAF gi|398953|sp|P31947|1433S_HUMAN 14-3-3 protein sigma (Stratifin) (Epithelial cell marker protein 1) [AEQAERYEDMAAF|Y|19|Q9JJ20|15286034|]

5933 DRKNPAYIPRKGL gi|18266743|sp|O15234|CASC3_HUMAN Protein CASC3 (Cancer susceptibility candidate gene 3 protein) (Metastatic lymph node protein 51) (Protein MLN 51) (Protein barentsz) (Btz) NA

5934 IEWPGAYPKLMEI gi|30923321|sp|Q92556|ELMO1_HUMAN Engulfment and cell motility protein 1 (CED-12 homolog) NA

5935 DFTPSPYDTDSLK gi|145559526|sp|O94885|SASH1_HUMAN SAM and SH3 domain-containing protein 1 (Proline-glutamate repeat-containing protein) NA

5936 LLTMSFYRNYHAM gi|13124441|sp|O14939|PLD2_HUMAN Phospholipase D2 (PLD 2) (Choline phosphatase 2) (Phosphatidylcholine-hydrolyzing phospholipase D2) (PLD1C) (hPLD2) NA

5937 LGLALNYSVFYYE gi|48428721|sp|P61981|1433G_HUMAN 14-3-3 protein gamma (Protein kinase C inhibitor protein 1) (KCIP-1) NA

5938 VRWAKLYSLVIWG gi|2506481|sp|P30411|BKRB2_HUMAN B2 bradykinin receptor (BK-2 receptor) (B2R) [VRWAKLYSLVIWG|Y|177|P30411|16226010|Src|[P12931:SRC_HUMAN]]

5939 DEIRKKYGLFKEE gi|1711387|sp|P53801|PTTG_HUMAN Pituitary tumor-transforming gene 1 protein-interacting protein precursor (Pituitary tumor-transforming gene protein-binding factor) (PTTG-binding factor) (PBF) NA

5940 GRDEGNYLDDALV gi|1703319|sp|P09525|ANXA4_HUMAN Annexin A4 (Annexin-4) (Annexin IV) (Lipocortin IV) (Endonexin I) (Chromobindin-4) (Protein II) (P32.5) (Placental anticoagulant protein II) (PAP-II) (PP4-X) (35-beta calcimedin) (Carbohydrate-binding protein P33/P41) (P33/41)NA

5941 SDKELQYIDAISN gi|73917636|sp|Q9UQB8|BAIP2_HUMAN Brain-specific angiogenesis inhibitor 1-associated protein 2 (BAI1-associated protein 2) (BAI-associated protein 2) (Protein BAP2) (Insulin receptor substrate p53) (IRSp53) (Insulin receptor substrate protein of 53 kDa) (Insulin receptor substrate p53/p58) (IRSp53/58) (IRS-58) (Fas ligand-associated factor 3) (FLAF3) NA

5942 RRQEEGYYSRLEA gi|12644018|sp|P55196|AFAD_HUMAN Afadin (Protein AF-6) NA

5943 DLSSKYYQTIGNH gi|20978558|sp|Q9UNM6|PSD13_HUMAN 26S proteasome non-ATPase regulatory subunit 13 (26S proteasome regulatory subunit S11) (26S proteasome regulatory subunit p40.5) NA

5944 EDSDRKYEEVARK gi|136090|sp|P07951|TPM2_HUMAN Tropomyosin beta chain (Tropomyosin-2) (Beta-tropomyosin) NA

5945 CKAANLYASSPHS gi|119607309|gb|EAW86903.1| alcohol dehydrogenase  iron containing  1  isoform CRA_c [Homo sapiens]NA

5946 LLSNPDYINQMLL gi|119613823|gb|EAW93417.1| hCG1782511 [Homo sapiens]NA

5947 ATSYIAYLMDLLA gi|47117699|sp|P61296|HAND2_HUMAN Heart- and neural crest derivatives-expressed protein 2 (Deciduum  heart  autonomic nervous system and neural crest derivatives-expressed protein 2) (dHAND) NA

5948 LVGEGSYGMVMKC gi|74762639|sp|Q92772|CDKL2_HUMAN Cyclin-dependent kinase-like 2 (Serine/threonine-protein kinase KKIAMRE) (Protein kinase p56 KKIAMRE) NA

5949 VEFEPTYEEFPSL gi|10720350|sp|Q9Y487|VPP2_HUMAN Vacuolar proton translocating ATPase 116 kDa subunit a isoform 2 (V-ATPase 116 kDa isoform a2) (TJ6) NA

5950 RPGYGAYDAFKHA gi|124200|sp|P05198|IF2A_HUMAN Eukaryotic translation initiation factor 2 subunit 1 (Eukaryotic translation initiation factor 2 subunit alpha) (eIF-2-alpha) (EIF-2alpha) (EIF-2A) NA

5951 SAVGFDYKGEVEK gi|123557|sp|P14317|HCLS1_HUMAN Hematopoietic lineage cell-specific protein (Hematopoietic cell-specific LYN substrate 1) (LckBP1) (p75) NA

5952 RNVNAPYRDRIPL gi|13633994|sp|Q9UBN4|TRPC4_HUMAN Short transient receptor potential channel 4 (TrpC4) (Trp-related protein 4) (hTrp-4) (hTrp4) NA

5953 TRFTDEYQLYEDI gi|12643413|sp|Q13554|KCC2B_HUMAN Calcium/calmodulin-dependent protein kinase type II beta chain (CaM-kinase II beta chain) (CaM kinase II subunit beta) (CaMK-II subunit beta) NA

5954 GEARALYNLGNVY gi|38258887|sp|P81274|GPSM2_HUMAN G-protein-signaling modulator 2 (Mosaic protein LGN) NA

5955 RCPSDPYKHSLPS gi|14285603|sp|Q12879|NMDE1_HUMAN Glutamate [NMDA] receptor subunit epsilon-1 precursor (N-methyl D-aspartate receptor subtype 2A) (NR2A) (NMDAR2A) (hNR2A) NA

5956 PKSENIYDYLDSS gi|125987727|sp|Q58A63|BMCC1_HUMAN BNIP2 motif-containing molecule at the C-terminal region 1NA

5957 DGASPDYVLVEAE gi|416959|sp|Q03468|ERCC6_HUMAN DNA excision repair protein ERCC-6 (ATP-dependent helicase ERCC6) (Cockayne syndrome protein CSB) NA

5958 GSLSGDYLYIFDG gi|73920246|sp|O00750|P3C2B_HUMAN Phosphatidylinositol-4-phosphate 3-kinase C2 domain-containing beta polypeptide (Phosphoinositide 3-Kinase-C2-beta) (PtdIns-3-kinase C2 beta) (PI3K-C2beta) (C2-PI3K) NA

5959 LRNQPIYIQYSNH gi|74761983|sp|Q9UKA9|PTBP2_HUMAN Polypyrimidine tract-binding protein 2 (Neurally-enriched homolog of PTB) (Neural polypyrimidine tract-binding protein) (PTB-like protein) NA

5960 TLESAQYPGILPS gi|1169233|sp|P43146|DCC_HUMAN Netrin receptor DCC precursor (Tumor suppressor protein DCC) (Colorectal cancer suppressor) NA

5961 LCEFRPYSCPCPG gi|46577493|sp|Q8IUQ4|SIAH1_HUMAN E3 ubiquitin-protein ligase SIAH1 (Seven in absentia homolog 1) (Siah-1) (Siah-1a) NA

5962 IPNVVKYSPNCKL gi|126047|sp|P00338|LDHA_HUMAN L-lactate dehydrogenase A chain (LDH-A) (LDH muscle subunit) (LDH-M) (Proliferation-inducing gene 19 protein) (Renal carcinoma antigen NY-REN-59) NA

5963 SYSGVLYITETDE gi|118573058|sp|Q9P273|TEN3_HUMAN Teneurin-3 (Ten-3) (Tenascin-M3) (Ten-m3) (Protein Odd Oz/ten-m homolog 3)'NA

5964 IDNKALYDTFSAF gi|3183544|sp|P11940|PABP1_HUMAN Polyadenylate-binding protein 1 (Poly(A)-binding protein 1) (PABP 1) NA

5965 VKMKMKYYIEYME gi|67461014|sp|Q6NYC1|JMJD6_HUMAN JmjC domain-containing protein 6 (Jumonji domain-containing protein 6) (Protein PTDSR) (Phosphatidylserine receptor) NA

5966 RYHLRCYMYQARD gi|20137708|sp|O75923|DYSF_HUMAN Dysferlin (Dystrophy-associated fer-1-like protein) (Fer-1-like protein 1) NA

5967 ELDEEGYMTPMRD gi|3913590|sp|Q15303|ERBB4_HUMAN Receptor tyrosine-protein kinase erbB-4 precursor (p180erbB4) (Tyrosine kinase-type cell surface receptor HER4) NA

5968 EPKGEKYECALKR gi|93141033|ref|NP_031375.3| PAX interacting protein 1 [Homo sapiens]NA

5969 RMNDLHYLNLDTW gi|90110030|sp|Q8N7A1|KLDC1_HUMAN Kelch domain-containing protein 1 NA

5970 FDEVEIYGEPQTV gi|20139241|sp|Q9NZM1|MYOF_HUMAN Myoferlin (Fer-1-like protein 3) NA

5971 RLTGITYLRVRSL gi|3914299|sp|O60683|PEX10_HUMAN Peroxisome assembly protein 10 (Peroxin-10) (Peroxisome biogenesis factor 10) (RING finger protein 69) NA

5972 QTDFVQYQPDLDT gi|21362912|sp|O15079|SNPH_HUMAN Syntaphilin NA

5973 RDVARGYENVPIP gi|116241348|sp|Q96KQ7|EHMT2_HUMAN Histone-lysine N-methyltransferase  H3 lysine-9 specific 3 (Histone H3-K9 methyltransferase 3) (H3-K9-HMTase 3) (Euchromatic histone-lysine N-methyltransferase 2) (HLA-B-associated transcript 8) (Protein G9a) NA

5974 QLIELDYLNPGSI gi|12643886|sp|Q9UHI6|DDX20_HUMAN Probable ATP-dependent RNA helicase DDX20 (DEAD box protein 20) (DEAD box protein DP 103) (Component of gems 3) (Gemin-3) NA

5975 THTIPFYPNPLHP gi|13124249|sp|Q9Y3I1|FBX7_HUMAN F-box only protein 7 NA

5976 YCSKLRYLNARGC gi|37537858|sp|Q9UJT9|FBXL7_HUMAN F-box/LRR-repeat protein 7 (F-box and leucine-rich repeat protein 7) (F-box protein FBL6/FBL7) NA

5977 YQVPASYQPDEEE gi|17865680|sp|Q9BYM8|UB7I3_HUMAN RanBP-type and C3HC4-type zinc finger-containing protein 1 (Ubiquitin-conjugating enzyme 7-interacting protein 3) (Hepatitis B virus X-associated protein 4) (HBV-associated factor 4) (RING finger protein 54) NA

5978 YSRDPNYLNLFII gi|6648106|sp|Q05086|UBE3A_HUMAN Ubiquitin-protein ligase E3A (E6AP ubiquitin-protein ligase) (Oncogenic protein-associated protein E6-AP) (Human papillomavirus E6-associated protein) (Renal carcinoma antigen NY-REN-54)NA

5979 NITENVYINLTCS gi|1168851|sp|P42081|CD86_HUMAN T-lymphocyte activation antigen CD86 precursor (Activation B7-2 antigen) (CTLA-4 counter-receptor B7.2) (B70) (FUN-1) (BU63) NA



5980 HSVNGEYLNVHMK gi|90110033|sp|Q16363|LAMA4_HUMAN Laminin subunit alpha-4 precursorNA

5981 YKLLPPYLRVIQG gi|1172027|sp|P43490|NAMPT_HUMAN Nicotinamide phosphoribosyltransferase (NAmPRTase) (Nampt) (Pre-B cell-enhancing factor) (Pre-B-cell colony-enhancing factor 1) (Visfatin) NA

5982 FHPNKGYIYVVKV gi|73920246|sp|O00750|P3C2B_HUMAN Phosphatidylinositol-4-phosphate 3-kinase C2 domain-containing beta polypeptide (Phosphoinositide 3-Kinase-C2-beta) (PtdIns-3-kinase C2 beta) (PI3K-C2beta) (C2-PI3K) NA

5983 VDDFQNYLRVAFQ gi|28201876|sp|Q8WYP3|RIN2_HUMAN Ras and Rab interactor 2 (Ras interaction/interference protein 2) (Ras inhibitor JC265) (Ras association domain family 4) NA

5984 YENDLGYTAVALY gi|2498954|sp|Q14247|SRC8_HUMAN Src substrate cortactin (Amplaxin) (Oncogene EMS1) NA

5985 DAEKPFYVNVEFH gi|143811366|sp|P11274|BCR_HUMAN Breakpoint cluster region protein (Renal carcinoma antigen NY-REN-26) [DAEKPFYVNVEFH|Y|177|P11274|8955135;10405761;12522270;9178913;12124177;9407116|Fes;Abl;HCK|[P07332:FES_HUMAN,P00519:ABL1_HUMAN,P08631:HCK_HUMAN]]

5986 TDGYTTYINASTC gi|3023214|sp|Q15777|MPPD2_HUMAN Metallophosphoesterase domain-containing protein 2 (Fetal brain protein 239) (239FB) NA

5987 VKGFRSYVDMYLK gi|13959709|sp|P11388|TOP2A_HUMAN DNA topoisomerase 2-alpha (DNA topoisomerase II  alpha isozyme) NA

5988 IVNSTYYANVSAT gi|13634020|sp|Q9UPW6|SATB2_HUMAN DNA-binding protein SATB2 (Special AT-rich sequence-binding protein 2) NA

5989 ILFVKEYVNASEV gi|14286186|sp|O15231|ZN185_HUMAN Zinc finger protein 185 (LIM domain protein ZNF185) (P1-A) NA

5990 DNSPKRYLIPKGD gi|83305815|sp|P31629|ZEP2_HUMAN Human immunodeficiency virus type I enhancer-binding protein 2 (HIV-EP2) (MHC-binding protein 2) (MBP-2) NA

5991 GVEAKNYEEIAKV gi|3915893|sp|P49755|TMEDA_HUMAN Transmembrane emp24 domain-containing protein 10 precursor (Transmembrane protein Tmp21) (21 kDa transmembrane-trafficking protein) (p24delta) (S31III125) (S31I125) (Tmp-21-I) NA

5992 KFTSKEYEEIDKR gi|30316395|sp|Q9Y2G3|AT11B_HUMAN Probable phospholipid-transporting ATPase IF (ATPase class I type 11B) (ATPase IR) NA

5993 MGFIGHYLDQKRL gi|116241237|sp|P53396|ACLY_HUMAN ATP-citrate synthase (ATP-citrate (pro-S-)-lyase) (Citrate cleavage enzyme) NA

5994 PHVVKVYSEDGAC gi|116242503|sp|Q14451|GRB7_HUMAN Growth factor receptor-bound protein 7 (GRB7 adapter protein) (Epidermal growth factor receptor GRB-7) (B47) NA

5995 DSPVFWYAPECLK gi|56405328|sp|P29597|TYK2_HUMAN Non-receptor tyrosine-protein kinase TYK2 NA

5996 APRDTIYQVPPSY gi|8134360|sp|Q14511|CASL_HUMAN Enhancer of filamentation 1 (HEF1) (CRK-associated substrate-related protein) (CAS-L) (CasL) (p105) (Protein NEDD9) (Renal carcinoma antigen NY-REN-12) NA

5997 NWAKGHYTEGAEL gi|146424310|gb|AAI41926.1| TUBB2A protein [Homo sapiens]NA

5998 EERLLRYLIHLRF gi|154350236|ref|NP_062546.2| hypothetical protein LOC56204 [Homo sapiens]NA

5999 F4:17 contol_spot NA

6000 F8:17 contol_spot NA

6001 pY contol_spot NA

6002 IgG contol_spot NA

6003 FITC contol_spot NA

6004 pY contol_spot NA

6005 IgG contol_spot NA

6006 FITC contol_spot NA

6007 GICEEAYSWNLTV gi|11136143|sp|Q9Y2L8|ZKSC5_HUMAN Zinc finger protein with KRAB and SCAN domains 5 (Zinc finger protein 95 homolog) (Zfp-95) NA

6008 MMEEIDYDHDGTV gi|12643960|sp|Q9Y6T7|DGKB_HUMAN Diacylglycerol kinase beta (Diglyceride kinase beta) (DGK-beta) (DAG kinase beta) (90 kDa diacylglycerol kinase) NA

6009 IAECLTYLDNGVV gi|12643730|sp|Q16531|DDB1_HUMAN DNA damage-binding protein 1 (Damage-specific DNA-binding protein 1) (UV-damaged DNA-binding factor) (DDB p127 subunit) (DDBa) (UV-damaged DNA-binding protein 1) (UV-DDB 1) (Xeroderma pigmentosum group E-complementing protein) (XPCe) (XPE-binding factor) (XPE-BF) (X-associated protein 1) (XAP-1) NA

6010 WKPEREYWESGLQ gi|119619475|gb|EAW99069.1| hCG1799751 [Homo sapiens]NA

6011 RHLEGAYADWDVV gi|5915798|sp|O75936|BODG_HUMAN Gamma-butyrobetaine dioxygenase (Gamma-butyrobetaine 2-oxoglutarate dioxygenase) (Gamma-butyrobetaine hydroxylase) (Gamma-BBH) NA

6012 VVLEEHYLVVGVV gi|32700084|sp|Q14689|DIP2A_HUMAN Disco-interacting protein 2 homolog A']NA

6013 GARGDHYARNLLW gi|47116570|sp|Q96RP7|G3ST4_HUMAN Galactose-3-O-sulfotransferase 4 (Galbeta1-3GalNAc 3'-sulfotransferase) (Beta-galactose-3-O-sulfotransferase 4) NA

6014 IQPSTVYVCNENQ gi|82654940|sp|Q9Y5Y3|GPR45_HUMAN Probable G-protein coupled receptor 45 (PSP24-alpha) (PSP24-1) NA

6015 KQKYDLYISIAGW gi|21263618|sp|Q9BXC1|GP174_HUMAN Probable G-protein coupled receptor 174 NA

6016 NLLEEDYFGLAIW gi|90101808|sp|P11171|41_HUMAN Protein 4.1 (Band 4.1) (P4.1) (EPB4.1) (4.1R) NA

6017 QPSKQKYIFLLLW gi|74762064|sp|Q9Y546|LRC42_HUMAN Leucine-rich repeat-containing protein 42 NA

6018 CKPKSVYENFRLW gi|74747838|sp|Q5VZR2|FA22G_HUMAN Protein FAM22G precursor NA

6019 QRTDFPYVSAAMP gi|123283730|emb|CAM25435.1| MHC class I polypeptide-related sequence B [Homo sapiens]NA

6020 DNEEGVYDYENTG gi|84028206|sp|P20930|FILA_HUMAN Filaggrin NA

6021 SANWTEYQDPRTG gi|2506380|sp|Q08431|MFGM_HUMAN Lactadherin precursor (Milk fat globule-EGF factor 8) (MFG-E8) (HMFG) (Breast epithelial antigen BA46) (MFGM) [Contains: Lactadherin short form; Medin] NA

6022 RNPDHDYTGNKNQ gi|29611340|gb|AAO91863.1| AngRem104 [Homo sapiens]NA

6023 SPAEEFYTRHVLQ gi|400630|sp|P31645|SC6A4_HUMAN Sodium-dependent serotonin transporter (5HT transporter) (5HTT) NA

6024 RGSAGAYADFLPP gi|113428577|ref|XP_944948.2| PREDICTED: similar to WT1-interacting protein [Homo sapiens]NA

6025 ISSEFTYAWSVED gi|730891|sp|P40200|TACT_HUMAN T-cell surface protein tactile precursor (T cell-activated increased late expression protein) (CD96 antigen) NA

6026 MYYNDAYGALDYY gi|62511129|sp|Q9BQ04|RBM4B_HUMAN RNA-binding protein 4B (RNA-binding motif protein 4B) (RNA-binding protein 30) (RNA-binding motif protein 30) NA

6027 FDVRDHYKDFGGD gi|59802987|sp|O75153|IF3X_HUMAN Putative eukaryotic translation initiation factor 3 subunit (eIF-3) NA

6028 IFEKDRYSGENGD gi|20138033|sp|Q9NQI0|DDX4_HUMAN Probable ATP-dependent RNA helicase DDX4 (DEAD box protein 4) (VASA homolog) NA

6029 IPASGDYVARPGD gi|74731608|sp|Q96ES7|CC101_HUMAN Coiled-coil domain-containing protein 101 NA

6030 VRYSFRYVDDKAA gi|37999478|sp|O60330|PCDGC_HUMAN Protocadherin gamma A12 precursor (PCDH-gamma-A12) (Cadherin-21) (Fibroblast cadherin 3) NA

6031 SSWDEHYSRGYRD gi|27805715|sp|Q15380|RY2B_HUMAN RNA binding motif protein  Y chromosome  family 2 member B NA



6032 DKRSPLYDISATD gi|2493600|sp|Q15842|IRK8_HUMAN ATP-sensitive inward rectifier potassium channel 8 (Potassium channel  inwardly rectifying subfamily J member 8) (Inwardly rectifier K(+) channel Kir6.1) (uKATP-1) NA

6033 NNVEEGYPRPVSD gi|21264469|sp|Q9ULZ9|MMP17_HUMAN Matrix metalloproteinase-17 precursor (MMP-17) (Membrane-type matrix metalloproteinase 4) (MT-MMP 4) (Membrane-type-4 matrix metalloproteinase) (MT4-MMP) NA

6034 ILFKEWYSMSAVD gi|145558936|sp|Q0D2K0|ICHN_HUMAN IchthyinNA

6035 QNSKFSYEQLETD gi|145559478|sp|Q14789|GOGB1_HUMAN Golgin subfamily B member 1 (Giantin) (Macrogolgin) (372 kDa Golgi complex-associated protein) (GCP372) NA

6036 EFGKLKYVHVTVD gi|332129|gb|AAA46542.1| Pr160 gag pro pol precursor [Mus musculus]NA

6037 CQASPRYLQPGGE gi|74752049|sp|Q96N96|SPT13_HUMAN Spermatogenesis-associated protein 13 NA

6038 GKDEIVYPRMPGE gi|118918431|ref|NP_001072997.2| hypothetical protein LOC202134 [Homo sapiens]NA

6039 MWDFDIYGDLYFE gi|20140440|sp|O75140|DEPD5_HUMAN DEP domain-containing protein 5 NA

6040 FHYETKYVVLSYL gi|23396740|sp|Q9BXK5|B2L13_HUMAN Bcl-2-like 13 protein (Protein Mil1) (Bcl-rambo) NA

6041 KKRMDYYDSEHHE gi|23831324|sp|O43252|PAPS1_HUMAN Bifunctional 3'-phosphoadenosine 5'-phosphosulfate synthetase 1 (PAPS synthetase 1) (PAPSS 1) (Sulfurylase kinase 1) (SK1) (SK 1) [Includes: Sulfate adenylyltransferase (Sulfate adenylate transferase) (SAT) (ATP-sulfurylase); Adenylyl-sulfate kinase (Adenylylsulfate 3'-phosphotransferase) (APS kinase) (Adenosine-5'-phosphosulfate 3'-phosphotransferase) (3'-phosphoadenosine-5'-phosphosulfate synthetase)] NA

6042 TRRTELYAVIDIE gi|71152057|sp|Q8WU20|FRS2_HUMAN Fibroblast growth factor receptor substrate 2 (FGFR substrate 2) (Suc1-associated neurotrophic factor target 1) (SNT-1) (FGFR-signaling adaptor SNT) NA

6043 <<Marker>> contol_spot NA

6044 IKAMTYYGNLDSE gi|89365949|gb|AAI14475.1| Solute carrier family 26  member 7 [Homo sapiens]NA

6045 YKFMDLYPCSASE gi|71153231|sp|Q12996|CSTF3_HUMAN Cleavage stimulation factor 77 kDa subunit (CSTF 77 kDa subunit) (CF-1 77 kDa subunit) (CstF-77) NA

6046 LSSMTAYVSGGSP gi|150421552|sp|Q12951|FOXI1_HUMAN Forkhead box protein I1 (Forkhead-related protein FKHL10) (Forkhead-related transcription factor 6) (FREAC-6) (Hepatocyte nuclear factor 3 forkhead homolog 3) (HNF-3/fork-head homolog 3) (HFH-3) NA

6047 CHEADGYDYTVSP gi|74738627|sp|Q7LC44|ARC_HUMAN Activity-regulated cytoskeleton-associated protein (Activity-regulated gene 3.1 protein homolog) (Arg3.1) (ARC/ARG3.1) NA

6048 NKCSTGYEKNMTP gi|1709214|sp|P49790|NU153_HUMAN Nuclear pore complex protein Nup153 (Nucleoporin Nup153) (153 kDa nucleoporin) NA

6049 DRDKDMYAGNCAH gi|67462124|sp|O95841|ANGL1_HUMAN Angiopoietin-related protein 1 precursor (Angiopoietin-like 1) (Angiopoietin-3) (ANG-3) NA

6050 RGDTDKYLKKLHT gi|17390940|gb|AAH18398.1|AAH18398 Unknown (protein for IMAGE:3881197) [Homo sapiens]NA

6051 FISVTSYQNHKIT gi|51338786|sp|P57082|TBX4_HUMAN T-box transcription factor TBX4 (T-box protein 4) NA

6052 GPCGWKYENIYIT gi|71153342|sp|Q9H295|TM7S4_HUMAN Transmembrane 7 superfamily member 4 (Dendritic cell-specific transmembrane protein) (DC-STAMP) (IL-4-induced protein) (FIND) NA

6053 PLPMDSYMHLEIT gi|47606649|sp|Q8NFA0|UBP32_HUMAN Ubiquitin carboxyl-terminal hydrolase 32 (Ubiquitin thioesterase 32) (Ubiquitin-specific-processing protease 32) (Deubiquitinating enzyme 32) (Renal carcinoma antigen NY-REN-60) NA

6054 STPEEIYPPYNIT gi|91207975|sp|O75445|USH2A_HUMAN Usherin precursor (Usher syndrome type-2A protein) (Usher syndrome type IIa protein) NA

6055 CYDDSVYWKVPKT gi|548729|sp|Q02094|RHAG_HUMAN Rhesus blood group-associated glycoprotein (Rhesus blood group-associated ammonia channel) (Erythrocyte plasma membrane 50 kDa glycoprotein) (Rh50A) (CD241 antigen) NA

6056 TGDMPTYQIRAPT gi|146345406|sp|Q03060|CREM_HUMAN cAMP-responsive element modulator (Inducible cAMP early repressor) (ICER)NA

6057 KPPEITYMSQGPT gi|74730279|sp|Q8NEP4|CQ047_HUMAN Uncharacterized protein C17orf47 NA

6058 WLEEAVYEDFPQT gi|119370527|sp|Q9BQF6|SENP7_HUMAN Sentrin-specific protease 7 (Sentrin/SUMO-specific protease SENP7) (SUMO-1-specific protease 2)NA

6059 RPQEEKYPVGPWL gi|74751068|sp|Q8N6R1|RMP42_HUMAN Putative ribosome-associated membrane protein RAMP4-2 NA

6060 QVENDAYPGTDRT gi|45477317|sp|Q8N302|AGGF1_HUMAN Angiogenic factor with G patch and FHA domains 1 (Angiogenic factor VG5Q) (Vasculogenesis gene on 5q protein) (hVG5Q) (G patch domain-containing protein 7) NA

6061 CNGTDIYKDKEST gi|115985|sp|P04234|CD3D_HUMAN T-cell surface glycoprotein CD3 delta chain precursor (T-cell receptor T3 delta chain) NA

6062 RITEDYYVHLIAD gi|13878804|sp|Q92544|TM9S4_HUMAN Transmembrane 9 superfamily protein member 4 NA

6063 KISKVKYVIWSAD gi|1705996|sp|P53621|COPA_HUMAN Coatomer subunit alpha (Alpha-coat protein) (Alpha-COP) (HEPCOP) (HEP-COP) [Contains: Xenin (Xenopsin-related peptide); Proxenin] NA

6064 <<Marker>> contol_spot NA

6065 RRSVEKYNSARAD gi|122063473|sp|O14526|FCHO1_HUMAN FCH domain only protein 1 NA

6066 FCSSSGYIQEKCV gi|118574152|sp|Q9C0I4|THS7B_HUMAN Thrombospondin type-1 domain-containing protein 7B precursorNA

6067 HDPNGEYMFMRAV gi|50400701|sp|Q9Y6W8|ICOS_HUMAN Inducible T-cell co-stimulator precursor (Activation-inducible lymphocyte immunomediatory molecule) (CD278 antigen) NA

6068 QKSLPIYIQMACV gi|11094327|gb|AAG29578.1| hemochromatosis splice variant 495-2314del [Homo sapiens]NA

6069 DVMLENYENVAKV gi|97219157|sp|Q96MR9|ZN560_HUMAN Zinc finger protein 560 NA

6070 KLSKLDYRDITKQ gi|71153483|sp|Q14966|ZN638_HUMAN Zinc finger protein 638 (Nuclear protein 220) (Zinc-finger matrin-like protein) (Cutaneous T-cell lymphoma-associated antigen se33-1) (CTCL tumor antigen se33-1)'NA

6071 PIEESFYIFFAKV gi|119585682|gb|EAW65278.1| RFT1 homolog (S. cerevisiae)  isoform CRA_b [Homo sapiens]NA

6072 SAKPLDYVEIHKV gi|130321|sp|P16471|PRLR_HUMAN Prolactin receptor precursor (PRL-R) NA

6073 GQSEGSYLLHHLP gi|74749590|sp|Q6ZP29|PQLC2_HUMAN PQ-loop repeat-containing protein 2 NA

6074 YGGSDDYIGLALP gi|119576383|gb|EAW55979.1| rapamycin-insensitive companion of mTOR  isoform CRA_b [Homo sapiens]NA

6075 LKLEDIYGCPYDF gi|119569691|gb|EAW49306.1| hCG2040007 [Homo sapiens]NA

6076 YCKEKIYAGVGEF gi|143811368|sp|O60566|BUB1B_HUMAN Mitotic checkpoint serine/threonine-protein kinase BUB1 beta (hBUBR1) (MAD3/BUB1-related protein kinase) (Mitotic checkpoint kinase MAD3L) (SSK1) NA

6077 ILVNEPYYNEAGF gi|134035341|sp|Q9C0C9|UBE2O_HUMAN Ubiquitin-conjugating enzyme E2 O (Ubiquitin-protein ligase O) (Ubiquitin carrier protein O) (Ubiquitin-conjugating enzyme E2 of 230 kDa) (E2-230K)NA

6078 KLTALDYHNPAGF gi|20138086|sp|Q9Y224|CN166_HUMAN Protein C14orf166 NA

6079 PVSSEEYDRTDGF gi|116248529|sp|Q5VUJ6|LRCH2_HUMAN Leucine-rich repeat and calponin homology domain-containing protein 2'NA

6080 YQEEKCYEDGIFF gi|46395756|sp|Q7Z7M0|MEGF8_HUMAN Multiple epidermal growth factor-like domains 8 (EGF-like domain-containing protein 4) (Multiple EGF-like domain protein 4) NA

6081 FETNNKYEIKNSF gi|14548191|sp|O15162|PLS1_HUMAN Phospholipid scramblase 1 (PL scramblase 1) (Ca(2+)-dependent phospholipid scramblase 1) (Erythrocyte phospholipid scramblase) (MmTRA1b) NA

6082 LDLEEDYNVMTSF gi|74738329|sp|Q6ZUJ4|CC062_HUMAN Uncharacterized protein C3orf62 NA

6083 YQRTPYYACPQSF gi|114152782|sp|Q9BXF3|CECR2_HUMAN Cat eye syndrome critical region protein 2'NA



6084 AGSSDKYFFVETF gi|154089854|emb|CAO81739.1| collagen type VI alpha 6 [Homo sapiens]NA

6085 <<Marker>> contol_spot NA

6086 ILKDHGYIENLTF gi|12229715|sp|Q9NVD3|SETD4_HUMAN SET domain-containing protein 4 NA

6087 MENNLPYDDNGTF gi|113413918|ref|XP_942351.2| PREDICTED: similar to Nucleolar transcription factor 1 (Upstream-binding factor 1) (UBF-1) [Homo sapiens] NA

6088 DGEMAKYVQGDAI gi|1170636|sp|P23743|DGKA_HUMAN Diacylglycerol kinase alpha (Diglyceride kinase alpha) (DGK-alpha) (DAG kinase alpha) (80 kDa diacylglycerol kinase) NA

6089 LTFKDQYIGRGDM gi|20140440|sp|O75140|DEPD5_HUMAN DEP domain-containing protein 5 NA

6090 AIPGLDYVSHEDI gi|50401206|sp|Q9Y2S7|PDIP2_HUMAN Polymerase delta-interacting protein 2 (38 kDa DNA polymerase delta interaction protein) (p38) NA

6091 ITFSWKYKNNSDI gi|148717943|gb|AAV40430.2| immunoglobulin mu heavy chain [Homo sapiens]NA

6092 RTPDELYFEEGDI gi|108885279|sp|Q92882|OSTF1_HUMAN Osteoclast-stimulating factor 1 NA

6093 GERNQIYIQLPEI gi|82802803|gb|ABB92450.1| rcCTAGE5 [Homo sapiens]NA

6094 GDWMIDYVSNRLI gi|116242491|sp|P35573|GDE_HUMAN Glycogen debranching enzyme (Glycogen debrancher) [Includes: 4-alpha-glucanotransferase (Oligo-1 4-1 4-glucantransferase); Amylo-alpha-1 6-glucosidase (Amylo-1 6-glucosidase) (Dextrin 6-alpha-D-glucosidase)] NA

6095 YCIKEGYADKNLI gi|23831082|sp|P41223|BUD31_HUMAN Protein BUD31 homolog (Protein G10 homolog) (EDG-2) NA

6096 ISSIPLYVQVLNI gi|17366818|sp|Q9H159|CAD19_HUMAN Cadherin-19 precursor NA

6097 DLDHPGYNNTYQI gi|6166014|sp|O76083|PDE9A_HUMAN High affinity cGMP-specific 3' 5'-cyclic phosphodiesterase 9A NA

6098 IAEELGYDLLGQI gi|116242674|sp|P29120|NEC1_HUMAN Neuroendocrine convertase 1 precursor (NEC 1) (PC1) (Prohormone convertase 1) (Proprotein convertase 1) NA

6099 NNDEKFYLSNGRI gi|110611231|ref|NP_001276.2| chloride channel  calcium activated  family member 1 precursor [Homo sapiens] NA

6100 VENLEKYVVKDGK gi|1703012|sp|P49902|5NTC_HUMAN Cytosolic purine 5'-nucleotidase (5'-nucleotidase cytosolic II) NA

6101 AQEMFTYICNHIK gi|266648|sp|P29474|NOS3_HUMAN Nitric-oxide synthase  endothelial (EC-NOS) (NOS type III) (NOSIII) (Endothelial NOS) (eNOS) (Constitutive NOS) (cNOS) NA

6102 IWDCEEYNMIKIK gi|126215680|sp|Q96MC2|CB039_HUMAN UPF0407 protein C2orf39NA

6103 YIHEHEYVHGDIK gi|45593726|sp|Q99986|VRK1_HUMAN Serine/threonine-protein kinase VRK1 (Vaccinia-related kinase 1) NA

6104 DYEFIDYECLAKK gi|51094632|gb|EAL23884.1| similar to importin alpha 1b [Homo sapiens]NA

6105 SDEDQGYVDLVIK gi|74761957|sp|Q9UHQ9|NB5R1_HUMAN NADH-cytochrome b5 reductase 1 (b5R.1) (NAD(P)H:quinone oxidoreductase type 3 polypeptide A2) (Humb5R2) NA

6106 <<Marker>> contol_spot NA

6107 AYLNVDYVMNYWK gi|37999771|sp|Q9BZP6|CHIA_HUMAN Acidic mammalian chitinase precursor (AMCase) (TSA1902) NA

6108 PRSATTYITVLVK gi|22095551|sp|Q9NYQ6|CELR1_HUMAN Cadherin EGF LAG seven-pass G-type receptor 1 precursor (Flamingo homolog 2) (hFmi2) NA

6109 PADGENYVTMVEM gi|119610537|gb|EAW90131.1| dynein heavy chain domain 3  isoform CRA_c [Homo sapiens]NA

6110 FVWMHYYVSMDAL gi|401235|sp|P14679|TYRO_HUMAN Tyrosinase precursor (Monophenol monooxygenase) (Tumor rejection antigen AB) (SK29-AB) (LB24-AB) NA

6111 PHKERPYTIAAAL gi|116268127|ref|NP_689856.6| kinase non-catalytic C-lobe domain (KIND) containing 1 isoform a [Homo sapiens] NA

6112 DWYHFHYVDILAL gi|116242784|sp|P51172|SCNND_HUMAN Amiloride-sensitive sodium channel subunit delta (Epithelial Na(+) channel subunit delta) (Delta ENaC) (Nonvoltage-gated sodium channel 1 subunit delta) (SCNED) (Delta NaCH) NA

6113 CVSCLDYDEHYIL gi|20139075|sp|Q96SU4|OSBL9_HUMAN Oxysterol-binding protein-related protein 9 (OSBP-related protein 9) (ORP-9) NA

6114 YTSKDRYFYFGKL gi|152031723|sp|Q96DA0|U773_HUMAN Protein UNQ773/PRO1567 precursor NA

6115 HVCNVKYKRWALL gi|119604152|gb|EAW83746.1| KIAA0265 protein  isoform CRA_c [Homo sapiens]NA

6116 LFSPGTYERLALL gi|17380172|sp|Q9H1Y3|OPN3_HUMAN Opsin-3 (Encephalopsin) (Panopsin) NA

6117 DGSEVMYDAVSIM gi|61563951|sp|Q6PI25|CNIH2_HUMAN Cornichon homolog 2 (Cornichon-like protein) NA

6118 EKFCDLYWDEKLL gi|119581720|gb|EAW61316.1| hCG19796  isoform CRA_c [Homo sapiens]NA

6119 SFSDPLYLTMFKM gi|38258919|sp|P42356|PI4KA_HUMAN Phosphatidylinositol 4-kinase alpha (PI4-kinase alpha) (PtdIns-4-kinase alpha) (PI4K-alpha) NA

6120 VDHRGDYVSHEIM gi|32363141|sp|Q8TE57|ATS16_HUMAN ADAMTS-16 precursor (A disintegrin and metalloproteinase with thrombospondin motifs 16) (ADAM-TS 16) (ADAM-TS16)NA

6121 VSREAGYDSTYGM gi|116242695|sp|Q9HC10|OTOF_HUMAN Otoferlin (Fer-1-like protein 2) NA

6122 ISEAEDYKMFICA gi|74761374|sp|Q9H069|LRC48_HUMAN Leucine-rich repeat-containing protein 48 NA

6123 CDNFPYYKNAGIG gi|13626933|sp|Q9P0K8|FOXJ2_HUMAN Forkhead box protein J2 (Fork head homologous X) NA

6124 DQEEKKYLMGEHG gi|10720176|sp|O15297|PPM1D_HUMAN Protein phosphatase 1D (Protein phosphatase 2C isoform delta) (PP2C-delta) (p53-induced protein phosphatase 1) (Protein phosphatase magnesium-dependent 1 delta) NA

6125 SDTDSSYCIPTAG gi|90180201|sp|Q13480|GAB1_HUMAN GRB2-associated-binding protein 1 (GRB2-associated binder 1) [SDTDSSYCIPTAG|Y|373|Q13480|10978177;9890893;10753869;10734310|Met;EGFR;InsR|[P08581:MET_HUMAN,P00533:EGFR_HUMAN,P06213:INSR_HUMAN]]

6126 SENFDDYMKEVGV gi|119781|sp|P15090|FABPA_HUMAN Fatty acid-binding protein  adipocyte (AFABP) (Adipocyte lipid-binding protein) (ALBP) (A-FABP) [SENFDDYMKEVGV|Y|20|P04117|92065884|InsR|[P06213:INSR_HUMAN]SENFDDYMKEVGV|Y|20|P15090|1648089|]

6127 <<Marker>> contol_spot NA

6128 SIRMGRYRDHFAA gi|19857975|sp|P29322|EPHA8_HUMAN Ephrin type-A receptor 8 precursor (Tyrosine-protein kinase receptor EEK) (EPH- and ELK-related kinase) (HEK3) NA

6129 SPGMKIYIDPFTY gi|1706663|sp|P54762|EPHB1_HUMAN Ephrin type-B receptor 1 precursor (Tyrosine-protein kinase receptor EPH-2) (NET) (HEK6) (ELK) [SPGMKIYIDPFTY|Y|594|Q07494|9430661|EphB1|[P54762:EPHB1_HUMAN]SPGMKIYIDPFTY|Y|594|P54762|9430661|]

6130 DCLDGLYALMSRC gi|48429194|sp|P30530|UFO_HUMAN Tyrosine-protein kinase receptor UFO precursor (AXL oncogene)[DCLDGLYALMSRC|Y|772|P30530|9178760|Axl|[P30530:UFO_HUMAN]]

6131 DDFDGTYETQGGK gi|47117832|sp|P21709|EPHA1_HUMAN Ephrin type-A receptor 1 precursor (Tyrosine-protein kinase receptor EPH) [DDFDGTYETQGGK|Y|781|P21709|15951569|]

6132 ETGTEEYMKMDLG gi|547738|sp|P35568|IRS1_HUMAN Insulin receptor substrate 1 (IRS-1) NA

6133 AIKMGRYTEIFME gi|1706628|sp|P54756|EPHA5_HUMAN Ephrin type-A receptor 5 precursor (Tyrosine-protein kinase receptor EHK-1) (EPH homology kinase 1) (Receptor protein-tyrosine kinase HEK7) NA

6134 FPGTKTYIDPETY gi|146345416|sp|Q15375|EPHA7_HUMAN Ephrin type-A receptor 7 precursor (Tyrosine-protein kinase receptor EHK-3) (EPH homology kinase 3) (Receptor protein-tyrosine kinase HEK11) NA

6135 FRQGKDYVGAIPV gi|9087218|sp|P35968|VGFR2_HUMAN Vascular endothelial growth factor receptor 2 precursor (VEGFR-2) (Kinase insert domain receptor) (Protein-tyrosine kinase receptor Flk-1) (CD309 antigen) [FRQGKDYVGAIPV|Y|951|P35968|10579917;11435426|KDR|[P35968:VGFR2_HUMAN]]



6136 GEEEEEYLDKINP gi|12643789|sp|Q92692|PVRL2_HUMAN Poliovirus receptor-related protein 2 precursor (Herpes virus entry mediator B) (HveB) (Nectin-2) (CD112 antigen) NA

6137 GIDDQSYKHLFQP gi|3334210|sp|O15379|HDAC3_HUMAN Histone deacetylase 3 (HD3) (RPD3-2) (SMAP45) NA

6138 EEVDEMYREAPVD gi|188586|gb|AAA59852.1| myosin light chain 2NA

6139 DAEMTGYVVTRWY gi|6685642|sp|O15264|MK13_HUMAN Mitogen-activated protein kinase 13 (Stress-activated protein kinase 4) (Mitogen-activated protein kinase p38 delta) (MAP kinase p38 delta) NA

6140 EDDEDCYGNYDNL gi|17380162|sp|O15530|PDPK1_HUMAN 3-phosphoinositide-dependent protein kinase 1 (hPDK1) [EDDEDCYGNYDNL|Y|373|O15530|11481331;15302935|Src|[P12931:SRC_HUMAN]]

6141 VKKLKDYAFIHFD gi|92090361|sp|O60506|HNRPQ_HUMAN Heterogeneous nuclear ribonucleoprotein Q (hnRNP Q) (hnRNP-Q) (Synaptotagmin-binding  cytoplasmic RNA-interacting protein) (Glycine-and tyrosine-rich RNA-binding protein) (GRY-RBP) (NS1-associated protein 1) [VKKLKDYAFIHFD|Y|373|O60506|12601080|FGFR1|[P11362:FGFR1_HUMAN]]

6142 KPDSSFYKGLDLN gi|114787|sp|P02730|B3AT_HUMAN Band 3 anion transport protein (Anion exchange protein 1) (AE 1) (Solute carrier family 4 member 1) (CD233 antigen) [KPDSSFYKGLDLN|Y|359|P02730|10942405|Lyn;Syk|[P07948:LYN_HUMAN,P43405:KSYK_HUMAN]]

6143 ENEEQEYVQTVKS gi|113944|sp|P04083|ANXA1_HUMAN Annexin A1 (Annexin-1) (Annexin I) (Lipocortin I) (Calpactin II) (Chromobindin-9) (p35) (Phospholipase A2 inhibitory protein) [ENEEQEYVQTVKS|Y|21|P04083|2457390|Abl;Src;EGFR|[P00519:ABL1_HUMAN,P12931:SRC_HUMAN,P00533:EGFR_HUMAN]]

6144 YREGPTYQRRGSL gi|12643411|sp|P50549|ETV1_HUMAN ETS translocation variant 1 (Protein ER81) NA

6145 DSEMTGYVVTRWY gi|2851522|sp|P53778|MK12_HUMAN Mitogen-activated protein kinase 12 (Extracellular signal-regulated kinase 6) (ERK-6) (ERK5) (Stress-activated protein kinase 3) (Mitogen-activated protein kinase p38 gamma) (MAP kinase p38 gamma) [DSEMTGYVVTRWY|Y|185|P53778|11062067|MAP2K3;MAP2K4;MAP2K6|[P46734:MP2K3_HUMAN,P45985:MP2K4_HUMAN,P52564:MP2K6_HUMAN]]

6146 NEGDNDYIIPLPD gi|129890|sp|P09619|PGFRB_HUMAN Beta-type platelet-derived growth factor receptor precursor (PDGF-R-beta) (CD140b antigen) [NEGDNDYIIPLPD|Y|1021|P09619|12062403|PDGFR beta|[P09619:PGFRB_HUMAN]]

6147 GESDGGYMDMSKD gi|129890|sp|P09619|PGFRB_HUMAN Beta-type platelet-derived growth factor receptor precursor (PDGF-R-beta) (CD140b antigen) [GESDGGYMDMSKD|Y|740|P09619|8195171|PDGFR beta|[P09619:PGFRB_HUMAN]]

6148 <<Marker>> contol_spot NA

6149 SNYMAPYDNYVPS gi|129890|sp|P09619|PGFRB_HUMAN Beta-type platelet-derived growth factor receptor precursor (PDGF-R-beta) (CD140b antigen) [SNYMAPYDNYVPS|Y|775|P09619|8940081|PDGFR beta|[P09619:PGFRB_HUMAN]]

6150 VSETDDYAEIIDE gi|3183518|sp|Q05397|FAK1_HUMAN Focal adhesion kinase 1 (FADK 1) (pp125FAK) (Protein-tyrosine kinase 2) [VSETDDYAEIIDE|Y|397|Q05397|7509446;17192257|FAK|[Q05397:FAK1_HUMAN]]

6151 LSFEELYRNAYTM gi|12643396|sp|Q13618|CUL3_HUMAN Cullin-3 (CUL-3) [LSFEELYRNAYTM|Y|58|Q13618|15592455|]

6152 SKCCCIYEKPRAF gi|74739598|sp|O60927|PP1RB_HUMAN Protein phosphatase 1 regulatory subunit 11 (Protein phosphatase inhibitor 3) (Hemochromatosis candidate protein V) (HCG V) (HCG-V) [SKCCCIYEKPRAF|Y|64|O60927|15592455|]

6153 NAEDCLYELPENI gi|74753081|sp|Q9NZ63|CI078_HUMAN Uncharacterized protein C9orf78 (Hepatocellular carcinoma-associated antigen 59) [NAEDCLYELPENI|Y|147|Q9NZ63|15592455|]

6154 SHGTHEYHAETIK gi|20178296|sp|P14618|KPYM_HUMAN Pyruvate kinase isozymes M1/M2 (Pyruvate kinase muscle isozyme) (Pyruvate kinase 2/3) (Cytosolic thyroid hormone-binding protein) (CTHBP) (THBP1) [SHGTHEYHAETIK|Y|83|P14618|15592455|]

6155 VSVPKGYVAKSPD gi|94730427|sp|Q9P2R7|SUCB1_HUMAN Succinyl-CoA ligase [ADP-forming] beta-chain  mitochondrial precursor (Succinyl-CoA synthetase  betaA chain) (SCS-betaA) (ATP-specific succinyl-CoA synthetase subunit beta) (Renal carcinoma antigen NY-REN-39) NA

6156 VQRISTYGLPAGG gi|30172980|sp|Q9Y5K6|CD2AP_HUMAN CD2-associated protein (Cas ligand with multiple SH3 domains) (Adapter protein CMS) [VQRISTYGLPAGG|Y|88|Q9Y5K6|15592455|]

6157 VQKSKEYFSKQK gi|548453|sp|Q06830|PRDX1_HUMAN Peroxiredoxin-1 (Thioredoxin peroxidase 2) (Thioredoxin-dependent peroxide reductase 2) (Proliferation-associated gene protein) (PAG) (Natural killer cell-enhancing factor A) (NKEF-A) [VQKSKEYFSKQK|Y|194|Q06830|15592455|]

6158 MKKELNYFAKALE gi|52788229|sp|P00558|PGK1_HUMAN Phosphoglycerate kinase 1 (Primer recognition protein 2) (PRP 2) (Cell migration-inducing gene 10 protein) [MKKELNYFAKALE|Y|196|P00558|15592455|]

6159 HTSNNIYEAVKYS gi|145558902|sp|Q9H9T3|ELP3_HUMAN Elongator complex protein 3 (hELP3) [HTSNNIYEAVKYS|Y|202|Q9H9T3|15592455|]

6160 SDARALYEAGERR gi|113944|sp|P04083|ANXA1_HUMAN Annexin A1 (Annexin-1) (Annexin I) (Lipocortin I) (Calpactin II) (Chromobindin-9) (p35) (Phospholipase A2 inhibitory protein) NA

6161 PYATSLYHS gi|74728034|sp|Q8IV50|LYSM2_HUMAN LysM and putative peptidoglycan-binding domain-containing protein 2 [PYATSLYHS|Y|213|Q8IV50|15592455|]

6162 QDPNPQYSPIIKQ gi|143811460|sp|Q9NP31|SH22A_HUMAN SH2 domain-containing protein 2A (T cell-specific adapter protein) (TSAd) (VEGF receptor-associated protein) (SH2 domain-containing adapter protein) [QDPNPQYSPIIKQ|Y|216|Q9NP31|15592455|]

6163 GDQIDTYELSGGA gi|461976|sp|Q05193|DYN1_HUMAN Dynamin-1 [GDQIDTYELSGGA|Y|354|P39053|15592455|]

6164 PKEDPIYDEPEGL gi|17366642|sp|Q99704|DOK1_HUMAN Docking protein 1 (Downstream of tyrosine kinase 1) (p62(dok)) (pp62) [PKEDPIYDEPEGL|Y|362|Q99704|12087092;11551902;10688886;15592455;16094384|InsR|[P06213:INSR_HUMAN]]

6165 GAEYATYQTKSTT gi|27502427|ref|NP_758871.1| CD46 antigen  complement regulatory protein isoform 12 precursor [Homo sapiens] NA

6166 HTGEKPYQCGQCG gi|3123173|sp|Q15697|ZN174_HUMAN Zinc finger protein 174 (AW-1) (Zinc finger and SCAN domain-containing protein 8) NA

6167 APGQGPYPYSLSE gi|13431358|sp|Q9NZB2|F120A_HUMAN UPF0318 protein FAM120A [APGQGPYPYSLSE|Y|393|Q9NZB2|15592455|]

6168 QPGEQKYEYKSDQ gi|41019505|sp|Q04637|IF4G1_HUMAN Eukaryotic translation initiation factor 4 gamma 1 (eIF-4-gamma 1) (eIF-4G1) (eIF-4G 1) (p220) [QPGEQKYEYKSDQ|Y|594|Q04637|15592455|]

6169 <<Marker>> contol_spot NA

6170 PAGTEDYIHIRIQ gi|1174483|sp|P41567|EIF1_HUMAN Eukaryotic translation initiation factor 1 (eIF1) (Protein translation factor SUI1 homolog) (Sui1iso1) (A121) [PAGTEDYIHIRIQ|Y|30|P41567|15592455|]

6171 EPPYTAYVGNLPF gi|18276665|sp|Q15056|IF4H_HUMAN Eukaryotic translation initiation factor 4H (eIF-4H) (Williams-Beuren syndrome chromosome region 1 protein) [EPPYTAYVGNLPF|Y|45|Q9WUK2|15592455|]

6172 STSRSLYASSPGG gi|55977767|sp|P08670|VIME_HUMAN Vimentin [STSRSLYASSPGG|Y|53|P08670|16497976|]

6173 AGAVASYDYLVIG gi|14916998|sp|P00390|GSHR_HUMAN Glutathione reductase  mitochondrial precursor (GR) (GRase) [AGAVASYDYLVIG|Y|65|P00390|15592455|]

6174 DHSHLLYSTIPRM gi|14916543|sp|O60716|CTND1_HUMAN Catenin delta-1 (p120 catenin) (p120(ctn)) (Cadherin-associated Src substrate) (CAS) (p120(cas)) NA

6175 GVEDPEYAVTQLA gi|60415944|sp|Q9UJZ1|STML2_HUMAN Stomatin-like protein 2 (SLP-2) (EPB72-like 2) [GVEDPEYAVTQLA|Y|124|Q9UJZ1|15592455|]

6176 IVSNDAYNKMANS gi|11133517|sp|Q03125|NRG1_YEAST Transcriptional regulator NRG1 (Zinc finger protein MSS1) NA

6177 EDQESEYSEKPLG gi|135077|sp|P08153|SWI5_YEAST Transcriptional factor SWI5 NA

6178 TDKEYDYEHYQIL gi|56757368|sp|P07248|ADR1_YEAST Regulatory protein ADR1 NA

6179 SINEEDYAAKSKH gi|1711597|sp|P46676|SUM1_YEAST Suppressor of mar1-1 protein (SUM1-1 protein) NA

6180 HYKWSDYANDPEL gi|50400296|sp|Q04052|ARO80_YEAST Transcriptional activator ARO80 NA

6181 ISSLPKYSSLDID gi|416737|sp|P24813|YAP2_YEAST AP-1-like transcription activator YAP2 (Transcription factor CAD1) (Cadmium resistance protein 1) NA

6182 NIYEGSYSIMELD gi|126217|sp|P08638|LEUR_YEAST Regulatory protein LEU3 NA

6183 SVDEPQYQRRNID gi|1351976|sp|P05085|ARGR2_YEAST Arginine metabolism regulation protein II NA

6184 GVSDQQYDSMAKT gi|1711459|sp|P53438|SOK2_YEAST Protein SOK2 NA

6185 NISASDYTVANNS gi|1708268|sp|P54785|MOT3_YEAST Transcriptional activator/repressor MOT3 (Modulator of transcription protein 3) (Hypoxic gene repressor protein 7) NA

6186 DNEDDEYDDADLH gi|88984445|sp|P32389|MET4_YEAST Transcriptional activator of sulfur metabolism MET4 (Methionine-requiring protein 4) NA

6187 GQSQGLYISSNSS gi|2507068|sp|P22148|MSN1_YEAST Protein MSN1 (Multicopy suppressor of SNF1 protein 1) NA



6188 SVFTPEYDDSRIR gi|62297871|sp|Q61083|M3K2_MOUSE Mitogen-activated protein kinase kinase kinase 2 (MAPK/ERK kinase kinase 2) (MEK kinase 2) (MEKK 2)NA

6189 TDSLSTYINANYI gi|134039192|sp|Q15256|PTPRR_HUMAN Receptor-type tyrosine-protein phosphatase R precursor (Protein-tyrosine phosphatase PCPTP1) (NC-PTPCOM1) (Ch-1PTPase) NA

6190 <<Marker>> contol_spot NA

6191 SIQEGKYEFPDKD gi|90102033|sp|Q9HBH9|MKNK2_HUMAN MAP kinase-interacting serine/threonine-protein kinase 2 (MAP kinase signal-integrating kinase 2) (Mnk2) NA

6192 QIDENWYEGMLHG gi|10720276|sp|Q99962|SH3G2_HUMAN SH3-containing GRB2-like protein 2 (Endophilin-1) (Endophilin-A1) (SH3 domain protein 2A) (EEN-B1) NA

6193 LTFKVDYGSFAFV gi|6685621|sp|Q9Y6R4|M3K4_HUMAN Mitogen-activated protein kinase kinase kinase 4 (MAPK/ERK kinase kinase 4) (MEK kinase 4) (MEKK 4) (MAP three kinase 1) NA

6194 DTSDDNYGERSEA gi|67477383|sp|P49796|RGS3_HUMAN Regulator of G-protein signaling 3 (RGS3) (RGP3) NA

6195 NGPREKYGIVDYM gi|119530|sp|P13667|PDIA4_HUMAN Protein disulfide-isomerase A4 precursor (Protein ERp-72) (ERp72) NA

6196 TSMEPGYFDNLAN gi|73621176|sp|Q6UXM1|LRIG3_HUMAN Leucine-rich repeats and immunoglobulin-like domains protein 3 precursor (LIG-3) NA

6197 YMWEVYYPNLGWM gi|56757653|sp|Q13029|PRDM2_HUMAN PR domain zinc finger protein 2 (PR domain-containing protein 2) (Retinoblastoma protein-interacting zinc finger protein) (Zinc finger protein RIZ) (MTE-binding protein) (MTB-ZF) (GATA-3-binding protein G3B) NA

6198 CTYKDDYMISKDN gi|134035407|sp|Q9NWS1|CL048_HUMAN UPF0419 protein C12orf48NA

6199 EKSKGHYHTIPDN gi|19856971|sp|P20929|NEBU_HUMAN Nebulin NA

6200 GPEKSMYVVTKEN gi|1170784|sp|P42702|LIFR_HUMAN Leukemia inhibitory factor receptor precursor (LIF receptor) (LIF-R) (CD118 antigen) NA

6201 QLPPEGYVVVVKN gi|3183003|sp|Q14289|FAK2_HUMAN Protein tyrosine kinase 2 beta (Focal adhesion kinase 2) (FADK 2) (Proline-rich tyrosine kinase 2) (Cell adhesion kinase beta) (CAK beta) (Calcium-dependent tyrosine kinase) (CADTK) (Related adhesion focal tyrosine kinase) (RAFTK) NA

6202 AFPSDKYEQDDLN gi|130484567|ref|NP_001017975.3| HFM1 protein [Homo sapiens] NA

6203 DSYKSGYVYSELN gi|120660202|gb|AAI30407.1| C17orf60 protein [Homo sapiens]NA

6204 LEERKTYVNTTLY gi|464868|sp|Q02763|TIE2_HUMAN Angiopoietin-1 receptor precursor (Tyrosine-protein kinase receptor TIE-2) (hTIE2) (Tyrosine-protein kinase receptor TEK) (p140 TEK) (Tunica interna endothelial cell kinase) (CD202b antigen) [LEERKTYVNTTLY|Y|1102|Q02763|10521483;9632797;12082108|Tie2|[Q02763:TIE2_HUMAN]LEERKTYVNTTLY|Y|1100|Q02858|10521483;11865050|Tie2|[Q02763:TIE2_HUMAN]]

6205 LHTDDGYMPMSPG gi|547738|sp|P35568|IRS1_HUMAN Insulin receptor substrate 1 (IRS-1) [LHTDDGYMPMSPG|Y|612|P35568|15001544|LHTDDGYMPMSPG|Y|608|P35569|9395471;15821749|LHTDDGYMPMSPG|Y|608|P35570|7504175;12220227;11572799|InsR;IGF1R|[P06213:INSR_HUMAN,P08069:IGF1R_HUMAN]]

6206 ARVTVKYDRRELQ gi|55583974|sp|Q96A00|PP14A_HUMAN Protein phosphatase 1 regulatory subunit 14A (17 kDa PKC-potentiated inhibitory protein of PP1) (CPI-17) NA

6207 SCSKQSYYNKEKG gi|33112447|sp|Q8IWU6|SULF1_HUMAN Extracellular sulfatase Sulf-1 precursor (HSulf-1) NA

6208 WAGETNYISVFKG gi|55977853|sp|Q16820|MEP1B_HUMAN Meprin A subunit beta precursor (Endopeptidase-2) (N-benzoyl-L-tyrosyl-P-amino-benzoic acid hydrolase subunit beta) (PABA peptide hydrolase) (PPH beta) NA

6209 GESSHRYEVSGQN gi|150378520|ref|NP_115919.1| zinc finger protein 594 [Homo sapiens]NA

6210 IPEEADYVGIERN gi|48429232|sp|P53708|ITA8_HUMAN Integrin alpha-8 precursor [Contains: Integrin alpha-8 heavy chain; Integrin alpha-8 light chain] NA

6211 NASREMYERENRN gi|73920251|sp|Q8WXW3|PIBF1_HUMAN Progesterone-induced-blocking factor 1 NA

6212 RYTKEVYVPHPRN gi|20139806|sp|Q9P0M9|RM27_HUMAN Mitochondrial 39S ribosomal protein L27 (L27mt) (MRP-L27) NA

6213 FHCHEGYILHGAP gi|148886654|ref|NP_699197.3| polydom [Homo sapiens]NA

6214 IREHLSYEDWNYN gi|119600085|gb|EAW79679.1| solute carrier family 9  member 10 [Homo sapiens]NA

6215 LFKTDIYMYVCAP gi|85700269|sp|P51811|XK_HUMAN Membrane transport protein XK (Kx antigen) (Kell complex 37 kDa component) (XK-related protein 1) NA

6216 SAFELSYDQKKAP gi|31747511|gb|AAP57627.1| p53AIP1 [Homo sapiens]NA

6217 VFYEKDYEGTVYN gi|52782976|sp|Q9BQS7|HEPH_HUMAN Hephaestin precursor NA

6218 DEEAPDYGSGVRQ gi|119364606|sp|Q12756|KIF1A_HUMAN Kinesin-like protein KIF1A (Axonal transporter of synaptic vesicles) (Microtubule-based motor KIF1A) (UNC-104-and KIF1A-related protein) (hUNC-104) NA

6219 KTFSGGYVHVLKG gi|20379566|gb|AAH27606.1| SPATA2L protein [Homo sapiens] NA

6220 NEYKQDYNEWYKG gi|19856971|sp|P20929|NEBU_HUMAN Nebulin NA

6221 RPFSDPYCEGPKG gi|51701298|sp|O94812|BAIP3_HUMAN BAI1-associated protein 3 (BAP3) NA

6222 ALKMFLYADNEDR gi|30580379|sp|Q9NP79|CF055_HUMAN Uncharacterized protein C6orf55 (Dopamine-responsive protein DRG-1) NA

6223 HHSSPGYDSSPCR gi|83305815|sp|P31629|ZEP2_HUMAN Human immunodeficiency virus type I enhancer-binding protein 2 (HIV-EP2) (MHC-binding protein 2) (MBP-2) NA

6224 ITFNPLYWNVVAR gi|148887406|sp|Q9UBM1|PEMT_HUMAN Phosphatidylethanolamine N-methyltransferase (PEAMT) (PEMT) (PEMT2)'NA

6225 LSSKPEYVKPDFR gi|119621930|gb|EAX01525.1| hCG38274  isoform CRA_a [Homo sapiens]NA

6226 PPSMLRYEEMTER gi|84028217|sp|Q9P2K6|KLDC5_HUMAN Kelch domain-containing protein 5 NA

6227 AQEVDDYHAFQTL gi|68053323|sp|Q9NYU2|UGGG1_HUMAN UDP-glucose:glycoprotein glucosyltransferase 1 precursor (UDP-glucose ceramide glucosyltransferase-like 1) (UDP--Glc:glycoprotein glucosyltransferase) (HUGT1) NA

6228 AVSMETYHVTLTL gi|46577674|sp|O14523|TMM24_HUMAN Transmembrane protein 24 NA

6229 FVSERKYDEDLGR gi|148746220|ref|NP_075559.2| spermatogenesis associated  serine-rich 2 [Homo sapiens] NA

6230 IETELIYKYSPFR gi|114152840|sp|Q9Y6X9|MORC2_HUMAN MORC family CW-type zinc finger protein 2 (Zinc finger CW-type coiled-coil domain protein 1)NA

6231 ATEGPAYSQSAIC gi|116242721|sp|P78424|PO6F2_HUMAN POU domain  class 6  transcription factor 2 (Retina-derived POU domain factor 1) (RPF-1)'NA

6232 FTNESSYHRRGGC gi|141795194|gb|AAI25051.1| CG018 protein [Homo sapiens]NA

6233 IEYTSDYEFSNGC gi|74744660|sp|Q5T2S8|ARMC4_HUMAN Armadillo repeat-containing protein 4 NA

6234 KGANPNYQDISGC gi|134034136|sp|Q8IYU2|HACE1_HUMAN E3 ubiquitin-protein ligase HACE1 (HECT domain and ankyrin repeat-containing E3 ubiquitin-protein ligase 1) NA

6235 NFPEPPYPDQIIC gi|74731809|sp|Q96GC9|TMM49_HUMAN Transmembrane protein 49 (Vacuole membrane protein 1) NA

6236 HQSEREYIRYHAA gi|74756617|sp|Q5THJ4|VP13D_HUMAN Vacuolar protein sorting-associated protein 13D NA

6237 NVSETRYVSELTL gi|129890|sp|P09619|PGFRB_HUMAN Beta-type platelet-derived growth factor receptor precursor (PDGF-R-beta) (CD140b antigen) NA

6238 DKCEPKYFVFNSR gi|74731046|sp|Q969I6|S38A4_HUMAN Sodium-coupled neutral amino acid transporter 4 (Na(+)-coupled neutral amino acid transporter 4) (Amino acid transporter A3) (System A amino acid transporter 3) (System N amino acid transporter 3) (Solute carrier family 38 member 4) NA

6239 GERDLIYAFHGSR gi|116248565|sp|Q8N5Y8|PAR16_HUMAN Poly [ADP-ribose] polymerase 16 (PARP-16) NA



6240 FDDEAYYAALGTR gi|83305809|sp|Q96KB5|TOPK_HUMAN T-lymphokine-activated killer cell-originated protein kinase (T-LAK cell-originated protein kinase) (PDZ-binding kinase) (Spermatogenesis-related protein kinase) (SPK) (MAPKK-like protein kinase) (Nori-3) NA

6241 PVCSEAYIDARTL gi|51316944|sp|O95625|ZBT11_HUMAN Zinc finger and BTB domain-containing protein 11 NA

6242 VECDLTYHNVYSR gi|6648106|sp|Q05086|UBE3A_HUMAN Ubiquitin-protein ligase E3A (E6AP ubiquitin-protein ligase) (Oncogenic protein-associated protein E6-AP) (Human papillomavirus E6-associated protein) (Renal carcinoma antigen NY-REN-54)NA

6243 ELHVDRYDNHPDP gi|118575127|sp|Q6ZTA4|TRI67_HUMAN Tripartite motif-containing protein 67 (TRIM9-like protein)NA

6244 IKRNLSYGDNSDP gi|116241334|sp|Q9Y2H0|DLGP4_HUMAN Disks large-associated protein 4 (DAP-4) (SAP90/PSD-95-associated protein 4) (SAPAP4) (PSD-95/SAP90-binding protein 4) NA

6245 KRSSETYRVTPDP gi|12230074|sp|Q14314|FGL2_HUMAN Fibroleukin precursor (Fibrinogen-like protein 2) (pT49) NA

6246 WAHMEKYLSFPTL gi|152013421|sp|Q5VYM1|CI131_HUMAN Uncharacterized protein C9orf131NA

6247 CTHHTGYCDIAEP gi|119605306|gb|EAW84900.1| hCG2038294 [Homo sapiens]NA

6248 WWNRDKYLGPAVL gi|114589581|ref|XP_001149755.1| PREDICTED: similar to Succinate dehydrogenase complex  subunit B  iron sulfur (Ip) [Pan troglodytes]NA

6249 GFKQRPYSVAVPA gi|73917636|sp|Q9UQB8|BAIP2_HUMAN Brain-specific angiogenesis inhibitor 1-associated protein 2 (BAI1-associated protein 2) (BAI-associated protein 2) (Protein BAP2) (Insulin receptor substrate p53) (IRSp53) (Insulin receptor substrate protein of 53 kDa) (Insulin receptor substrate p53/p58) (IRSp53/58) (IRS-58) (Fas ligand-associated factor 3) (FLAF3) NA

6250 REDAVLYLLEIPK gi|13634076|sp|Q9UDY2|ZO2_HUMAN Tight junction protein ZO-2 (Zonula occludens 2 protein) (Zona occludens 2 protein) (Tight junction protein 2) [REDAVLYLLEIPK|Y|554|Q9Z0U1|15592455|]

6251 YEPVSPYSCKEAP gi|135104|sp|P07814|SYEP_HUMAN Bifunctional aminoacyl-tRNA synthetase [Includes: Glutamyl-tRNA synthetase (Glutamate--tRNA ligase); Prolyl-tRNA synthetase (Proline--tRNA ligase)] NA

6252 YDNLAIYKSFLGT gi|118572719|sp|Q9H792|SG269_HUMAN Tyrosine-protein kinase SgK269 (Sugen kinase 269)[YDNLAIYKSFLGT|Y|638|Q69Z38|15592455|]

6253 RTTDGVYEGVAIG gi|116241237|sp|P53396|ACLY_HUMAN ATP-citrate synthase (ATP-citrate (pro-S-)-lyase) (Citrate cleavage enzyme) [RTTDGVYEGVAIG|Y|682|P53396|16464493|RTTDGVYEGVAIG|Y|672|Q91V92|15592455|]

6254 IKRNRYYDEDEDE gi|20138067|sp|Q9UHB6|LIMA1_HUMAN LIM domain and actin-binding protein 1 (Epithelial protein lost in neoplasm) [IKRNRYYDEDEDE|Y|746|Q9ERG0|15592455|]

6255 PQITSPYENVPSQ gi|1703310|sp|Q01484|ANK2_HUMAN Ankyrin-2 (Brain ankyrin) (Ankyrin-B) (Ankyrin  nonerythroid) NA

6256 YSYTVKYTAVQQG gi|32129530|sp|Q14315|FLNC_HUMAN Filamin-C (Gamma-filamin) (Filamin-2) (Protein FLNc) (Actin-binding-like protein) (ABP-L) (ABP-280-like protein)NA

6257 AEVKAQYEEIANR gi|143811411|sp|P13647|K2C5_HUMAN Keratin  type II cytoskeletal 5 (Cytokeratin-5) (CK-5) (Keratin-5) (K5) (58 kDa cytokeratin) NA

6258 KKGNFNYVEFTRI gi|20141521|sp|P24844|MLRN_HUMAN Myosin regulatory light chain 2  smooth muscle isoform (Myosin RLC) (Myosin regulatory light chain 9) (LC20) [KKGNFNYVEFTRI|Y|156|P02612|84032534|EGFR|[P00533:EGFR_HUMAN]KKGNFNYVEFTRI|Y|156|P24844|96108162|EGFR|[P00533:EGFR_HUMAN]]

6259 FTWCKSYEEISDD gi|1709093|sp|P54296|MYOM2_HUMAN Myomesin-2 (M-protein) (165 kDa titin-associated protein) (165 kDa connectin-associated protein) NA

6260 RGTIADYQPDDKA gi|20139105|sp|Q99959|PKP2_HUMAN Plakophilin-2 NA

6261 AELEELYGDIDAL gi|129899|sp|P23219|PGH1_HUMAN Prostaglandin G/H synthase 1 precursor (Cyclooxygenase-1) (COX-1) (Prostaglandin-endoperoxide synthase 1) (Prostaglandin H2 synthase 1) (PGH synthase 1) (PGHS-1) (PHS 1) NA

6262 SRLAGGYENVPTV gi|6093731|sp|O60568|PLOD3_HUMAN Procollagen-lysine 2-oxoglutarate 5-dioxygenase 3 precursor (Lysyl hydroxylase 3) (LH3) NA

6263 YEGNFHYINLIKT gi|132326|sp|P00797|RENI_HUMAN Renin precursor (Angiotensinogenase) NA

6264 TLQHRRYPNVFGI gi|27151704|sp|Q9Y6N5|SQRD_HUMAN Sulfide:quinone oxidoreductase  mitochondrial precursor NA

6265 PGPACAYVNLNIC gi|730870|sp|P41252|SYIC_HUMAN Isoleucyl-tRNA synthetase  cytoplasmic (Isoleucine--tRNA ligase) (IleRS) (IRS) NA

6266 VIPVHYYLIPPPT gi|34223721|sp|P29144|TPP2_HUMAN Tripeptidyl-peptidase 2 (Tripeptidyl-peptidase II) (TPP-II) (Tripeptidyl aminopeptidase) NA

6267 NPQEGLYNELQKD gi|23830999|sp|P20963|CD3Z_HUMAN T-cell surface glycoprotein CD3 zeta chain precursor (T-cell receptor T3 zeta chain) (CD247 antigen) [NPQEGLYNELQKD|Y|111|P20963|96108162;12522270;15144186;15592455;16094384;15659558|Fyn|[P06241:FYN_HUMAN]]

6268 SEEPSKYINASFI gi|33112650|sp|P08575|CD45_HUMAN Leukocyte common antigen precursor (L-CA) (T200) (CD45 antigen)']NA

6269 AISIDRYTAVVMP gi|1169206|sp|P35462|DRD3_HUMAN D(3) dopamine receptor NA

6270 CMRVELYGCVWLD gi|2497564|sp|Q16832|DDR2_HUMAN Discoidin domain-containing receptor 2 precursor (Discoidin domain receptor 2) (Receptor protein-tyrosine kinase TKT) (Tyrosine-protein kinase TYRO10) (Neurotrophic tyrosine kinase  receptor-related 3) (CD167b antigen) NA

6271 LSPSSGYMPMNQG gi|119534|sp|P21860|ERBB3_HUMAN Receptor tyrosine-protein kinase erbB-3 precursor (c-erbB3) (Tyrosine kinase-type cell surface receptor HER3) NA

6272 KANNLLYINPEAF gi|544350|sp|P23945|FSHR_HUMAN Follicle-stimulating hormone receptor precursor (FSH-R) (Follitropin receptor) NA

6273 ILADEIYGDMVFS gi|114713|sp|P17735|ATTY_HUMAN Tyrosine aminotransferase (L-tyrosine:2-oxoglutarate aminotransferase) (TAT) NA

6274 RGKKFSYVDADGS gi|34223720|sp|P25940|CO5A3_HUMAN Collagen alpha-3(V) chain precursor NA

6275 ASRVSIYDNVPGS gi|90185285|sp|Q9Y3M8|STA13_HUMAN StAR-related lipid transfer protein 13 (StARD13) (START domain-containing protein 13) (46H23.2) (Deleted in liver cancer protein 2) (Rho GTPase-activating protein) NA

6276 DKSYGGYEVVGGS gi|67476890|sp|Q15517|CDSN_HUMAN Corneodesmosin precursor (S protein) NA

6277 GPNNGGYDDDQGS gi|148887370|sp|Q92630|DYRK2_HUMAN Dual specificity tyrosine-phosphorylation-regulated kinase 2 NA

6278 IGEEILYCELKGS gi|41019474|sp|P15529|MCP_HUMAN Membrane cofactor protein precursor (Trophoblast leukocyte common antigen) (TLX) (CD46 antigen) NA

6279 DVLKDDYDYVLIS gi|74751081|sp|Q8N766|K0090_HUMAN Uncharacterized protein KIAA0090 precursor NA

6280 IHRSNPYIQLGIS gi|29840784|sp|Q8N448|LNX2_HUMAN Ligand of Numb-protein X 2 (Numb-binding protein 2) (PDZ domain-containing RING finger protein 1) NA

6281 QERTVAYINVDIS gi|20139287|sp|Q9UQQ1|NALDL_HUMAN N-acetylated-alpha-linked acidic dipeptidase-like protein (NAALADase L) (Ileal dipeptidylpeptidase) (100 kDa ileum brush border membrane protein) (I100) NA

6282 THSKEHYHFYEIS gi|119591033|gb|EAW70627.1| phospholipase C  delta 4  isoform CRA_a [Homo sapiens]NA

6283 GWEKGAYKKWGKS gi|118572659|sp|Q92628|K0232_HUMAN Uncharacterized protein KIAA0232 NA

6284 RERDGHYSNSHKS gi|74760546|sp|Q8WUA2|PPIL4_HUMAN Peptidyl-prolyl cis-trans isomerase-like 4 (PPIase) (Rotamase) (Cyclophilin-like protein PPIL4) NA

6285 LEPDSTYFDLPQS gi|8928244|sp|O15350|P73_HUMAN Tumor protein p73 (p53-like transcription factor) (p53-related protein) NA

6286 SCVKDIYKHLARS gi|119611154|gb|EAW90748.1| hCG2042916  isoform CRA_c [Homo sapiens]NA

6287 YAKCNPYMDSPQS gi|2507187|sp|P22061|PIMT_HUMAN Protein-L-isoaspartate(D-aspartate) O-methyltransferase (Protein-beta-aspartate methyltransferase) (PIMT) (Protein L-isoaspartyl/D-aspartyl methyltransferase) (L-isoaspartyl protein carboxyl methyltransferase) NA

6288 HGADPDYNCTDQG gi|62512181|sp|Q8WXK4|ASB12_HUMAN Ankyrin repeat and SOCS box protein 12 (ASB-12) NA

6289 VDSEFQYTYEYQG gi|119587444|gb|EAW67040.1| hCG2032408  isoform CRA_b [Homo sapiens]NA

6290 DNEKCKYLTKPEP gi|29336810|sp|Q8TE59|ATS19_HUMAN ADAMTS-19 precursor (A disintegrin and metalloproteinase with thrombospondin motifs 19) (ADAM-TS 19) (ADAM-TS19) NA

6291 INFMLTYVAVDYS gi|119599806|gb|EAW79400.1| solute carrier family 12 (potassium/chloride transporters)  member 8  isoform CRA_b [Homo sapiens]NA



6292 DIDMTDYDDVRRC gi|1346792|sp|P49642|PRI1_HUMAN DNA primase small subunit (DNA primase 49 kDa subunit) (p49) NA

6293 CDSCEKYITGRVL gi|56404514|sp|Q6H8Q1|ABLM2_HUMAN Actin-binding LIM protein 2 (Actin-binding LIM protein family member 2) (abLIM-2) NA

6294 MAKMEKYLHSSRC gi|6136393|sp|Q14191|WRN_HUMAN Werner syndrome ATP-dependent helicase NA

6295 DFENSAYVVFVVL gi|1346190|sp|P48506|GSH1_HUMAN Glutamate--cysteine ligase catalytic subunit (Gamma-glutamylcysteine synthetase) (Gamma-ECS) (GCS heavy chain) NA

6296 LGCMDDYTTDSRG gi|74733154|sp|Q9BTW9|TBCD_HUMAN Tubulin-specific chaperone D (Tubulin-folding cofactor D) (Beta-tubulin cofactor D) (tfcD) (SSD-1) NA

6297 AHLNVYYIIILAW gi|1352531|sp|P48066|S6A11_HUMAN Sodium- and chloride-dependent GABA transporter 3 NA

6298 GIICTFYTAVGGM gi|12643359|sp|Q92911|SC5A5_HUMAN Sodium/iodide cotransporter (Na(+)/I(-) cotransporter) (Sodium-iodide symporter) (Na(+)/I(-)-symporter) NA

6299 DCAHFHYENVDFG gi|68846537|sp|O14559|TCGAP_HUMAN TC10/CDC42 GTPase-activating protein (Sorting nexin-26)NA

6300 SVTSSAYPNPSIL gi|62906845|sp|P27352|IF_HUMAN Gastric intrinsic factor precursor (Intrinsic factor) (IF) (INF) NA

6301 ASKKTIYTYIMAS gi|74762772|sp|Q9UIB8|SLAF5_HUMAN SLAM family member 5 precursor (Signaling lymphocytic activation molecule 5) (Leukocyte differentiation antigen CD84) (CD84 antigen) (Cell surface antigen MAX.3) (Hly9-beta) NA

6302 EEQVHTYVNTTGV gi|71152057|sp|Q8WU20|FRS2_HUMAN Fibroblast growth factor receptor substrate 2 (FGFR substrate 2) (Suc1-associated neurotrophic factor target 1) (SNT-1) (FGFR-signaling adaptor SNT) [EEQVHTYVNTTGV|Y|196|Q8C180|9632781|]

6303 LEKIQDYEKMPES gi|124308|sp|P14778|IL1R1_HUMAN Interleukin-1 receptor type I precursor (IL-1R-1) (IL-1RT1) (IL-1R-alpha) (p80) (CD121a antigen) [LEKIQDYEKMPES|Y|496|P14778|9821957|]

6304 MPSEEGYQDYEPE gi|586067|sp|P37840|SYUA_HUMAN Alpha-synuclein (Non-A beta component of AD amyloid) (Non-A4 component of amyloid precursor) (NACP) [MPSEEGYQDYEPE|Y|133|P37840|11744621|Syk|[P43405:KSYK_HUMAN]]

6305 RGSRDTYAWHKQK gi|119595261|gb|EAW74855.1| inositol polyphosphate phosphatase-like 1  isoform CRA_b [Homo sapiens][RGSRDTYAWHKQK|Y|671|O15357|12522270|]

6306 SYEGNSYTFIDPT gi|547770|sp|P07333|CSF1R_HUMAN Macrophage colony-stimulating factor 1 receptor precursor (CSF-1-R) (Fms proto-oncogene) (c-fms) (CD115 antigen) [SYEGNSYTFIDPT|Y|561|P07333|15297464|CSF1R|[P07333:CSF1R_HUMAN]]

6307 WIRYHRYHGRSAA gi|83305339|sp|P11309|PIM1_HUMAN Proto-oncogene serine/threonine-protein kinase Pim-1[WIRYHRYHGRSAA|Y|302|P06803|14981536|]

6308 AEPYNLYSSLKEL gi|118572681|sp|P27986|P85A_HUMAN Phosphatidylinositol 3-kinase regulatory subunit alpha (PI3-kinase p85-subunit alpha) (PtdIns-3-kinase p85-alpha) (PI3K) [AEPYNLYSSLKEL|Y|688|P27986|9461588;11337495|]

6309 LQDEANYHLYGSR gi|60393639|sp|Q13546|RIPK1_HUMAN Receptor-interacting serine/threonine-protein kinase 1 (Serine/threonine-protein kinase RIP) (Cell death protein RIP) (Receptor-interacting protein) [LQDEANYHLYGSR|Y|384|Q13546|15144186|]

6310 RNKPTVYGVSPNY gi|85681908|sp|P00519|ABL1_HUMAN Proto-oncogene tyrosine-protein kinase ABL1 (p150) (c-ABL) (Abelson murine leukemia viral oncogene homolog 1) [RNKPTVYGVSPNY|Y|226|P00519|10964922;11847100;12522270|RNKPTVYGVSPNY|Y|245|P00519-2|16497976|]

6311 VSSTHYYLLPERP gi|27923810|sp|Q9UJM3|ERRFI_HUMAN ERBB receptor feedback inhibitor 1 (Mitogen-inducible gene 6 protein) (Mig-6) [VSSTHYYLLPERP|Y|858|Q07912|12522270|]

6312 CFSPNRYWLCAAT gi|54037168|sp|P63244|GBLP_HUMAN Guanine nucleotide-binding protein subunit beta 2-like 1 (Guanine nucleotide-binding protein subunit beta-like protein 12.3) (Receptor of activated protein kinase C 1) (RACK1) (Receptor for activated C kinase) [CFSPNRYWLCAAT|Y|246|P63244|12400005|Src|[P12931:SRC_HUMAN]]

6313 ALDNPEYHNASNG gi|3913590|sp|Q15303|ERBB4_HUMAN Receptor tyrosine-protein kinase erbB-4 precursor (p180erbB4) (Tyrosine kinase-type cell surface receptor HER4) [ALDNPEYHNASNG|Y|1188|Q15303|8617750|]

6314 EETNNDYETADGG gi|399478|sp|P31995|FCG2C_HUMAN Low affinity immunoglobulin gamma Fc region receptor II-c precursor (Fc-gamma RII-c) (FcRII-c) (IgG Fc receptor II-c) (Fc-gamma-RIIc) (CD32 antigen) (CDw32) [EETNNDYETADGG|Y|281|P12318|8756631|Fyn;Lyn;Syk;BLK|[P06241:FYN_HUMAN,P07948:LYN_HUMAN,P43405:KSYK_HUMAN,P51451:BLK_HUMAN]EETNNDYETADGG|Y|287|P31995|8756631|Syk|[P43405:KSYK_HUMAN]]

6315 PPGSLEYLCLPAG gi|1345923|sp|P32927|IL3RB_HUMAN Cytokine receptor common beta chain precursor (GM-CSF/IL-3/IL-5 receptor common beta-chain) (CD131 antigen) (CDw131) [PPGSLEYLCLPAG|Y|628|P32927|9257712;10362354|]

6316 QSPANIYYKV gi|1706673|sp|P52799|EFNB2_HUMAN Ephrin-B2 precursor (EPH-related receptor tyrosine kinase ligand 5) (LERK-5) (HTK ligand) (HTK-L) [QSPANIYYKV|Y|331|O73612|11983165;11466320|EphB2;Src_group|[P29323:EPHB2_HUMAN]QSPANIYYKV|Y|343|P98172|11466320|QSPANIYYKV|Y|330|P52799|15951569|]

6317 RSTHTAYIK gi|20141191|sp|O43184|ADA12_HUMAN ADAM 12 precursor (A disintegrin and metalloproteinase domain 12) (Meltrin alpha) NA

6318 TPSAEGYQDVRDR gi|56404432|sp|O14639|ABLM1_HUMAN Actin-binding LIM protein 1 (Actin-binding LIM protein family member 1) (abLIM-1) (Actin-binding double zinc finger protein) (LIMAB1) (Limatin)[TPSAEGYQDVRDR|Y|439|O14639|15144186|]

6319 AEEEAVYEEPPEQ gi|51316115|sp|Q9UJU6|DBNL_HUMAN Drebrin-like protein (SH3 domain-containing protein 7) (Drebrin-F) (Cervical SH3P7) (HPK1-interacting protein of 55 kDa) (HIP-55) (Cervical mucin-associated protein) [AEEEAVYEEPPEQ|Y|334|Q9UJU6|14557276|ZAP70|[P43403:ZAP70_HUMAN]]

6320 ERYSKEYIEKFKR gi|118572681|sp|P27986|P85A_HUMAN Phosphatidylinositol 3-kinase regulatory subunit alpha (PI3-kinase p85-subunit alpha) (PtdIns-3-kinase p85-alpha) (PI3K) NA

6321 SFEEDDYESPNDD gi|10720065|sp|Q13094|LCP2_HUMAN Lymphocyte cytosolic protein 2 (SH2 domain-containing leukocyte protein of 76 kDa) (SLP-76 tyrosine phosphoprotein) (SLP76) [SFEEDDYESPNDD|Y|113|Q13094|8892604;9047237;15388330;12817019|Syk;ZAP70;TXK|[P43405:KSYK_HUMAN,P43403:ZAP70_HUMAN,P42681:TXK_HUMAN]]

6322 STSSGGYRRTPSV gi|50400546|sp|Q8IZP0|ABI1_HUMAN Abl interactor 1 (Abelson interactor 1) (Abi-1) (Spectrin SH3 domain-binding protein 1) (Eps8 SH3 domain-binding protein) (Eps8-binding protein) (e3B1) (Nap1-binding protein) (Nap1BP) (Abl-binding protein 4) (AblBP4) [STSSGGYRRTPSV|Y|333|Q8IZP0|12522270|]

6323 TKMHGDYTLTLRK gi|118572681|sp|P27986|P85A_HUMAN Phosphatidylinositol 3-kinase regulatory subunit alpha (PI3-kinase p85-subunit alpha) (PtdIns-3-kinase p85-alpha) (PI3K) [TKMHGDYTLTLRK|Y|368|P27986|8385099|InsR|[P06213:INSR_HUMAN]]

6324 TVSFNPYEPELAP gi|1174527|sp|P43405|KSYK_HUMAN Tyrosine-protein kinase SYK (Spleen tyrosine kinase) [TVSFNPYEPELAP|Y|323|P43405|16497976|]

6325 VTAPSPYAQPSST gi|57013009|sp|Q9H3D4|P73L_HUMAN Tumor protein p73-like (p73L) (p63) (Tumor protein 63) (TP63) (p51) (p40) (Keratinocyte transcription factor KET) (Chronic ulcerative stomatitis protein) (CUSP) NA

6326 DDDKNIYLTLPPN gi|399478|sp|P31995|FCG2C_HUMAN Low affinity immunoglobulin gamma Fc region receptor II-c precursor (Fc-gamma RII-c) (FcRII-c) (IgG Fc receptor II-c) (Fc-gamma-RIIc) (CD32 antigen) (CDw32) [DDDKNIYLTLPPN|Y|304|P12318|8756631|Fyn;Lyn;Syk;BLK|[P06241:FYN_HUMAN,P07948:LYN_HUMAN,P43405:KSYK_HUMAN,P51451:BLK_HUMAN]DDDKNIYLTLPPN|Y|310|P31995|8756631|Lyn|[P07948:LYN_HUMAN]]

6327 RQDDPSYRSFHSG gi|461854|sp|P35222|CTNB1_HUMAN Catenin beta-1 (Beta-catenin) NA

6328 TMKGLDYIDVLSG gi|145558935|sp|Q4G0P3|HYDIN_HUMAN Hydrocephalus-inducing protein homolog'NA

6329 QPFDLLYASGAAA gi|74714365|sp|Q8IVL5|P3H2_HUMAN Prolyl 3-hydroxylase 2 precursor (Leprecan-like protein 1) (Myxoid liposarcoma-associated protein 4) NA

6330 LVDEKLYDQISLP gi|17368720|sp|Q9C0E2|XPO4_HUMAN Exportin-4 (Exp4) NA

6331 CESQSGYVWNALV gi|152113096|sp|Q96DM1|PGBD4_HUMAN PiggyBac transposable element-derived protein 4NA

6332 LGPDVGYEAIGLV gi|13431764|sp|O95831|AIFM1_HUMAN Apoptosis-inducing factor 1  mitochondrial precursor (Programmed cell death protein 8) NA

6333 CLDEGGYYISPRI gi|1705485|sp|P51451|BLK_HUMAN Tyrosine-protein kinase BLK (B lymphocyte kinase) (p55-BLK) NA

6334 KAQSNPYYNGPHL gi|45477156|sp|Q8WWI1|LMO7_HUMAN LIM domain only protein 7 (LOMP) (F-box only protein 20)NA

6335 MLFVALYLQARMK gi|45477007|sp|O14494|LPP1_HUMAN Lipid phosphate phosphohydrolase 1 (Phosphatidic acid phosphatase 2a) (Phosphatidate phosphohydrolase type 2a) (PAP2a) (PAP-2a) (PAP2-alpha) NA

6336 SEALSQYKMNITS gi|119597197|gb|EAW76791.1| CAS1 domain containing 1  isoform CRA_c [Homo sapiens]NA

6337 QSGMTAYGTRRHL gi|6226844|sp|Q99439|CNN2_HUMAN Calponin-2 (Calponin H2  smooth muscle) (Neutral calponin) NA

6338 KGSVADYGNLMEN gi|32469678|sp|Q14185|DOCK1_HUMAN Dedicator of cytokinesis protein 1 (180 kDa protein downstream of CRK) (DOCK180) NA

6339 VPIYEGYALPHAI gi|117167827|gb|AAI13037.1| ACTB protein [Homo sapiens]NA

6340 SPPPAPYSAPQAP gi|74712301|sp|Q6ZVM7|TM1L2_HUMAN TOM1-like protein 2 (Target of Myb-like protein 2) NA

6341 RDVFNVYVNSSIP gi|29839473|sp|P59535|T2R40_HUMAN Taste receptor type 2 member 40 (T2R40) (T2R58) (G-protein coupled receptor 60) NA

6342 RPQERSYMLQRWQ gi|17380440|sp|P46100|ATRX_HUMAN Transcriptional regulator ATRX (ATP-dependent helicase ATRX) (X-linked helicase II) (X-linked nuclear protein) (XNP) (Znf-HX) NA

6343 GYETARYGTGVFG gi|68565268|sp|Q9BWL3|CA043_HUMAN Uncharacterized protein C1orf43 (Hepatitis C virus NS5A-transactivated protein 4) (HCV NS5A-transactivated protein 4) (Protein NICE-3) (S863-3) [GYETARYGTGVFG|Y|166|Q9BWL3|16094384|]



6344 SPATDLYQVPPGP gi|8134339|sp|P56945|BCAR1_HUMAN Breast cancer anti-estrogen resistance protein 1 (CRK-associated substrate) (p130cas) [SPATDLYQVPPGP|Y|165|P56945|15817476|]

6345 QGYSVEYQLLNGG gi|13638154|sp|P16144|ITB4_HUMAN Integrin beta-4 precursor (GP150) (CD104 antigen)[QGYSVEYQLLNGG|Y|1564|P16144|11438664|]

6346 KQAKIHYIKNHEF gi|547803|sp|Q05655|KPCD_HUMAN Protein kinase C delta type (nPKC-delta) [KQAKIHYIKNHEF|Y|155|Q05655|15302935|KQAKIHYIKNHEF|Y|155|P28867|10945993;7575560;15774464|Lyn|[P07948:LYN_HUMAN]]

6347 GDINTIYQPPEPR gi|2499640|sp|Q99759|M3K3_HUMAN Mitogen-activated protein kinase kinase kinase 3 (MAPK/ERK kinase kinase 3) (MEK kinase 3) (MEKK 3) NA

6348 KKGNFNYIEFTRI gi|127169|sp|P19105|MLRM_HUMAN Myosin regulatory light chain 2  nonsarcomeric (Myosin RLC) NA

6349 GNADLAYILSMEP gi|28558771|sp|P55211|CASP9_HUMAN Caspase-9 precursor (CASP-9) (ICE-like apoptotic protease 6) (ICE-LAP6) (Apoptotic protease Mch-6) (Apoptotic protease-activating factor 3) (APAF-3) [Contains: Caspase-9 subunit p35; Caspase-9 subunit p10] [GNADLAYILSMEP|Y|153|P55211|15657060|Abl|[P00519:ABL1_HUMAN]]

6350 KEDDKIYRGINNY gi|3123165|sp|O15541|R113A_HUMAN RING finger protein 113A (Zinc finger protein 183) NA

6351 LGASDPYVRVTLY gi|32172435|sp|P46934|NEDD4_HUMAN E3 ubiquitin-protein ligase NEDD4NA

6352 EDSANVYEQDDLS gi|1169233|sp|P43146|DCC_HUMAN Netrin receptor DCC precursor (Tumor suppressor protein DCC) (Colorectal cancer suppressor) NA

6353 AIADNCYFNMKRN gi|9297020|sp|Q13402|MYO7A_HUMAN Myosin-VIIa NA

6354 LLAHGHYASPEIK gi|94730425|sp|Q13813|SPTA2_HUMAN Spectrin alpha chain  brain (Spectrin  non-erythroid alpha chain) (Alpha-II spectrin) (Fodrin alpha chain) NA

6355 KVELIAYFEKVGD gi|1708973|sp|P51608|MECP2_HUMAN Methyl-CpG-binding protein 2 (MeCP-2 protein) (MeCP2) NA

6356 AGSLPNYATINGK gi|55976600|sp|Q9HBL0|TENS1_HUMAN Tensin-1 NA

6357 LIIEDPYYGNDSD gi|1709543|sp|P24666|PPAC_HUMAN Low molecular weight phosphotyrosine protein phosphatase (LMW-PTPase) (LMW-PTP) (Low molecular weight cytosolic acid phosphatase) (Red cell acid phosphatase 1) (Adipocyte acid phosphatase) [LIIEDPYYGNDSD|Y|132|P24666|15951569|]

6358 ADQDINYYIPAED gi|85396869|gb|AAI04789.1| Hyaluronoglucosaminidase 4 [Homo sapiens] NA

6359 KPGEVIYKCPKCC gi|116242853|sp|Q9NXF8|ZDHC7_HUMAN Palmitoyltransferase ZDHHC7 (Zinc finger DHHC domain-containing protein 7) (DHHC-7) (Zinc finger protein 370) NA

6360 VLADVSYLMAMEK gi|116241253|sp|P35626|ARBK2_HUMAN Beta-adrenergic receptor kinase 2 (Beta-ARK-2) (G-protein-coupled receptor kinase 3) NA

6361 SAHKLLYALEIIE gi|74723109|sp|Q70CQ2|UBP34_HUMAN Ubiquitin carboxyl-terminal hydrolase 34 (Ubiquitin thioesterase 34) (Ubiquitin-specific-processing protease 34) (Deubiquitinating enzyme 34) NA

6362 KREDQKYALSVMM gi|38503102|sp|Q8WXU2|DYXC1_HUMAN Dyslexia susceptibility 1 candidate gene 1 protein NA

6363 NADEFEYVVAEKQ gi|119592142|gb|EAW71736.1| hCG1644589 [Homo sapiens]NA

6364 VRQKMLYAATRAT gi|41688753|sp|Q12792|TWF1_HUMAN Twinfilin-1 (Protein A6) (Protein tyrosine kinase 9)NA

6365 NPNNTFYATKRLI gi|21264428|sp|P38646|GRP75_HUMAN Stress-70 protein  mitochondrial precursor (75 kDa glucose-regulated protein) (GRP 75) (Heat shock 70 kDa protein 9) (Peptide-binding protein 74) (PBP74) (Mortalin) (MOT) NA

6366 LSGKTEYMAFPKP gi|124015205|sp|Q15154|PCM1_HUMAN Pericentriolar material 1 protein (PCM-1) (hPCM-1)NA

6367 LLTSAIYALQGRS gi|74758339|sp|Q6PGP7|TTC37_HUMAN Tetratricopeptide repeat protein 37 (TPR repeat protein 37) NA

6368 PGAQQLYSRGPPA gi|13124510|sp|O95487|SC24B_HUMAN Protein transport protein Sec24B (SEC24-related protein B) [PGAQQLYSRGPPA|Y|117|O95487|16094384|]

6369 VCPKEVYDVMLGC gi|134035335|sp|Q16288|NTRK3_HUMAN NT-3 growth factor receptor precursor (Neurotrophic tyrosine kinase receptor type 3) (TrkC tyrosine kinase) (GP145-TrkC) (Trk-C) [VCPKEVYDVMLGC|Y|825|Q03351|N.N.|]

6370 IFLSGCYTAVAVA gi|92058705|sp|Q9UP38|FZD1_HUMAN Frizzled-1 precursor (Fz-1) (hFz1) (FzE1) NA

6371 FSSGGAYPNIPLS gi|29840846|sp|Q10713|MPPA_HUMAN Mitochondrial-processing peptidase alpha subunit  mitochondrial precursor (Alpha-MPP) (P-55) NA

6372 DKVFNDYTAVPDL gi|1706563|sp|P42892|ECE1_HUMAN Endothelin-converting enzyme 1 (ECE-1) NA

6373 NSCSLHYINPYQP gi|10719954|sp|Q9UBL6|CPNE7_HUMAN Copine-7 (Copine VII) NA

6374 EILLQSYENVSNE gi|145559478|sp|Q14789|GOGB1_HUMAN Golgin subfamily B member 1 (Giantin) (Macrogolgin) (372 kDa Golgi complex-associated protein) (GCP372) NA

6375 HQEDNDYINASLI gi|131467|sp|P18031|PTN1_HUMAN Tyrosine-protein phosphatase non-receptor type 1 (Protein-tyrosine phosphatase 1B) (PTP-1B) [HQEDNDYINASLI|Y|66|P18031|11106648;8999839;9355745|EGFR;InsR|[P00533:EGFR_HUMAN,P06213:INSR_HUMAN]]

6376 SQEDGDYINANYI gi|20141721|sp|P35236|PTN7_HUMAN Tyrosine-protein phosphatase non-receptor type 7 (Protein-tyrosine phosphatase LC-PTP) (Hematopoietic protein-tyrosine phosphatase) (HEPTP) NA

6377 NPLFPIYENVNPE gi|126469|sp|P23467|PTPRB_HUMAN Receptor-type tyrosine-protein phosphatase beta precursor (Protein-tyrosine phosphatase beta) (R-PTP-beta) NA

6378 TEYSIKYTAVDGE gi|1709906|sp|P23468|PTPRD_HUMAN Receptor-type tyrosine-protein phosphatase delta precursor (Protein-tyrosine phosphatase delta) (R-PTP-delta) NA

6379 SPSRSDYINASPI gi|2499754|sp|Q16849|PTPRN_HUMAN Receptor-type tyrosine-protein phosphatase-like N precursor (R-PTP-N) (PTP IA-2) (Islet cell antigen 512) (ICA 512) (Islet cell autoantigen 3) NA

6380 DSHIHAYVNALLI gi|400199|sp|P23471|PTPRZ_HUMAN Receptor-type tyrosine-protein phosphatase zeta precursor (R-PTP-zeta) NA

6381 RSNDKVYENVTGL gi|3183518|sp|Q05397|FAK1_HUMAN Focal adhesion kinase 1 (FADK 1) (pp125FAK) (Protein-tyrosine kinase 2) [RSNDKVYENVTGL|Y|925|Q05397|12370821;7997267|]

6382 SVHDMDYVNPRGV gi|13124260|sp|Q92538|GBF1_HUMAN Golgi-specific brefeldin A-resistance guanine nucleotide exchange factor 1 (BFA-resistant GEF 1) NA

6383 DEPEGDYEEVLEP gi|123557|sp|P14317|HCLS1_HUMAN Hematopoietic lineage cell-specific protein (Hematopoietic cell-specific LYN substrate 1) (LckBP1) (p75) [DEPEGDYEEVLEP|Y|397|P14317|96108162;9183008;9104825|Lyn;Syk;Fgr|[P07948:LYN_HUMAN,P43405:KSYK_HUMAN,P09769:FGR_HUMAN]]

6384 RVDPNGYMMMSPS gi|547738|sp|P35568|IRS1_HUMAN Insulin receptor substrate 1 (IRS-1) [RVDPNGYMMMSPS|Y|662|P35568|15592455|RVDPNGYMMMSPS|Y|658|P35570|11572799|IGF1R|[P08069:IGF1R_HUMAN]]

6385 KNNKELYGFLFND gi|3859855|gb|AAC78611.1| intersectin long form [Homo sapiens]NA

6386 TGKSADYVNLALK gi|124106290|sp|Q9Y4C0|NRX3A_HUMAN Neurexin-3-alpha precursor (Neurexin III-alpha)NA

6387 PQAPAGYANVATH gi|41688816|sp|Q96T58|MINT_HUMAN Msx2-interacting protein (SPEN homolog) (SMART/HDAC1-associated repressor protein) NA

6388 ILFDYEYLNPNEE gi|68846905|sp|Q13469|NFAC2_HUMAN Nuclear factor of activated T-cells  cytoplasmic 2 (T cell transcription factor NFAT1) (NFAT pre-existing subunit) (NF-ATp) NA

6389 ARTCQLYPNAIAS gi|59803092|sp|P51003|PAPOA_HUMAN Poly(A) polymerase alpha (PAP) (Polynucleotide adenylyltransferase alpha) NA

6390 ENLSKRYEEIYLK gi|132164|sp|P06400|RB_HUMAN Retinoblastoma-associated protein (PP110) (P105-RB) (RB) NA

6391 TRCWKDYVNLRLE gi|116242827|sp|Q9NS80|TRI49_HUMAN Tripartite motif-containing protein 49 (RING finger protein 18) (Testis-specific ring-finger protein) NA

6392 RKQLVVYEEISDP gi|6094362|sp|O60224|SSX4_HUMAN Protein SSX4 NA

6393 SDYITHYTRSAPK gi|126157508|ref|NP_996898.2| N-acetylated alpha-linked acidic dipeptidase 2 [Homo sapiens]NA

6394 LNGQAVYAACQTI gi|2506326|sp|P47989|XDH_HUMAN Xanthine dehydrogenase/oxidase [Includes: Xanthine dehydrogenase (XD); Xanthine oxidase (XO) (Xanthine oxidoreductase)] NA

6395 GFDPSDYAEPMDA gi|29611783|sp|Q9NRY4|GRLF1_HUMAN Glucocorticoid receptor DNA-binding factor 1 (Glucocorticoid receptor repression factor 1) (GRF-1) (Rho GAP p190A) (p190-A) NA



6396 FLQSDTYKANSAK gi|41688802|sp|Q9BYV7|BCDO2_HUMAN Beta beta-carotene 9' 10'-dioxygenase (Beta-carotene dioxygenase 2) (B-diox-II)NA

6397 DGGQSVYHVHLHV gi|1708543|sp|P49773|HINT1_HUMAN Histidine triad nucleotide-binding protein 1 (Adenosine 5'-monophosphoramidase) (Protein kinase C inhibitor 1) (Protein kinase C-interacting protein 1) (PKCI-1) NA

6398 ETVAAYYEEQHPE gi|119364597|sp|P24001|IL32_HUMAN Interleukin-32 precursor (IL-32) (Natural killer cells protein 4) (Tumor necrosis factor alpha-inducing factor) NA

6399 YIEEAEYYKMQLQ gi|119584213|gb|EAW63809.1| mitochondrial tumor suppressor 1  isoform CRA_f [Homo sapiens]NA

6400 NSTKKQYKKWVEL gi|134047802|sp|Q9BYX4|IFIH1_HUMAN Interferon-induced helicase C domain-containing protein 1 (Interferon-induced with helicase C domain protein 1) (Helicase with 2 CARD domains) (Helicard) (Melanoma differentiation-associated protein 5) (MDA-5) (RNA helicase-DEAD box protein 116) (Murabutide-down-regulated protein)'NA



PhosphoSITE_REF NN_REF

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['CstF-50|phospho|Y367|Q05048|human|VFNHTEDYVLLPDER']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

['KIAA0174|phospho|Y43|P53990|human|ARKEIADYLAAGKDE']NA

['PHF19|phospho|Y45|Q8TBL6|human|SKLTEGQYVLCRWTD']NA

['TIAL1|phospho|Y50|Q01085|human|EHTSNDPYCFVEFYE']NA

['"actin, beta"|phospho|Y53|P60709|human|GMGQKDSYVGDEAQS', '"actin, gamma 1"|phospho|Y53|P63261|human|GMGQKDSYVGDEAQS', '"actin, alpha 1"|phospho|Y55|P68133|human|GMGQKDSYVGDEAQS']NA

['PDE8A|phospho|Y194|O60658|human|NPNIMACYNELLQLE']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['MYD88|phospho|Y276|Q99836|human|RFITVCDYTNPCTKS']PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

['RACK1|phospho|Y52|P63244|human|LTRDETNYGIPQRAL']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['CTLA-4|phospho|Y201|P09793|mouse|SPLTTGVYVKMPPTE']PREDICTED

['PXN|phospho|Y40|P49024|chicken|YPTGNHTYQEIAVPP', 'PXN|phospho|Y40|Q8VI37|mouse|YPTGNHTYQEIAVPP']PREDICTED

['DYRK1B|phospho|Y271|Q9Y463|human|CQLGQRIYQYIQSRF', 'DYRK1A|phospho|Y319|Q13627|human|CQLGQRIYQYIQSRF']PREDICTED

NA PREDICTED

NA PREDICTED

['IRS-1|phospho|Y632|P35568|human|GRKGSGDYMPMSPKS']PREDICTED

['TrkA iso2|phospho|Y674|P04629-2|human|RDIYSTDYYRVGGRT', 'TrkA iso2|phospho|Y675|P04629-2|human|DIYSTDYYRVGGRTM', 'TrkA|phospho|Y680|P04629|human|RDIYSTDYYRVGGRT', 'TrkA|phospho|Y681|P04629|human|DIYSTDYYRVGGRTM', 'TrkA|phospho|Y683|P35739|rat|RDIYSTDYYRVGGRT', 'TrkA|phospho|Y684|P35739|rat|DIYSTDYYRVGGRTM']PREDICTED

['EphB3|phospho|Y792|P54753|human|DDPSDPTYTSSLGGK']PREDICTED

NA NA

['TrkC|phospho|Y709|Q16288|human|RDVYSTDYYRLFNPS', 'TrkC|phospho|Y710|Q16288|human|DVYSTDYYRLFNPSG']PREDICTED

['PIK3R3|phospho|Y341|Q92569|human|NEDADENYFINEEDE']PREDICTED

['Gab1|phospho|Y447|Q13480|human|SEELDENYVPMNPNS', 'Gab1|phospho|Y448|Q9QYY0|mouse|GEELDENYVPMNPNS']PREDICTED

['Axl|phospho|Y814|P30530|human|QEPDEILYVNMDEGG']PREDICTED

['ER-beta|phospho|Y488|O08537|mouse|CKNVVPVYDLLLEML']PREDICTED

['Cdc2|phospho|Y15|P06493|human|EKIGEGTYGVVYKGR', 'Cdc2|phospho|Y15|P11440|mouse|EKIGEGTYGVVYKGR', 'Cdc2|phospho|Y15|P13863|chicken|EKIGEGTYGVVYKGR', 'Cdc2|phospho|Y15|P39951|rat|EKIGEGTYGVVYKGR']PREDICTED

['EGFR|phospho|Y1110|P00533|human|GSVQNPVYHNQPLNP']PREDICTED

['EpoR|phospho|Y426|P19235|human|ASAASFEYTILDPSS']PREDICTED

['FGFR2|phospho|Y769|P21802|human|TLTTNEEYLDLSQPL']PREDICTED

['IFNAR1|phospho|Y466|P17181|human|VFLRCINYVFFPSLK']PREDICTED

['PLCG1|phospho|Y771|P19174|human|IGTAEPDYGALYEGR', 'PLCG1|phospho|Y771|P10686|rat|IGTAEPDYGALYEGR', 'PLCG1|phospho|Y771|Q62077|mouse|IGTAEPDYGALYEGR', 'PLCG1|phospho|Y771|P08487|cow|IGTAEPDYGALYEGR']PREDICTED

['CD3Z|phospho|Y123|P20963|human|KDKMAEAYSEIGMKG']PREDICTED

['IkB-alpha|phospho|Y42|P25963|human|DSMKDEEYEQMVKEL']PREDICTED

['CTNNB1|phospho|Y654|Q02248|mouse|RNEGVATYAAAVLFR', 'CTNNB1|phospho|Y654|P35222|human|RNEGVATYAAAVLFR', 'CTNNB1|phospho|Y654|Q9WU82|rat|RNEGVATYAAAVLFR']PREDICTED

['STAT5A|phospho|Y694|P42229|human|LAKAVDGYVKPQIKQ', 'STAT5A|phospho|Y694|P42230|mouse|LAKAVDGYVKPQIKQ', 'STAT5A|phospho|Y694|Q62771|rat|LAKAVDGYVKPQIKQ', 'STAT5A|phospho|Y694|P42231|sheep|LAKAVDGYVKPQIKQ', 'STAT5B|phospho|Y699|P51692|human|TAKAVDGYVKPQIKQ']PREDICTED

['ZAP70|phospho|Y318|P43404|mouse|TSVYESPYSDPEELK', 'ZAP70|phospho|Y319|P43403|human|TSVYESPYSDPEELK']PREDICTED

NA PREDICTED

['Akt1|phospho|Y326|P31750|mouse|EVLEDNDYGRAVDWW']PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

['CLIM1|phospho|Y150|O00151|human|YNNPAGLYSSENISN']NA

['PSMB7|phospho|Y154|Q99436|human|DVTGPHLYSIYPHGS']NA

['YB-1|phospho|Y162|P67809|human|PRNYQQNYQNSESGE']NA

['IQGAP1|phospho|Y172|Q9JKF1|mouse|APQIQDLYGKVDFTE']NA

['p38-alpha|phospho|Y181|Q16539|human|TDDEMTGYVATRWYR', 'p38-alpha|phospho|Y181|P47811|mouse|TDDEMTGYVATRWYR', 'p38-alpha|phospho|Y181|P70618|rat|TDDEMTGYVATRWYR']PREDICTED



['CD3E|phospho|Y170|P22646|mouse|PPVPNPDYEPIRKGQ', 'CD3E|phospho|Y188|P07766|human|PPVPNPDYEPIRKGQ']NA

['hnRNP 2H9|phospho|Y296|P31942|human|GMDNQGGYGSVGRMG']PREDICTED

['TSAd|phospho|Y305|Q9NP31|human|GEAPSNIYVEVEDEG']NA

['ZNF330|phospho|Y308|Q9Y3S2|human|NLNLGRTYASGYAHY']NA

NA NA

['eIF3-zeta|phospho|Y318|O15371|human|NLAMEATYINHNFSQ']NA

['ZNF24|phospho|Y335|P17028|human|IHTGEKPYECVQCGK']NA

['GCN5-like 2|phospho|Y734|Q92830|human|LKDPDQLYTTLKNLL']NA

['MAP1A|phospho|Y773|P78559|human|PRFHTSTYDLPGPEG']NA

['LDLR|phospho|Y845|P01130|human|ICHNQDGYSYPSRQM']NA

['PCDH7|phospho|Y948|O88185|mouse|KKSKQPLYSSIVTVE']NA

['ALK|phospho|Y1092|Q9UM73|human|TSTIMTDYNPNYCFA']NA

['ALK|phospho|Y1278|Q9UM73|human|FGMARDIYRASYYRK', 'LTK|phospho|Y672|P29376|human|FGMARDIYRASYYRR']NA

NA NA

['FKBP8|phospho|Y265|Q14318|human|VLAQQGEYSEAIPIL']NA

['IRSp53|phospho|Y338|Q91V97|mouse|QSKLSDSYSNTLPVR']NA

['SgK223|phospho|Y390|Q86YV5|human|ATQPEPIYAESTKRK']NA

['Kaiso|phospho|Y443|Q8IVP6|human|ANIGEDTYDIVIPVK']NA

['FLJ21610|phospho|Y453|Q9H706|human|PGKSELPYEELWLEE']NA

['SgK269|phospho|Y476|Q8BX56|mouse|EQPLCKPYTVVDVSA']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['ERK2|phospho|Y42|P28482|human|YGMVCSAYDNVNKVR']PREDICTED

NA PREDICTED

NA PREDICTED

['RSK2|phospho|Y422|P51812|human|SIQFTDGYEVKEDIG']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['INPP4|phospho|Y355|Q96PE3|human|DGGSDQNYDIVTIGA']PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

['FNBP1|phospho|Y296|Q96RU3|human|MGESMKTYAEVDRQV']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['TFIIS|phospho|Y126|P23193|human|ETNARDTYVSSFPRA']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['IMP-1|phospho|Y39|Q9NZI8|human|QFLVKSGYAFVDCPD']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA NA

NA NA

NA NA

NA NA

NA PREDICTED

['GSTP1|phospho|Y198|P09211|human|AFLASPEYVNLPING']NA

NA PREDICTED

NA NA

NA NA

NA NA



NA NA

NA NA

NA NA

NA NA

NA NA

['GRK2|phospho|Y356|P25098|human|ASVGTHGYMAPEVLQ', 'GRK3|phospho|Y356|P35626|human|ASVGTHGYMAPEVLQ']NA

['ADRB2|phospho|Y141|P04274|hamster|AITSPFKYQSLLTKN']NA

['PDGFRb|phospho|Y763|P09619|human|DMKGDVKYADIESSN']PREDICTED

NA NA

NA NA

NA NA

NA NA

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['p63|phospho|Y36|Q9H3D4|human|FSWKESYYRSTMSQS']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['ATP1A1|phospho|Y10|P06685|rat|KGVGRDKYEPAAVSE']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['KIAA0853|phospho|Y592|Q5T200|human|SHSSNSNYHDSWETR']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['STAT5B|phospho|Y679|P52632|rat|DRPKDEVYSKYYTPV']NA

['ZAP70|phospho|Y292|P43403|human|DTLNSDGYTPEPARI']NA

['FGFR1|phospho|Y584|AAB54274|rat|EALFDRIYTHQSDVW']NA

['VCP|phospho|Y804|Q01853|mouse|EDNDDDLYG______', 'VCP|phospho|Y804|P55072|human|EDNDDDLYG______']NA

['LAT iso2|phospho|Y226|O43561-2|human|EEEGAPDYENLQELN']NA

['Abl|phospho|Y488|P00520-4|mouse|EGCPEKVYELMRACW', 'Abl|phospho|Y488|P00519-2|human|EGCPEKVYELMRACW']NA

['CD22|phospho|Y807|P20273|human|HKRQVGDYENVIPDF']NA

['SLAP-130|phospho|Y595|O15117|human|IEDDQEVYDDVAEQD']NA

['Jak1|phospho|Y1022|P23458|human|AIETDKEYYTVKDDR', 'Jak1|phospho|Y1023|P23458|human|IETDKEYYTVKDDRD', 'Jak1|phospho|Y1033|P52332|mouse|AIETDKEYYTVKDDR', 'Jak1|phospho|Y1034|P52332|mouse|IETDKEYYTVKDDRD']NA

['Jak2|phospho|Y221|Q62120|mouse|VRAKIQDYHILTRKR']NA

['PTP1B|phospho|Y152|O13016|chicken|ISEDIKSYYTVRQLE', 'PTP1B|phospho|Y152|P18031|human|ISEDIKSYYTVRQLE', 'PTP1B|phospho|Y153|P18031|human|SEDIKSYYTVRQLEL', 'PTP1B|phospho|Y153|O13016|chicken|SEDIKSYYTVRQLEL']NA

['IFNGR1|phospho|Y457|P15260|human|KAPTSFGYDKPHVLV']NA

['CEACAM1|phospho|Y493|P13688|human|NKMNEVTYSTLNFEA']NA

['CD3Z|phospho|Y83|P20963|human|NLGRREEYDVLDKRR']NA

['SHP-2|phospho|Y327|P35235|mouse|NSKPKKSYIATQGCL']NA



['MINK|phospho|Y193|Q8N4C8|human|NTFIGTPYWMAPEVI']NA

['DAB1|phospho|Y220|P97318|mouse|PETEENIYQVPTSQK', 'DAB1|phospho|Y220|O75553|human|PETEENIYQVPTSQK', 'DAB1|phospho|Y220|Q8JH94|chicken|PETEENIYQVPTSQK']NA

['Siglec-10|phospho|Y691|Q96LC7|human|PKGTQADYAEVKFQ_']NA

['PTP1B|phospho|Y152|O13016|chicken|ISEDIKSYYTVRQLE', 'PTP1B|phospho|Y152|P18031|human|ISEDIKSYYTVRQLE', 'PTP1B|phospho|Y153|P18031|human|SEDIKSYYTVRQLEL', 'PTP1B|phospho|Y153|O13016|chicken|SEDIKSYYTVRQLEL']NA

['CSF2RB|phospho|Y593|P32927|human|SFDFNGPYLGPPHSR']NA

['Brk|phospho|Y351|Q13882|human|SHDHNIPYKWTAPEA']NA

['SHP-1|phospho|Y564|P29350|human|SKHKEDVYENLHTKN']NA

['HER4|phospho|Y1056|Q15303|human|GHSPPPAYTPMSGNQ']NA

['DAB1|phospho|Y232|P97318|mouse|SQKKEGVYDVPKSQP', 'DAB1|phospho|Y232|O75553|human|SQKKEGVYDVPKSQP', 'DAB1|phospho|Y232|Q8JH94|chicken|SQKKEGVYDVPKSQP']NA

['Fe65|phospho|Y545|Q9QXJ1|mouse|VQKFQVYYLGNVPVA']NA

['Bcr|phospho|Y360|P11274|human|VSPSPTTYRMFRDKS']NA

['Rab24|phospho|Y17|Q969Q5|mouse|VVMLGKEYVGKTSLV']NA

['Abl|phospho|Y283|P00520-4|mouse|YEGVWKKYSLTVAVK', 'Abl|phospho|Y283|P00519-2|human|YEGVWKKYSLTVAVK']NA

['PTPRA iso2|phospho|Y789|P18433-2|human|YIDAFSDYANFK___', 'PTPRA|phospho|Y798|P18433|human|YIDAFSDYANFK___', 'PTPRA|phospho|Y825|P18052|mouse|YIDAFSDYANFK___']NA

['cortactin|phospho|Y486|Q14247|human|YPAEDSTYDEYENDL']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['SPTBN2|phospho|Y1726|O15020|human|SHELGQDYEHVTMLR', 'SPTBN1|phospho|Y1730|Q01082|human|SHELGQDYEHVTMLQ']NA

['desmoplakin|phospho|Y172|P15924|human|SSKGGGGYTCQSGSG']NA

['Cas-L|phospho|Y172|Q14511|human|VYEYPSRYQKDVYDI']NA

['CD3G|phospho|Y171|P09693|human|KDREDDQYSHLQGNQ']NA

['RICS|phospho|Y1706|O94820|human|SVTVVSQYDNLEDYH']NA

['PDAP1|phospho|Y17|Q13442|human|HKGRARQYTSPEEID']NA

['IkB-epsilon|phospho|Y16|O00221|human|DEAEESQYDSGIESL']NA

['RREB-1|phospho|Y1595|Q6BEP8|human|SHTGERPYKCQTCER']NA

['PAK5|phospho|Y159|Q9P286|human|YGDDLDPYYRGSHAA', 'PAK5|phospho|Y160|Q9P286|human|GDDLDPYYRGSHAAK']NA

['ENTH|phospho|Y159|Q14677|human|AKKNKDKYVGVSSDS']NA

['LRP6|phospho|Y1584|O75581|human|YLSAEENYESCPPSP']NA

['CSAD|phospho|Y158|Q9Y600|human|GGSISNMYAVNLARY']NA

['NTS|phospho|Y146|P30990|human|VIKRKIPYILKRQLY']NA

['eIF2A|phospho|Y146|P05198|human|DKYKRPGYGAYDAFK']NA

['CCDC50|phospho|Y144|Q8IVM0-2|human|TRAYADSYYYEDGDQ']NA

['YB-1|phospho|Y145|P67809|human|YAADRNHYRRYPRRR']NA

['CCDC50|phospho|Y144|Q8IVM0-2|human|TRAYADSYYYEDGDQ']NA

['Dicer1|phospho|Y1435|Q9UPY3|human|YEDDFLEYDQEHIRF']NA

NA NA

['BST1|phospho|Y134|Q10588|human|MPLSDVLYGRVADFL']NA

['hnRNP G|phospho|Y134|P38159|human|GHMDDGGYSMNFNMS']NA

['NMDAR2A|phospho|Y1325|Q12879|human|RLLEGNFYGSLFSVP']NA

['ACP1|phospho|Y131|P24666|human|QLIIEDPYYGNDSDF', 'ACP1|phospho|Y132|P24666|human|LIIEDPYYGNDSDFE']NA

['CCR8|phospho|Y132|P51685|human|TLMSVDRYLAVVHAV']NA

['Cx40|phospho|Y122|P36382|human|EVRGSGSYEYPVAEK']NA

['mucin 1|phospho|Y1212|P15941|human|PMSEYPTYHTHGRYV']NA

['GKN1|phospho|Y121|Q9NS71|human|PPPKGLMYSVNPNKV']NA

['mucin 1|phospho|Y1203|P15941|human|IFPARDTYHPMSEYP']NA

['RPL19|phospho|Y120|P84098|human|KKIDRHMYHSLYLKV']NA

['TSSK1|phospho|Y12|Q9BXA7|human|AVLKRRGYLLGINLG']NA

['SOX7|phospho|Y112|Q9BT81|human|HMQDYPNYKYRPRRK']NA



['TIE1|phospho|Y1113|Q06806|mouse|MLEARKAYVNMSLFE']NA

['MYO6|phospho|Y1114|Q9UM54|human|APKSVTDYDFAPFLN']NA

['OSTF1|phospho|Y111|Q92882|human|KAGSTALYWACHGGH']NA

['TNFAIP3|phospho|Y111|P21580|human|LMHATSQYMWGVQDT']NA

NA NA

NA NA

NA NA

['snRNP 70|phospho|Y126|P08621|human|LRREFEVYGPIKRIH']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['CYP17A1|phospho|Y329|P05093|human|PQVKKKLYEEIDQNV']NA

NA NA

NA NA

NA NA

['RanBP1|phospho|Y103|P43487|human|LKICANHYITPMMEL']NA

['NRXN1|phospho|Y1027|Q9ULB1|human|LDLKSDLYIGGVAKE']NA

['SHIP|phospho|Y1021|Q92835|human|EMFENPLYGSLSSFP']NA

['NEBL|phospho|Y102|O76041|human|ADLSNSLYKRMPATI']NA

['TIF1-gamma|phospho|Y1018|Q9UPN9|human|QKKHSQHYQIPDDFV']NA

['GALNT3|phospho|Y101|Q14435|human|ERPCLQGYYTAAELK', 'GALNT3|phospho|Y102|Q14435|human|RPCLQGYYTAAELKP']NA

NA NA

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['MST1|phospho|Y433|Q13043|human|KIPQDGDYEFLKSWT']PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['KIAA1217|phospho|Y388|Q9ULK3|human|MYRNEGFYADPYLYH']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

['ARPC5|phospho|Y18|O15511|human|RKVDVDEYDENKFVD']PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

['ARHGDIB|phospho|Y24|P52566|human|ELDSKLNYKPPPQKS']NA

['Kv-beta2|phospho|Y25|Q13303|human|TGSPGMIYSTRYGSP']NA

['eEF1A-1|phospho|Y29|P68104|human|TTTGHLIYKCGGIDK', 'eEF1A-1|phospho|Y29|P10126|mouse|TTTGHLIYKCGGIDK', 'eEF1A-2|phospho|Y29|Q05639|human|TTTGHLIYKCGGIDK']NA

NA NA

['MIF|phospho|Y36|P14174|human|ATGKPPQYIAVHVVP']NA

['TSAd|phospho|Y39|Q9NP31|human|RSCQNLGYTAASPQA']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['villin|phospho|Y45|P09327|human|SFFDGDCYIILAIHK']PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

['TRPV4|phospho|Y91|Q9HBA0|human|DLLESTLYESSVVPG']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['LRRK2|phospho|Y707|Q5S007|human|AKVAMDDYLKNVMLE']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

['HER2|phospho|Y1196|P04626|human|GAVENPEYLTPQGGA']PREDICTED

['STAT3|phospho|Y705|P40763|human|DPGSAAPYLKTKFIC', 'STAT3|phospho|Y705|P42227|mouse|DPGSAAPYLKTKFIC', 'STAT3|phospho|Y705|P52631|rat|DPGSAAPYLKTKFIC', 'STAT3|phospho|Y705|P61635|cow|DPGSAAPYLKTKFIC']PREDICTED

NA PREDICTED

['TrkB|phospho|Y705|Q63604|rat|RDVYSTDYYRVGGHT', 'TrkB|phospho|Y705|P15209|mouse|RDVYSTDYYRVGGHT', 'TrkB|phospho|Y706|Q63604|rat|DVYSTDYYRVGGHTM', 'TrkB|phospho|Y706|P15209|mouse|DVYSTDYYRVGGHTM']PREDICTED

NA NA

NA PREDICTED

['EphA5|phospho|Y656|P54756|human|TYIDPHTYEDPNQAV']PREDICTED

['EphA4|phospho|Y602|Q03137|mouse|TYVDPFTYEDPNQAV', 'EphA4|phospho|Y602|P54764|human|TYVDPFTYEDPNQAV']PREDICTED

['TXK|phospho|Y420|P42681|human|RYVLDDEYVSSFGAK']PREDICTED

['CHED|phospho|Y716|Q9H4A1|human|GIIGEGTYGQVYKAR']PREDICTED

NA PREDICTED

['VEGFR-2|phospho|Y1059|P35968|human|DIYKDPDYVRKGDAR']PREDICTED

['Axl|phospho|Y695|P30530|human|KKIYNGDYYRQGRIA', 'Axl|phospho|Y696|P30530|human|KIYNGDYYRQGRIAK']PREDICTED

['TrkA iso2|phospho|Y674|P04629-2|human|RDIYSTDYYRVGGRT', 'TrkA iso2|phospho|Y675|P04629-2|human|DIYSTDYYRVGGRTM', 'TrkA|phospho|Y680|P04629|human|RDIYSTDYYRVGGRT', 'TrkA|phospho|Y681|P04629|human|DIYSTDYYRVGGRTM', 'TrkA|phospho|Y683|P35739|rat|RDIYSTDYYRVGGRT', 'TrkA|phospho|Y684|P35739|rat|DIYSTDYYRVGGRTM']PREDICTED

['SLAM|phospho|Y281|Q13291|human|EKKSLTIYAQVQKPG']PREDICTED

['Met|phospho|Y1232|P16056|mouse|RDMYDKEYYSVHNKT', 'Met|phospho|Y1233|P16056|mouse|DMYDKEYYSVHNKTG', 'Met|phospho|Y1234|P08581|human|RDMYDKEYYSVHNKT', 'Met|phospho|Y1235|P08581|human|DMYDKEYYSVHNKTG']PREDICTED

['Kit|phospho|Y567|P05532|mouse|EEINGNNYVYIDPTQ', 'Kit|phospho|Y568|P10721|human|EEINGNNYVYIDPTQ']PREDICTED

['Kit|phospho|Y823|P10721|human|DIKNDSNYVVKGNAR']PREDICTED

NA PREDICTED

['HS1|phospho|Y222|P14317|human|MEAPTTAYKKTTPIE']PREDICTED

['ezrin|phospho|Y145|P15311|human|KEVHKSGYLSSERLI']PREDICTED

['14-3-3 beta|phospho|Y212|P31946|human|DTLNEESYKDSTLIM']PREDICTED

NA PREDICTED

['APP iso8|phospho|Y743|P05067-8|human|NGYENPTYKFFEQMQ', 'APP|phospho|Y762|P05067|human|NGYENPTYKFFEQMQ']PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

['FGFR1|phospho|Y307|P11362|human|IGPDNLPYVQILKTA']PREDICTED

['PXN|phospho|Y118|Q8VI37|mouse|AGEEEHVYSFPNKQK', 'PXN|phospho|Y118|P49023-2|human|VGEEEHVYSFPNKQK', 'PXN|phospho|Y140|XP_341094|rat|AGEEEHVYSFPNKQK']PREDICTED

['L-plastin|phospho|Y124|P13796|human|SYSEEEKYAFVNWIN', 'PLS3|phospho|Y124|P13797|human|SYSEEEKYAFVNWIN']NA

['TRXR1|phospho|Y131|Q16881|human|KVVYENAYGQFIGPH']NA

['RPL8|phospho|Y132|P62917|human|LARASGNYATVISHN']NA

['PABP 4|phospho|Y140|Q13310|human|DENGSKGYAFVHFET']NA

['DYRK1A|phospho|Y145|Q13627|human|DGYDDDNYDYIVKNG']NA

NA NA

['CTNND1|phospho|Y257|O60716|human|APSRQDVYGPQPQVR', 'CTNND1|phospho|Y257|NP_031641|mouse|APSRQDVYGPQPQVR']NA

['C21orf59|phospho|Y264|P57076|human|EENDDDAYLNSPWAD']NA

['TKT|phospho|Y275|P29401|human|EQIIQEIYSQIQSKK']NA

['CTNND1|phospho|Y280|O60716|human|HRFHPEPYGLEDDQR', 'CTNND1|phospho|Y280|NP_031641|mouse|HRFHPEPYGLEDDQR']NA

['ENO1|phospho|Y286|P06733|human|YKSFIKDYPVVSIED']NA

['VGCNL1|phospho|Y497|Q8IZF0|human|PALEDFVYKIFGPGK']NA

['Lyn|phospho|Y507|P07948|human|YTATEGQYQQQP___', 'Lyn|phospho|Y507|P25911|mouse|YTATEGQYQQQP___']NA

['TACC1|phospho|Y533|O75410|human|EPEEDLEYFECSNVP']NA

['FAK|phospho|Y576|Q05397|human|RYMEDSTYYKASKGK', 'FAK|phospho|Y576|O35346|rat|RYMEDSTYYKASKGK', 'FAK|phospho|Y576|Q00944|chicken|RYMEDSTYYKASKGK', 'FAK iso3|phospho|Y576|P34152-3|mouse|RYMEDSTYYKASKGK', 'FAK|phospho|Y577|O35346|rat|YMEDSTYYKASKGKL', 'FAK|phospho|Y577|Q05397|human|YMEDSTYYKASKGKL', 'FAK|phospho|Y577|Q00944|chicken|YMEDSTYYKASKGKL', 'FAK iso3|phospho|Y577|P34152-3|mouse|YMEDSTYYKASKGKL', 'FAK|phospho|Y614|P34152|mouse|RYMEDSTYYKASKGK', 'FAK|phospho|Y615|P34152|mouse|YMEDSTYYKASKGKL']PREDICTED

['RoXaN|phospho|Y664|Q9UGR2|human|KVWLLQQYSGMTHED']NA

['PFKL|phospho|Y632|P17858|human|RNEKCHDYYTTEFLY', 'PFKL|phospho|Y633|P17858|human|NEKCHDYYTTEFLYN']NA

NA NA

['TRXR1|phospho|Y131|Q16881|human|KVVYENAYGQFIGPH']NA

NA NA



['SH3GL1|phospho|Y315|Q62419|mouse|QPSCKALYDFEPEND', 'SH3GL1|phospho|Y315|Q99961|human|QPSCKALYDFEPEND']NA

['GIT1|phospho|Y545|Q9Y2X7|human|ELEDDAIYSVHVPAG', 'GIT1|phospho|Y562|XP_126291|mouse|ELEDDAIYSVHVPAG']NA

['Casp8|phospho|Y334|Q14790|human|DGQEAPIYELTSQFT']NA

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['FGFR3|phospho|Y724|P22607|human|ANCTHDLYMIMRECW']PREDICTED

['DDR2|phospho|Y740|Q16832|human|RNLYSGDYYRIQGRA', 'DDR2|phospho|Y741|Q16832|human|NLYSGDYYRIQGRAV']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['PCDH19|phospho|Y1097|Q8TAB3|human|PARDLEQYVNNVNNG']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['talin 1|phospho|Y1116|P26039|mouse|IAQGNENYAGIAARD']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['PAG|phospho|Y163|Q9NWQ8|human|GLGMEGPYEVLKDSS']PREDICTED

['Dok1|phospho|Y315|Q99704|human|CPSQDSLYSDPLDST']PREDICTED

['plectin 1|phospho|Y4617|Q6S389|mouse|SKGYYSPYSVSGSGS']NA

['VEGFR-1|phospho|Y1213|P17948|human|GSSDDVRYVNAFKFM']PREDICTED

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['Met|phospho|Y1354|P16056|mouse|YVHVNATYVNVKCVA', 'Met|phospho|Y1356|P08581|human|YVHVNATYVNVKCVA']PREDICTED

NA NA

NA NA

NA NA

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['Gab1|phospho|Y259|Q13480|human|ASVDSSLYNLPRSYS']NA

['cortactin|phospho|Y470|Q14247|human|AYATEAVYESAEAPG']NA

['MyoD|phospho|Y212|P10085|mouse|CSDGMMDYSGPPSGP']NA

['RIPK1|phospho|Y387|Q13546|human|DEANYHLYGSRMDRQ']NA

['InsR|phospho|Y992|P06213|human|DGPLGPLYASSNPEY']NA

['CD5|phospho|Y487|P06127|human|DNSSDSDYDLHGAQR']NA

['Abl iso1|phospho|Y257|P00519|human|GGQYGEVYEGVWKKY', 'Abl|phospho|Y276|P00519-2|human|GGQYGEVYEGVWKKY']NA

['CD3Z|phospho|Y142|P20963|human|GKGHDGLYQGLSTAT']NA

NA NA

['abLIM|phospho|Y373|O14639|human|GSPGHTIYAKVDNEI']NA

['ICAM-1|phospho|Y501|P05362|human|GTAGLSTYLYNRQRK']NA

NA NA

['GAGE3|phospho|Y10|Q13067|human|LSRGKSTYYWPRPRR', 'GAGE3|phospho|Y11|Q13067|human|SRGKSTYYWPRPRRY']NA

['GCSFR|phospho|Y787|Q99062|human|LTPSPKSYENLWFQA']NA

['Kv1.2|phospho|Y132|P16389|human|MFREDEGYIKEEERP']NA

['PKCD|phospho|Y334|Q05655|human|MQDNSGTYGKIWEGS']NA

['IP3R1|phospho|Y353|Q14643|human|NAQEKMVYSLVSVPE']NA

['PLCG2|phospho|Y1245|P16885|human|NENQLQLYQEKCNKR']NA

['CD3E|phospho|Y181|P22646|mouse|RKGQRDLYSGLNQRA', 'CD3E|phospho|Y199|P07766|human|RKGQRDLYSGLNQRR']NA

['cortactin|phospho|Y421|Q14247|human|RLPSSPVYEDAASFK']NA

['Fes|phospho|Y811|P07332|human|RPSFSTIYQELQSIR']NA

['FGFR1|phospho|Y583|P11362|human|RRPPGLEYCYNPSHN']NA

['abLIM|phospho|Y357|O14639|human|RTSSESIYSRPGSSI']NA

['BKR2|phospho|Y332|P30411|human|SCLNPLVYVIVGKRF']NA

['PKD1|phospho|Y502|Q15139|human|TTANVVYYVGENVVN']NA

['CSK|phospho|Y184|P41240|human|VAAQDEFYRSGWALN']NA

['FLT3|phospho|Y599|P36888|human|VDFREYEYDLKWEFP']NA

['FGFR1|phospho|Y280|P11362|human|VEFMCKVYSDPQPHI']NA

['CSF2RB|phospho|Y766|P32927|human|VKSGFEGYVELPPIE']NA

['CSF2RB|phospho|Y822|P32927|human|VLQQVGDYCFLPGLG']NA

NA NA



['SLY|phospho|Y189|O75995|human|TDFTPSPYDHDSLKL']NA

['RASGRP2|phospho|Y189|Q9UL65|human|DIDSVPTYKWKRQVT']NA

['POLR2A|phospho|Y1881|P24928|human|YSPTSPTYSPTTPKY']NA

['YAP1|phospho|Y188|P46937|human|KTSSGQRYFLNHIDQ']NA

['ANXA2|phospho|Y187|P07355|human|EDGSVIDYELIDQDA']NA

['SPAG1|phospho|Y177|Q07617|human|CLKIDEDYKEKTVID']NA

['GALNT2|phospho|Y177|Q10471|human|EIILVDDYSNDPEDG']NA

['HSFY1|phospho|Y175|Q96LI6|human|VLSKLKFYYNPNFKR', 'HSFY1|phospho|Y176|Q96LI6|human|LSKLKFYYNPNFKRG']NA

['PARP1|phospho|Y175|P09874|human|ELGFRPEYSASQLKG']NA

['HSFY1|phospho|Y175|Q96LI6|human|VLSKLKFYYNPNFKR', 'HSFY1|phospho|Y176|Q96LI6|human|LSKLKFYYNPNFKRG']NA

['Abl|phospho|Y147|P00519-2|human|SLEKHSWYHGPVSRN', 'Arg|phospho|Y174|P42684|human|SLEKHSWYHGPVSRS']NA

['DBN1|phospho|Y162|Q16643|human|AEPVGTTYQKTDAAV']NA

['NAV2|phospho|Y1611|Q9P2C8|human|ADGQYDPYTDSRFRN']NA

['C20orf77|phospho|Y161|Q9NQG5|human|QEEEDDDYPGSYSPQ']NA

['Plakophilin 2|phospho|Y161|Q99959|human|SSPERAHYTHSDYQY']NA

NA NA

['CD3G|phospho|Y160|P09693|human|LLPNDQLYQPLKDRE']NA

['CLH-17|phospho|Y1486|Q00610|human|LRTSIDAYDNFDNIS']NA

['VMD2L3|phospho|Y148|Q8N1M1|human|RSVSTAVYKRFPTMD']NA

['ANP32B|phospho|Y148|Q92688|human|QLTYLDGYDREDQEA']NA

['PKM2|phospho|Y147|P14786|human|KITLDNAYMEKCDEN']NA

['MYH4|phospho|Y1464|Q9Y623|human|LAEWKQKYEETQAEL']NA

['CCDC50 iso2|phospho|Y145|Q8IVM0|human|RAYADSYYYEDGGMK', 'CCDC50 iso2|phospho|Y146|Q8IVM0|human|AYADSYYYEDGGMKP']NA

['MYH7|phospho|Y1375|P12883|human|VAQWRTKYETDAIQR', 'MYH3|phospho|Y1376|P11055|human|VAQWRTKYETDAIQR', 'MYH8|phospho|Y1378|P13535|human|VAQWRTKYETDAIQR', 'MYH1|phospho|Y1379|P12882|human|VAQWRTKYETDAIQR', 'MYH4|phospho|Y1379|Q9Y623|human|VAQWRTKYETDAIQR', 'MYH2|phospho|Y1381|Q9UKX2|human|VAQWRTKYETDAIQR']NA

NA NA

['hnRNP C1/C2|phospho|Y137|P07910|human|RDYYDRMYSYPARVP']NA

['ZNF326|phospho|Y136|Q5BKZ1|human|GSSWEAPYSRSKLRP']NA

['BRD8|phospho|Y136|O43178|human|RKATDAAYQARQAVK']NA

['MYH1|phospho|Y1351|P12882|human|CDLLREQYEEEQEAK', 'MYH13|phospho|Y1351|Q9UKX3|human|CDLLREQYEEEQEAK']NA

['IFT172|phospho|Y126|Q9UG01|human|CDRKIVAYGKEGHML']NA

['RBM3|phospho|Y125|P98179|human|YDSRPGGYGYGYGRS']NA

['WAVE1|phospho|Y125|Q92558|human|PIPLQETYDVCEQPP']NA

['PARD3|phospho|Y1244|Q8TEW0|human|QDSWEQNYSPGEGFQ']NA

['TRIP6|phospho|Y123|Q15654|human|RRPDRQAYEPPPPPA']NA

['APRIN|phospho|Y1223|Q9Y2I5|human|DHSENEDYTMSSPLP']NA

NA NA

['CMYA1|phospho|Y1143|Q702N8|human|VTIQDGIYTAHPVRT']NA

['NDEL1|phospho|Y114|Q86T80|human|IKEQLHKYVRELEQA']NA

['STAT5A|phospho|Y114|P42229|human|RCIRHILYNEQRLVR', 'STAT5B|phospho|Y114|P51692|human|RCIRHILYNEQRLVR']NA

['PHPT1|phospho|Y113|Q9NRX4|human|TEKIKAKYPDYEVTW']NA

['PARD3|phospho|Y1127|Q8TEW0|human|GHMMDALYAQVKKPR']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA PREDICTED



NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['CLASP2|phospho|Y1052|O75122|human|RSRDYNPYNYSDSIS']NA

['eIF4B|phospho|Y105|P23588|human|AFLGNLPYDVTEESI']NA

['VEGFR-1|phospho|Y1048|P17948|human|FGLARDIYKNPDYVR']NA

['MYH14|phospho|Y1045|Q7Z406|human|RSRASISYGSNMRPQ']NA

['BAF53B|phospho|Y104|O94805|human|RAILDHTYSKHVKSE']NA

['NRXN1|phospho|Y1036|Q9ULB1|human|GGVAKETYKSLPKLV']NA

NA NA

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['ZRF1|phospho|Y495|Q99543|human|SERFEGPYTDFTPWT']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['PPP2R5D|phospho|Y580|Q14738|human|SELPQDVYTIKALEA']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['IQGAP3|phospho|Y1268|Q86VI3|human|ERFAVDEYSDMVAVA']PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

['PLCL2|phospho|Y581|Q9UPR0|human|SPNVEESYLPSPDVL']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['FLJ12707|phospho|Y11|Q9H9C1|human|TKGDEEEYWNSSKFK']NA

['snRNP C|phospho|Y12|P09234|human|YCDYCDTYLTHDSPS']NA

['caveolin-1|phospho|Y14|Q03135|human|VDSEGHLYTVPIREQ', 'caveolin-1|phospho|Y14|P49817|mouse|VDSEGHLYTVPIREQ', 'caveolin-1|phospho|Y14|P41350|rat|VDSEGHLYTVPIREQ']PREDICTED

['CDK3|phospho|Y19|Q00526|human|EGTYGVVYKAKNRET']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

['FAM98B|phospho|Y147|Q52LJ0|human|LDKNSEVYQEVQAMF']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



['LPP|phospho|Y332|Q93052|human|TWKREPGYTPPGAGN']PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

['VEGFR-2|phospho|Y1212|P35918|mouse|VCDPKFHYDNTAGIS', 'VEGFR-2|phospho|Y1214|P35968|human|VCDPKFHYDNTAGIS']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['C7orf28A|phospho|Y437|O95766|human|IVKAMSDYWVVGKKS']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['EphB2|phospho|Y604|P54763|mouse|MTPGMKIYIDPFTYE', 'EphB2|phospho|Y614|P28693|chicken|MTPGMKIYIDPFTYE']PREDICTED

['EphA3|phospho|Y779|P29320|human|EDDPEAAYTTRGGKI', 'EphA4|phospho|Y779|P54764|human|EDDPEAAYTTRGGKI', 'EphA5|phospho|Y833|P54756|human|EDDPEAAYTTRGGKI']PREDICTED

NA NA

['EphA2|phospho|Y772|P29317|human|EDDPEATYTTSGGKI']PREDICTED

['FGFR4|phospho|Y642|P22455|human|RGVHHIDYYKKTSNG', 'FGFR4|phospho|Y643|P22455|human|GVHHIDYYKKTSNGR']PREDICTED

['TrkC|phospho|Y516|Q03351|rat|PVIENPQYFRQGHNC', 'TrkC|phospho|Y516|Q16288|human|PVIENPQYFRQGHNC']PREDICTED

['Tyk2|phospho|Y1047|Q9R117|mouse|AVPEGHEYYRVREDG', 'Tyk2|phospho|Y1048|Q9R117|mouse|VPEGHEYYRVREDGD', 'Tyk2|phospho|Y1054|P29597|human|AVPEGHEYYRVREDG', 'Tyk2|phospho|Y1055|P29597|human|VPEGHEYYRVREDGD']PREDICTED

NA PREDICTED

['TrkA iso2|phospho|Y670|P04629-2|human|FGMSRDIYSTDYYRV', 'TrkA|phospho|Y679|P35739|rat|FGMSRDIYSTDYYRV']PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

['Jak1|phospho|Y1022|P23458|human|AIETDKEYYTVKDDR', 'Jak1|phospho|Y1023|P23458|human|IETDKEYYTVKDDRD', 'Jak1|phospho|Y1033|P52332|mouse|AIETDKEYYTVKDDR', 'Jak1|phospho|Y1034|P52332|mouse|IETDKEYYTVKDDRD']PREDICTED

['PKIA|phospho|Y7|P61926|rabbit|_TDVETTYADFIASG']PREDICTED

['IGF1R|phospho|Y1165|P08069|human|RDIYETDYYRKGGKG', 'IGF1R|phospho|Y1166|P08069|human|DIYETDYYRKGGKGL', 'IGF1R|phospho|Y1167|Q60751|mouse|RDIYETDYYRKGGKG', 'IGF1R|phospho|Y1168|Q60751|mouse|DIYETDYYRKGGKGL', 'InsR iso2|phospho|Y1177|P06213-2|human|RDIYETDYYRKGGKG', 'InsR iso2|phospho|Y1178|P06213-2|human|DIYETDYYRKGGKGL', 'InsR|phospho|Y1179|P15208|mouse|RDIYETDYYRKGGKG', 'InsR|phospho|Y1180|P15208|mouse|DIYETDYYRKGGKGL', 'InsR|phospho|Y1189|P06213|human|RDIYETDYYRKGGKG', 'InsR|phospho|Y1190|P06213|human|DIYETDYYRKGGKGL', 'InsR|phospho|Y1190|P15127|rat|RDIYETDYYRKGGKG', 'InsR|phospho|Y1191|P15127|rat|DIYETDYYRKGGKGL']PREDICTED

['Fyn|phospho|Y531|P06241|human|FTATEPQYQPGENL_', 'Fyn|phospho|Y531|P39688|mouse|FTATEPQYQPGENL_', 'Yes|phospho|Y536|P07947|human|FTATEPQYQPGENL_']PREDICTED

['gelsolin|phospho|Y651|P06396|human|ALGGKAAYRTSPRLK']PREDICTED

NA PREDICTED

['Ret|phospho|Y1096|P07949|human|RYPNDSVYANWMLSP']PREDICTED

['FAK|phospho|Y407|Q05397|human|IIDEEDTYTMPSTRD', 'FAK|phospho|Y407|Q00944|chicken|IIDEEDTYTMPSTRD', 'FAK|phospho|Y407|O35346|rat|IIDEEDTYTMPSTRD', 'FAK iso3|phospho|Y407|P34152-3|mouse|IIDEEDTYTMPSTRD']PREDICTED

['SHP-2|phospho|Y580|Q06124|human|REDSARVYENVGLMQ', 'SHP-2|phospho|Y584|P35235|mouse|REDSARVYENVGLMQ']PREDICTED

['p38-alpha|phospho|Y181|Q16539|human|TDDEMTGYVATRWYR', 'p38-alpha|phospho|Y181|P47811|mouse|TDDEMTGYVATRWYR', 'p38-alpha|phospho|Y181|P70618|rat|TDDEMTGYVATRWYR']PREDICTED

['P2X7|phospho|Y343|Q99572|human|YIGSTLSYFGLAAVF']PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

['1-Cys PRX|phospho|Y88|P30041|human|WSKDINAYNCEEPTE']NA

['CDV-3|phospho|Y95|Q9UKY7|human|LEQKEVDYSGLRVQA']NA

['PSMA2|phospho|Y96|P25787|human|ARKLAQQYYLVYQEP', 'PSMA2|phospho|Y97|P25787|human|RKLAQQYYLVYQEPI']NA

['eIF4H|phospho|Y100|Q15056|human|SLKEALTYDGALLGD']NA

['PKM2|phospho|Y104|P14786|human|FASDPILYRPVAVAL', 'PKM2|phospho|Y104|P52480|mouse|FASDPILYRPVAVAL']NA

['eIF6|phospho|Y113|P56537|human|NVTTCNDYVALVHPD']NA

['CTNND1|phospho|Y217|O60716|human|PDGYSRHYEDGYPGG']NA

['HDAC1|phospho|Y221|Q13547|human|IGAGKGKYYAVNYPL']NA

['Ets-1|phospho|Y223|P14921|human|TDTLQNDYFAIKQEV']NA

['ZNF264|phospho|Y231|O43296|human|IHSGVKPYECTECGK']NA

['Crk|phospho|Y239|P46108|human|NLQNGPIYARVIQKR']NA

['BAG3|phospho|Y247|O95817|human|YQTHQPVYHKIQGDD']NA

['Dok1|phospho|Y398|Q99704|human|ARVKEEGYELPYNPA']PREDICTED

['abLIM|phospho|Y406|O14639|human|ERPDLITYEPFYTSG']NA

['Bicd2|phospho|Y424|Q8TD16|human|DSHEDGDYYEVDING', 'Bicd2|phospho|Y425|Q8TD16|human|SHEDGDYYEVDINGP']NA

['SF3A1|phospho|Y456|Q15459|human|KQSDDEVYAPGLDIE']NA

['FXR1|phospho|Y506|Q61584|mouse|KDPDSNPYSLLDNTE']NA

['GlnRS|phospho|Y491|P47897|human|YGRLNLHYAVVSKRK']NA

NA NA

['TBC1D1|phospho|Y113|Q86TI0|human|HNSHDPSYFACLIKE']NA

['2810441C07Rik|phospho|Y131|Q8C1A1|mouse|ALEEDVIYDDVPCES']NA

['Nit2|phospho|Y145|Q9NQR4|human|FSTFDTPYCRVGLGI']NA

['DYRK3|phospho|Y209|O43781|human|RDHLAYRYEVLKIIG']NA

NA NA

['RA70|phospho|Y260|Q9Z2K4|mouse|QPIDDEIYEELPEEE']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['MAP2|phospho|Y67|P11137|human|EHGSQGTYSNTKENG', 'MAP2 iso2|phospho|Y67|P11137-2|human|EHGSQGTYSNTKENG']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['BAT8|phospho|Y1085|Q96KQ7|human|DVREDDSYLFDLDNK']PREDICTED

['EphA2|phospho|Y588|P29317|human|QLKPLKTYVDPHTYE']PREDICTED

NA PREDICTED

['Jak2|phospho|Y1007|Q62120|mouse|VLPQDKEYYKVKEPG', 'Jak2|phospho|Y1007|Q62689|rat|VLPQDKEYYKVKEPG', 'Jak2|phospho|Y1007|O60674|human|VLPQDKEYYKVKEPG', 'Jak2|phospho|Y1008|Q62120|mouse|LPQDKEYYKVKEPGE', 'Jak2|phospho|Y1008|Q62689|rat|LPQDKEYYKVKEPGE', 'Jak2|phospho|Y1008|O60674|human|LPQDKEYYKVKEPGE']PREDICTED

NA PREDICTED

NA PREDICTED

['Gab1|phospho|Y406|Q13480|human|DASSQDCYDIPRAFP']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['PITPNA|phospho|Y139|Q00169|human|WKHVEAVYIDIADRS']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['HIVEP3|phospho|Y1754|Q9HCL7|human|KSNEEYVYVRGRGRG']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

['KIAA1143|phospho|Y9|Q96AT1|human|SKRNQVSYVRPAEPA']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

['PLCG1|phospho|Y775|P19174|human|EPDYGALYEGRNPGF', 'PLCG1|phospho|Y775|P10686|rat|EPDYGALYEGRNPGF', 'PLCG1|phospho|Y775|P08487|cow|EPDYGALYEGRNPGF']NA

NA NA

['SHIP|phospho|Y914|Q92835|human|TEIINPNYMGVGPFG']NA

['SIPA1L3|phospho|Y1169|O60292|human|STPGSATYVRYKPSP']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA PREDICTED

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['CD244|phospho|Y342|Q9BZW8|human|PSFNSTIYEVIGKSQ']PREDICTED

['ZNF510|phospho|Y379|Q9Y2H8|human|TWVKSSEYHENKKSY']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

['HER2|phospho|Y1127|P04626|human|LPSETDGYVAPLTCS']PREDICTED

NA PREDICTED

['DLG5|phospho|Y1133|Q8TDM6|human|SHRTCSDYSEMRATH']PREDICTED

NA PREDICTED

['EGFR|phospho|Y1197|P00533|human|STAENAEYLRVAPQS']PREDICTED

['HER2|phospho|Y735|P04626|human|SGAFGTVYKGIWIPD']NA

['ADRB2|phospho|Y141|P04274|hamster|AITSPFKYQSLLTKN']NA

['RapGEF1|phospho|Y504|Q13905|human|APIPSVPYAPFAAIL']NA

['P130Cas|phospho|Y234|P56945|human|AQPEQDEYDIPRHLL']NA

['Hrs|phospho|Y334|O14964|human|ARYLNRNYWEKKQEE']NA

NA NA

['Bcr|phospho|Y328|P11274|human|FEDCGGGYTPDCSSN']NA

['Mer|phospho|Y749|Q12866|human|FGLSKKIYSGDYYRQ']NA

['Rab24|phospho|Y172|Q969Q5|mouse|FQKVAEDYVSVAAFQ']NA

['FGFR1|phospho|Y608|AAB54274|rat|FTLGGSPYPGVPVEE']NA

['ephrin-B2|phospho|Y316|P52799|human|GDYGHPVYIVQEMPP', 'ephrin-B1|phospho|Y317|O73612|chicken|GDYGHPVYIVQEMPP', 'ephrin-B1|phospho|Y328|P52795|mouse|GDYGHPVYIVQEMPP']NA

['FRS2|phospho|Y435|Q8C180|mouse|LEHRQLNYIQVDLEG']NA

['EGFR|phospho|Y869|P00533|human|LGAEEKEYHAEGGKV', 'EGFR|phospho|Y870|Q9QX70|rat|LGAEEKEYHAEGGKV', 'EGFR|phospho|Y871|Q01279|mouse|LGAEEKEYHAEGGKV']NA

['USP6NL|phospho|Y739|Q92738|human|LIIPPVDYLPDNRTW']NA

['PLCG2|phospho|Y1217|P16885|human|LNNQLFLYDTHQNLR', 'PLCG2|phospho|Y1217|P24135|rat|LNNQLFLYDTHQNLR', 'PLCG2|phospho|Y1217|Q8CIH5|mouse|LNNQLFLYDTHQNLR']NA

['Ack|phospho|Y284|Q07912|human|LPQNDDHYVMQEHRK']NA

['G-alpha(q)|phospho|Y350|P21279|mouse|LQLNLKEYNLV____', 'G-alpha(11)|phospho|Y356|P21278|mouse|LQLNLKEYNLV____']NA

['LPP|phospho|Y300|Q93052|human|QGRYYEGYYAAGPGY', 'LPP|phospho|Y301|Q93052|human|GRYYEGYYAAGPGYG']NA

['CHD-1|phospho|Y1068|O14646|human|QKELEEIYMLPRMRN']NA

['Golgin-84|phospho|Y54|Q8TBA6|human|QQNTDLIYQTGPKST']NA

['gp130|phospho|Y915|P40189|human|QTVRQGGYMPQ____']NA

['DDEF1|phospho|Y782|Q9QWY8|mouse|RDKQRLSYGAFTNQI']NA

['KiSS-1|phospho|Y112|Q15726|human|REKDLPNYNWNSFGL']NA

['PIPK I-gamma|phospho|Y644|O70161|mouse|TDERSWVYSPLHYSA', 'PIPK I-gamma|phospho|Y649|NP_036530|human|TDERSWVYSPLHYSA']NA

['Gab2|phospho|Y266|Q9UQC2|human|TEFRDSTYDLPRSLA']NA

NA NA

['RCAS1|phospho|Y48|O00559|human|TLPTTVDYSSVPKQT']NA

['Cbl-b|phospho|Y363|Q13191|human|TQEQYELYCEMGSTF', 'Cbl|phospho|Y371|P22681|human|TQEQYELYCEMGSTF']NA

['Gab2|phospho|Y632|Q9Z1S8|mouse|TSDEKVDYVQVDKEK', 'Gab2|phospho|Y643|Q9UQC2|human|TSDEKVDYVQVDKEK']NA

['CTNND1|phospho|Y193|O60716|human|GNGGPGPYVGQAGTA']NA

['Lyn|phospho|Y192|P07948|human|RSLDNGGYYISPRIT', 'Lyn|phospho|Y193|P07948|human|SLDNGGYYISPRITF']NA

['ATIC|phospho|Y192|P31939|human|YDEAISDYFRKQYSK']NA

['TAGLN2|phospho|Y191|P37802|human|SQAGMTGYGMPRQIL', 'TAGLN3|phospho|Y192|Q9UI15|human|SQAGMTGYGMPRQIM']NA

['HSP90B|phospho|Y191|P08238|human|LKEDQTEYLEERRVK']NA

['eplin|phospho|Y190|Q9UHB6|human|ASGKIEKYNVPLNRL']NA

['PAG|phospho|Y181|Q9NWQ8|human|NMVEDCLYETVKEIK']NA

['GALNT4|phospho|Y181|Q8N4A0|human|DDLSDRVYLKTQLET']NA

['MXD1|phospho|Y18|Q05195|human|MLLEAADYLERRERE']NA

['SFRS9|phospho|Y179|Q13242|human|SHEGETSYIRVYPER']NA

['TRHDE|phospho|Y179|Q9UKU6|human|ACRNATRYVVLHASR']NA

['TSAd|phospho|Y178|Q9NP31|human|TAHPLSPYGETLTEP']NA

['C20orf77|phospho|Y165|Q9NQG5|human|DDDYPGSYSPQDPSA']NA

['PLXND1|phospho|Y1642|Q9Y4D7|human|KLNTLAHYKIPEGAS']NA

['CIRBP|phospho|Y164|Q14011|human|GGSYRDSYDSYATHN']NA

['ANKRA2|phospho|Y164|Q9H9E1|human|AAQGEMLYLATRIEQ']NA

['MRCKb|phospho|Y1638|Q9Y5S2|human|PPSRNKPYISWPSSG']NA



['SERPINC1|phospho|Y163|P01008|human|AKLNCRLYRKANKSS']NA

['hnRNP 2H9|phospho|Y153|P31942|human|GYGGFDDYGGYNNYG']NA

['OSTF1|phospho|Y152|Q92882|human|DAAAWKGYADIVQLL']NA

['iNOS|phospho|Y151|P35228|human|IEFVNQYYGSFKEAK']NA

['WAVE2|phospho|Y150|Q9Y6W5|human|GKEALKFYTDPSYFF']NA

['SCN5A|phospho|Y1494|Q14524|human|MTEEQKKYYNAMKKL', 'SCN5A|phospho|Y1495|Q14524|human|TEEQKKYYNAMKKLG']NA

['Fyn|phospho|Y150|P06241|human|SIQAEEWYFGKLGRK']NA

['ARAP3|phospho|Y1399|Q8R5G7|mouse|DELEEPVYEEPVYEE']NA

['SUN2|phospho|Y140|Q9UH99|human|GYSSEDDYVGYSDVD']NA

['SCD|phospho|Y14|O00767|human|QDDISSSYTTTTTIT']NA

['CaMK2-gamma|phospho|Y14|Q13555|human|CTRFTDDYQLFEELG']NA

['RAC2|phospho|Y139|P15153|human|KKLAPITYPQGLALA']NA

['RICS|phospho|Y1385|O94820|human|RLQGKSLYSYAGLAP']NA

['PLEKHA5|phospho|Y128|Q9HAU0|human|MINEASNYNVTSDYA']NA

['Erbin|phospho|Y1270|Q96RT1|human|PLRPQANYSQIHHPP']NA

['SFRP1|phospho|Y127|Q8N474|human|VCLDRPIYPCRWLCE']NA

['IPMK|phospho|Y127|Q8NFU5|human|PTAPNDLYLKLEDVT']NA

NA NA

['CYFIP2|phospho|Y113|Q53EN5|human|QPNRVEIYEKTVEVL', 'CYFIP1|phospho|Y126|Q14467|human|QPNRVEIYEKTVEVL']NA

['cofilin 1|phospho|Y116|P23528|human|PLKSKMIYASSKDAI', 'Destrin|phospho|Y116|P60981|human|PLKSKMIYASSKDAI', 'cofilin 2|phospho|Y117|Q9Y281|human|PLKSKMIYASSKDAI']NA

['SIPA1L1|phospho|Y1166|O43166|human|TGSVGGTYRQKSMPE']NA

['PARVB|phospho|Y116|Q9HBI1|human|KQLEEDLYDGQVLQK']NA

['RBM22|phospho|Y116|Q9NW64|human|KSDVNKEYYTQNMER', 'RBM22|phospho|Y117|Q9NW64|human|SDVNKEYYTQNMERE']NA

['LOXHD1|phospho|Y1155|Q6ZRY7|human|TIRELVPYDIFTEKY']NA

['STX4|phospho|Y115|Q12846|human|KEEADENYNSVNTRM']NA

NA NA

['PDZK1IP1|phospho|Y99|Q13113|human|SSEHENAYENVPEEE']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['PIK4CA|phospho|Y1096|P42356|human|NRYAGEVYGMIRFSG']NA

NA NA

['RasGAP|phospho|Y451|P50904|rat|TVDGKEIYNTIRRKT', 'RasGAP|phospho|Y457|P09851|cow|AVDGKEIYNTIRRKT']PREDICTED

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['Crk|phospho|Y108|P46108|human|LEFYKIHYWDTTTLI']NA

['LOC200842|phospho|Y107|XP_115974|human|PQGPPEIYSNTQFPS']NA

['dynactin 4|phospho|Y107|Q9UJW0|human|KTTMKKAYYLACGFC', 'dynactin 4|phospho|Y108|Q9UJW0|human|TTMKKAYYLACGFCR']NA



['ACE|phospho|Y1067|P12821|human|IAFIPFSYLVDQWRW']NA

['TPD52L2|phospho|Y106|O43399|human|DVQVSSAYVKTSEKL']NA

['ZO1|phospho|Y1054|Q07157|human|YRYESSSYTDQFSRN']NA

['G6PD|phospho|Y506|P11413|human|GFQYEGTYKWVNPHK']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['CCDC6|phospho|Y336|Q16204|human|LEMDDERYFNEMSAQ']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['ARNT|phospho|Y561|P27540|human|DPRFSEIYHNINADQ']PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['PAM|phospho|Y651|P19021|human|AIYVSDGYCNSRIVQ']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['UROD|phospho|Y30|P06132|human|AWGEETDYTPVWCMR']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['IRS-1|phospho|Y662|P35568|human|QRVDPNGYMMMSPSG']PREDICTED

NA PREDICTED

NA NA

['vinculin|phospho|Y821|P18206|human|KSFLDSGYRILGAVA', 'vinculin|phospho|Y821|Q64727|mouse|KSFLDSGYRILGAVA']PREDICTED

NA PREDICTED

['MDM2|phospho|Y394|Q00987|human|QSQESEDYSQPSTSS']PREDICTED

['CD3Z|phospho|Y153|P20963|human|STATKDTYDALHMQA']PREDICTED

NA PREDICTED

NA PREDICTED

['IGF1R|phospho|Y1346|P08069|human|SFDERQPYAHMNGGR', 'IGF1R|phospho|Y1352|Q60751|mouse|SFDERQPYAHMNGGR']PREDICTED

NA PREDICTED

['ITK|phospho|Y512|Q08881|human|RFVLDDQYTSSTGTK', 'ITK|phospho|Y517|Q03526|mouse|RFVLDDQYTSSTGTK']PREDICTED

['Kv1.3|phospho|Y447|P22001|human|EGEEQSQYMHVGSCQ']PREDICTED

['CSFR|phospho|Y721|P09581|mouse|SSQGVDTYVEMRPVS', 'CSFR|phospho|Y723|P07333|human|SSQGVDTYVEMRPVS']PREDICTED

NA PREDICTED

['Siva|phospho|Y48|O15304|human|RGVCAERYSQEVFEK']PREDICTED

['PDK1|phospho|Y376|O15530|human|DEDCYGNYDNLLSQF']PREDICTED

['gastrin|phospho|Y87|P01350|human|LEEEEEAYGWMDFGR']PREDICTED

['SLC4A1|phospho|Y8|P02730|human|MEELQDDYEDMMEEN']PREDICTED

NA PREDICTED

['caveolin-2|phospho|Y19|P51636|human|LFMDDDSYSHHSGLE']PREDICTED

NA PREDICTED

['PDGFRb|phospho|Y579|P09619|human|VSSDGHEYIYVDPMQ']PREDICTED

NA NA

['PDGFRb|phospho|Y751|P09619|human|SKDESVDYVPMLDMK']PREDICTED

['PDGFRb|phospho|Y778|P09619|human|YMAPYDNYVPSAPER']PREDICTED

['MDH2|phospho|Y56|P40926|human|LVSRLTLYDIAHTPG']NA



['VIM|phospho|Y60|P08670|human|ASSPGGVYATRSSAV']NA

['ANKRD39|phospho|Y65|Q8N5X5|human|SQPDSAGYTALHYAS']NA

['NUDT5|phospho|Y74|Q9UKK9|human|VLQRTLHYECIVLVK']NA

['GCP2|phospho|Y83|Q9BSJ2|human|RNLDPLVYLLSKLTE']NA

['SND1|phospho|Y84|Q13122|human|KTPQGREYGMIYLGK']NA

['CDV-3|phospho|Y190|Q9UKY7|human|PQGPPEIYSDTQFPS', 'CDV-3|phospho|Y213|Q920C7|mouse|PQGPPEIYSDTQFPS']NA

['RBM30|phospho|Y194|Q9BQ04|human|TEQYNEQYGAVRTPY', 'RBM4|phospho|Y194|Q9BWF3|human|TEQYNEQYGAVRTPY']NA

['RA70|phospho|Y197|Q9Z2K4|mouse|CAPDKRIYQFTAASP']NA

NA NA

['MGC35274|phospho|Y208|Q8IV50|human|SRDEESPYATSLYHS']NA

['cortactin|phospho|Y141|Q14247|human|QSAVGFEYQGKTEKH', 'cortactin|phospho|Y215|Q60598|mouse|KSAVGFEYQGKTEKH']NA

['HIPK1|phospho|Y352|Q86Z02|human|SKAVCSTYLQSRYYR', 'HIPK1|phospho|Y352|O88904|mouse|SKAVCSTYLQSRYYR', 'HIPK2|phospho|Y361|Q9H2X6|human|SKAVCSTYLQSRYYR', 'HIPK2|phospho|Y361|Q9QZR5|mouse|SKAVCSTYLQSRYYR']NA

['INPP4|phospho|Y355|Q96PE3|human|DGGSDQNYDIVTIGA']PREDICTED

['CstF-50|phospho|Y367|Q05048|human|VFNHTEDYVLLPDER']PREDICTED

['HSHIN1|phospho|Y373|NP_955356|human|HTSRESNYFGLSPEE']NA

['CASKIN2|phospho|Y384|Q8WXE0|human|EPPHPLTYSQLPRVG']NA

NA NA

NA NA

['FLNB|phospho|Y2502|O75369|human|RSSTETCYSAIPKAS']NA

NA NA

['CC2D1A|phospho|Y207|Q8NF89|human|GPASTPTYSPAPTQP']NA

['KIF23|phospho|Y25|Q8WVP0|human|LKDPVGVYCRVRPLG']NA

NA NA

['MGC14798|phospho|Y97|Q9CQ28|mouse|GDEVEDLYELLKLVK']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['PRPF8|phospho|Y394|Q6P2Q9|human|FLKDTPLYTDNTANG']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['SPT16|phospho|Y565|Q9Y5B9|human|SMSVEGDYTYLRINF']PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

['Lck|phospho|Y394|P06239|human|RLIEDNEYTAREGAK', 'Lck|phospho|Y394|P06240|mouse|RLIEDNEYTAREGAK']PREDICTED

NA PREDICTED

['BUD13|phospho|Y494|Q9BRD0|human|DSERDELYAQWGKGL']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['Dok3|phospho|Y398|Q9H666|human|PPGNEHLYENLCVLE']PREDICTED

NA PREDICTED

['snRNP 116|phospho|Y348|Q15029|human|KRLWGDIYFNPKTRK']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['Eps8|phospho|Y485|Q12929|human|EHSSVSEYHPADGYA']NA

NA NA

['FNBP1|phospho|Y584|Q96RU3|human|RESPDGSYTEEQSQE']NA

NA NA

['BCDIN3|phospho|Y661|Q7L2J0|human|PDVGFSSYELVATPH']NA

NA NA

NA NA



NA NA

NA NA

['K6|phospho|Y340|P48668|human|IAEVKAQYEEIAQRS', 'K6a|phospho|Y340|P02538|human|IAEVKAQYEEIAQRS', 'K2|phospho|Y362|P35908|human|IAEVKAQYEEIAQRS']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['CD3Z|phospho|Y123|P20963|human|KDKMAEAYSEIGMKG']PREDICTED

NA NA

NA NA

NA NA

['FGFR4|phospho|Y754|P22455|human|LLAVSEEYLDLRLTF']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['PPFIBP2|phospho|Y835|Q8ND30|human|KFDESTDYICPMEPS']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['coronin 1A|phospho|Y25|P31146|human|PAKADQCYEDVRVSQ']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA NA

NA NA

NA NA

NA PREDICTED

['IL-10R-A|phospho|Y446|Q13651|human|AAVAFQGYLRQTRCA']NA

['BLNK|phospho|Y84|Q8WV28|human|EHSDSEMYVMPAEEN', 'BLNK|phospho|Y84|O88504|mouse|EHSDSEMYVMPAEET']NA

['GRAP2|phospho|Y45|O75791|human|ELGSQEGYVPKNFID']NA

['Shc1 iso2|phospho|Y239|P29353-2|human|EEPPDHQYYNDFPGK', 'Shc1 iso2|phospho|Y240|P29353-2|human|EPPDHQYYNDFPGKE', 'Shc1|phospho|Y349|P29353|human|EEPPDHQYYNDFPGK', 'Shc1|phospho|Y349|P98083|mouse|EEPPDHQYYNDFPGK', 'Shc1|phospho|Y350|P29353|human|EPPDHQYYNDFPGKE', 'Shc1|phospho|Y350|P98083|mouse|EPPDHQYYNDFPGKE']NA

['PDGFRa|phospho|Y754|P16234|human|ERKEVSKYSDIQRSL']NA

['SLAM|phospho|Y327|Q13291|human|ETNSITVYASVTLPE']NA



NA NA

['MIG-6|phospho|Y394|Q9UJM3|human|KKVSSTHYYLLPERP', 'MIG-6|phospho|Y395|Q9UJM3|human|KVSSTHYYLLPERPP', 'Ack|phospho|Y857|Q07912|human|KKVSSTHYYLLPERP', 'Ack|phospho|Y858|Q07912|human|KVSSTHYYLLPERPS']NA

['LOC200842|phospho|Y161|XP_115974|human|KLQLDNQYAVLENQK', 'CDV-3|phospho|Y244|Q9UKY7|human|KLQLDNQYAVLENQK']NA

['Dok1|phospho|Y449|Q99704|human|KSHNSALYSQVQKSG']NA

['Bcr|phospho|Y591|P11274|human|LASQLGVYRAFVDNY']NA

['PIST|phospho|Y457|Q9HD26|human|LDDLHTLYHKKSY__']NA

['Dok1|phospho|Y296|Q99704|human|LDSPPALYAEPLDSL']NA

['SHP-2|phospho|Y304|P35235|mouse|PNEPVSDYINANIIM', 'SHP-2|phospho|Y304|Q06124|human|PNEPVSDYINANIIM']NA

['CD28|phospho|Y218|P10747|human|PPRDFAAYRS_____']NA

['PXN|phospho|Y88|P49023-2|human|PQSSSPVYGSSAKTS', 'PXN iso2|phospho|Y88|P49023|human|PQSSSPVYGSSAKTS']NA

['P130Cas|phospho|Y306|P56945|human|PSNHHAVYDVPPSVS']NA

['SLP76|phospho|Y145|Q13094|human|PVEDDADYEPPPSND']NA

['CD22|phospho|Y842|P20273|human|QAQENVDYVILKH__']NA

['UBAP2|phospho|Y839|Q5T6F2|human|QSRLPVDYYGIPFAA', 'UBAP2|phospho|Y840|Q5T6F2|human|SRLPVDYYGIPFAAP']NA

['PL10|phospho|Y67|P16381|mouse|WSKDKDAYSSFGSRS', 'DDX3|phospho|Y68|O00571|human|SSKDKDAYSSFGSRS', 'DDX3Y|phospho|Y69|O15523|human|CSKDKDAYSSFGSRD']NA

['PKCD|phospho|Y64|Q05655|human|STFDAHIYEGRVIQI', 'PKCD|phospho|Y64|P28867|mouse|TTFDAHIYEGRVIQI']NA

['Gab2|phospho|Y452|Q9UQC2|human|STNSEDNYVPMNPGS']NA

['gp130|phospho|Y767|P40189|human|STVVHSGYRHQVPSV']NA

['ALK|phospho|Y1604|Q9UM73|human|TAPGAGHYEDTILKS']NA

['KIAA0804|phospho|Y1158|Q8N3P4|human|GLNPKQDYCSICLQQ']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['SPRED1|phospho|Y187|Q7Z699|human|DLNARRVYMQSQANQ']NA

['MYH8|phospho|Y1855|P13535|human|RRVKELTYQTEEDRK', 'MYH4|phospho|Y1856|Q9Y623|human|RRVKELTYQTEEDRK', 'MYH2|phospho|Y1858|Q9UKX2|human|RRVKELTYQTEEDRK']NA

['TPH1|phospho|Y185|P17752|human|FRELNKLYPTHACRE']NA

['UROC1|phospho|Y185|Q96N76|human|NGMVIPNYSSRTEYE']NA

['TPM4|phospho|Y184|P67936|human|YSEKEDKYEEEIKLL']NA

['calponin 1|phospho|Y182|Q08290|rat|SQQGMTAYGTRRHLY']NA

['KPNA5|phospho|Y17|Q86X23|human|DNYRMKSYKNKALNP']NA

['PLD2|phospho|Y169|O14939|human|KQKYLENYLNRLLTM']NA

['Plakophilin 2|phospho|Y168|Q99959|human|YTHSDYQYSQRSQAG']NA

['HIC1|phospho|Y168|Q14526|human|GGGGGGGYAPYGRPG']NA

['KIF1A|phospho|Y1666|Q12756|human|KDMHDWLYAFNPLLA']NA

['CMPK|phospho|Y166|P30085|human|TKPIIDLYEEMGKVK']NA

['CXCR4|phospho|Y157|P61073|human|LLAEKVVYVGVWIPA']NA

['PSMD13|phospho|Y156|Q9UNM6|human|TSVHSRFYDLSSKYY']NA

['Ran|phospho|Y155|P62826|human|DISAKSNYNFEKPFL']NA

['CMPK|phospho|Y155|P30085|human|LEKRIQTYLQSTKPI']NA

['MOGAT2|phospho|Y154|Q86UH6|human|RAPFFRDYIMSAGLV']NA

['PSMA7|phospho|Y153|O14818|human|QTDPSGTYHAWKANA']NA

['SUN2|phospho|Y143|Q9UH99|human|SEDDYVGYSDVDQQS']NA

['NRBF2|phospho|Y143|Q96NP6|human|RDPDTLLYLLQQKSG']NA

['CIRBP|phospho|Y141|Q14011|human|GYGGSRDYYSSRSQS', 'CIRBP|phospho|Y142|Q14011|human|YGGSRDYYSSRSQSG']NA

['TAF15|phospho|Y142|Q92804|human|YDQQHDSYSQNQQSY']NA

['CIRBP|phospho|Y141|Q14011|human|GYGGSRDYYSSRSQS', 'CIRBP|phospho|Y142|Q14011|human|YGGSRDYYSSRSQSG']NA

['NDUFA8|phospho|Y141|P51970|human|RPLPENPYHSRPRPD']NA

['RICS|phospho|Y1315|O94820|human|SSQARSDYHVTQLQP']NA

['TRIP6|phospho|Y131|Q15654|human|EPPPPPAYRTGSLKP']NA

['HER3|phospho|Y1307|P21860|human|HQAPHVHYARLKTLR']NA



['eIF2B-alpha|phospho|Y130|Q14232|human|ATILTHAYSRVVLRV']NA

['CaMK2-alpha|phospho|Y13|Q9UQM7|human|CTRFTEEYQLFEELG']NA

NA NA

['CTNND2|phospho|Y1197|Q9UQB3|human|GLKSTGNYVDFYSAA']NA

['HDJ2|phospho|Y119|P31689|human|SVTLEDLYNGATRKL']NA

['PKAR2B|phospho|Y119|P31323|human|ASVCAEAYNPDEEED']NA

['P2Y2|phospho|Y118|P41231|human|FLFYTNLYCSILFLT']NA

['N-CAM L1|phospho|Y1176|P32004|human|KDETFGEYRSLESDN', 'N-CAM L1|phospho|Y1178|Q05695|rat|KDETFGEYRSLESDN', 'N-CAM L1|phospho|Y1179|P11627|mouse|KDETFGEYRSLESDN']NA

['VIGR|phospho|Y1172|Q86SQ4|human|SIGSNSTYLTSKSKS']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['PKIA|phospho|Y7|P61926|rabbit|_TDVETTYADFIASG']PREDICTED

NA PREDICTED

['LAT iso2|phospho|Y171|O43561-2|human|SMESIDDYVNVPESG']PREDICTED

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['LOC148823|phospho|Y110|NP_660321|human|RERSETEYALLRTSV']NA

['URP2|phospho|Y11|Q86UX7|human|MKTASGDYIDSSWEL']NA

['SOX7|phospho|Y109|Q9BT81|human|RLQHMQDYPNYKYRP']NA

['KCNMA1|phospho|Y1086|Q12791|human|ENALRGGYSTPQTLA']NA

['MOR-1|phospho|Y106|P33535|rat|MKTATNIYIFNLALA']NA

['Plakophilin 2|phospho|Y108|Q99959|human|RSPVPKTYDMLKAGT']NA

['SPT16|phospho|Y1006|Q9Y5B9|human|KADRESRYEEEEEQS']NA

['ARHGEF18|phospho|Y1003|Q6ZSZ5|human|PSGVGPEYAERPEVA']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



['MDS024|phospho|Y44|Q9HC13|human|FASSQETYGKSPFWI']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['FLT3|phospho|Y591|P36888|human|SSDNEYFYVDFREYE']PREDICTED

NA PREDICTED

NA PREDICTED

['C7orf20|phospho|Y39|Q7L5D6|human|ASVEKGDYYEAHQMY']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['MAP1B|phospho|Y1410|P46821|human|LIGSESAYESFLSAD']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['FLJ35894|phospho|Y235|Q8NA31|human|LTLANNTYVQKYFVS']PREDICTED



NA NA

NA PREDICTED

['MMRP19|phospho|Y57|Q8WVU2|human|LKHGDEIYIAPSGVQ']PREDICTED

NA PREDICTED

NA PREDICTED

['HSPC227|phospho|Y10|Q5EBL8|human|SRIPYDDYPVVFLPA']NA

['ENO1|phospho|Y43|P06733|human|SGASTGIYEALELRD', 'ENO1|phospho|Y43|P51913|chicken|SGASTGIYEALELRD', 'ENO1|phospho|Y43|P17182|mouse|SGASTGIYEALELRD', 'ENO2|phospho|Y43|P09104|human|SGASTGIYEALELRD', 'ENO3|phospho|Y43|P13929|human|SGASTGIYEALELRD']PREDICTED

['IRS-1|phospho|Y46|P35568|human|GGPARLEYYENEKKW']PREDICTED

['H4|phospho|Y51|P62805|human|KRISGLIYEETRGVL']NA

['PABP 1|phospho|Y54|P11940|human|ITRRSLGYAYVNFQQ', 'PABP 4|phospho|Y54|Q13310|human|ITRRSLGYAYVNFQQ']NA

['UNC5CL|phospho|Y194|Q8IV45|human|QPSHARTYSSNTTLL']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

['Jak2|phospho|Y1007|Q62120|mouse|VLPQDKEYYKVKEPG', 'Jak2|phospho|Y1007|Q62689|rat|VLPQDKEYYKVKEPG', 'Jak2|phospho|Y1007|O60674|human|VLPQDKEYYKVKEPG', 'Jak2|phospho|Y1008|Q62120|mouse|LPQDKEYYKVKEPGE', 'Jak2|phospho|Y1008|Q62689|rat|LPQDKEYYKVKEPGE', 'Jak2|phospho|Y1008|O60674|human|LPQDKEYYKVKEPGE']PREDICTED

NA PREDICTED

['VEGFR-1|phospho|Y1169|P17948|human|VQQDGKDYIPINAIL']PREDICTED

NA PREDICTED

['Blk|phospho|Y388|P51451|human|ARIIDSEYTAQEGAK']PREDICTED

['LEPR|phospho|Y986|P48357|human|QRQPFVKYATLISNS']PREDICTED

NA PREDICTED

['EphB2|phospho|Y780|P29323|human|DDTSDPTYTSALGGK', 'EphB2|phospho|Y798|P28693|chicken|DDTSDPTYTSALGGK']PREDICTED

NA NA

['TrkB|phospho|Y705|Q63604|rat|RDVYSTDYYRVGGHT', 'TrkB|phospho|Y705|P15209|mouse|RDVYSTDYYRVGGHT', 'TrkB|phospho|Y706|Q63604|rat|DVYSTDYYRVGGHTM', 'TrkB|phospho|Y706|P15209|mouse|DVYSTDYYRVGGHTM']PREDICTED

['Fes|phospho|Y713|P07332|human|REEADGVYAASGGSR']PREDICTED

['CDK6|phospho|Y24|Q00534|human|AEIGEGAYGKVFKAR']PREDICTED

['EphA4|phospho|Y928|Q03137|mouse|QAIKMDRYKDNFTAA']PREDICTED

NA PREDICTED

['Crk|phospho|Y221|P46108|human|GPPEPGPYAQPSVNT']PREDICTED

['EGFR|phospho|Y1171|Q9QX70|rat|MSLDNPDYQQDFFPK', 'EGFR|phospho|Y1172|P00533|human|ISLDNPDYQQDFFPK', 'EGFR|phospho|Y1172|Q01279|mouse|MSLDNPDYQQDFFPK']PREDICTED

['HER2|phospho|Y1139|P04626|human|TCSPQPEYVNQPDVR']PREDICTED

['FGFR3|phospho|Y760|P22607|human|TVTSTDEYLDLSAPF']PREDICTED

NA PREDICTED

['PLCG1|phospho|Y783|P19174|human|EGRNPGFYVEANPMP', 'PLCG1|phospho|Y783|P10686|rat|EGRNPGFYVEANPMP', 'PLCG1|phospho|Y783|Q62077|mouse|EGRNPGFYVEANPMP', 'PLCG1|phospho|Y783|P08487|cow|EGRNPGFYVEANPMP']PREDICTED

['Cbl|phospho|Y700|P22681|human|EGEEDTEYMTPSSRP']PREDICTED

['ERK2|phospho|Y185|P63085|mouse|HTGFLTEYVATRWYR', 'ERK2|phospho|Y185|NP_446294|rat|HTGFLTEYVATRWYR', 'ERK2|phospho|Y186|P28482|human|HTGFLTEYVATRWYR', 'ERK1|phospho|Y204|P27361|human|HTGFLTEYVATRWYR', 'ERK1|phospho|Y205|Q63844|mouse|HTGFLTEYVATRWYR', 'ERK1|phospho|Y205|P21708|rat|HTGFLTEYVATRWYR']PREDICTED

['CTNNB1|phospho|Y86|Q02248|mouse|VADIDGQYAMTRAQR']PREDICTED

NA PREDICTED

['JNK1|phospho|Y185|P45983|human|TSFMMTPYVVTRYYR', 'JNK1|phospho|Y185|P49185|rat|TSFMMTPYVVTRYYR', 'JNK1|phospho|Y185|Q91Y86|mouse|TSFMMTPYVVTRYYR', 'JNK1 iso2|phospho|Y185|P45983-2|human|TSFMMTPYVVTRYYR', 'JNK3|phospho|Y223|P53779|human|TSFMMTPYVVTRYYR', 'JNK3 iso2|phospho|Y223|P53779-2|human|TSFMMTPYVVTRYYR']PREDICTED

NA PREDICTED

['MEKK2|phospho|Y250|Q9Y2U5|human|NHQEFSDYDNPIFEK']PREDICTED

NA PREDICTED

['MAPKAPK3|phospho|Y207|Q16644|human|QTPCYTPYYVAPEVL', 'MAPKAPK3|phospho|Y208|Q16644|human|TPCYTPYYVAPEVLG', 'MAPKAPK2|phospho|Y228|P49137|human|TTPCYTPYYVAPEVL', 'MAPKAPK2|phospho|Y229|P49137|human|TPCYTPYYVAPEVLG']PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

['snRNP B2|phospho|Y151|P08579|human|VPDYPPNYILFLNNL']NA

['FKSG10|phospho|Y158|P57764|human|RSRGDNVYVVTEVLQ']NA

NA NA

['DNAJB4|phospho|Y172|Q9D832|mouse|KVSLEEIYSGCTKRM', 'DNAJB4|phospho|Y172|Q9UDY4|human|RVSLEEIYSGCTKRM']NA

['Rab7|phospho|Y183|P51149|human|QETEVELYNEFPEPI', 'Rab7|phospho|Y183|P51150|mouse|QETEVELYNEFPEPI']NA

['PBEF|phospho|Y188|P43490|human|GNLDGLEYKLHDFGY']NA

['DDX5|phospho|Y297|P17844|human|AEDFLKDYIHINIGA']NA

['ZFP 598|phospho|Y306|Q86UK7|human|GVVGGEDYEEVDRYS']NA

['A6r|phospho|Y309|Q6IBS0|human|ELTAEFLYDEVHPKQ', 'A6r|phospho|Y309|Q9Z0P5|mouse|ELTAEFLYDEVHPKQ']NA

['ZNF330|phospho|Y315|Q9Y3S2|human|YASGYAHYEEQEN__']NA

['SRPK2|phospho|Y318|P78362|human|SNDQDGEYCPEVKLK']NA

['HSP70RY|phospho|Y336|P34932|human|KLKKEDIYAVEIVGG']NA

['SF3A1|phospho|Y759|Q15459|human|AGKQKLQYEGIFIKD']NA

['PLCG1|phospho|Y775|P19174|human|EPDYGALYEGRNPGF', 'PLCG1|phospho|Y775|P10686|rat|EPDYGALYEGRNPGF', 'PLCG1|phospho|Y775|P08487|cow|EPDYGALYEGRNPGF']NA

['PRP4|phospho|Y849|Q13523|human|ADNDITPYLVSRFYR', 'PRP4|phospho|Y849|Q61136|mouse|ADNDITPYLVSRFYR']NA

['Erbin|phospho|Y972|Q96RT1|human|PQSAPQIYGPPQYNI']NA

['GRF-1|phospho|Y1105|Q9NRY4|human|RNEEENIYSVPHDST', 'GRF-1|phospho|Y1105|P81128|rat|RNEEENIYSVPHDST']NA



['HYD|phospho|Y1746|O95071|human|ASSAGLIYIDPSNLR']NA

NA NA

['Dok1|phospho|Y362|Q99704|human|DPKEDPIYDEPEGLA']PREDICTED

['PKM2|phospho|Y369|P14786|human|GETAKGDYPLEAVRM']NA

['PKM2|phospho|Y389|P14786|human|REAEAAIYHLQLFEE', 'PKM2|phospho|Y389|P52480|mouse|REAEAAIYHLQLFEE']NA

NA NA

['PIK3R2|phospho|Y458|O08908|mouse|SREYDQLYEEYTRTS', 'PIK3R2|phospho|Y464|O00459|human|SREYDQLYEEYTRTS']NA

['ZNF272|phospho|Y476|Q14592|human|IHTGEKPYECVECGK', 'ZNF264|phospho|Y483|O43296|human|IHTGEKPYECVECGK']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['NCK1|phospho|Y112|P16333|human|YDLNMPAYVKFNYMA']PREDICTED

NA PREDICTED

NA PREDICTED

['Crk|phospho|Y136|P46108|human|LRQEEAEYVRALFDF']PREDICTED

['RSK2|phospho|Y488|P51812|human|DVYDDGKYVYVVTEL']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['TPI1|phospho|Y47|P60174|human|VCAPPTAYIDFARQK']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['SLC7A11|phospho|Y15|Q9UPY5|human|STISKGGYLQGNVNG']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['KIAA0692|phospho|Y206|Q86XL3|human|YYGVCPVYEDVPARN']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['AKAP9|phospho|Y78|Q99996|human|QSQCNEMYINSSQRV']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA NA

NA NA

['Cdc2|phospho|Y15|P06493|human|EKIGEGTYGVVYKGR', 'Cdc2|phospho|Y15|P11440|mouse|EKIGEGTYGVVYKGR', 'Cdc2|phospho|Y15|P13863|chicken|EKIGEGTYGVVYKGR', 'Cdc2|phospho|Y15|P39951|rat|EKIGEGTYGVVYKGR']PREDICTED

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['PDGFRb|phospho|Y579|P09619|human|VSSDGHEYIYVDPMQ']PREDICTED

['PDGFRa|phospho|Y731|P16234|human|SFENNGDYMDMKQAD']NA

NA NA

NA PREDICTED

['Ret|phospho|Y1096|P07949|human|RYPNDSVYANWMLSP']PREDICTED



NA NA

['TXNIP|phospho|Y378|Q16226|human|KFMPPPTYTEVDPCI']PREDICTED

NA PREDICTED

NA PREDICTED

['USP10|phospho|Y364|Q14694|human|VAYVETKYSPPAISP']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['Pyk2|phospho|Y881|Q14289|human|DRTDDLVYLNVMELV']NA

['InsR|phospho|Y1011|P06213|human|DVFPCSVYVPDEWEV']NA

['STAM2|phospho|Y374|O75886|human|EAPVYSVYSKLHPPA']NA

['EGFR|phospho|Y1069|P00533|human|EDSFLQRYSSDPTGA']NA

['PAG|phospho|Y314|Q9JM80|rat|EEEISAMYSSVNKPG', 'PAG|phospho|Y314|Q3U1F9|mouse|EEEISAMYSSVNKPG', 'PAG|phospho|Y317|Q9NWQ8|human|EEEISAMYSSVNKPG']NA

['P130Cas|phospho|Y668|Q61140|mouse|EGGWMEDYDYVHLQG', 'P130Cas|phospho|Y762|Q63767|rat|EGGWMEDYDYVHLQG']NA

['Mpl|phospho|Y621|Q08351|mouse|HSYLPLSYWQQP___']NA

['SLAP-130|phospho|Y595|O15117|human|IEDDQEVYDDVAEQD']NA

['CCR2|phospho|Y139|P41597|human|ILLTIDRYLAIVHAV']NA

['R-spondin|phospho|Y112|Q2I0M5|human|IRCKRQFYLYKGKCL']NA

['Golgin-84|phospho|Y42|Q8TBA6|human|IYSKNTDYTELHQQN']NA

['FGFR3|phospho|Y599|P22607|human|KDLVSCAYQVARGME', 'FGFR1|phospho|Y605|P11362|human|KDLVSCAYQVARGME']NA

['CPSF7|phospho|Y72|Q8N684|human|NKTPAILYTYSGLRN']NA

['Cas-L|phospho|Y12|Q14511|human|NLMARALYDNVPECA']NA

['Bcr|phospho|Y644|P11274|human|NSLETLLYKPVDRVT']NA

['gp130|phospho|Y759|P40189|human|NTSSTVQYSTVVHSG']NA

['RBM3|phospho|Y129|P98179|human|PGGYGYGYGRSRDYN']NA

['P130Cas|phospho|Y327|P56945|human|PLLREETYDVPPAFA', 'P130Cas|phospho|Y331|Q61140|mouse|PLLREETYDVPPAFA']NA

['SNCA|phospho|Y133|P37840|human|EMPSEEGYQDYEPEA', 'SNCA|phospho|Y136|P37840|human|SEEGYQDYEPEA___']NA

['IKK-beta|phospho|Y188|O14920|human|SFVGTLQYLAPELLE']NA

NA NA

['MOK|phospho|Y161|Q9UQ07|human|SKQPYTEYISTRWYR', 'MOK|phospho|Y161|Q9WVS4|mouse|SKQPYTEYISTRWYR']NA

['HER2|phospho|Y1139|P04626|human|TCSPQPEYVNQPDVR']PREDICTED

NA NA

['EGFR|phospho|Y1110|P00533|human|GSVQNPVYHNQPLNP']PREDICTED

['Ret|phospho|Y952|P07949|human|VTLGGNPYPGIPPER']NA

['USP24|phospho|Y1274|Q9UPU5|human|VYDQTNPYTDVRRRY']NA



['ephrin-B2|phospho|Y311|P52799|human|YEKVSGDYGHPVYIV', 'ephrin-B1|phospho|Y312|O73612|chicken|YEKVSGDYGHPVYIV', 'ephrin-B1|phospho|Y323|P52795|mouse|YEKVSGDYGHPVYIV']NA

['Pyk2|phospho|Y579|Q14289|human|RYIEDEDYYKASVTR', 'Pyk2|phospho|Y579|P70600|rat|RYIEDEDYYKASVTR', 'Pyk2|phospho|Y579|Q9QVP9|mouse|RYIEDEDYYKASVTR', 'Pyk2|phospho|Y580|Q14289|human|YIEDEDYYKASVTRL', 'Pyk2|phospho|Y580|P70600|rat|YIEDEDYYKASVTRL', 'Pyk2|phospho|Y580|Q9QVP9|mouse|YIEDEDYYKASVTRL']NA

['CTNND1|phospho|Y228|NP_031641|mouse|YPGGSDNYGSLSRVT', 'CTNND1|phospho|Y228|O60716|human|YPGGSDNYGSLSRVT']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['VAV3|phospho|Y173|Q9UKW4|human|EDEGGEVYEDLMKAE']NA

['zyxin|phospho|Y172|Q15942|human|KARVSSGYVPPPVAT']NA

['Abl iso1|phospho|Y172|P00519|human|LRYEGRVYHYRINTA', 'Abl|phospho|Y191|P00519-2|human|LRYEGRVYHYRINTA']NA

['PES1|phospho|Y171|O00541|human|LTVEFMHYIIAARAL']NA

['MOCS2|phospho|Y170|O96007|human|PIWKKEIYEESSTWK']NA

['Tel|phospho|Y17|P41212|human|IKQERISYTPPESPV', 'Tel|phospho|Y17|P97360|mouse|IKQERISYTPPESPV']NA

['HSPB2|phospho|Y16|Q16082|human|AHPATAEYEFANPSR']NA

['PIK3C2A|phospho|Y1595|O00443|human|DGADPNPYVKTYLLP']NA

['ICK|phospho|Y159|Q9UPZ9|human|SKPPYTDYVSTRWYR']NA

['PSMA6|phospho|Y159|P60900|human|YKCDPAGYYCGFKAT', 'PSMA6|phospho|Y160|P60900|human|KCDPAGYYCGFKATA']NA

['Abl iso1|phospho|Y139|P00519|human|VSRNAAEYLLSSGIN', 'Abl|phospho|Y158|P00519-2|human|VSRNAAEYLLSSGIN']NA

['LRP6|phospho|Y1577|O75581|human|PPTPRSQYLSAEENY']NA

['PARN|phospho|Y146|O95453|human|ERQLREQYDEKRSQA']NA

['PARP4|phospho|Y1459|Q9UKK3|human|GSYHPSAYSPFHFQP']NA

['CCDC50 iso2|phospho|Y144|Q8IVM0|human|TRAYADSYYYEDGGM', 'CCDC50 iso2|phospho|Y145|Q8IVM0|human|RAYADSYYYEDGGMK', 'CCDC50 iso2|phospho|Y146|Q8IVM0|human|AYADSYYYEDGGMKP']NA

['hnRNP A0|phospho|Y145|Q13151|human|KRGFGFVYFQNHDAA']NA

['CCDC50 iso2|phospho|Y144|Q8IVM0|human|TRAYADSYYYEDGGM', 'CCDC50 iso2|phospho|Y145|Q8IVM0|human|RAYADSYYYEDGGMK']NA

['p400|phospho|Y1433|Q96L91|human|RLFQPVQYGQKPEGR']NA

['TAF15|phospho|Y135|Q92804|human|SYDEQSNYDQQHDSY']NA

['radixin|phospho|Y134|P35241|human|SYAVQAKYGDYNKEI']NA

['ZO1|phospho|Y1334|Q07157|human|DIVRSNHYDPEEDEE']NA

['GALNT12|phospho|Y132|Q8NG54|human|CKEKKYDYDNLPRTS']NA

['HYAL4|phospho|Y131|Q9UL99|human|KADQDINYYIPAEDF', 'HYAL4|phospho|Y132|Q9UL99|human|ADQDINYYIPAEDFS']NA

NA NA

['SNAP29|phospho|Y122|O95721|human|VFGGLVNYFKSKPVE']NA

['RAPH1|phospho|Y1212|Q9C0I2|human|GGSHISGYATLRRGP']NA

['PDCD1|phospho|Y121|Q15116|human|RRNDSGTYLCGAISL']NA

['ZNF183|phospho|Y120|O15541|human|DMGATAVYELDTEKE']NA

['RPS3|phospho|Y120|P23396|human|LAVRRACYGVLRFIM']NA

['AurB|phospho|Y12|Q96GD4|human|ENSYPWPYGRQTAPS']NA

['PSMD10|phospho|Y112|O75832|human|NGCTPLHYAASKNRH']NA

['GDE|phospho|Y1117|P35573|human|ILLITGRYVEARNII']NA

['DYRK1A|phospho|Y111|Q13627|human|YKHINEVYYAKKKRR', 'DYRK1B|phospho|Y63|Q9Y463|human|YKHINEVYYAKKKRR']NA

['TNNC1|phospho|Y111|P63316|human|FDKNADGYIDLDELK']NA

['TES|phospho|Y111|Q9UGI8|human|VSINTVTYEWAPPVQ']NA

['LAT iso2|phospho|Y110|O43561-2|human|GANSVASYENEEPAC']NA

NA NA

['hnRNP M|phospho|Y63|P52272|human|GGNRFEPYANPTKRY']NA

NA NA

NA NA

NA NA

['OCRL|phospho|Y234|Q01968|human|LAKREKEYVNIQTFR']NA

NA NA



NA NA

NA NA

NA NA

['Btk|phospho|Y224|Q06187|human|KVVALYDYMPMNAND']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['"tubulin, alpha-1"|phospho|Y103|P68366|human|KEDAANNYARGHYTI', '"tubulin, alpha-2"|phospho|Y103|Q13748|human|KEDAANNYARGHYTI']NA

['PIK3CB|phospho|Y1023|P42338|human|TSVKDIQYLKDSLAL']NA

['Erbin|phospho|Y1021|Q96RT1|human|ESTENQSYAKHSANM']NA

['GALNT3|phospho|Y101|Q14435|human|ERPCLQGYYTAAELK', 'GALNT3|phospho|Y102|Q14435|human|RPCLQGYYTAAELKP']NA

['IFIH1|phospho|Y1015|Q9BYX4|human|ITFPNLDYSECCLFS']NA

['VEGFR-2|phospho|Y1006|P35918|mouse|TLEHLICYSFQVAKG']NA

NA NA

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['eEF-2|phospho|Y372|P13639|human|KYRCELLYEGPPDDE']PREDICTED

NA PREDICTED

['PRIC285|phospho|Y1507|Q9BYK8|human|RLRSDCFYEQPDEDG']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['ITGB4|phospho|Y1343|P16144|human|DAQSGEDYDSFLMYS']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['NUP62|phospho|Y422|P37198|human|KEQSGTIYLQHADEE']PREDICTED

NA PREDICTED

['ezrin|phospho|Y115|P15311|human|GILSDEIYCPPETAV']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

['ADD2|phospho|Y489|P35612|human|PNQFVPLYTDPQEVL']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['PSMA2|phospho|Y23|P25787|human|GKLVQIEYALAAVAG']NA

['ENO1|phospho|Y24|P17182|mouse|PTVEVDLYTAKGLFR', 'ENO2|phospho|Y24|P09104|human|PTVEVDLYTAKGLFR']NA

['PSMD14|phospho|Y32|O00487|human|VDTAEQVYISSLALL']NA

['"tubulin, beta-1"|phospho|Y36|P07437|human|GIDPTGTYHGDSDLQ', '"tubulin, beta-4"|phospho|Y36|P04350|human|GIDPTGTYHGDSDLQ']NA

['RPL23|phospho|Y38|P62829|human|NTGAKNLYIISVKGI']NA

['SMAP-5|phospho|Y39|Q8NHE5|human|GGPYSKQYAGYDYSQ']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['TTLL1|phospho|Y178|O95922|human|SQSNKEAYVISLYIN']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['EphB4|phospho|Y574|P54760|human|SNGREAEYSDKHGQY']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['Gab1|phospho|Y47|Q13480|human|GDPDVLEYYKNDHAK', 'Gab1|phospho|Y48|Q13480|human|DPDVLEYYKNDHAKK']PREDICTED

['Gab1|phospho|Y472|Q13480|human|EPIQEANYVPMTPGT']PREDICTED

['STAT5B|phospho|Y682|P51692|human|KDEVYSKYYTPVPCE', 'STAT5B|phospho|Y683|P51692|human|DEVYSKYYTPVPCES']PREDICTED

NA PREDICTED

NA NA

['TEC|phospho|Y519|P42680|human|RYFLDDQYTSSSGAK']PREDICTED

['Pyk2|phospho|Y579|Q14289|human|RYIEDEDYYKASVTR', 'Pyk2|phospho|Y579|P70600|rat|RYIEDEDYYKASVTR', 'Pyk2|phospho|Y579|Q9QVP9|mouse|RYIEDEDYYKASVTR', 'Pyk2|phospho|Y580|Q14289|human|YIEDEDYYKASVTRL', 'Pyk2|phospho|Y580|P70600|rat|YIEDEDYYKASVTRL', 'Pyk2|phospho|Y580|Q9QVP9|mouse|YIEDEDYYKASVTRL']PREDICTED

['EphA2|phospho|Y594|P29317|human|TYVDPHTYEDPNQAV']PREDICTED

['Etk|phospho|Y566|P51813|human|RYVLDDQYVSSVGTK']PREDICTED



NA PREDICTED

['FGFR2|phospho|Y656|P21802|human|RDINNIDYYKKTTNG', 'FGFR2|phospho|Y657|P21802|human|DINNIDYYKKTTNGR']PREDICTED

['VEGFR-3|phospho|Y1068|P35916|human|DIYKDPDYVRKGSAR']PREDICTED

['EphB3|phospho|Y608|P54753|human|IAPGMKVYIDPFTYE']PREDICTED

NA PREDICTED

['LEPR|phospho|Y1141|P48357|human|SKKTFASYMPQFQTC']PREDICTED

['Met|phospho|Y1354|P16056|mouse|YVHVNATYVNVKCVA', 'Met|phospho|Y1356|P08581|human|YVHVNATYVNVKCVA']PREDICTED

['Kit|phospho|Y570|P10721|human|INGNNYVYIDPTQLP']PREDICTED

['Kit|phospho|Y936|P10721|human|SESTNHIYSNLANCS']PREDICTED

NA PREDICTED

['HS1|phospho|Y360|P14317|human|QVEEEPVYEAEPEPE']PREDICTED

['ezrin|phospho|Y353|P15311|human|LMLRLQDYEEKTKKA']PREDICTED

['14-3-3 zeta|phospho|Y211|P63104|human|DTLSEESYKDSTLIM', '14-3-3 epsilon|phospho|Y214|P62259|mouse|DTLSEESYKDSTLIM']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

['oligoribonuclease|phospho|Y122|Q9Y3B8|human|ITLQQAEYEFLSFVR']NA

['TIP20|phospho|Y125|O00455|human|IHTGEKPYACLECGK']NA

['ACLY|phospho|Y131|P53396|human|YATREGDYVLFHHEG']NA

['Dcp1b|phospho|Y133|Q8IZD4|human|LMKNLTQYEQLKAHQ']NA

['eEF1A-1|phospho|Y141|P68104|human|REHALLAYTLGVKQL', 'eEF1A-2|phospho|Y141|Q05639|human|REHALLAYTLGVKQL']NA

['POLR2A|phospho|Y145|P24928|human|KKRLTHVYDLCKGKN']NA

['LIM|phospho|Y250|Q96HC4|human|VERYTEFYHVPTHSD']NA

['CysRS|phospho|Y260|P49589|human|QKIVDNGYGYVSNGS']NA

['"tubulin, alpha, ubiquitous"|phospho|Y272|P68363|human|IHFPLATYAPVISAE', '"tubulin, alpha-1"|phospho|Y272|P68366|human|IHFPLATYAPVISAE', '"tubulin, alpha-2"|phospho|Y272|Q13748|human|IHFPLATYAPVISAE', '"tubulin, alpha-6"|phospho|Y272|Q9BQE3|human|IHFPLATYAPVISAE']NA

['ZNF147|phospho|Y278|Q14258|human|NSKFDTIYQILLKKK']NA

['FLJ90293|phospho|Y281|Q9BS34|human|THTGEKPYECIKCGK']NA

['TRIP4|phospho|Y289|Q15650|human|VIDDESDYFASDSNQ']NA

['VAM-1|phospho|Y500|Q9NZW5|human|SARIQRAYNHYFDLI']NA

['ZNF264|phospho|Y511|O43296|human|IHSGEKPYECVECGK']NA

['WRNIP1|phospho|Y534|Q96S55|human|EGGEDPLYVARRLVR']NA

['PIK3R1|phospho|Y607|P27986|human|NENTEDQYSLVEDDE', 'PIK3R1|phospho|Y607|P26450|mouse|NENTEDQYSLVEDDE']PREDICTED

['PFKP|phospho|Y651|Q01813|human|NYTTDFIYQLYSEEG']NA

['STAT3 iso2|phospho|Y704|P40763-2|human|ADPGAAPYLKTKFIC']NA

NA NA

['hnRNP A1|phospho|Y346|P09651|human|PYGGGGQYFAKPRNQ']NA

['PTRF|phospho|Y308|Q9HAP4|human|FTPDHVVYARSKTAV', 'PTRF|phospho|Y310|O54724|mouse|FTPDHVVYARSKTAV']NA

['Dok1|phospho|Y315|Q99704|human|CPSQDSLYSDPLDST']PREDICTED

['GIT1|phospho|Y554|Q9Y2X7|human|VHVPAGLYRIRKGVS', 'GIT1|phospho|Y571|XP_126291|mouse|VHVPAGLYRIRKGVS']NA

['Dok1|phospho|Y337|Q99704|human|VQRKKPLYWDLYEHA']NA

['TJAP1|phospho|Y337|Q9DCD5|mouse|SPLPNCTYATRQAIS']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

['ASK1|phospho|Y574|Q99683|human|TKIYQPSYLSINNEV']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['PSMA2|phospho|Y120|P17220|rat|VASVMQEYTQSGGVR']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['ASPA|phospho|Y64|P45381|human|AVKKCTRYIDCDLNR']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['CHERP|phospho|Y883|Q8IWX8|human|VRDKWDQYKGVGVAL']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['SAFB2|phospho|Y741|Q14151|human|LDRRDDAYWPEGKRV']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['TPR|phospho|Y54|Q7M739|mouse|KVESEQQYFEIEKRL', 'TPR|phospho|Y54|P12270|human|KVESEQQYFEIEKRL']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['53BP1|phospho|Y1523|Q12888|human|KLLFDDGYECDVLGK']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['"adaptin, beta"|phospho|Y737|P63010|human|THRQGHIYMEMNFTN']NA

NA NA

NA NA

NA NA

NA NA

NA PREDICTED

NA NA

NA NA

['DPM1|phospho|Y113|O60762|human|MKHATGNYIIIMDAD']NA

NA NA

NA NA

NA NA

NA NA

NA PREDICTED

NA NA

['DGK-I|phospho|Y400|O75912|human|VLQMFMWYLNPRQVF']NA

['PKCA|phospho|Y657|P20444|mouse|SDFEGFSYVNPQFVH', 'PKCA|phospho|Y657|P17252|human|SDFEGFSYVNPQFVH']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['PDGFRb|phospho|Y740|P09619|human|TGESDGGYMDMSKDE']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['BYSL|phospho|Y49|Q86W44|human|TGEAEEEYVGPRLSR']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['FRYL|phospho|Y93|O94915|human|NGTEDESYEYRPRSS']PREDICTED

NA PREDICTED



NA PREDICTED

['RICS|phospho|Y1240|O94820|human|KPCSRVEYVSSLSSS']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['STAT5B|phospho|Y740|P51692|human|AVCPQAHYNMYPQNP']NA

['emerin|phospho|Y167|P50402|human|AYQSITHYRPVSASR']NA

['PL10|phospho|Y67|P16381|mouse|WSKDKDAYSSFGSRS', 'DDX3|phospho|Y68|O00571|human|SSKDKDAYSSFGSRS', 'DDX3Y|phospho|Y69|O15523|human|CSKDKDAYSSFGSRD']NA

['HER3|phospho|Y1199|P21860|human|DEDEEYEYMNRRRRH']NA

['Rad52|phospho|Y104|P43351|human|DLNNGKFYVGVCAFV']NA

['CSF2RB|phospho|Y711|P32927|human|DPGVASGYVSSADLV']NA

['VCP|phospho|Y795|Q01853|mouse|GGTGGSVYTEDNDDD']NA

NA NA

['LPP|phospho|Y300|Q93052|human|QGRYYEGYYAAGPGY', 'LPP|phospho|Y301|Q93052|human|GRYYEGYYAAGPGYG']NA

['NMDAR2B|phospho|Y1472|Q00960|rat|GSSNGHVYEKLSSIE', 'NMDAR2B|phospho|Y1472|Q01097|mouse|GSSNGHVYEKLSSIE']NA

['cortactin iso2|phospho|Y409|Q96H99|human|GTEPEPVYSMEAADY', 'cortactin|phospho|Y446|Q14247|human|GTEPEPVYSMEAADY']NA

['3BP2|phospho|Y183|P78314|human|HDDEDDSYLEPDSPE']NA

['LOC257106|phospho|Y876|Q7Z6I6|human|LSSQRRSYAFETQAN']NA

['STAM2|phospho|Y371|O75886|human|LVNEAPVYSVYSKLH']NA

['SPTAN1|phospho|Y1073|Q13813|human|MKQVEELYHSLLELG']NA

['HSP70|phospho|Y525|P08107|human|MVQEAEKYKAEDEVQ']NA

['Grb10|phospho|Y67|Q13322|human|NASLESLYSACSMQS']NA

['EPS15|phospho|Y849|P42566|human|NFANFSAYPSEEDMI', 'EPS15|phospho|Y850|P42567|mouse|NFANFSAYPSEEDMI']NA

['BKR2|phospho|Y347|P30411|human|RKKSWEVYQGVCQKG']NA

['PDGFRa|phospho|Y1018|P16234|human|RLSADSGYIIPLPDI']NA

['ICAM-1|phospho|Y512|P05362|human|RQRKIKKYRLQQAQK']NA

NA NA

['PDGFRa|phospho|Y988|P16234|human|RVDSDNAYIGVTYKN']NA

['BLNK|phospho|Y72|Q8WV28|human|SDDFDSDYENPDEHS', 'BLNK|phospho|Y72|O88504|mouse|SDDFDSDYENPDEHS']NA

['WWOX|phospho|Y33|Q96KM3|human|TTKDGWVYYANHTEE', 'WWOX|phospho|Y33|Q91WL8|mouse|TTKDGWVYYANHTEE']NA

['Gab1|phospho|Y659|Q13480|human|VADERVDYVVVDQQK', 'Gab1|phospho|Y660|Q9QYY0|mouse|MADERVDYVVVDQQK']NA

['SNCA|phospho|Y125|P37840|human|VDPDNEAYEMPSEEG']NA

['HER2|phospho|Y1196|P04626|human|GAVENPEYLTPQGGA']PREDICTED

['PAK2|phospho|Y130|Q13177|human|VLDVLKFYDSNTVKQ']NA

NA NA

['WDR9|phospho|Y19|Q9NSI6|human|PLIESELYFLIARYL']NA

['CHI3L1|phospho|Y189|P36222|human|KVTIDSSYDIAKISQ']NA

['PSMC5|phospho|Y189|P62195|human|QPKGVLLYGPPGTGK']NA

NA NA

['MAP1B|phospho|Y1870|P46821|human|KTPGDFSYAYQKPEE']NA

['CaMK1-alpha|phospho|Y184|Q14012|human|TACGTPGYVAPEVLA', 'CaMK1-gamma|phospho|Y185|Q96NX5|human|TACGTPGYVAPEVLA', 'CaMK1-delta|phospho|Y187|Q9HD31|human|TACGTPGYVAPEVLA']NA

['GNPNAT1|phospho|Y177|Q96EK6|human|YTVSEENYMCRRFLK']NA

['PAWR|phospho|Y177|Q96IZ0|human|AAECLDEYEDDEAGQ']NA

['G3BP-2|phospho|Y175|Q9UN86|human|QENANSGYYEAHPVT', 'G3BP-2|phospho|Y176|Q9UN86|human|ENANSGYYEAHPVTN']NA

['N-WASP|phospho|Y175|O00401|human|EITTNRFYGPQVNNI']NA

['Smc4|phospho|Y175|Q9NTJ3|human|IDKEGDDYEVIPNSN']NA

['hnRNP A2/B1|phospho|Y174|P22626|human|DKIVLQKYHTINGHN']NA

['PSMD13|phospho|Y162|Q9UNM6|human|FYDLSSKYYQTIGNH', 'PSMD13|phospho|Y163|Q9UNM6|human|YDLSSKYYQTIGNHA']NA



['NCKIPSD|phospho|Y161|Q9NZQ3|human|LGADGGLYQIPLPSS']NA

['MDH2|phospho|Y161|P40926|human|VFKKHGVYNPNKIFG']NA

['BARX1|phospho|Y161|Q9HBU1|human|QLQVKTWYQNRRMKW']NA

['CGI-38|phospho|Y160|Q9BW30|human|DILDDSGYVSAYKNA']NA

['Plakophilin 1|phospho|Y160|Q13835|human|SRSEPDLYCDPRGTL']NA

['afadin|phospho|Y1480|P55196|human|IERRDLQYITVSKEE']NA

['RbBP2|phospho|Y148|P29375|human|KVGSRLGYLPGKGTG']NA

['FOXJ1|phospho|Y148|Q92949|human|KITLSAIYKWITDNF']NA

NA NA

['MYH8|phospho|Y1463|P13535|human|LSEWKQKYEETQAEL']NA

['ZFP42|phospho|Y146|Q8WXE2|human|NSLEYSEYMTGKKLP']NA

NA NA

["snRNP A'|phospho|Y137|P09661|human|HYRLYVIYKVPQVRV"]NA

['ARID1B|phospho|Y1367|Q8NFD5|human|KRHMDGMYGPPAKRH']NA

['SNIP|phospho|Y136|Q9C0H9|human|IYRKEPLYAAFPGSH']NA

['PPARA|phospho|Y136|Q07869|human|TIRLKLVYDKCDRSC']NA

['HAPIP|phospho|Y1351|O60229|human|FLKELEKYEQLPEDV']NA

['ITGB4|phospho|Y1257|P16144|human|ITAYEVCYGLVNDDN']NA

NA NA

['B-CK|phospho|Y125|P12277|human|GDDLDPNYVLSSRVR', 'M-CK|phospho|Y125|P06732|human|GDDLDPNYVLSSRVR']NA

['RPL19|phospho|Y124|P84098|human|RHMYHSLYLKVKGNV']NA

['LXR-beta|phospho|Y123|P55055|human|VRGGARRYACRGGGT']NA

['HER3|phospho|Y1219|Q62799|rat|GSLEELGYEYMDVGS']NA

['VTI1B|phospho|Y115|Q9UEU0|human|GDMKYGIYAVENEHM']NA

['Plakophilin 4|phospho|Y1143|Q99569|human|PHSYEDPYFDDRVHF']NA

['TBX5|phospho|Y114|Q99593|human|VPADDHRYKFADNKW']NA

['RENT1|phospho|Y114|Q92900|human|EDEEDTYYTKDLPIH']NA

['ITPA|phospho|Y113|Q9BY32|human|GFEDKSAYALCTFAL']NA

['THBS1|phospho|Y1126|P07996|human|GFIRVVMYEGKKIMA']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['CD28|phospho|Y191|P10747|human|SRLLHSDYMNMTPRR']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA



NA NA

['NCK1|phospho|Y105|P16333|human|VDPGERLYDLNMPAY']NA

['COPS6|phospho|Y105|Q7L5N1|human|IIIDKEYYYTKEEQF', 'COPS6|phospho|Y106|Q7L5N1|human|IIDKEYYYTKEEQFK']NA

['UNC13B|phospho|Y1047|O14795|human|VKWLHNEYVRDLPVL']NA

['Erbin|phospho|Y1042|Q96RT1|human|NVRANTAYHLHQRLG']NA

['ATIC|phospho|Y104|P31939|human|RVVACNLYPFVKTVA']NA

['UNC13B|phospho|Y1033|O14795|human|HLCKSADYMNLHFKV']NA

NA NA

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['TRXR1|phospho|Y11|Q16881|human|PEDLPKSYDYDLIII']NA

['CDK6|phospho|Y13|Q00534|human|LCRADQQYECVAEIG']NA

['RPL12|phospho|Y14|P30050|human|PNEIKVVYLRCTGGE']NA

['PTP1B|phospho|Y20|P18031|human|SGSWAAIYQDIRHEA']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['piccolo|phospho|Y4050|Q9Y6V0|human|EDPMEDPYELKLLKH']PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['IRS-2|phospho|Y632|Q9Y4H2|human|YHPYPEDYGDIEIGS']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['HER4|phospho|Y1284|Q15303|human|IVAENPEYLSEFSLK']PREDICTED

NA NA

NA PREDICTED

['FGFR3|phospho|Y647|P22607|human|RDVHNLDYYKKTTNG', 'FGFR3|phospho|Y648|P22607|human|DVHNLDYYKKTTNGR']PREDICTED

NA PREDICTED

['p73|phospho|Y99|O15350|human|SVPTHSPYAQPSSTF', 'p73 iso2|phospho|Y99|O15350-2|human|SVPTHSPYAQPSSTF']PREDICTED

['STAT6|phospho|Y641|P42226|human|MGKDGRGYVPATIKM']PREDICTED

['TrkB|phospho|Y701|Q63604|rat|FGMSRDVYSTDYYRV', 'TrkC|phospho|Y705|Q16288|human|FGMSRDVYSTDYYRL']PREDICTED

['DYRK1B|phospho|Y273|Q9Y463|human|LGQRIYQYIQSRFYR', 'DYRK1B|phospho|Y273|Q9Z188|mouse|LGQRIYQYIQSRFYR', 'DYRK1A|phospho|Y321|Q13627|human|LGQRIYQYIQSRFYR', 'DYRK1A|phospho|Y321|Q61214|mouse|LGQRIYQYIQSRFYR', 'DYRK1A|phospho|Y321|Q63470|rat|LGQRIYQYIQSRFYR']PREDICTED

['Gab1|phospho|Y589|Q13480|human|SHDSEENYVPMNPNL', 'Gab1|phospho|Y590|Q9QYY0|mouse|SHDSEENYVPMNPNL']PREDICTED

NA PREDICTED

['FGFR1|phospho|Y560|AAB54274|rat|RDIHHIDYYKKTTNG', 'FGFR1|phospho|Y561|AAB54274|rat|DIHHIDYYKKTTNGR', 'FGFR1|phospho|Y653|P11362|human|RDIHHIDYYKKTTNG', 'FGFR1|phospho|Y654|P11362|human|DIHHIDYYKKTTNGR']PREDICTED

['ITGB3|phospho|Y773|P05106|human|DTANNPLYKEATSTF']PREDICTED

['InsR iso2|phospho|Y1343|P06213-2|human|SLGFKRSYEEHIPYT', 'InsR|phospho|Y1355|P06213|human|SLGFKRSYEEHIPYT']PREDICTED

['gelsolin|phospho|Y409|P06396|human|TDGLGLSYLSSHIAN']PREDICTED

['gelsolin|phospho|Y86|P06396|human|VPVPTNLYGDFFTGD']PREDICTED

['Ret|phospho|Y1015|P07949|human|MMVKRRDYLDLAAST']PREDICTED

['Ret|phospho|Y687|P07949|human|AQAFPVSYSSSGARR']PREDICTED

['FAK|phospho|Y861|Q05397|human|PIGNQHIYQPVGKPD']PREDICTED

['ADAM15|phospho|Y715|Q13444|human|LVMLGASYWYRARLH']PREDICTED

['LILRB1|phospho|Y533|Q8NHL6|human|DAQEENLYAAVKHTQ']PREDICTED

['Dok1|phospho|Y362|Q99704|human|DPKEDPIYDEPEGLA']PREDICTED



NA NA

['Shc1 iso2|phospho|Y317|P29353-2|human|ELFDDPSYVNVQNLD', 'Shc1|phospho|Y427|P29353|human|ELFDDPSYVNVQNLD']PREDICTED

NA PREDICTED

['HSP70RY|phospho|Y89|P34932|human|AEKSNLAYDIVQLPT']NA

['SIT|phospho|Y95|Q9Y3P8|human|PLYGNLHYLQTGRLS']NA

['emerin|phospho|Y99|P50402|human|DDYYEESYFTTRTYG']NA

['PSMB4|phospho|Y102|P28070|human|MLGASGDYADFQYLK']NA

['RPL31|phospho|Y108|P62899|human|KLYTLVTYVPVTTFK']NA

['TBC1D1|phospho|Y113|Q86TI0|human|HNSHDPSYFACLIKE']NA

['"actin, beta"|phospho|Y218|P70514|mouse|DIKEKLCYVALDFEQ', '"actin, beta"|phospho|Y218|P60709|human|DIKEKLCYVALDFEQ', '"actin, gamma 1"|phospho|Y218|P63261|human|DIKEKLCYVALDFEQ', '"actin, alpha 1"|phospho|Y220|P68133|human|DIKEKLCYVALDFEN']NA

['endofin|phospho|Y221|Q7Z3T8|human|TLSDSYNYSGTENLK']NA

['EMAP-4|phospho|Y226|Q9HC35|human|IINQEGEYIKMFMRG']NA

['KIAA0711|phospho|Y237|O94819|human|QLSLANCYEVLSAAK']NA

['LDH-B|phospho|Y239|P07195|human|KMVVESAYEVIKLKG']NA

['ZAP70|phospho|Y248|P43403|human|LKADGLIYCLKEACP']NA

['IMPDH2|phospho|Y400|P12268|human|TTEAPGEYFFSDGIR']NA

['abLIM|phospho|Y410|O14639|human|LITYEPFYTSGYDDK']NA

['vigilin|phospho|Y437|Q00341|human|DLINRMDYVEINIDH']NA

['EHD4|phospho|Y456|Q9H223|human|PVYDELFYTLSPING']NA

['ZNF272|phospho|Y476|Q14592|human|IHTGEKPYECVECGK', 'ZNF264|phospho|Y483|O43296|human|IHTGEKPYECVECGK']NA

['ZAP70|phospho|Y492|P43403|human|ALGADDSYYTARSAG', 'ZAP70|phospho|Y492|P43404|mouse|LGADDSYYTARSAGK', 'ZAP70|phospho|Y493|P43403|human|LGADDSYYTARSAGK']PREDICTED

NA NA

['PXN|phospho|Y118|Q8VI37|mouse|AGEEEHVYSFPNKQK', 'PXN|phospho|Y118|P49023-2|human|VGEEEHVYSFPNKQK', 'PXN|phospho|Y140|XP_341094|rat|AGEEEHVYSFPNKQK']PREDICTED

NA NA

['SMS|phospho|Y147|P52788|human|VYDEDSPYQNIKILH']NA

['Hrs|phospho|Y216|O14964|human|VRVCEPCYEQLNRKA']NA

['ACTN1|phospho|Y246|P12814|human|MTYVSSFYHAFSGAQ', 'ACTN4|phospho|Y266|P57780|mouse|MTYVSSFYHAFSGAQ']NA

['ALK|phospho|Y1078|Q9UM73|human|MELQSPEYKLSKLRT']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

['EphA3|phospho|Y596|P29320|human|KLPGLRTYVDPHTYE']PREDICTED

['STAT2|phospho|Y690|P52630|human|NLQERRKYLKHRLIV']PREDICTED

['DDR1|phospho|Y796|Q08345|human|RNLYAGDYYRVQGRA', 'DDR1|phospho|Y797|Q08345|human|NLYAGDYYRVQGRAV']PREDICTED

['LAT iso2|phospho|Y171|O43561-2|human|SMESIDDYVNVPESG']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['IFIT3|phospho|Y208|O14879|human|ELSPDNQYVKVLLGL']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['SSRP1|phospho|Y438|Q08945|human|KEGMNPSYDEYADSD']PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

['CENTB2|phospho|Y750|Q15057|human|GQPGDETYQDIFRDF']NA

['CLH-17|phospho|Y898|Q00610|human|RFLRENPYYDSRVVG', 'CLH-17|phospho|Y910|Q80U89|mouse|FLRENPYYDSRVVGK']NA



['PCDH1|phospho|Y995|Q8CFX3|mouse|TSTGSEQYSDYSYRT']NA

['talin 1|phospho|Y1116|P26039|mouse|IAQGNENYAGIAARD']PREDICTED

NA NA

NA NA

NA NA

NA NA

['CPD|phospho|Y520|O75976|human|LRRFANEYPNITRLY']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['IRS-2|phospho|Y766|Q9Y4H2|human|KLLPNGDYLNVSPSD']NA

['ALK1|phospho|Y375|P37023|human|PRVGTKRYMAPEVLD', 'BMPR1A|phospho|Y407|P36894|human|TRVGTKRYMAPEVLD']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['HER2|phospho|Y1248|P04626|human|PTAENPEYLGLDVPV', 'HER2|phospho|Y1250|P06494|rat|PTAENPEYLGLDVPV']PREDICTED

NA NA

['HS1|phospho|Y198|P14317|human|AKGFGGQYGIQKDRV']NA

['LPP|phospho|Y296|Q93052|human|YAPNQGRYYEGYYAA', 'LPP|phospho|Y297|Q93052|human|APNQGRYYEGYYAAG']NA

['VEGFR-2|phospho|Y1175|P35968|human|AQQDGKDYIVLPISE']NA

NA NA

['HER2|phospho|Y1221|P04626|human|SPAFDNLYYWDQDPP', 'HER2|phospho|Y1222|P04626|human|PAFDNLYYWDQDPPE']PREDICTED



['HER2|phospho|Y923|P04626|human|MTFGAKPYDGIPARE']NA

['FHIT|phospho|Y113|P49789|human|FHRNDSIYEELQKHD']NA

['IGF1R|phospho|Y1280|P08069|human|GFREVSFYYSEENKL', 'IGF1R|phospho|Y1281|P08069|human|FREVSFYYSEENKLP']NA

['FLT3|phospho|Y597|P36888|human|FYVDFREYEYDLKWE']NA

['IGF1R|phospho|Y1280|P08069|human|GFREVSFYYSEENKL', 'IGF1R|phospho|Y1281|P08069|human|FREVSFYYSEENKLP']NA

['PLCG2|phospho|Y1197|P16885|human|LESEEELYSSCRQLR', 'PLCG2|phospho|Y1197|P24135|rat|LESEEELYSSCRQLR']NA

NA NA

['MYPT1|phospho|Y911|O14974|human|LLGRSGSYSYLEERK']NA

['Jak3|phospho|Y980|P52333|human|LLPLDKDYYVVREPG', 'Jak3|phospho|Y981|P52333|human|LPLDKDYYVVREPGQ']PREDICTED

NA NA

['Syk|phospho|Y519|P48025|mouse|ALRADENYYKAQTHG', 'Syk|phospho|Y520|P48025|mouse|LRADENYYKAQTHGK', 'Syk|phospho|Y525|P43405|human|ALRADENYYKAQTHG', 'Syk|phospho|Y526|P43405|human|LRADENYYKAQTHGK']NA

['Abl|phospho|Y134|P00519-2|human|QGWVPSNYITPVNSL', 'Arg|phospho|Y161|P42684|human|QGWVPSNYITPVNSL']NA

['SHP-1|phospho|Y536|P29350|human|QKGQESEYGNITYPP', 'SHP-1|phospho|Y536|P29351|mouse|QKGQESEYGNITYPP']NA

['Neu3|phospho|Y346|Q9UQ49|human|QRVDLGIYLNQTPLE']NA

['SCAMP3|phospho|Y41|O14828|human|QYATRDVYNPFETRE']NA

['EGFR|phospho|Y978|P00533|human|MARDPQRYLVIQGDE']NA

NA NA

['Fyn|phospho|Y39|P06241|human|TDPTPQHYPSFGVTS']NA

['Syk|phospho|Y346|P48025|mouse|TEVYESPYADPEEIR', 'Syk|phospho|Y346|Q64725|rat|TEVYESPYADPEEIR', 'Syk|phospho|Y352|P43405|human|TEVYESPYADPEEIR']NA

['Grb2|phospho|Y209|P62993|human|TGMFPRNYVTPVNRN']NA

['leupaxin|phospho|Y22|O60711|human|TLQDSDEYSNPAPLP']NA

['afadin|phospho|Y1213|P55196|human|TQTYTREYFTFPASK']NA

['CD19|phospho|Y493|P25918|mouse|SSLGSQSYEDMRGIL', 'CD19|phospho|Y500|P15391|human|TSLGSQSYEDMRGIL']NA

['ACTN1|phospho|Y193|P12814|human|HRPELIDYGKLRKDD']NA

['SAHH|phospho|Y192|P23526|human|KSKFDNLYGCRESLI']NA

['UGT2B10|phospho|Y192|P36537|human|GFIFPPSYVPVVMSK']NA

['Cdb3|phospho|Y191|Q9Y5E6|human|SRRDGRKYPELVLDK']NA

['SFRS6|phospho|Y191|Q13247|human|RTSHRRSYSGSRSRS']NA

['desmoplakin 3|phospho|Y19|P14923|human|VTEWQQTYTYDSGIH']NA

['MCCC1|phospho|Y181|Q96RQ3|human|GVPVVEGYHGEDQSD']NA

['coronin 1A|phospho|Y180|P31146|human|EVHPDTIYSVDWSRD']NA

['elongin C|phospho|Y18|Q15369|human|CEGPDAMYVKLISSD']NA

['PLEKHC1|phospho|Y179|Q96AC1|human|TPGSGSIYSSPGLYS']NA

['ZAP70|phospho|Y178|P43403|human|EEAERKLYSGAQTDG']NA

['HS6ST1|phospho|Y178|O60243|human|LRTPRKFYYITLLRD']NA

['PSMB5|phospho|Y165|P28074|human|DLARRAIYQATYRDA']NA

['afadin|phospho|Y1639|P55196|human|KRRQEEGYYSRLEAE', 'afadin|phospho|Y1640|P55196|human|RRQEEGYYSRLEAER']NA

['albumin|phospho|Y164|P02768|human|TFLKKYLYEIARRHP']NA

['GATA6|phospho|Y164|Q92908|human|MGGREPQYSSLSAAR']NA

['EFS|phospho|Y163|O43281|human|RVPSSGPYDCPASFS']NA

['BCAP|phospho|Y163|Q6ZUJ8|human|EDEKVVSYSKQQNLP']NA

['BCoR|phospho|Y1527|Q9H233|human|ADPTLATYSGRTIMK']NA

['ITGB4 iso2|phospho|Y1440|P16144-2|human|STTLPRDYSTLTSVS', 'ITGB4|phospho|Y1510|P16144|human|STTLPRDYSTLTSVS']NA

['SLIT2|phospho|Y1502|O94813|human|LRSKRRKYSFECTDG']NA

['TrpC3|phospho|Y150|Q13507|human|QDDDFYAYDEDGTRF']NA

['SCN5A|phospho|Y1494|Q14524|human|MTEEQKKYYNAMKKL', 'SCN5A|phospho|Y1495|Q14524|human|TEEQKKYYNAMKKLG']NA

['E2A|phospho|Y149|P15923|human|GMKGTSQYYPSYSGS', 'E2A|phospho|Y150|P15923|human|MKGTSQYYPSYSGSS']NA

['RICS|phospho|Y1401|O94820|human|PRANVTGYFSPNDHN']NA

['CCDC50|phospho|Y140|Q8IVM0-2|human|EFPATRAYADSYYYE', 'CCDC50 iso2|phospho|Y140|Q8IVM0|human|EFPATRAYADSYYYE']NA

['CYLC2|phospho|Y14|Q14093|human|QRVNFGPYDNYIPVS']NA

['GIMAP1|phospho|Y14|Q8WWP7|human|ATDEENVYGLEENAQ']NA

['SNAP23|phospho|Y139|O00161|human|TGAASGGYIKRITND']NA



['Src iso2|phospho|Y138|AAH39953|mouse|TGYIPSNYVAPSDSI']NA

['IL12A|phospho|Y128|P29459|human|ALCLSSIYEDLKMYQ']NA

['hnRNP I|phospho|Y127|P26599|human|VLRGQPIYIQFSNHK']NA

['talin 1|phospho|Y127|Q9Y490|human|GITNHDEYSLVRELM']NA

['Rictor|phospho|Y1269|Q6R327|human|KTIKTSHYLTPQSNH']NA

['FLNA|phospho|Y1260|P21333|human|DTSGVQCYGPGIEGQ']NA

['NEBL|phospho|Y126|O76041|human|QLQSEVAYKQKHDAA']NA

['CENTD2|phospho|Y431|Q4LDD5|human|RARLSSAYLLGVPGS']NA

['Erbin|phospho|Y1164|Q96RT1|human|MSVSDFNYSRTSPSK']NA

['TREM1|phospho|Y116|Q9NP99|human|GLYQCVIYQPPKEPH']NA

['HER3|phospho|Y1159|P21860|human|EEEDVNGYVMPDTHL']NA

['ARHGEF5|phospho|Y1154|Q6ZML7|human|SQLLYQEYSDVVLNK']NA

['moesin|phospho|Y115|P26038|human|GILNDDIYCPPETAV']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['VAV1|phospho|Y826|P15498|human|GWWRGEIYGRVGWFP']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['ZNF91|phospho|Y1078|Q05481|human|IHTREKPYKCEECGK']NA

['GCET2|phospho|Y106|Q8N6F7|human|SGNSAEEYYENVPCK', 'GCET2|phospho|Y107|Q8N6F7|human|GNSAEEYYENVPCKA']NA

['EEF1E1|phospho|Y107|O43324|human|SYLEDKVYLTGYNFT']NA

['POLR1B|phospho|Y1062|Q9H9Y6|human|SVPYVFRYFVAELAA']NA

['NAALADL2|phospho|Y106|Q58DX5|human|RLQEESDYITHYTRS']NA

['CLASP2|phospho|Y1054|O75122|human|RDYNPYNYSDSISPF']NA

['FRK|phospho|Y497|P42685|human|YFETDSSYSDANNFI']NA

NA NA

NA NA

NA NA

['TIRAP|phospho|Y106|P58753|human|AAQDLVSYLEGSTAS', 'CR2|phospho|Y108|P20023|human|KIRGSTPYRHGDSVT', 'GSTP1|phospho|Y108|P09211|human|CKYISLIYTNYEAGK', 'OSTF1|phospho|Y111|Q92882|human|KAGSTALYWACHGGH', 'Max|phospho|Y123|P61244|human|PSSDNSLYTNAKGST', 'PKR|phospho|Y142|P19525|human|CKMGQKEYSIGTGST', 'UBE2M|phospho|Y172|P61081|human|QRSMRGGYIGSTYFE', 'UBE2M|phospho|Y177|P61081|human|GGYIGSTYFERCLK_', 'ALDH3A1|phospho|Y186|P30838|human|ERFDHILYTGSTGVG', 'ZAN|phospho|Y187|Q9Y493|human|GTRGSTAYLDIALDA', 'epsin 2 iso2|phospho|Y196|O95208-2|human|AGGSPASYHGSTSPR', 'GSTP1|phospho|Y198|P09211|human|AFLASPEYVNLPING', 'GSTM1|phospho|Y22|P09488|human|AIRLLLEYTDSSYEE', 'GSTM4|phospho|Y22|Q03013|human|AIRLLLEYTDSSYEE', 'GSTO1|phospho|Y239|P78417|human|NSPEACDYGL_____', 'GSTM1|phospho|Y27|P10649|mouse|LEYTDSSYDEKRYTM', 'DNAH8|phospho|Y2715|Q5T2M3|human|DKRIGSTYGPPGGRK', 'FGA|phospho|Y277|P02671|human|TRGGSTSYGTGSETE', 'PEX14|phospho|Y290|O75381|human|PEGSTVTYHLLGPQE', 'GSTP1|phospho|Y3|P09211|human|_____PPYTVVYFPV', 'TitinPREDICTED

NA NA

NA NA

['TIRAP|phospho|Y106|P58753|human|AAQDLVSYLEGSTAS', 'CR2|phospho|Y108|P20023|human|KIRGSTPYRHGDSVT', 'GSTP1|phospho|Y108|P09211|human|CKYISLIYTNYEAGK', 'OSTF1|phospho|Y111|Q92882|human|KAGSTALYWACHGGH', 'Max|phospho|Y123|P61244|human|PSSDNSLYTNAKGST', 'PKR|phospho|Y142|P19525|human|CKMGQKEYSIGTGST', 'UBE2M|phospho|Y172|P61081|human|QRSMRGGYIGSTYFE', 'UBE2M|phospho|Y177|P61081|human|GGYIGSTYFERCLK_', 'ALDH3A1|phospho|Y186|P30838|human|ERFDHILYTGSTGVG', 'ZAN|phospho|Y187|Q9Y493|human|GTRGSTAYLDIALDA', 'epsin 2 iso2|phospho|Y196|O95208-2|human|AGGSPASYHGSTSPR', 'GSTP1|phospho|Y198|P09211|human|AFLASPEYVNLPING', 'GSTM1|phospho|Y22|P09488|human|AIRLLLEYTDSSYEE', 'GSTM4|phospho|Y22|Q03013|human|AIRLLLEYTDSSYEE', 'GSTO1|phospho|Y239|P78417|human|NSPEACDYGL_____', 'GSTM1|phospho|Y27|P10649|mouse|LEYTDSSYDEKRYTM', 'DNAH8|phospho|Y2715|Q5T2M3|human|DKRIGSTYGPPGGRK', 'FGA|phospho|Y277|P02671|human|TRGGSTSYGTGSETE', 'PEX14|phospho|Y290|O75381|human|PEGSTVTYHLLGPQE', 'GSTP1|phospho|Y3|P09211|human|_____PPYTVVYFPV', 'TitinPREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['YY1|phospho|Y251|P25490|human|GENSPPDYSEYMTGK']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['FLNC|phospho|Y1303|Q14315|human|SGAKTDTYVTDNGDG']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['DBNL|phospho|Y224|Q9UJU6|human|AARREQRYQEQGGEA']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['ATG3|phospho|Y111|Q9NT62|human|DGGWVDTYHNTGITG']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['RNASEH1|phospho|Y114|O60930|human|GHESAEPYAKHMKPS']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['WDR48|phospho|Y386|Q8TAF3|human|DTNNNVAYWDVLKAC']PREDICTED

NA PREDICTED

['Nedd4-BP2|phospho|Y1244|Q86UW6|human|NSQEELLYSSKQSFP']PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['DYRK1A|phospho|Y159|Q13627|human|GEKWMDRYEIDSLIG']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['P130Cas|phospho|Y670|Q61140|mouse|GWMEDYDYVHLQGKE', 'P130Cas|phospho|Y764|Q63767|rat|GWMEDYDYVHLQGKE']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['Kv1.3|phospho|Y135|P22001|human|FSEEIRFYQLGEEAM']PREDICTED

NA NA

['VEGFR-1|phospho|Y1327|P17948|human|CCSPPPDYNSVVLYS']PREDICTED

['FABP3|phospho|Y19|P07483|rat|DSKNFDDYMKSLGVG']PREDICTED

NA PREDICTED

['ITGB1|phospho|Y783|P09055|mouse|DTGENPIYKSAVTTV', 'ITGB1|phospho|Y783|P05556|human|DTGENPIYKSAVTTV']PREDICTED

['STAT4|phospho|Y693|Q14765|human|TERGDKGYVPSVFIP', 'STAT4|phospho|Y694|P42228|mouse|TERGDKGYVPSVFIP']PREDICTED

NA PREDICTED

NA PREDICTED

['Gab1|phospho|Y242|Q13480|human|FFQQQMIYDSPPSRA']PREDICTED

['CSK|phospho|Y416|P41240|human|DGCPPAVYEVMKNCW']PREDICTED

NA PREDICTED

['CSFR|phospho|Y809|P07333|human|DIMNDSNYIVKGNAR']PREDICTED

NA PREDICTED

['RGS16|phospho|Y168|O15492|human|TLMEKDSYPRFLKSP']PREDICTED

['PDK1|phospho|Y9|O15530|human|ARTTSQLYDAVPIQS']PREDICTED

NA PREDICTED

['SLC4A1|phospho|Y904|P02730|human|EEEGRDEYDEVAMPV']PREDICTED

['PXN|phospho|Y31|P49023-2|human|FLSEETPYSYPTGNH']PREDICTED

['VAV2|phospho|Y142|P52735|human|TENDDDVYRSLEELA']PREDICTED

['PIK3R1|phospho|Y607|P27986|human|NENTEDQYSLVEDDE', 'PIK3R1|phospho|Y607|P26450|mouse|NENTEDQYSLVEDDE']PREDICTED

['PDGFRa|phospho|Y574|P16234|human|PDGHEYIYVDPMQLP', 'PDGFRb|phospho|Y581|P09619|human|SDGHEYIYVDPMQLP']PREDICTED

NA NA

['PDGFRb|phospho|Y763|P09619|human|DMKGDVKYADIESSN']PREDICTED

['PDGFRb|phospho|Y856|P05622|mouse|DIMRDSNYISKGSTY', 'PDGFRb|phospho|Y857|P09619|human|DIMRDSNYISKGSTF']PREDICTED

['SF3B4|phospho|Y56|Q15427|human|VTGQHQGYGFVEFLS']NA

['SHP-2|phospho|Y62|Q06124|human|KIQNTGDYYDLYGGE', 'SHP-2|phospho|Y62|P35235|mouse|KIQNTGDYYDLYGGE', 'SHP-2|phospho|Y63|Q06124|human|IQNTGDYYDLYGGEK']NA

['DJ-1|phospho|Y67|Q99497|human|DAKKEGPYDVVVLPG']NA

['NSBP1|phospho|Y76|P82970|human|EAVVEEDYNENAKNG']NA

['sid2057|phospho|Y84|O00193|human|NEELESQYQQSMDSK']NA

['emerin|phospho|Y85|P50402|human|KKEDALLYQSKGYND']NA

['RBM4|phospho|Y190|Q9BWF3|human|VADLTEQYNEQYGAV']NA

['VDAC-1|phospho|Y194|P21796|human|TEFGGSIYQKVNKKL']NA

['RAMA1|phospho|Y280|Q8IX90|human|LEKSDAEYTNSPLVP']NA

['RNPS1|phospho|Y205|Q15287|human|HPHLSKGYAYVEFEN']NA

['DOCK2|phospho|Y221|Q92608|human|MSKDQPDYAMYSRIS']NA

['GSK3B|phospho|Y216|P49841|human|RGEPNVSYICSRYYR', 'GSK3B|phospho|Y216|P18266|rat|RGEPNVSYICSRYYR', 'GSK3B|phospho|Y216|Q9WV60|mouse|RGEPNVSYICSRYYR', 'GSK3A|phospho|Y279|P49840|human|RGEPNVSYICSRYYR', 'GSK3A|phospho|Y279|P18265|rat|RGEPNVSYICSRYYR', 'GSK3A|phospho|Y279|NP_001026837|mouse|RGEPNVSYICSRYYR']PREDICTED

['FIP1L1|phospho|Y426|Q6UN15|human|RSARAFPYGNVAFPH']NA



['"tubulin, alpha, ubiquitous"|phospho|Y357|P68363|human|GFKVGINYQPPTVVP', '"tubulin, alpha-1"|phospho|Y357|P68366|human|GFKVGINYQPPTVVP', '"tubulin, alpha-2"|phospho|Y357|Q13748|human|GFKVGINYQPPTVVP', '"tubulin, alpha-6"|phospho|Y357|Q9BQE3|human|GFKVGINYQPPTVVP']NA

['TGM2|phospho|Y369|P21980|human|QEKSEGTYCCGPVPV']NA

['HDJ2|phospho|Y381|P31689|human|RHYNGEAYEDDEHHP']NA

['UDPase|phospho|Y385|Q9Y227|human|QQNGQTIYLRGTGDF']NA

['C9orf10|phospho|Y395|Q9NZB2|human|PGQGPYPYSLSEPAP']NA

NA NA

['FAF-X|phospho|Y2533|Q93008|human|GQRAQENYEGSEEVS']NA

['Rin1|phospho|Y36|Q13671|human|KPAQDPLYDVPNASG']NA

['FLJ20054|phospho|Y39|Q9NXU2|human|HKENEEDYGTCSSSV']NA

['FLJ20054|phospho|Y48|Q9NXU2|human|TCSSSVQYTPVYKLH']NA

['Nice-4|phospho|Y834|Q9BTU3|human|QTRFPLDYYSIPFPT', 'Nice-4 iso2|phospho|Y834|Q14157|human|QTRFPLDYYSIPFPT', 'Nice-4|phospho|Y835|Q9BTU3|human|TRFPLDYYSIPFPTP', 'Nice-4 iso2|phospho|Y835|Q14157|human|TRFPLDYYSIPFPTP', 'Nice-4|phospho|Y855|Q8K102|mouse|TRFPLDYYSIPFPTP']NA

['DDX3|phospho|Y103|O00571|human|DDRGRSDYDGIGSRG']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['RSK2|phospho|Y547|P51812|human|LKPSNILYVDESGNP']PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['Bcr|phospho|Y246|P11274|human|SCGVDGDYEDAELNP']PREDICTED

NA PREDICTED

['IRS-2|phospho|Y653|Q9Y4H2|human|NLGADDGYMPMTPGA']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['CD34|phospho|Y326|Q64314|mouse|ERLGEDPYYTENGGG', 'CD34|phospho|Y330|P28906|human|RLGEDPYYTENGGGQ']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['GALNT2|phospho|Y408|Q10471|human|PSARNVPYGNIQSRL']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

['TCF20|phospho|Y548|Q9UGU0|human|STSSDTTYKGGASEK']NA

['Ack|phospho|Y518|Q07912|human|GGVKKPTYDPVSEDQ']NA

NA NA

['anillin|phospho|Y666|Q8K298|mouse|SEDRDLLYSIDAYRS']NA

['Fer|phospho|Y715|P70451|mouse|RQEDGGVYSSSGLKQ']PREDICTED

NA NA

['DSC1|phospho|Y34|Q08554|human|CDACQKVYLRVPSHL']NA

NA NA

NA NA

NA NA

['PXN|phospho|Y40|P49024|chicken|YPTGNHTYQEIAVPP', 'PXN|phospho|Y40|Q8VI37|mouse|YPTGNHTYQEIAVPP']PREDICTED

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['CD3Z|phospho|Y153|P20963|human|STATKDTYDALHMQA']PREDICTED



['CD3Z|phospho|Y153|P20963|human|STATKDTYDALHMQA']PREDICTED

NA NA

NA NA

['EGFR|phospho|Y1091|Q9QX70|rat|TFLPVPEYINQSVPK', 'EGFR|phospho|Y1092|P00533|human|TFLPVPEYINQSVPK']PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['Hcn2|phospho|Y476|O88703|mouse|FRQKIHDYYEHRYQG']PREDICTED

NA PREDICTED

['HOOK3|phospho|Y347|Q86VS8|human|LEEKNTMYMQNTVSL']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA NA

NA NA

NA NA

NA NA

['Bcr|phospho|Y177|P11274|human|ADAEKPFYVNVEFHH']NA

['A2LP|phospho|Y309|Q8WWM5|human|EIESSPQYRLRIAME']NA

['IKK-beta|phospho|Y199|O14920|human|ELLEQQKYTVTVDYW']NA

['PIP5K|phospho|Y46|Q9Y2I7|human|EPPFKSAYSSFVNLF']NA

['KIRREL|phospho|Y724|Q96J84|human|ERTPYEAYDPIGKYA']NA

['Rad51|phospho|Y315|Q06609|human|ETRICKIYDSPCLPE']NA

['DYRK3|phospho|Y368|Q922Y0|mouse|EYQKLYTYIQSRFYR']NA

['PLCG1|phospho|Y472|P19174|human|KLAEGSAYEEVPTSM', 'PLCG1|phospho|Y472|P08487|cow|KLAEGSAYEEVPTSV']NA

NA PREDICTED

['Gab2|phospho|Y603|Q9Z1S8|mouse|KSTGSVDYLALDFQP', 'Gab2|phospho|Y614|Q9UQC2|human|KSTGSVDYLALDFQP']NA

['A2LP|phospho|Y349|Q8WWM5|human|LASREGKYIPLPQRV']NA

['SLAP-130|phospho|Y651|O15117|human|LDMGDEVYDDVDTSD']NA

['HER2|phospho|Y1005|P04626|human|SPLDSTFYRSLLEDD']NA

['IL-10R-A|phospho|Y496|Q13651|human|PPALAKGYLKQDPLE']NA

NA NA

['SHIP-2|phospho|Y1162|O15357|human|PRGLPSDYGRPLSFP']NA

['KIRREL|phospho|Y622|Q96J84|human|PSSRAVLYADYRAPG']NA

['Dok1|phospho|Y377|Q99704|human|PVPPQGLYDLPREPK']NA



['SLAM|phospho|Y307|Q13291|human|QDPCTTIYVAATEPV', 'SLAM|phospho|Y315|Q9QUM4|mouse|QDPCTTIYVAATEPA']NA

NA NA

['Cbl|phospho|Y672|P22682|mouse|SSSANAIYSLAARPL', 'Cbl|phospho|Y674|P22681|human|SSSANAIYSLAARPL']NA

['Met|phospho|Y1347|P16056|mouse|STFIGEHYVHVNATY', 'Met|phospho|Y1349|P08581|human|STFIGEHYVHVNATY']NA

['MYPT1|phospho|Y901|O14974|human|STSAGDRYDSLLGRS']NA

['SIT|phospho|Y90|Q9Y3P8|human|SVEEVPLYGNLHYLQ']NA

['Abl|phospho|Y204|P00519-2|human|TASDGKLYVSSESRF', 'Abl|phospho|Y204|P00520-4|mouse|TASDGKLYVSSESRF']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['LMO7|phospho|Y185|Q8WWI1|human|RKAQSNPYYNGPHLN', 'LMO7|phospho|Y186|Q8WWI1|human|KAQSNPYYNGPHLNL']NA

['MYH1|phospho|Y1856|P12882|human|RKVKELTYQTEEDRK']NA

['PLEKHC1|phospho|Y185|Q96AC1|human|IYSSPGLYSKTMTPT']NA

NA NA

['IGF2R|phospho|Y1834|P11717|human|VTRDSRTYSVGVCTF']NA

['snRNP B1 iso4|phospho|Y182|Q9UIS4|human|PWGSSPTYGPRSTPS']NA

['SPTBN1 iso 2|phospho|Y17|Q8IX99|human|SGPLSPAYTGQVPYN']NA

NA NA

['MOR-1|phospho|Y166|P33535|rat|CTMSVDRYIAVCHPV']NA

['PPAP2A|phospho|Y168|O14494|human|KEGRLSFYSGHSSFS']NA

['ANKHD1|phospho|Y1661|Q8IWZ3|human|PNSLSTSYKTVSLPL', 'MASK-BP3|phospho|Y1661|Q8IWZ2|human|PNSLSTSYKTVSLPL']NA

['hnRNP A1|phospho|Y166|P09651|human|DKIVIQKYHTVNGHN']NA

['FOXJ1|phospho|Y157|Q92949|human|WITDNFCYFRHADPT']NA

['PTRF|phospho|Y156|Q9HAP4|human|RNFKVMIYQDEVKLP']NA

['Cdc37|phospho|Y155|Q16543|human|HKTFVEKYEKQIKHF']NA

['cortactin|phospho|Y154|Q14247|human|KHASQKDYSSGFGGK']NA

['MRPL38|phospho|Y154|Q96DV4|human|EDDLMPVYCGNEVTP']NA

['GAK|phospho|Y153|O14976|human|DTVLKIFYQTCRAVQ']NA

['PPIE|phospho|Y143|Q9UNP9|human|ARSNPQVYMDIKIGN']NA

['Dicer1|phospho|Y1428|Q9UPY3|human|APKEEADYEDDFLEY']NA

NA NA

['SKAP55|phospho|Y142|O15268|human|VSRGLFYYYANEKSK']NA

NA NA

['ARAP3|phospho|Y1404|Q8R5G7|mouse|PVYEEPVYEEVGAFP']NA

['PTPRF|phospho|Y1311|P10586|human|VEMRRLNYQTPGMRD']NA

['SH2D4A|phospho|Y131|Q9H788|human|SLKTKSQYHDLQAPD']NA

['CFTR|phospho|Y1307|P13569|human|FRKNLDPYEQWSDQE']NA

['Plakophilin 2|phospho|Y130|Q99959|human|WGRGTAQYSSQKSVE']NA

['Erbin|phospho|Y1293|Q96RT1|human|SREQLIDYLMLKVAH']NA

['Kv2.1|phospho|Y128|P15387|rat|YWGIDEIYLESCCQA']NA

['Dicer1|phospho|Y1194|Q9UPY3|human|CQGNQLNYYKQEIPV']NA

['Plakophilin 2|phospho|Y119|Q99959|human|KAGTTATYEGRWGRG']NA

['LAB|phospho|Y118|Q9GZY6|human|IDPIAMEYYNWGRFS', 'LAB|phospho|Y119|Q9GZY6|human|DPIAMEYYNWGRFSK']NA

['ZO2|phospho|Y1178|Q9UDY2|human|SEHSKRGYYGQSARY', 'ZO2|phospho|Y1179|Q9UDY2|human|EHSKRGYYGQSARYR']NA

['DYSF|phospho|Y1176|O75923|human|KDSFSDPYAIVSFLH']NA

['BCAR3|phospho|Y117|O75815|human|LLDPTVEYVKFSKER']NA

NA NA

NA NA

NA NA



NA PREDICTED

['WDR68|phospho|Y94|P61962|human|LLATSGDYLRVWRVG']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['FAK|phospho|Y397|Q05397|human|SVSETDDYAEIIDEE', 'FAK|phospho|Y397|O35346|rat|SVSETDDYAEIIDEE', 'FAK|phospho|Y397|Q00944|chicken|SVSETDDYAEIIDEE', 'FAK iso3|phospho|Y397|P34152-3|mouse|SVSETDDYAEIIDEE']PREDICTED

NA NA

NA NA

['IRS-1|phospho|Y460|P35570|rat|GEEELSNYICMGGKG']PREDICTED

NA PREDICTED

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['CNP|phospho|Y110|P09543|human|LDEDLAAYCRRRDIR']NA

['SEPT7|phospho|Y11|Q16181|human|QQKNLEGYVGFANLP']NA

['SgK223|phospho|Y109|Q86YV5|human|QEDAPVVYLGSFRGV']NA

['PARD3|phospho|Y1080|Q8TEW0|human|RQARERDYAEIQDFH']NA

NA NA

['CR2|phospho|Y108|P20023|human|KIRGSTPYRHGDSVT']NA

['ITGA2|phospho|Y1005|P17301|human|KEKNPLMYLTGVQTD']NA

['MAP4|phospho|Y1001|P27816|human|IVSKKVSYSHIQSKC']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['KDELC2|phospho|Y237|Q7Z4H8|human|LLPDLEFYVNLGDWP']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['MAGEA1|phospho|Y276|P43355|human|RALAETSYVKVLEYV']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['KIRREL|phospho|Y596|Q96J84|human|TIDTREEYEMKDPTN']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

['Nogo|phospho|Y718|Q9NQC3|human|PAPDFSDYSEMAKVE']PREDICTED

['SMAP-5|phospho|Y42|Q8NHE5|human|YSKQYAGYDYSQQGR']NA

['MDS024|phospho|Y44|Q9HC13|human|FASSQETYGKSPFWI']PREDICTED

['CGRP-RCP|phospho|Y47|O75575|human|QNLNTITYETLKYIS']NA

['SCAMP3|phospho|Y53|O14828|human|TREPPPAYEPPAPAP']NA

['UBE1|phospho|Y55|P22314|human|ADIDEGLYSRQLYVL']NA

['Lyn|phospho|Y192|P07948|human|RSLDNGGYYISPRIT', 'Lyn|phospho|Y193|P07948|human|SLDNGGYYISPRITF']NA

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['LOC148823|phospho|Y129|NP_660321|human|SCTHEHDYEVVFPH_']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['p47phox|phospho|Y48|P14598|human|YRRFTEIYEFHKTLK']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['Fer|phospho|Y715|P70451|mouse|RQEDGGVYSSSGLKQ']PREDICTED

['Raf1|phospho|Y340|P04049|human|RGQRDSSYYWEIEAS', 'Raf1|phospho|Y340|P05625|chicken|RGQRDSSYYWEIEAS', 'Raf1|phospho|Y340|Q99N57|mouse|RGQRDSSYYWEIEAS', 'Raf1|phospho|Y340|P11345|rat|RGQRDSSYYWEIEAS', 'Raf1|phospho|Y341|P04049|human|GQRDSSYYWEIEASE', 'Raf1|phospho|Y341|Q99N57|mouse|GQRDSSYYWEIEASE', 'Raf1|phospho|Y341|P05625|chicken|GQRDSSYYWEIEASE', 'Raf1|phospho|Y341|P11345|rat|GQRDSSYYWEIEASE']PREDICTED

NA PREDICTED

NA PREDICTED

['IRS-2|phospho|Y978|Q9Y4H2|human|QRSPLSDYMNLDFSS']PREDICTED

NA PREDICTED

['EphB1|phospho|Y778|P54762|human|DDTSDPTYTSSLGGK']PREDICTED

NA NA



['VEGFR-2|phospho|Y996|P35968|human|EEAPEDLYKDFLTLE']PREDICTED

['IRS-1|phospho|Y460|P35570|rat|GEEELSNYICMGGKG']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['EGFR|phospho|Y1016|P00533|human|DVVDADEYLIPQQGF', 'EGFR|phospho|Y1017|Q9QX70|rat|DVVDADEYLIPQQGF', 'EGFR|phospho|Y1018|Q01279|mouse|DVVDADEYLIPQQGF']PREDICTED

['EGFR|phospho|Y1197|P00533|human|STAENAEYLRVAPQS']PREDICTED

['HER2|phospho|Y1221|P04626|human|SPAFDNLYYWDQDPP', 'HER2|phospho|Y1222|P04626|human|PAFDNLYYWDQDPPE']PREDICTED

['FGFR4|phospho|Y754|P22455|human|LLAVSEEYLDLRLTF']PREDICTED

['CSFR|phospho|Y699|P07333|human|DPEGGVDYKNIHLEK']PREDICTED

['RasGAP|phospho|Y451|P50904|rat|TVDGKEIYNTIRRKT', 'RasGAP|phospho|Y457|P09851|cow|AVDGKEIYNTIRRKT']PREDICTED

['Cbl|phospho|Y774|P22681|human|SENEDDGYDVPKPPV']PREDICTED

NA PREDICTED

['ALK1|phospho|Y375|P37023|human|PRVGTKRYMAPEVLD', 'BMPR1A|phospho|Y407|P36894|human|TRVGTKRYMAPEVLD']PREDICTED

['WASP|phospho|Y290|P42768|human|AETSKLIYDFIEDQG', 'WASP|phospho|Y293|P70315|mouse|AETSKLIYDFIEDQG']PREDICTED

['JNK2|phospho|Y185|P45984|human|TNFMMTPYVVTRYYR', 'JNK2|phospho|Y185|Q9WTU6|mouse|TNFMMTPYVVTRYYR', 'JNK2|phospho|Y185|P49186|rat|TNFMMTPYVVTRYYR']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

['PDCD4|phospho|Y152|Q8TAR5|human|DDQENCVYETVVLPL']NA

['PSMA3|phospho|Y160|P25788|human|PSGVSYGYWGCAIGK']NA

['"actin, beta"|phospho|Y166|P70514|mouse|VTHTVPIYEGYALPH', '"actin, gamma 1"|phospho|Y166|P63261|human|VTHTVPIYEGYALPH']NA

['GBE1|phospho|Y173|Q04446|human|REGDNVNYDWIHWDP']NA

['oligoribonuclease|phospho|Y184|Q9Y3B8|human|RRWYPEEYEFAPKKA']NA

['HT014|phospho|Y188|Q9NRI8|human|HEVTICNYEASANPA']NA

['Cdc37|phospho|Y298|Q16543|human|GLDPVEVYESLPEEL']NA

['hnRNP F|phospho|Y306|P52597|human|KATENDIYNFFSPLN', 'hnRNP H|phospho|Y306|P31943|human|RATENDIYNFFSPLN', "hnRNP H'|phospho|Y306|P55795|human|RATENDIYNFFSPLN"]NA

['IPO7|phospho|Y311|O95373|human|LLKVLYQYKEKQYMA']NA

['ZAP70|phospho|Y315|P43403|human|MPMDTSVYESPYSDP']PREDICTED

['ZAP70|phospho|Y318|P43404|mouse|TSVYESPYSDPEELK', 'ZAP70|phospho|Y319|P43403|human|TSVYESPYSDPEELK']PREDICTED

['ZNF264|phospho|Y343|O43296|human|VHSGENPYECLECGK']NA

['RasGAP 3|phospho|Y765|Q60790|mouse|DGPEQEEYSTFVIDD']NA

['VCP|phospho|Y804|Q01853|mouse|EDNDDDLYG______', 'VCP|phospho|Y804|P55072|human|EDNDDDLYG______']NA

['ITSN2|phospho|Y858|Q9NZM3|human|QPASVTDYQNVSFSN']NA

['Erbin|phospho|Y981|Q96RT1|human|PPQYNIQYSSSAAVK']NA

['Erbin|phospho|Y1107|Q96RT1|human|PEGDYLSYREFHSAG']NA

['NuMA-1|phospho|Y1774|Q14980|human|VESLESLYFTPIPAR']NA

NA NA

['P130Cas|phospho|Y362|P56945|human|SPPAEDVYDVPPPAP']NA

['P130Cas|phospho|Y372|P56945|human|PPPAPDLYDVPPGLR', 'P130Cas|phospho|Y376|Q61140|mouse|PPPAPDLYDVPPGLR']NA

['Dok1|phospho|Y398|Q99704|human|ARVKEEGYELPYNPA']PREDICTED

['eIF3E|phospho|Y445|P60229|mouse|ATQDSGFY_______']NA

['DAL-1|phospho|Y479|Q9WV92|mouse|AEVGTGQYATTKGIS']NA

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['CrkL|phospho|Y127|P46109|human|TAEDNLEYVRTLYDF']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['talin 2|phospho|Y1665|Q9Y4G6|human|PGQRECDYSIDGINR']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['MTMR5|phospho|Y1529|O95248|human|TFLLDSDYERIELGL']PREDICTED

NA PREDICTED

NA PREDICTED

['hnRNP A0|phospho|Y180|Q13151|human|AVPKEDIYSGGGGGG']PREDICTED

NA PREDICTED

['SLC27A1|phospho|Y501|Q6PCB7|human|LVMDELGYMYFRDRS']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

['GCHFR|phospho|Y46|P30047|human|LGNNFYEYYVDDPPR']PREDICTED

['GPRC5C|phospho|Y387|Q9NQ84|human|KVPSEGAYDIILPRA']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA NA

NA NA

['CDK2|phospho|Y15|P97377|mouse|EKIGEGTYGVVYKAK', 'CDK2|phospho|Y15|P24941|human|EKIGEGTYGVVYKAR', 'CDK3|phospho|Y15|Q00526|human|EKIGEGTYGVVYKAK']PREDICTED

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['PDGFRa|phospho|Y574|P16234|human|PDGHEYIYVDPMQLP', 'PDGFRb|phospho|Y581|P09619|human|SDGHEYIYVDPMQLP']PREDICTED

['PDGFRa|phospho|Y742|P16234|human|KQADTTQYVPMLERK']NA

NA NA

NA NA

NA NA

['SREC|phospho|Y818|Q14162|human|ERQEEPEYENVVPIS']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['CD6|phospho|Y662|P30203|human|DSTDNDDYDDISAA_']NA

['VEGFR-1|phospho|Y1333|P17948|human|DYNSVVLYSTPPI__']NA

['LAB|phospho|Y136|Q9GZY6|human|EDDDANSYENVLICK']NA

['DAB1|phospho|Y198|P97318|mouse|EDVEDPVYQYIVFEA', 'DAB1|phospho|Y198|O75553|human|EDVEDPVYQYIVFEA', 'DAB1|phospho|Y198|Q8JH94|chicken|EDVEDPVYQYIVFEA']NA

['BLNK|phospho|Y96|Q8WV28|human|EENADDSYEPPPVEQ']NA

['PSMC1|phospho|Y439|P62191|human|EGTPEGLYL______']NA

['Rad51|phospho|Y54|Q06609|human|HTVEAVAYAPKKELI']NA

['HSHIN1|phospho|Y394|NP_955356|human|IEESRLLYEIQNRDE']NA

['CrkL|phospho|Y207|P46109|human|IPEPAHAYAQPQTTT']NA

['SOCS3|phospho|Y221|O14543|human|IREFLDQYDAPL___']NA

NA NA

['PKD1|phospho|Y432|Q15139|human|KEGWMVHYTSKDTLR']NA

['Lck|phospho|Y192|P06239|human|NLDNGGFYISPRITF']NA

['Fyn|phospho|Y30|P06241|human|NQSSGYRYGTDPTPQ']NA

['Jak2|phospho|Y813|Q62120|mouse|NSLFTPDYELLTEND', 'Jak2|phospho|Y813|O60674|human|NSLFTPDYELLTEND']NA

['Met|phospho|Y1365|P08581|human|NVKCVAPYPSLLSSE']NA

['EphB5|phospho|Y611|Q07497|chicken|TRGLGVKYYIDPSTY', 'EphB5|phospho|Y612|Q07497|chicken|RGLGVKYYIDPSTYE', 'EphB6|phospho|Y629|O15197|human|SPGLGVKYYIDPSTY', 'EphB6|phospho|Y630|O15197|human|PGLGVKYYIDPSTYE']NA

['PECAM-1|phospho|Y690|P16284|human|PLNSDVQYTEVQVSS']NA

['PKCT|phospho|Y90|Q04759|human|SETTVELYSLAERCR']NA

['ADRB2|phospho|Y326|P07550|human|SGFNPLIYCRSPDFR']NA

['P130Cas|phospho|Y128|P56945|human|SKAQQGLYQVPGPSP']NA

['Erbin|phospho|Y920|Q96RT1|human|SKSATLLYDQPLQVF']NA

NA NA

['Rad9|phospho|Y28|Q96C41|human|SRIGDELYLEPLEDG']NA

['Jak2|phospho|Y570|O60674|human|VRREVGDYGQLHETE']NA

['PPP2CA|phospho|Y307|P67775|human|VTRRTPDYFL_____', 'PPP2CA|phospho|Y307|P63331|rat|VTRRTPDYFL_____']NA

['Abl|phospho|Y251|P00520-4|mouse|IYGVSPNYDKWEMER', 'Abl|phospho|Y251|P00519-2|human|VYGVSPNYDKWEMER']NA

['FcRII-A|phospho|Y288|P12318|human|YETADGGYMTLNPRA', 'FcRII-C|phospho|Y294|P31995|human|YETADGGYMTLNPRA']NA

['CRYGC|phospho|Y62|P07315|human|YLLRRGEYPDYQQWM']NA

['3BP2|phospho|Y174|P78314|human|YPTDNEDYEHDDEDD']NA

['TIRAP|phospho|Y106|P58753|human|AAQDLVSYLEGSTAS', 'CR2|phospho|Y108|P20023|human|KIRGSTPYRHGDSVT', 'GSTP1|phospho|Y108|P09211|human|CKYISLIYTNYEAGK', 'OSTF1|phospho|Y111|Q92882|human|KAGSTALYWACHGGH', 'Max|phospho|Y123|P61244|human|PSSDNSLYTNAKGST', 'PKR|phospho|Y142|P19525|human|CKMGQKEYSIGTGST', 'UBE2M|phospho|Y172|P61081|human|QRSMRGGYIGSTYFE', 'UBE2M|phospho|Y177|P61081|human|GGYIGSTYFERCLK_', 'ALDH3A1|phospho|Y186|P30838|human|ERFDHILYTGSTGVG', 'ZAN|phospho|Y187|Q9Y493|human|GTRGSTAYLDIALDA', 'epsin 2 iso2|phospho|Y196|O95208-2|human|AGGSPASYHGSTSPR', 'GSTP1|phospho|Y198|P09211|human|AFLASPEYVNLPING', 'GSTM1|phospho|Y22|P09488|human|AIRLLLEYTDSSYEE', 'GSTM4|phospho|Y22|Q03013|human|AIRLLLEYTDSSYEE', 'GSTO1|phospho|Y239|P78417|human|NSPEACDYGL_____', 'GSTM1|phospho|Y27|P10649|mouse|LEYTDSSYDEKRYTM', 'DNAH8|phospho|Y2715|Q5T2M3|human|DKRIGSTYGPPGGRK', 'FGA|phospho|Y277|P02671|human|TRGGSTSYGTGSETE', 'PEX14|phospho|Y290|O75381|human|PEGSTVTYHLLGPQE', 'GSTP1|phospho|Y3|P09211|human|_____PPYTVVYFPV', 'TitinPREDICTED

NA NA

NA NA

['TIRAP|phospho|Y106|P58753|human|AAQDLVSYLEGSTAS', 'CR2|phospho|Y108|P20023|human|KIRGSTPYRHGDSVT', 'GSTP1|phospho|Y108|P09211|human|CKYISLIYTNYEAGK', 'OSTF1|phospho|Y111|Q92882|human|KAGSTALYWACHGGH', 'Max|phospho|Y123|P61244|human|PSSDNSLYTNAKGST', 'PKR|phospho|Y142|P19525|human|CKMGQKEYSIGTGST', 'UBE2M|phospho|Y172|P61081|human|QRSMRGGYIGSTYFE', 'UBE2M|phospho|Y177|P61081|human|GGYIGSTYFERCLK_', 'ALDH3A1|phospho|Y186|P30838|human|ERFDHILYTGSTGVG', 'ZAN|phospho|Y187|Q9Y493|human|GTRGSTAYLDIALDA', 'epsin 2 iso2|phospho|Y196|O95208-2|human|AGGSPASYHGSTSPR', 'GSTP1|phospho|Y198|P09211|human|AFLASPEYVNLPING', 'GSTM1|phospho|Y22|P09488|human|AIRLLLEYTDSSYEE', 'GSTM4|phospho|Y22|Q03013|human|AIRLLLEYTDSSYEE', 'GSTO1|phospho|Y239|P78417|human|NSPEACDYGL_____', 'GSTM1|phospho|Y27|P10649|mouse|LEYTDSSYDEKRYTM', 'DNAH8|phospho|Y2715|Q5T2M3|human|DKRIGSTYGPPGGRK', 'FGA|phospho|Y277|P02671|human|TRGGSTSYGTGSETE', 'PEX14|phospho|Y290|O75381|human|PEGSTVTYHLLGPQE', 'GSTP1|phospho|Y3|P09211|human|_____PPYTVVYFPV', 'TitinPREDICTED

NA NA

NA NA

['SLP76|phospho|Y173|Q13094|human|FPNSNSMYIDRPPSG']NA

['requiem|phospho|Y172|Q92785|human|DDLDDEDYEEDTPKR']NA

['ITGB4 iso2|phospho|Y1642|P16144-2|human|GLSENVPYKFKVQAR']NA



['HIC1|phospho|Y171|Q14526|human|GGGGYAPYGRPGRGL']NA

['SMARCE1|phospho|Y170|Q969G3|human|RMEKGEPYMSIQPAE']NA

['CDH6|phospho|Y17|P55285|human|LFWVGQPYPTLSTPL']NA

['EPS8L3|phospho|Y16|Q5T8Q7|human|IYLHRKEYSQNLTSE']NA

['IGF2R|phospho|Y1592|P11717|human|DQVLQLVYKDGSPCP']NA

['MYLPF|phospho|Y159|Q14843|human|VDYKNICYVITHGDA']NA

['RICS|phospho|Y1589|O94820|human|QGAGQLDYGSKGIPD']NA

['CTDSP1|phospho|Y158|Q9GZU7|human|FTASLAKYADPVADL']NA

['HELZ|phospho|Y1573|P42694|human|EDEVETTYSRFQDLI']NA

['RBM3|phospho|Y146|P98179|human|NQGGYDRYSGGNYRD']NA

['CELSR2|phospho|Y1459|Q9HCU4|human|WHTVQLKYYNKPLLG', 'CELSR2|phospho|Y1460|Q9HCU4|human|HTVQLKYYNKPLLGQ']NA

['IGBP1|phospho|Y145|P78318|human|TANSSMAYPSLVAMA']NA

['HAGH|phospho|Y145|Q16775|human|VAGCGKFYEGTADEM']NA

['LDH-A|phospho|Y144|P00338|human|NPVDILTYVAWKISG']NA

['POLA|phospho|Y1430|P09884|human|TPKVLQDYRKLKNTA']NA

['CPD|phospho|Y1344|O75976|human|LRQHHDEYEDEIRMM']NA

['PLEKHA5|phospho|Y134|Q9HAU0|human|NYNVTSDYAVHPMSP']NA

['PARN|phospho|Y133|O95453|human|VFRNGIPYLNQEEER']NA

['Hrs|phospho|Y132|O14964|human|YKVVQDTYQIMKVEG']NA

['CrkL|phospho|Y132|P46109|human|LEYVRTLYDFPGNDA']NA

NA NA

NA NA

['NAV2|phospho|Y1211|Q9P2C8|human|AQNQDDGYLALSSRT']NA

['mucin 1|phospho|Y1209|P15941|human|TYHPMSEYPTYHTHG']NA

['ADRA2B|phospho|Y120|P18089|human|AVSRALEYNSKRTPR']NA

['OSBP|phospho|Y119|P22059|human|LSNGLLSYYRSKAEM', 'OSBP|phospho|Y120|P22059|human|SNGLLSYYRSKAEMR']NA

NA NA

['MYBPC3|phospho|Y1119|Q14896|human|WFTVLEHYRRTHCVV']NA

['desmoplakin|phospho|Y1116|P15924|human|EKITRLTYEIEDEKR']NA

['epsin 1|phospho|Y111|Q9Y6I3|human|QTLKDFQYVDRDGKD']NA

['COX11|phospho|Y111|Q9Y6N1|human|VGMLGASYAAVPLYR']NA

['ARHGAP5|phospho|Y1108|Q13017|human|KGYSDEIYVVPDDSQ']NA

['NCK2|phospho|Y110|O43639|human|GSGADRIYDLNIPAF']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['Ig-alpha|phospho|Y122|P11912|human|YQQSCGTYLRVRQPP']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA



NA NA

NA NA

NA NA

NA NA

NA NA

['SLC6A15|phospho|Y103|Q9H2J7|human|GGAYLLPYLILLMVI']NA

['DNMBP|phospho|Y1022|Q9Y2L3|human|RASLLARYPPEKLFQ']NA

['Cbl|phospho|Y102|P22681|human|LRTILSRYEGKMETL']NA

['Smad2|phospho|Y102|Q15796|human|QWDTTGLYSFSEQTR']NA

['desmoglein 2|phospho|Y1012|Q14126|human|QHLQDVPYVMVRERE']NA

['DNMBP|phospho|Y1007|Q9Y2L3|human|PLLGLPSYMLQSEEL']NA

NA NA

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

['ARF GAP 3|phospho|Y356|Q9NP61|human|YFTSSSSYFDEPVEL']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['RPP0|phospho|Y24|P05388|human|IIQLLDDYPKCFIVG']NA

['TBC1D19|phospho|Y25|Q9NUX1|human|KLKGSNLYSQLERQA']NA

['RPA40|phospho|Y33|O15160|human|TTDFPGNYSGYDDAW']NA

['HGR8|phospho|Y37|Q9Y5A9|human|NDDDFEPYLSPQARP']NA

['RPS13|phospho|Y37|P62277|human|DDVKEQIYKLAKKGL']NA

['FLJ20625|phospho|Y40|Q9NWT0|human|LNGAEPNYHSLPSAR']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['EphA4|phospho|Y596|Q03137|mouse|LNQGVRTYVDPFTYE', 'EphA4|phospho|Y596|P54764|human|LNQGVRTYVDPFTYE']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['Ret|phospho|Y905|P07949|human|DVYEEDSYVKRSQGR']PREDICTED

NA PREDICTED

NA NA

['EphA7|phospho|Y614|Q15375|human|TYIDPETYEDPNRAV']PREDICTED

['FAK|phospho|Y576|Q05397|human|RYMEDSTYYKASKGK', 'FAK|phospho|Y576|O35346|rat|RYMEDSTYYKASKGK', 'FAK|phospho|Y576|Q00944|chicken|RYMEDSTYYKASKGK', 'FAK iso3|phospho|Y576|P34152-3|mouse|RYMEDSTYYKASKGK', 'FAK|phospho|Y577|O35346|rat|YMEDSTYYKASKGKL', 'FAK|phospho|Y577|Q05397|human|YMEDSTYYKASKGKL', 'FAK|phospho|Y577|Q00944|chicken|YMEDSTYYKASKGKL', 'FAK iso3|phospho|Y577|P34152-3|mouse|YMEDSTYYKASKGKL', 'FAK|phospho|Y614|P34152|mouse|RYMEDSTYYKASKGK', 'FAK|phospho|Y615|P34152|mouse|YMEDSTYYKASKGKL']PREDICTED

['EphA3|phospho|Y602|P29320|human|TYVDPHTYEDPTQAV']PREDICTED

['ROS|phospho|Y2114|P08922|human|RDIYKNDYYRKRGEG', 'ROS|phospho|Y2115|P08922|human|DIYKNDYYRKRGEGL']PREDICTED

['nAChRA7|phospho|Y442|P36544|human|KILEEVRYIANRFRC']PREDICTED

NA PREDICTED

['ROS|phospho|Y2107|Q60705|mouse|REIYKNDYYRKRGEG', 'ROS|phospho|Y2108|Q60705|mouse|EIYKNDYYRKRGEGL', 'ROS|phospho|Y2114|P08922|human|RDIYKNDYYRKRGEG', 'ROS|phospho|Y2115|P08922|human|DIYKNDYYRKRGEGL']PREDICTED

['Tyro3|phospho|Y685|Q06418|human|RKIYSGDYYRQGCAS', 'Tyro3|phospho|Y686|Q06418|human|KIYSGDYYRQGCASK']PREDICTED

['PECAM-1|phospho|Y713|P16284|human|KKDTETVYSEVRKAV']PREDICTED

['Btk|phospho|Y222|Q06187|human|LKKVVALYDYMPMNA', 'Btk|phospho|Y222|P35991|mouse|LKKVVALYDYMPMNA']PREDICTED

['Lyn|phospho|Y396|P07948|human|RVIEDNEYTAREGAK', 'Lyn|phospho|Y396|P25911|mouse|RVIEDNEYTAREGAK', 'Hck|phospho|Y410|P08631|human|RVIEDNEYTAREGAK']PREDICTED

['Kit|phospho|Y703|P10721|human|DHAEAALYKNLLHSK']PREDICTED

['EPB41 iso4|phospho|Y418|P11171-4|human|RLDGENIYIRHSNLM']PREDICTED

['ACTN1|phospho|Y12|P12814|human|DSQQTNDYMQPEEDW']PREDICTED

['HS1|phospho|Y378|P14317|human|EPEPENDYEDVEEMD']PREDICTED

['PLCG2|phospho|Y753|P16885|human|ERDINSLYDVSRMYV', 'PLCG2|phospho|Y753|P24135|rat|ERDINSLYDVSRMYV', 'PLCG2|phospho|Y753|Q8CIH5|mouse|ERDINSLYDVSRMYV']PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

['FGFR1|phospho|Y637|AAB54274|rat|SNCTNELYMMMRDCW', 'FGFR1|phospho|Y730|P11362|human|SNCTNELYMMMRDCW', 'FGFR2|phospho|Y733|P21802|human|ANCTNELYMMMRDCW']PREDICTED

['Max|phospho|Y123|P61244|human|PSSDNSLYTNAKGST']NA

['BAP37|phospho|Y128|Q99623|human|YQRLGLDYEERVLPS']NA

['FABP5|phospho|Y130|Q01469|human|NVTCTRIYEKVE___']NA

['FLJ12886|phospho|Y136|O60429|human|QRPTQPVYQIQNRGM']NA

['RPL7|phospho|Y139|P18124|human|MLRIVEPYIAWGYPN']NA

['Ran|phospho|Y146|P62826|human|HRKKNLQYYDISAKS', 'Ran|phospho|Y147|P62826|human|RKKNLQYYDISAKSN']NA

['CrkL|phospho|Y251|P47941|mouse|QKRVPCAYDKTALAL', 'CrkL|phospho|Y251|P46109|human|QKRVPCAYDKTALAL']NA

['SRPR|phospho|Y261|P08240|human|ANKEVLDYSTPTTNG']NA

['DYRK1B|phospho|Y273|Q9Y463|human|LGQRIYQYIQSRFYR', 'DYRK1B|phospho|Y273|Q9Z188|mouse|LGQRIYQYIQSRFYR', 'DYRK1A|phospho|Y321|Q13627|human|LGQRIYQYIQSRFYR', 'DYRK1A|phospho|Y321|Q61214|mouse|LGQRIYQYIQSRFYR', 'DYRK1A|phospho|Y321|Q63470|rat|LGQRIYQYIQSRFYR']PREDICTED

['NUDE1|phospho|Y279|Q9NXR1|human|ASCRNLVYDQSPNRT']NA

['SUGT1|phospho|Y285|Q9Y2Z0|human|NRLFQQIYSDGSDEV']NA

['WASP|phospho|Y290|P42768|human|AETSKLIYDFIEDQG', 'WASP|phospho|Y293|P70315|mouse|AETSKLIYDFIEDQG']PREDICTED

['Lck|phospho|Y505|P06240|mouse|FTATEGQYQPQP___', 'Lck|phospho|Y505|P06239|human|FTATEGQYQPQP___']NA

['eIF3-eta|phospho|Y525|P55884|human|HWQKNGDYLCVKVDR']NA

['WRNIP1|phospho|Y562|Q96S55|human|LTQAVAAYQGCHFMG']NA

['RasGAP|phospho|Y615|P20936|human|VKHFTNPYCNIYLNS']NA

['Dicer1|phospho|Y654|Q9UPY3|human|ELPDGTFYSTLYLPI']NA

['STAT3|phospho|Y705|P40763|human|DPGSAAPYLKTKFIC', 'STAT3|phospho|Y705|P42227|mouse|DPGSAAPYLKTKFIC', 'STAT3|phospho|Y705|P52631|rat|DPGSAAPYLKTKFIC', 'STAT3|phospho|Y705|P61635|cow|DPGSAAPYLKTKFIC']PREDICTED

NA NA

['UBAP2|phospho|Y876|Q91VX2|mouse|GNLANNPYSGDVTKF']NA

['GAPDH|phospho|Y313|P04406|human|FVKLISWYDNEFGYS']NA

['SEPT7|phospho|Y300|Q16181|human|RKLAAVTYNGVDNNK', 'SEPT7|phospho|Y318|O55131|mouse|RKLAAVTYNGVDNNK']NA

['CD34|phospho|Y326|Q64314|mouse|ERLGEDPYYTENGGG', 'CD34|phospho|Y330|P28906|human|RLGEDPYYTENGGGQ']PREDICTED

['FAF1|phospho|Y225|Q9UNN5|human|QEVKRNVYDLTSIPV']NA

['A6|phospho|Y327|Q12792|human|ELTADFLYEEVHPKQ']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['Cas-L|phospho|Y241|Q14511|human|AGLREKDYDFPPPMR']PREDICTED

NA NA

['hnRNP 2H9|phospho|Y296|P31942|human|GMDNQGGYGSVGRMG']PREDICTED

NA PREDICTED

['FLJ32786|phospho|Y529|Q96M69|human|YSYFEPRYILVVPMN']PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['SLC4A1|phospho|Y21|P02730|human|ENLEQEEYEDPDIPE']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['PMCA4 iso6|phospho|Y1176|P23634-6|human|LDGEVTPYANTNNNA']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['MVD|phospho|Y276|P53602|human|DTFPPISYLNAISWR']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['GRM7|phospho|Y846|Q14831|human|MLYMPKVYIIIFHPE']NA

NA NA

NA NA

['PDGFRb|phospho|Y751|P09619|human|SKDESVDYVPMLDMK']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['TRS85|phospho|Y260|Q9Y2L5|human|SIQNQESYEDGPCTI']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['SPTAN1|phospho|Y1176|P16086|rat|AVQQQEVYGMMPRDE', 'SPTAN1|phospho|Y1176|Q13813|human|AVQQQEVYGMMPRDE']NA

['CTLA-4|phospho|Y218|P09793|mouse|CEKQFQPYFIPIN__']NA

NA NA



['gp130|phospho|Y905|P40189|human|DEGMPKSYLPQTVRQ']NA

['HER2|phospho|Y1025|P06494|rat|DLVDAEEYLVPQQGF']NA

['HER2|phospho|Y1112|P04626|human|DPSPLQRYSEDPTVP']NA

['gp130|phospho|Y814|P40189|human|GILPRQQYFKQNCSQ']NA

['SIT|phospho|Y148|Q9Y3P8|human|GPGTPVKYSEVVLDS']NA

['abLIM|phospho|Y461|O14639|human|GSINSPVYSRHSYTP']NA

['LAIR-1|phospho|Y251|Q6GTX8|human|GSSQEVTYAQLDHWA']NA

NA NA

['CD19|phospho|Y531|P15391|human|HEEDADSYENMDNPD']NA

NA NA

['PDGFRa|phospho|Y768|P16234|human|LYDRPASYKKKSMLD']NA

['FGFR1|phospho|Y463|P11362|human|MLAGVSEYELPEDPR', 'FGFR2|phospho|Y466|P21802|human|MLAGVSEYELPEDPK']NA

['CD45|phospho|Y1216|P08575|human|MVSTFEQYQFLYDVI']NA

NA NA

['RACK1|phospho|Y194|P63244|human|NHIGHTGYLNTVTVS']NA

['TEC|phospho|Y206|P42680|human|RLERGQEYLILEKND']NA

['Brk|phospho|Y447|Q13882|human|RLSSFTSYENPT___']NA

['PTEN|phospho|Y240|P60484|human|RREDKFMYFEFPQPL']NA

['CD3Z|phospho|Y64|P20963|human|RSADAPAYQQGQNQL']NA

['CLIM1|phospho|Y320|O00151|human|RVTPPEGYEVVTVFP']NA

['PDGFRa|phospho|Y762|P16234|human|SDIQRSLYDRPASYK']NA

['ITGB1|phospho|Y795|P09055|mouse|TTVVNPKYEGK____']NA

['SHEP1|phospho|Y787|Q9QZS8|mouse|VAHHGGLYHTNAEVK']NA

['USP6NL|phospho|Y720|Q92738|human|VDTGAGGYSGNSGSP']NA

['EGFR|phospho|Y1138|P00533|human|TAVGNPEYLNTVQPT']NA

['CK2-A1|phospho|Y255|P68400|human|VLGTEDLYDYIDKYN']NA

['SOCS3|phospho|Y204|O14543|human|VNGHLDSYEKVTQLP', 'SOCS3|phospho|Y204|O35718|mouse|VNGHLDSYEKVTQLP']NA

['MAP1B|phospho|Y1892|P46821|human|EDYDYESYEKTTRTS']NA

['MYH9|phospho|Y189|P35579|human|NTKKVIQYLAYVASS']NA

['MAP1B|phospho|Y1889|P46821|human|PDEEDYDYESYEKTT']NA

NA NA

['ATP7B|phospho|Y187|P35670|human|NQEAVITYQPYLIQP']NA

['Plakophilin 1|phospho|Y187|Q13835|human|TQNRYSFYSTCSGQK']NA

['CTNNA1|phospho|Y177|P35221|human|EQDLGIQYKALKPEV']NA

['ARFGEF2|phospho|Y1766|Q9Y6D5|human|FLRISVVYKIWIPEE']NA

['Skip|phospho|Y176|Q13573|human|DKLAPAQYIRYTPSQ']NA

['SEC11L3|phospho|Y175|Q9BY50|human|NDYPKFKYALLAVMG']NA

['CTNND1|phospho|Y174|O60716|human|ASSVSNNYIQTLGRD']NA

['Abl iso1|phospho|Y174|P00519|human|YEGRVYHYRINTASD']NA

['PKR|phospho|Y162|P19525|human|QLAAKLAYLQILSEE']NA

['NCKIPSD iso2|phospho|Y161|Q8TC10|human|LGADGGLYQIPPQPR']NA

['SRGAP2|phospho|Y161|O75044|human|MKVLNELYSVMKTYH']NA

['FLNA|phospho|Y1603|P21333|human|QDNHDGTYTVAYVPD']NA

['CIRBP|phospho|Y160|Q14011|human|DRSSGGSYRDSYDSY']NA

['GPR10|phospho|Y160|P49683|human|TTIAVDRYVVLVHPL']NA

['RPL13A|phospho|Y148|P40429|human|AHEVGWKYQAVTATL']NA

['TrpC3|phospho|Y148|Q13507|human|ELQDDDFYAYDEDGT']NA

['PIK4CA|phospho|Y1474|P42356|human|VANWRSKYISLSEKQ']NA

['Lmr2|phospho|Y1468|Q8IWU2|human|SWPHSAPYSRFSISP']NA

['CELSR2|phospho|Y1459|Q9HCU4|human|WHTVQLKYYNKPLLG', 'CELSR2|phospho|Y1460|Q9HCU4|human|HTVQLKYYNKPLLGQ']NA

['SET|phospho|Y146|Q01105|human|FYFDENPYFENKVLS']NA

['HAPIP|phospho|Y1375|O60229|human|KFQMYVTYCKNKPDS']NA



['PTDSR|phospho|Y137|Q6NYC1|human|LYIFDSSYGEHPKRR']NA

['WDR7|phospho|Y1362|Q9Y4E6|human|RFYMVSYYERNHRIA']NA

['P2RY1|phospho|Y136|P47900|human|FIFHVNLYGSILFLT']NA

['IRF-5|phospho|Y136|Q13568|human|DSQPPEDYSFGAGEE']NA

['plexin C1|phospho|Y1350|O60486|human|KFKVKEMYLTKLLST']NA

['FASN|phospho|Y1253|P49327|human|LAGHGHLYSRIPGLL']NA

['5-HT(6)|phospho|Y125|P50406|human|CLISLDRYLLILSPL']NA

['XRN1|phospho|Y1248|Q8IZH2|human|QGSGKMQYFQPTIQE']NA

['Cx40|phospho|Y124|P36382|human|RGSGSYEYPVAEKAE']NA

['ANKRD12|phospho|Y1229|Q6UB98|human|TPRPPVEYDSDFMLE']NA

['PIN4|phospho|Y122|Q9Y237|human|PVKTKFGYHIIMVEG']NA

['ATP8B2|phospho|Y1148|P98198|human|TGSRRSGYAFSHQEG']NA

['Cbl|phospho|Y114|P22681|human|ETLGENEYFRVFMEN']NA

['SULT4A1|phospho|Y114|Q9BR01|human|LIKSHLPYRFLPSDL']NA

['Erbin|phospho|Y1132|Q96RT1|human|RPLSARTYSIDGPNA']NA

['PDIA5|phospho|Y113|Q14554|human|KKVELFHYQDGAFHT']NA

['IRS-4|phospho|Y111|O14654|human|DAPARLEYYENARKF', 'IRS-4|phospho|Y112|O14654|human|APARLEYYENARKFR']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['CD72|phospho|Y39|P21854|human|DDDGEITYENVQVPA']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['emerin|phospho|Y105|P50402|human|SYFTTRTYGEPESAG']NA

['SLC45A2|phospho|Y105|Q9UMX9|human|RWGRRRPYILTLGVM']NA

['pumilio 2|phospho|Y1047|Q8TB72|human|ILAKLEKYYLKNSPD']NA

NA NA

['MYH3|phospho|Y104|P11055|human|LNEPAVLYNLKDRYT']NA

['NIF3L1|phospho|Y103|Q9GZT8|human|IYSPHTAYDAAPQGV']NA

NA NA

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED



['DBNL|phospho|Y345|Q9UJU6|human|PPEQETFYEQPPLVQ']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['GALNT2|phospho|Y396|Q10471|human|MDEYKNFYYAAVPSA']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['LIN9|phospho|Y183|Q5T3X8|human|SNTWNEKYSSLQKTP']PREDICTED

['HPS3|phospho|Y506|Q969F9|human|LYKEMVDYSNTYKTV']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

['eIF4H|phospho|Y11|Q15056|human|DTYDDRAYSSFGGGR', 'eIF4H|phospho|Y11|Q9WUK2|mouse|DTYDDRAYSSFGGGR']NA

['TRXR1|phospho|Y13|Q16881|human|DLPKSYDYDLIIIGG']NA

['HSC70|phospho|Y15|P08109|mouse|GIDLGTTYSCVGVFQ', 'HSP70|phospho|Y15|P08107|human|GIDLGTTYSCVGVFQ']NA

['TfR|phospho|Y20|P02786|human|FGGEPLSYTRFSLAR']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['DLG3|phospho|Y600|Q92796|human|FPGLSDDYYGAKNLK', 'DLG3|phospho|Y601|Q92796|human|PGLSDDYYGAKNLKG']PREDICTED

NA PREDICTED

NA NA

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['SRGAP2|phospho|Y699|O75044|human|RGGSMEDYCDSPHGE']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['VEGFR-1|phospho|Y1242|P17948|human|ATSMFDDYQGDSSTL']PREDICTED

NA PREDICTED

NA NA

['EphA7|phospho|Y791|Q15375|human|EDDPEAVYTTTGGKI']PREDICTED

['LAT iso2|phospho|Y127|O43561-2|human|ADEDEDDYHNPGYLV']PREDICTED

NA PREDICTED

NA PREDICTED

['ROS|phospho|Y2110|P08922|human|FGLARDIYKNDYYRK']PREDICTED

['DDR1|phospho|Y792|Q08345|human|FGMSRNLYAGDYYRV']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['IGF1R|phospho|Y1161|P08069|human|FGMTRDIYETDYYRK', 'IGF1R|phospho|Y1161|NP_999337|pig|FGMTRDIYETDYYRK', 'IGF1R|phospho|Y1163|Q60751|mouse|FGMTRDIYETDYYRK', 'InsR iso2|phospho|Y1173|P06213-2|human|FGMTRDIYETDYYRK', 'InsR|phospho|Y1185|P06213|human|FGMTRDIYETDYYRK', 'InsR|phospho|Y1186|P15127|rat|FGMTRDIYETDYYRK']PREDICTED

['InsR iso2|phospho|Y1349|P06213-2|human|SYEEHIPYTHMNGGK', 'InsR|phospho|Y1361|P06213|human|SYEEHIPYTHMNGGK']PREDICTED

['gelsolin|phospho|Y465|P06396|human|VPVDPATYGQFYGGD']PREDICTED

['ENO1|phospho|Y43|P06733|human|SGASTGIYEALELRD', 'ENO1|phospho|Y43|P51913|chicken|SGASTGIYEALELRD', 'ENO1|phospho|Y43|P17182|mouse|SGASTGIYEALELRD', 'ENO2|phospho|Y43|P09104|human|SGASTGIYEALELRD', 'ENO3|phospho|Y43|P13929|human|SGASTGIYEALELRD']PREDICTED

['Ret|phospho|Y1029|P07949|human|TPSDSLIYDDGLSEE']PREDICTED

['Ret|phospho|Y826|P07949|human|SRKVGPGYLGSGGSR']PREDICTED

['FAK|phospho|Y925|Q05397|human|DRSNDKVYENVTGLV', 'FAK iso3|phospho|Y925|P34152-3|mouse|DRSNDKVYENVTGLV', 'FAK|phospho|Y926|Q00944|chicken|DRSNDKVYENVTGLV', 'FAK|phospho|Y928|O35346|rat|DRSNDKVYENVTGLV', 'FAK|phospho|Y963|P34152|mouse|DRSNDKVYENVTGLV']PREDICTED

NA PREDICTED

['LILRB1|phospho|Y614|Q8NHL6|human|EAPQDVTYAQLHSLT']PREDICTED

['Dok1|phospho|Y398|Q99704|human|ARVKEEGYELPYNPA']PREDICTED

NA NA

NA PREDICTED

['TIE2|phospho|Y992|Q02763|human|LSRGQEVYVKKTMGR']PREDICTED

['NRAGE|phospho|Y92|Q9Y5V3|human|TKGPNGVYDFSQAHN']NA

['emerin|phospho|Y94|P50402|human|SKGYNDDYYEESYFT', 'emerin|phospho|Y95|P50402|human|KGYNDDYYEESYFTT']NA

['Bid|phospho|Y54|P55957|human|LAPQWEGYDELQTDG']NA

['RPL31|phospho|Y103|P62899|human|EDSPNKLYTLVTYVP']NA

['Dcp1b|phospho|Y110|Q8IZD4|human|RNARLSIYGIWFYDK']NA

['TBCB|phospho|Y114|Q99426|human|YTISQEAYDQRQDTV']NA

['endofin|phospho|Y219|Q7Z3T8|human|DTTLSDSYNYSGTEN']NA

['CTNND1|phospho|Y221|NP_031641|mouse|GRHYEDGYPGGSDNY', 'CTNND1|phospho|Y221|O60716|human|SRHYEDGYPGGSDNY']PREDICTED

['HSP60|phospho|Y227|P10809|human|DRGYISPYFINTSKG']NA



['WDR1|phospho|Y237|O75083|human|KAHDGGIYAISWSPD', 'WDR1|phospho|Y237|O88342|mouse|KAHDGGIYAISWSPD']NA

['hnRNP H|phospho|Y246|P31943|human|GYGGYDDYNGYNDGY']NA

['AIP|phospho|Y247|O00170|human|CKLVVEEYYEVLDHC', 'AIP|phospho|Y248|O00170|human|KLVVEEYYEVLDHCS']NA

['G6PD|phospho|Y400|Q00612|mouse|VQPNEAVYTKMMTKK', 'G6PD|phospho|Y400|P11413|human|VQPNEAVYTKMMTKK']NA

['SF3A3|phospho|Y414|Q12874|human|NCEICGNYTYRGPKA']NA

['EHD4|phospho|Y451|Q9H223|human|VAKDKPVYDELFYTL']NA

['similar to pyruvate kinase M|phospho|Y444|XP_294035|human|AARQAHLYRGIFPVL', 'PKM2|phospho|Y465|P14786|human|TARQAHLYRGIFPVL']NA

['GIT2|phospho|Y484|Q14161|human|KQATTNVYQVQTGSE']NA

['GIT2|phospho|Y492|Q14161|human|QVQTGSEYTDTSNHS']NA

NA NA

NA NA

['PHLDB2|phospho|Y131|Q86SQ0|human|GRADFDHYTGRDSER']NA

['CDV-3|phospho|Y190|Q9UKY7|human|PQGPPEIYSDTQFPS', 'CDV-3|phospho|Y213|Q920C7|mouse|PQGPPEIYSDTQFPS']NA

['ANXA2|phospho|Y237|P07356|mouse|RYKSYSPYDMLESIK', 'ANXA2|phospho|Y237|P07355|human|RYKSYSPYDMLESIR']NA

['LIM|phospho|Y250|Q96HC4|human|VERYTEFYHVPTHSD']NA

['HMFN0672|phospho|Y204|Q68CJ6|human|TWKLQMIYGNGAESK']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['DDR1|phospho|Y513|Q08345|human|LLLSNPAYRLLLATY']PREDICTED

['EphA5|phospho|Y650|P54756|human|KLPGVRTYIDPHTYE']PREDICTED

['TIE2|phospho|Y897|Q02763|human|GACEHRGYLYLAIEY']PREDICTED

['TIE2|phospho|Y1111|Q02858|mouse|TLYEKFTYAGIDCSA', 'TIE2|phospho|Y1113|Q02763|human|TLYEKFTYAGIDCSA']PREDICTED

NA PREDICTED

NA PREDICTED

['CHERP|phospho|Y894|Q8IWX8|human|GVALDDPYENYRRNK']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

['CTNND1|phospho|Y248|O60716|human|YRPSMEGYRAPSRQD']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['PRPS1|phospho|Y145|P60891|human|DIPVDNLYAEPAVLK', 'PRPS2|phospho|Y145|P11908|human|DIPVDNLYAEPAVLQ']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['RPS3|phospho|Y166|P23396|human|HSGDPVNYYVDTAVR', 'RPS3|phospho|Y167|P23396|human|SGDPVNYYVDTAVRH']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['ALK|phospho|Y1584|Q9UM73|human|FPCGNVNYGYQQQGL']NA

['SgK269|phospho|Y797|XP_370878|human|ACSVEELYAIPPDAD']NA

['EPB41L2|phospho|Y889|O70318|mouse|TETKTITYESPQIDG']NA

['MRCKb|phospho|Y954|Q7TT50|mouse|FQDSIFEYFNTAPLA']NA

NA PREDICTED

NA NA

['talin 1|phospho|Y570|Q9Y490|human|GDPAETDYTAVGCAV']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA



['ARHGAP5|phospho|Y306|Q13017|human|NHPDYEEYINLEGTR']NA

NA NA

['AMPK1|phospho|Y432|Q13131|human|EWKVVNPYYLRVRRK', 'AMPK1|phospho|Y433|Q13131|human|WKVVNPYYLRVRRKN']NA

NA NA

NA NA

NA NA

['InsR iso2|phospho|Y1349|P06213-2|human|SYEEHIPYTHMNGGK', 'InsR|phospho|Y1361|P06213|human|SYEEHIPYTHMNGGK']PREDICTED

['CSFR|phospho|Y699|P07333|human|DPEGGVDYKNIHLEK']PREDICTED

['Kit|phospho|Y570|P10721|human|INGNNYVYIDPTQLP']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['PEAR1|phospho|Y943|Q5VY43|human|GGPRESSYMEMKGPP']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['HER4|phospho|Y1284|Q15303|human|IVAENPEYLSEFSLK']PREDICTED

['EGFR|phospho|Y727|P00533|human|SGAFGTVYKGLWIPE']NA

['Plakophilin 4|phospho|Y478|Q99569|human|ALNTTATYAEPYRPI']NA

['EGFR|phospho|Y1125|P00533|human|APSRDPHYQDPHSTA']NA

['APS|phospho|Y618|Q9JID9|mouse|ARAVENQYSFY____', 'APS|phospho|Y618|Q9Z200|rat|ARAVENQYSFY____']NA

['SIT|phospho|Y188|Q9Y3P8|human|ASFPDQAYANSQPAA']NA

['HER3|phospho|Y1328|P21860|human|SAFDNPDYWHSRLFP']NA

['VEGFR-2|phospho|Y1054|P35968|human|FGLARDIYKDPDYVR', 'VEGFR-3|phospho|Y1063|P35916|human|FGLARDIYKDPDYVR']NA

['A2LP|phospho|Y264|Q8WWM5|human|FKFNEENYGVKTTYD']NA

['Lck|phospho|Y505|P06240|mouse|FTATEGQYQPQP___', 'Lck|phospho|Y505|P06239|human|FTATEGQYQPQP___']NA

['FCRII-B iso2|phospho|Y273|P31994-2|human|GAENTITYSLLMHPD', 'FCRII-B|phospho|Y292|P31994|human|GAENTITYSLLMHPD']NA

['VEGFR-2|phospho|Y801|P35968|human|GGELKTGYLSIVMDP']NA

['CLH-17|phospho|Y1476|Q00610|human|LFITEEDYQALRTSI']NA

['SHIP-2|phospho|Y886|O15357|human|LGTRERLYEWISIDK']NA

['CD3D|phospho|Y149|P04234|human|LLRNDQVYQPLRDRD']NA

['Jak3|phospho|Y980|P52333|human|LLPLDKDYYVVREPG', 'Jak3|phospho|Y981|P52333|human|LPLDKDYYVVREPGQ']NA

['GCSFR|phospho|Y727|Q99062|human|LPTLVQTYVLQGDPR']NA

['PIK3R1|phospho|Y580|P27986|human|LRKTRDQYLMWLTQK']NA

['SCAMP3|phospho|Y35|O14828|human|QHRPSRQYATRDVYN']NA



['CD3Z|phospho|Y72|P20963|human|QQGQNQLYNELNLGR']NA

['USP6NL|phospho|Y592|Q92738|human|QSPRHALYPPSPRKH']NA

['PTEN|phospho|Y315|P60484|human|RADNDKEYLVLTLTK']NA

['CD3D|phospho|Y160|P04234|human|RDRDDAQYSHLGGNW']NA

['NMDAR2B|phospho|Y1336|Q01097|mouse|RFMDGSPYAHMFEMP']NA

NA NA

['PKCD|phospho|Y512|P09215|rat|TFCGTPDYIAPEILQ', 'PKCT|phospho|Y545|Q04759|human|TFCGTPDYIAPEILL']NA

['FLT3|phospho|Y589|P36888|human|TGSSDNEYFYVDFRE']NA

['PIST|phospho|Y457|Q9HD26|human|LDDLHTLYHKKSY__', 'PIST|phospho|Y462|Q9HD26|human|TLYHKKSY_______']NA

['CD28|phospho|Y209|P10747|human|TRKHYQPYAPPRDFA']NA

['ALK|phospho|Y1507|Q9UM73|human|TSLWNPTYGSWFTEK']NA

['MAP1B|phospho|Y1923|P46821|human|PSDSGYSYETIGKTT']NA

['SSBP2|phospho|Y192|P81877|human|VPLGPQNYGGAMRPP']NA

['MYH9|phospho|Y192|P35579|human|KVIQYLAYVASSHKS']NA

['similar to FAM35A|phospho|Y191|XP_495814|human|VDGRHNVYIHVESKL']NA

['SLC26A1|phospho|Y191|Q96BK0|human|LTLMTGLYQTSWGRN']NA

['eIF3S6IP|phospho|Y19|Q9Y262|human|AAYDPYAYPSDYDMH']NA

['BCS1L|phospho|Y181|Q9Y276|human|SEWRPFGYPRRRRPL']NA

['tau iso9|phospho|Y18|NP_005901|human|MEDHAGTYGLGDRKD']NA

['syndecan-2|phospho|Y179|P34900|rat|RKKDEGSYDLGERKP', 'syndecan-2|phospho|Y179|P34741|human|RKKDEGSYDLGERKP']NA

['ephexin1|phospho|Y87|Q923H2|mouse|IEQIGLLYQEYRDKS']NA

['cortactin|phospho|Y178|Q14247|human|KSAVGFDYQGKTEKH']NA

['talin 1|phospho|Y1777|Q9Y490|human|ESALQLLYTAKEAGG']NA

['PLK3|phospho|Y164|Q9H4B4|human|LLEPEVRYYLRQILS', 'PLK3|phospho|Y165|Q9H4B4|human|LEPEVRYYLRQILSG']NA

NA NA

['PLK3|phospho|Y164|Q9H4B4|human|LLEPEVRYYLRQILS', 'PLK3|phospho|Y165|Q9H4B4|human|LEPEVRYYLRQILSG']NA

['ZAP70|phospho|Y164|P43403|human|AHERMPWYHSSLTRE']NA

['TJ6|phospho|Y163|Q9Y487|human|ESDSLLDYSCMQRLG']NA

['TPM1|phospho|Y162|P09493|human|AEDADRKYEEVARKL']NA

NA NA

['RA70|phospho|Y151|Q9UED8|human|LSKTVFYYYGSDKDK', 'RA70|phospho|Y152|Q9UED8|human|SKTVFYYYGSDKDKQ']NA

['MYH9|phospho|Y150|P35579|human|HEMPPHIYAITDTAY']NA

['PABPC5|phospho|Y15|Q96DU9|human|PAGKKKKYLKAALYV']NA

['ITGB4 iso2|phospho|Y1422|P16144-2|human|SSTLTRDYNSLTRSE']NA

['NOLA1|phospho|Y149|Q9NY12|human|QKFYIDPYKLLPLQR']NA

['NSD1|phospho|Y1400|Q96L73|human|LVKTPGNYESKRQRK']NA

['DBNL|phospho|Y140|Q9UJU6|human|AKASGANYSFHKESG']NA

['Trb2|phospho|Y14|Q92519|human|TPITIARYGRSRNKT']NA

['Dok2|phospho|Y139|O60496|human|CMEENELYSSAVTVG']NA

['MAP1A|phospho|Y1388|P78559|human|EPKDTAIYQKDEALH']NA

['SLC25A2|phospho|Y138|Q9BXI2|human|KCRLQTMYEMEMSGK']NA

['SFRS10|phospho|Y128|P62995|human|GVFGLSLYTTERDLR']NA

['GPSM1|phospho|Y127|Q86YR5|human|VGEARALYNIGNVYH']NA

['RPS10|phospho|Y127|P46783|human|GEADRDTYRRSAVPP']NA

['HER4|phospho|Y1262|Q15303|human|HPDYLQEYSTKYFYK']NA

['MINK|phospho|Y1260|Q8N4C8|human|EMPTSVAYICSNQIM']NA

['NYREN18|phospho|Y126|Q9Y5A7|human|TFGLQENYIKIVINK']NA

['COX11|phospho|Y117|Q9Y6N1|human|SYAAVPLYRLYCQTT']NA

['SHIP|phospho|Y1160|Q92835|human|QHSKGRDYRDNTELP']NA

['NR2C2|phospho|Y116|P49116|human|QRPQVVEYCVVCGDK']NA

['DYSF|phospho|Y1159|O75923|human|YHLRCYMYQARDLAA']NA

['ARHGEF5|phospho|Y1151|Q6ZML7|human|INSSQLLYQEYSDVV']NA



['NARG2|phospho|Y115|Q71H65|human|YVDLLVKYAKIPANS']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['PLCG1|phospho|Y472|P19174|human|KLAEGSAYEEVPTSM', 'PLCG1|phospho|Y472|P08487|cow|KLAEGSAYEEVPTSV']NA

NA NA

['Shc1 iso2|phospho|Y317|P29353-2|human|ELFDDPSYVNVQNLD', 'Shc1|phospho|Y427|P29353|human|ELFDDPSYVNVQNLD']PREDICTED

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['APC|phospho|Y1078|P25054|human|QSTTYPVYTESTDDK']NA

['TBCB|phospho|Y107|Q99426|human|DVSRVEKYTISQEAY']NA

['PSMB4|phospho|Y107|P28070|human|GDYADFQYLKQVLGQ']NA

['desmoglein 2|phospho|Y1060|Q14126|human|ASTLQSSYQIPTENS']NA

['COPS6|phospho|Y105|Q7L5N1|human|IIIDKEYYYTKEEQF', 'COPS6|phospho|Y106|Q7L5N1|human|IIDKEYYYTKEEQFK']NA

['GEMIN5|phospho|Y1053|Q8TEQ6|human|YLGATCAYDAAKVLA']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['KIAA0310|phospho|Y1065|O15027|human|QGYPEGYYSSKSGWS']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

['Cdc25A|phospho|Y464|P30304|human|KLHYPELYVLKGGYK']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['CTNND1|phospho|Y213|O60716|human|FHYPPDGYSRHYEDG']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['RNUXA|phospho|Y178|Q9H814|human|LDKELDEYMHGGKKM']PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

['IRS-2|phospho|Y675|Q9Y4H2|human|GSCRSDDYMPMSPAS']PREDICTED

NA PREDICTED

NA NA

['EphA2|phospho|Y921|P29317|human|ESIKMQQYTEHFMAA']PREDICTED

NA PREDICTED

['VEGFR-1|phospho|Y1213|P17948|human|GSSDDVRYVNAFKFM']PREDICTED

['HER4|phospho|Y1258|Q15303|human|STLQHPDYLQEYSTK']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['Gab1|phospho|Y627|Q13480|human|KGDKQVEYLDLDLDS', 'Gab1|phospho|Y628|Q9QYY0|mouse|KGDKQVEYLDLDLDS']PREDICTED

['EphB4|phospho|Y590|P54760|human|IGHGTKVYIDPFTYE']PREDICTED

['PKCD|phospho|Y187|P28867|mouse|WGLNKQGYKCRQCNA', 'PKCD|phospho|Y187|Q05655|human|WGLNKQGYKCRQCNA']PREDICTED

['PLSCR1|phospho|Y74|O15162|human|PVYNQPVYNQPVGAA']PREDICTED

['RGS16|phospho|Y177|O15492|human|RFLKSPAYRDLAAQA']PREDICTED

NA PREDICTED

['calmodulin|phospho|Y99|P62158|human|FDKDGNGYISAAELR', 'calmodulin|phospho|Y99|P62161|rat|FDKDGNGYISAAELR']PREDICTED

['ER-alpha|phospho|Y537|P03372|human|CKNVVPLYDLLLEML']PREDICTED

['GSK3B|phospho|Y216|P49841|human|RGEPNVSYICSRYYR', 'GSK3B|phospho|Y216|P18266|rat|RGEPNVSYICSRYYR', 'GSK3B|phospho|Y216|Q9WV60|mouse|RGEPNVSYICSRYYR', 'GSK3A|phospho|Y279|P49840|human|RGEPNVSYICSRYYR', 'GSK3A|phospho|Y279|P18265|rat|RGEPNVSYICSRYYR', 'GSK3A|phospho|Y279|NP_001026837|mouse|RGEPNVSYICSRYYR']PREDICTED

['VAV2|phospho|Y172|P52735|human|EDGGDDIYEDIIKVE']PREDICTED

['PDGFRb|phospho|Y1008|P05622|mouse|LDTSSVLYTAVQPNE', 'PDGFRb|phospho|Y1009|P09619|human|LDTSSVLYTAVQPNE']PREDICTED

['PDGFRb|phospho|Y716|P09619|human|RPPSAELYSNALPVG']PREDICTED

NA NA

['PDGFRb|phospho|Y771|P09619|human|ADIESSNYMAPYDNY']PREDICTED

['caveolin-1|phospho|Y14|Q03135|human|VDSEGHLYTVPIREQ', 'caveolin-1|phospho|Y14|P49817|mouse|VDSEGHLYTVPIREQ', 'caveolin-1|phospho|Y14|P41350|rat|VDSEGHLYTVPIREQ']PREDICTED

['FBP1|phospho|Y58|Q96AE4|human|TSLNSNDYGYGGQKR']NA

['RPL18a|phospho|Y63|Q02543|human|KSSGEIVYCGQVFEK']NA

['talin 1|phospho|Y70|Q9Y490|human|EAGKALDYYMLRNGD', 'talin 1|phospho|Y71|Q9Y490|human|AGKALDYYMLRNGDT']NA

NA NA

['GMF-beta|phospho|Y83|P60983|human|HDDGRVSYPLCFIFS', 'GMFG|phospho|Y84|O60234|human|HDDGRVSYPLCFIFS']NA

['SF3B14|phospho|Y86|Q9Y3B4|human|GFNVCNRYLVVLYYN']NA

['Dcp1b|phospho|Y191|Q8IZD4|human|ITSSSAIYDNPNLIK']NA

['VDAC-3|phospho|Y195|Q9Y277|human|TEFGGSIYQKVNEKI']NA

['RPL7|phospho|Y195|P18124|human|EDLIHEIYTVGKRFK']NA

['Ets-1|phospho|Y205|P14921|human|SLKYENDYPSVILRD']NA

['DOCK2|phospho|Y224|Q92608|human|DQPDYAMYSRISSSP']NA

['Hrs|phospho|Y216|O14964|human|VRVCEPCYEQLNRKA']NA

['STI1|phospho|Y354|P31948|human|KEQERLAYINPDLAL']NA

['HIPK3|phospho|Y359|Q9H422|human|SKTVCSTYLQSRYYR']NA

['CD46 iso4|phospho|Y354|P15529-4|human|KADGGAEYATYQTKS']NA

['PRI2|phospho|Y381|P49643|human|NPPSQGDYHGCPFRH']NA

['Abl iso1|phospho|Y393|P00520|mouse|RLMTGDTYTAHAGAK', 'Abl|phospho|Y412|P00519-2|human|RLMTGDTYTAHAGAK', 'Abl|phospho|Y412|P00520-4|mouse|RLMTGDTYTAHAGAK', 'Arg|phospho|Y439|P42684|human|RLMTGDTYTAHAGAK']PREDICTED

['abLIM|phospho|Y396|O14639|human|IPKVKAIYDIERPDL']NA

NA NA

['ANXA2|phospho|Y23|P07355|human|HSTPPSAYGSVKAYT']PREDICTED

['HSPC227|phospho|Y10|Q5EBL8|human|SRIPYDDYPVVFLPA']NA

['"similar to actin, gamma"|phospho|Y53|XP_134663|mouse|GMGQKDSYVGDKAQS']NA

['VASP|phospho|Y38|P50552|human|AFSRVQIYHNPTANS']NA

['DCTD|phospho|Y79|P32321|human|ENKLDTKYPYVCHAE']NA

['PKM2|phospho|Y104|P14786|human|FASDPILYRPVAVAL', 'PKM2|phospho|Y104|P52480|mouse|FASDPILYRPVAVAL']NA



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

['MEKK4|phospho|Y140|Q9Y6R4|human|ENVEEYSYKQEKKIR']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['LAT iso2|phospho|Y191|O43561-2|human|SLDGSREYVNVSQEL', 'LAT|phospho|Y220|O43561|human|SLDGSREYVNVSQEL']PREDICTED

['ZAP70|phospho|Y492|P43403|human|ALGADDSYYTARSAG', 'ZAP70|phospho|Y492|P43404|mouse|LGADDSYYTARSAGK', 'ZAP70|phospho|Y493|P43403|human|LGADDSYYTARSAGK']PREDICTED

['Brk|phospho|Y342|Q13882|human|RLIKEDVYLSHDHNI']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['TBC1D7|phospho|Y13|Q9P0N9|human|QRNFRSVYYEKVGFR', 'TBC1D7|phospho|Y14|Q9P0N9|human|RNFRSVYYEKVGFRG']PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['eIF3-zeta|phospho|Y506|O15371|human|MKLEEGKYLILKDPN']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['FXR2|phospho|Y520|Q9WVR4|mouse|KDPDSNPYSLLDTSE']NA

NA NA

['ALK|phospho|Y1278|Q9UM73|human|FGMARDIYRASYYRK', 'LTK|phospho|Y672|P29376|human|FGMARDIYRASYYRR']NA

['SgK269|phospho|Y632|Q8BX56|mouse|IVINPNAYDNLAIYK', 'SgK269|phospho|Y635|XP_370878|human|IVINPNAYDNLAIYK']NA

['GPCR149|phospho|Y382|Q8BZC0|mouse|DLGETASYSLFLPTS']NA

['girdin|phospho|Y1773|Q5SNZ0|mouse|QSKDSNPYATLPRAS']NA

NA NA

NA NA

['K4|phospho|Y329|P19013|human|IAEVRAQYEEIAQRS']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['CD3Z|phospho|Y142|P20963|human|GKGHDGLYQGLSTAT']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA NA

NA NA

NA PREDICTED

NA NA

NA NA

NA NA

['CD33|phospho|Y340|P20138|human|EMDEELHYASLNFHG']NA

['TLR3|phospho|Y759|O15455|human|EQFEYAAYIIHAYKD']NA

['Siglec-10|phospho|Y667|Q96LC7|human|ESQEELHYATLNFPG']NA

['ITK|phospho|Y180|Q08881|human|ETVVIALYDYQTNDP']NA

NA NA

['Src|phospho|Y215|P12931|human|KLDSGGFYITSRTQF', 'Src|phospho|Y215|Q9WUD9|rat|KLDSGGFYITSRTQF', 'Src|phospho|Y220|P05480|mouse|KLDSGGFYITSRTQF']NA

['RBM12|phospho|Y526|Q9NTZ6|human|KRLQNFSYDQREMIL']NA

['SHIP-2|phospho|Y1135|O15357|human|KTLSEVDYAPAGPAR']NA

NA NA

['EGFR|phospho|Y1171|Q9QX70|rat|MSLDNPDYQQDFFPK', 'EGFR|phospho|Y1172|P00533|human|ISLDNPDYQQDFFPK', 'EGFR|phospho|Y1172|Q01279|mouse|MSLDNPDYQQDFFPK']PREDICTED

NA NA

['FGFR1|phospho|Y585|P11362|human|PPGLEYCYNPSHNPE']NA

['STAT5B|phospho|Y743|P51692|human|PQAHYNMYPQNPDSV']NA

['Dok2|phospho|Y299|O60496|human|PRGQEGEYAVPFDAV']NA

NA NA

['DAG1|phospho|Y890|Q62165|mouse|PYRSPPPYVPP____', 'DAG1|phospho|Y892|Q14118|human|PYRSPPPYVPP____']NA

['TERT|phospho|Y707|O14746|human|QDPPPELYFVKVDVT']NA

['PKCD|phospho|Y313|Q05655|human|SSEPVGIYQGFEKKT']NA

['mucin 1|phospho|Y1229|P15941|human|SSTDRSPYEKVSAGN']NA

['ITGB3|phospho|Y784|O54890|mouse|STFTNITYRGT____', 'ITGB3|phospho|Y785|P05106|human|STFTNITYRGT____']NA

['CD6|phospho|Y629|P30203|human|STSSGEWYQNFQPPP']NA

['VAV1|phospho|Y142|P15498|human|SVGDEDIYSGLSDQI']NA

['Plakophilin 4|phospho|Y482|Q99569|human|TATYAEPYRPIQYRV']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

['epsin 2|phospho|Y186|O95208|human|TSHSEQEYGKAGGSP']NA

['DAB1|phospho|Y185|Q8JH94|chicken|KQCEQAVYQTILEED']NA

['RAI1|phospho|Y185|Q7Z5J4|human|PPQQPLAYPKLQRQK']NA

['SEC11L3|phospho|Y184|Q9BY50|human|LLAVMGAYVLLKRES']NA

['SHRM|phospho|Y1833|Q8TF72|human|KPNEFDKYRMFIGDL']NA

['MMP2|phospho|Y182|P08253|human|RWEHGDGYPFDGKDG']NA

['MAP1A|phospho|Y1696|P78559|human|VALEQDTYWRELSCE']NA

['MYO9B|phospho|Y1683|Q13459|human|KIQSHCSYTYGRKGE']NA

['NUCB1|phospho|Y168|Q02818|human|ATRDLAQYDAAHHEE']NA

['NSFL1C|phospho|Y167|Q9UNZ2|human|APEEESAYVAGEKRQ']NA

['Plakophilin 2|phospho|Y166|Q99959|human|AHYTHSDYQYSQRSQ']NA

['Rif1|phospho|Y1659|Q5UIP0|human|EKNETSKYAEYSFTS']NA

['SNAPC3|phospho|Y157|Q92966|human|CRQETFVYEMESHAI']NA

['RhoA|phospho|Y156|P61586|human|NRIGAFGYMECSAKT']NA

['HIC1|phospho|Y155|Q14526|human|RLKRHGKYCHLRGGG']NA

['HePTP|phospho|Y154|P35236|human|GDYINANYIRGYDGK']NA

['FLNB|phospho|Y1530|O75369|human|SGPGLSSYGVPASLP']NA

['PCTAIRE3|phospho|Y153|Q07002|human|DKLGEGTYATVFKGR']NA

['NIT1|phospho|Y143|Q86X76|human|WEQTQKIYNCHVLLN']NA

['ZO1|phospho|Y1423|Q07157|human|PPPLPSQYAQPSQPV']NA

['ACP1|phospho|Y142|P24666|human|DSDFETVYQQCVRCC']NA

['BAI3|phospho|Y1419|O60242|human|LERRKSRYSDLDFEK']NA

['PMPCB|phospho|Y141|O75439|human|TSREQTVYYAKAFSK']NA

['latrophilin 2|phospho|Y1406|O95490|human|RSENEDIYYKSMPNL', 'latrophilin 2|phospho|Y1407|O95490|human|SENEDIYYKSMPNLG']NA

['PARD3|phospho|Y1310|Q8TEW0|human|PSEGPSNYDSYKKVQ']NA

['VMD2L3|phospho|Y131|Q8N1M1|human|LRRTLMRYVNLTSLL']NA

['Erbin|phospho|Y1304|Q96RT1|human|KVAHQPPYTQPHCSP']NA

['SULT4A1|phospho|Y130|Q9BR01|human|NGDSKVIYMARNPKD']NA

['PHF3|phospho|Y1291|Q92576|human|SYTLLFAYFSSRKRY']NA

['Mx1|phospho|Y128|P20591|human|GKVSYQDYEIEISDA']NA

['LAB|phospho|Y118|Q9GZY6|human|IDPIAMEYYNWGRFS', 'LAB|phospho|Y119|Q9GZY6|human|DPIAMEYYNWGRFSK']NA

['OSBP|phospho|Y119|P22059|human|LSNGLLSYYRSKAEM', 'OSBP|phospho|Y120|P22059|human|SNGLLSYYRSKAEMR']NA

['Cas-L|phospho|Y118|Q14511|human|SYQNQGIYQVPTGHG']NA

NA NA

['HIVEP2|phospho|Y1175|P31629|human|GYKSNEDYVYVRGRG']NA

['RBM3|phospho|Y117|P98179|human|QGYGSGRYYDSRPGG', 'RBM3|phospho|Y118|P98179|human|GYGSGRYYDSRPGGY']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['SHP-1|phospho|Y301|P29350|human|SNIPGSDYINANYIK']NA

NA NA

NA NA

['PTPRG|phospho|Y906|P23470|human|KDSKHSDYINANYVD']NA

NA NA

['FAK|phospho|Y407|Q05397|human|IIDEEDTYTMPSTRD', 'FAK|phospho|Y407|Q00944|chicken|IIDEEDTYTMPSTRD', 'FAK|phospho|Y407|O35346|rat|IIDEEDTYTMPSTRD', 'FAK iso3|phospho|Y407|P34152-3|mouse|IIDEEDTYTMPSTRD']PREDICTED

NA NA

['HS1|phospho|Y378|P14317|human|EPEPENDYEDVEEMD']PREDICTED



NA PREDICTED

NA PREDICTED

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['ACR|phospho|Y110|P10323|human|FGAKEITYGNNKPVK']NA

['NUDT11|phospho|Y11|Q96G61|human|KPNQTRTYDPEGFKK']NA

['Arp3|phospho|Y109|P61158|human|RAEPEDHYFLLTEPP']NA

['NARG2|phospho|Y108|Q71H65|human|SQREQRSYVDLLVKY']NA

['CK2-B|phospho|Y108|P67870|human|YQQGDFGYCPRVYCE']NA

['restin|phospho|Y108|P30622|human|GSVAGVRYFQCEPLK']NA

['MYBPC2|phospho|Y1004|Q14324|human|LIVGNEYYFRVYTEN']NA

['PAR3-beta|phospho|Y1000|Q8TEW8|human|RDHLEGLYAKVNKPY']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['ZDHHC5|phospho|Y456|Q9C0B5|human|EGTTSTSYKSLANQT']PREDICTED

NA PREDICTED

['HSPC227|phospho|Y18|Q5EBL8|human|PVVFLPAYENPPAWI']PREDICTED

NA PREDICTED

NA PREDICTED

['CTNND1|phospho|Y296|NP_031641|mouse|MGYDDLDYGMMSDYG', 'CTNND1|phospho|Y296|O60716|human|MGYDDLDYGMMSDYG']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['RBM8A|phospho|Y54|Q9Y5S9|human|RARMREDYDSVEQDG']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['CENTB2|phospho|Y742|Q15057|human|MRESEGLYGQPGDET', 'CENTB2|phospho|Y773|XP_193836|mouse|MRESEGLYGQPGDET']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

['matrin 3|phospho|Y213|P43243|human|SRSQESGYYDRMDYE', 'matrin 3|phospho|Y214|P43243|human|RSQESGYYDRMDYED']PREDICTED

['SLC4A7|phospho|Y127|Q9Y6M7|human|CYRDGEEYEWKETAR']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['GAPDH|phospho|Y41|P04406|human|DPFIDLNYMVYMFQY']NA

['SMAP-5|phospho|Y44|Q8NHE5|human|KQYAGYDYSQQGRFV']NA

['ELMO2|phospho|Y48|Q96JJ3|human|WSLPNPEYYTLRYAD', 'ELMO2|phospho|Y48|Q8BHL5|mouse|WSLPNPEYYTLRYAD', 'ELMO2|phospho|Y49|Q96JJ3|human|SLPNPEYYTLRYADG']NA

['SFRS4|phospho|Y53|Q08170|human|RDADDAVYELNGKDL']NA

['TRIP13|phospho|Y58|Q15645|human|HNIVFGDYTWTEFDE']NA

['CBR1|phospho|Y193|P16152|human|EGWPSSAYGVTKIGV']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['DOCK4|phospho|Y1831|Q8N1I0|human|FTPSPVEYHSPGLIS']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['Scribble|phospho|Y32|Q14160|human|QAVPEEIYRYSRSLE']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['ERK5|phospho|Y220|Q13164|human|HQYFMTEYVATRWYR', 'ERK5 iso2|phospho|Y221|Q96G51|human|HQYFMTEYVATRWYR']PREDICTED

['Gab1|phospho|Y307|Q13480|human|MRHVSISYDIPPTPG', 'Gab1|phospho|Y307|Q9QYY0|mouse|MRHVSISYDIPPTPG']PREDICTED

['GIRK1|phospho|Y12|NP_113798|rat|RRKFGDDYQVVTTSS']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

['SLC4A1|phospho|Y46|P02730|human|TEATATDYHTTSHPG']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['HLAA|phospho|Y344|P01892|human|SDRKGGSYSQAASSD']PREDICTED

['EGFR|phospho|Y1091|Q9QX70|rat|TFLPVPEYINQSVPK', 'EGFR|phospho|Y1092|P00533|human|TFLPVPEYINQSVPK']PREDICTED

['EpoR|phospho|Y367|P14753|mouse|SEHAQDTYLVLDKWL', 'EpoR|phospho|Y368|P19235|human|SEHAQDTYLVLDKWL']PREDICTED

['HER2|phospho|Y1248|P04626|human|PTAENPEYLGLDVPV', 'HER2|phospho|Y1250|P06494|rat|PTAENPEYLGLDVPV']PREDICTED

['Src|phospho|Y415|P00523|chicken|RLIEDNEYTARQGAK', 'Src|phospho|Y418|P12931|human|RLIEDNEYTARQGAK', 'Src|phospho|Y418|Q9WUD9|rat|RLIEDNEYTARQGAK', 'Src iso2|phospho|Y418|AAH39953|mouse|RLIEDNEYTARQGAK', 'Fyn|phospho|Y420|P06241|human|RLIEDNEYTARQGAK', 'Fyn|phospho|Y420|P39688|mouse|RLIEDNEYTARQGAK', 'Src|phospho|Y423|P05480|mouse|RLIEDNEYTARQGAK', 'Yes|phospho|Y424|Q99PW1|rat|RLIEDNEYTARQGAK', 'Yes|phospho|Y425|P07947|human|RLIEDNEYTARQGAK']PREDICTED

['CSFR|phospho|Y706|P09581|mouse|NIHLEKKYVRRDSGF', 'CSFR|phospho|Y708|P07333|human|NIHLEKKYVRRDSGF']PREDICTED

['CD3Z|phospho|Y111|P20963|human|KNPQEGLYNELQKDK']PREDICTED

['CDK2|phospho|Y15|P97377|mouse|EKIGEGTYGVVYKAK', 'CDK2|phospho|Y15|P24941|human|EKIGEGTYGVVYKAR', 'CDK3|phospho|Y15|Q00526|human|EKIGEGTYGVVYKAK']PREDICTED



NA PREDICTED

['STAT1|phospho|Y701|P42224|human|DGPKGTGYIKTELIS']PREDICTED

['ZAP70|phospho|Y315|P43403|human|MPMDTSVYESPYSDP']PREDICTED

['PXN|phospho|Y118|Q8VI37|mouse|AGEEEHVYSFPNKQK', 'PXN|phospho|Y118|P49023-2|human|VGEEEHVYSFPNKQK', 'PXN|phospho|Y140|XP_341094|rat|AGEEEHVYSFPNKQK']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

['TIP20|phospho|Y153|O00455|human|IHTGEKPYTCPDCGR']NA

['DBNL|phospho|Y162|Q9UJU6|human|QAPVGSVYQKTNAVS']NA

['RP1|phospho|Y167|Q15555|human|ANYDGKEYDPVEARQ']NA

['hnRNP A0|phospho|Y180|Q13151|human|AVPKEDIYSGGGGGG']PREDICTED

['ERK2|phospho|Y185|P63085|mouse|HTGFLTEYVATRWYR', 'ERK2|phospho|Y185|NP_446294|rat|HTGFLTEYVATRWYR', 'ERK2|phospho|Y186|P28482|human|HTGFLTEYVATRWYR', 'ERK1|phospho|Y204|P27361|human|HTGFLTEYVATRWYR', 'ERK1|phospho|Y205|Q63844|mouse|HTGFLTEYVATRWYR', 'ERK1|phospho|Y205|P21708|rat|HTGFLTEYVATRWYR']PREDICTED

['SF2|phospho|Y188|Q07955|human|SHEGETAYIRVKVDG']NA

['coronin 1C|phospho|Y301|Q9ULV4|human|EITDESPYVHYLNTF']NA

['SNAP-gamma|phospho|Y307|Q99747|human|ADEEEDEYSGGLC__']NA

['SSRP1|phospho|Y311|Q08945|human|KNMSGSLYEMVSRVM']NA

['LPP|phospho|Y317|Q93052|human|RNDSDPTYGQQGHPN']NA

['GDI1|phospho|Y333|P31150|human|VNRKSDIYVCMISYA']NA

['GART|phospho|Y348|P22102|human|SKGYPGDYTKGVEIT']NA

['PLCG1|phospho|Y771|P19174|human|IGTAEPDYGALYEGR', 'PLCG1|phospho|Y771|P10686|rat|IGTAEPDYGALYEGR', 'PLCG1|phospho|Y771|Q62077|mouse|IGTAEPDYGALYEGR', 'PLCG1|phospho|Y771|P08487|cow|IGTAEPDYGALYEGR']PREDICTED

['FAM62A|phospho|Y822|Q9BSJ8|human|GTKHLSPYATLTVGD']NA

['SND1|phospho|Y883|Q13122|human|DDADEFGYSR_____']NA

['FAM62A|phospho|Y1009|Q9BSJ8|human|GRDPPDPYVSLLLLP']NA

['CAMSAP1|phospho|Y1558|Q5T5Y3|human|YPDTEEIYKLTGTGP']NA

['PIP5K|phospho|Y1772|Q9Y2I7|human|LRGADSAYYQVGQTG', 'PIP5K|phospho|Y1773|Q9Y2I7|human|RGADSAYYQVGQTGK']NA

NA NA

['PABP 1|phospho|Y364|P11940|human|IVATKPLYVALAQRK', 'PABP 3|phospho|Y364|Q9H361|human|IVATKPLYVALAQRK']NA

['HZF2|phospho|Y520|Q14586|human|IHTGENLYKCKVCAK']NA

['mahogunin|phospho|Y389|Q9D074|mouse|AIPSAPLYEEITYSG']NA

['mahogunin|phospho|Y394|Q9D074|mouse|PLYEEITYSGISDGL']NA

['hnRNP U|phospho|Y472|Q00839|human|YFPIPEEYTFIQNVP']NA

['HSP90B|phospho|Y483|P08238|human|KETQKSIYYITGESK', 'HSP90B|phospho|Y484|P08238|human|ETQKSIYYITGESKE']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['RSK2|phospho|Y356|P51812|human|GRPEDTFYFDPEFTA']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['SHIP-2|phospho|Y831|O15357|human|TVKSMDGYESYGECV']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



['WIRE|phospho|Y74|Q8TF74|human|PKGSSGGYGSGGAAL']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['SIGLEC5|phospho|Y520|O15389|human|EEQKELHYASLSFSE']PREDICTED

['CD22|phospho|Y807|P20273|human|HKRQVGDYENVIPDF']NA

NA NA

NA NA

NA PREDICTED

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['GRK2|phospho|Y86|P25098|human|ARPLVEFYEEIKKYE']NA

NA NA

NA NA

['PDGFRa|phospho|Y1018|P16234|human|RLSADSGYIIPLPDI']NA

NA NA

NA NA

NA NA

NA NA

NA NA

['DNER|phospho|Y677|Q8NFT8|human|QGSSRPAYEEFYNCR']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

['Cdc42|phospho|Y64|P60953|human|DTAGQEDYDRLRPLS', 'RhoB|phospho|Y66|P62745|human|DTAGQEDYDRLRPLS', 'RhoC|phospho|Y66|P08134|human|DTAGQEDYDRLRPLS']NA

['VAV1|phospho|Y174|P15498|human|EAEGDEIYEDLMRSE']NA

['LAB|phospho|Y193|Q9GZY6|human|EDEESEDYQNSASIH']NA

['LAB|phospho|Y233|Q9GZY6|human|EEDGEPDYVNGEVAA']NA

['Shc1 iso2|phospho|Y239|P29353-2|human|EEPPDHQYYNDFPGK', 'Shc1 iso2|phospho|Y240|P29353-2|human|EPPDHQYYNDFPGKE', 'Shc1|phospho|Y349|P29353|human|EEPPDHQYYNDFPGK', 'Shc1|phospho|Y349|P98083|mouse|EEPPDHQYYNDFPGK', 'Shc1|phospho|Y350|P29353|human|EPPDHQYYNDFPGKE', 'Shc1|phospho|Y350|P98083|mouse|EPPDHQYYNDFPGKE']NA

['Kit|phospho|Y900|P10721|human|EHAPAEMYDIMKTCW']NA

NA NA

['TRPV4|phospho|Y253|Q9EPK8|mouse|IERRCKHYVELLVAQ']NA

['Lasp-1|phospho|Y171|Q14847|human|IPTSAPVYQQPQQQP']NA

['PKCD|phospho|Y565|P28867|mouse|IRVDTPHYPRWITKE']NA

['ATG3|phospho|Y18|Q9NT62|human|KALEVAEYLTPVLKE']NA

['RSK2|phospho|Y707|P51812|human|KGAMAATYSALNRNQ']NA

['FRS2|phospho|Y391|Q8C180|mouse|NLDPMHNYVNTENVT']NA

['SHIP-2|phospho|Y986|O15357|human|NSFNNPAYYVLEGVP', 'SHIP-2|phospho|Y987|O15357|human|SFNNPAYYVLEGVPH']NA

['Jak3|phospho|Y785|P52333|human|NSLISSDYELLSDPT']NA

['FcRII-A|phospho|Y281|P12318|human|LEETNNDYETADGGY', 'FcRII-C|phospho|Y287|P31995|human|PEETNNDYETADGGY']NA

['CD28|phospho|Y206|P10747|human|PGPTRKHYQPYAPPR']NA

['LAIR-1|phospho|Y281|Q6GTX8|human|PMAESITYAAVARH_']NA

['Ack|phospho|Y826|Q07912|human|SFASDPKYATPQVIQ', 'Ack|phospho|Y842|O54967|mouse|SFASDPKYATPQVIQ']NA

['ZDHHC8|phospho|Y669|Q9ULC8|human|SGVGGTTYEISV___', 'ZDHHC5|phospho|Y711|Q9C0B5|human|SGVGGTTYEISV___']NA

['CD33|phospho|Y358|P20138|human|SKDTSTEYSEVRTQ_']NA

['Fyn|phospho|Y28|P39688|mouse|SLNQSSGYRYGTDPT', 'Fyn|phospho|Y28|P06241|human|SLNQSSGYRYGTDPT']NA

['DUSP3|phospho|Y138|P51452|human|SPTLVIAYLMMRQKM']NA

['CD28|phospho|Y191|P10747|human|SRLLHSDYMNMTPRR']NA

['Met|phospho|Y1001|P16056|mouse|VSNESVDYRATFPED', 'Met|phospho|Y1003|P08581|human|VSNESVDYRATFPED']NA

NA NA

['IGF1R|phospho|Y980|P08069|human|YASVNPEYFSAADVY', 'IGF1R|phospho|Y981|Q60751|mouse|YASVNPEYFSAADVY']NA

['CRYGB|phospho|Y62|P07316|human|YFLRRGEYPDYQQWM']NA

['Dok1|phospho|Y408|P97465|mouse|YNPATDDYAVPPPRS', 'Dok1|phospho|Y409|Q99704|human|YNPATDDYAVPPPRS']NA

['catalase|phospho|Y385|P04040|human|YRARVANYQRDGPMC', 'catalase|phospho|Y385|P24270|mouse|YRARVANYQRDGPMC']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['CGB|phospho|Y173|P05060|human|EEEEGENYQKGERGE']NA

['PSMD13|phospho|Y172|Q9UNM6|human|TIGNHASYYKDALRF']NA

['RICS|phospho|Y1712|O94820|human|QYDNLEDYHSLPQHQ']NA

['matrin 3|phospho|Y171|P43243|human|SATREPPYRVPRDDW']NA

['eIF3S6IP|phospho|Y17|Q9Y262|human|SEAAYDPYAYPSDYD']NA

['CaMK2-beta|phospho|Y17|Q13554|human|FTDEYQLYEDIGKGA']NA

['ITGB4 iso2|phospho|Y1526|P16144-2|human|DLLPNHSYVFRVRAQ']NA

['TSRC1|phospho|Y159|Q6UY14|human|IKPGMFGYGRVPFAL']NA

['neurabin 1|phospho|Y159|Q9ULJ8|human|ESGQNNRYSPKKEKA']NA

['Plxna1|phospho|Y1586|Q9UIW2|human|VPKQTSAYNISNSST']NA

['YB-1|phospho|Y158|P67809|human|RRGPPRNYQQNYQNS']NA

['TRIP6|phospho|Y157|Q15654|human|GGPTPASYTTASTPA']NA

['NDUFS7|phospho|Y146|O75251|human|DQMPEPRYVVSMGSC']NA

['SYCP2|phospho|Y1453|Q9BX26|human|IFQKFSAYQKSEQQR']NA

['ARD1A|phospho|Y145|P41227|human|YADGEDAYAMKRDLT']NA



['ZNF331|phospho|Y144|Q9NQX6|human|GKAFSRGYQLSQHQK']NA

['PIAS1|phospho|Y144|O75925|human|KLQKLPFYDLLDELI']NA

NA NA

['ZO1|phospho|Y1342|Q07157|human|DPEEDEEYYRKQLSY', 'ZO1|phospho|Y1343|Q07157|human|PEEDEEYYRKQLSYF']NA

['GLA|phospho|Y134|P06280|human|KGLKLGIYADVGNKT']NA

['MECT1|phospho|Y133|Q6UUV9|human|RQADSCPYGTMYLSP']NA

NA NA

['PSMC3|phospho|Y132|P17980|human|KTSTRQTYFLPVIGL']NA

['LAMA4|phospho|Y1317|Q16363|human|SSVSPTRYELIVDKS']NA

['DNMBP|phospho|Y1215|Q9Y2L3|human|RHPEIVGYSVPGRNG']NA

['BRSK1|phospho|Y121|Q8TDC3|human|DVYENKKYLYLVLEH']NA

['ITGB4|phospho|Y1207|P16144|human|GAQGEGPYSSLVSCR']NA

['Plakophilin 1|phospho|Y120|Q13835|human|DNRRFSSYSQMENWS']NA

['CRISP3|phospho|Y120|P54108|human|IQSWFDEYNDFDFGV']NA

NA NA

['ZO2|phospho|Y1118|Q9UDY2|human|AQKHPDIYAVPIKTH']NA

['Plakophilin 4|phospho|Y1115|Q99569|human|RLQHQQLYYSQDDSN', 'Plakophilin 4|phospho|Y1116|Q99569|human|LQHQQLYYSQDDSNR']NA

['IRS-4|phospho|Y111|O14654|human|DAPARLEYYENARKF', 'IRS-4|phospho|Y112|O14654|human|APARLEYYENARKFR']NA

['EEF1E1|phospho|Y111|O43324|human|DKVYLTGYNFTLADI']NA

['COL16A1|phospho|Y1108|Q07092|human|GIKGERGYTGSAGEK']NA

['LAB|phospho|Y110|Q9GZY6|human|RHGSEEAYIDPIAME']NA

NA NA

['laminin receptor 1|phospho|Y138|P08865|human|QPLTEASYVNLPTIA', 'laminin receptor 1|phospho|Y139|Q8BNL2|mouse|QPLTEASYVNLPTIA']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['Cas-L|phospho|Y132|Q14511|human|GTQEQEVYQVPPSVQ']NA

NA NA

NA NA

NA NA

NA PREDICTED

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['TIE1|phospho|Y1027|P35590|human|MAIESLNYSVYTTKS']NA

['PTPRT|phospho|Y1022|O14522|human|GRVKCVRYWPDDTEV']NA

['GRSF1|phospho|Y102|Q12849|human|DLPPPPEYELAPSKL']NA

['OR2G3|phospho|Y102|Q8NGZ4|human|GGCVAQLYISLALGS']NA

['PKR|phospho|Y101|P19525|human|EGLSMGNYIGLINRI']NA

['ZSWIM5|phospho|Y1006|Q9P217|human|QLFTIARYMELRGYP']NA

NA NA



NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['CDK6|phospho|Y24|Q00534|human|AEIGEGAYGKVFKAR']PREDICTED

['PGAM-1|phospho|Y25|Q9DBJ1|mouse|ENRFSGWYDADLSPA']NA

['WDR54|phospho|Y33|Q9H977|human|LPARNLTYFGVVHGP']NA

['FKSG10|phospho|Y37|P57764|human|SSTGFQPYCLVVRKP']NA

['MGC2408|phospho|Y39|Q9BRZ8|human|GAADSAPYDWFGDFS']NA

['CFIM25|phospho|Y40|O43809|human|LERTINLYPLTNYTF']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['latrophilin 2|phospho|Y1433|O95490|human|SRGNSDGYIIPINKE']PREDICTED



NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['HER2|phospho|Y877|P04626|human|LDIDETEYHADGGKV', 'HER2|phospho|Y879|P06494|rat|LDIDETEYHADGGKV', 'HER2|phospho|Y927|Q6ZPE0|mouse|LDIDETEYHADGGKV']PREDICTED

['EphB4|phospho|Y774|P54760|human|ENSSDPTYTSSLGGK']PREDICTED

['HER2|phospho|Y1221|P04626|human|SPAFDNLYYWDQDPP', 'HER2|phospho|Y1222|P04626|human|PAFDNLYYWDQDPPE']PREDICTED

NA PREDICTED

['IRS-1|phospho|Y895|P35570|rat|EPKSPGEYVNIEFGS', 'IRS-1|phospho|Y896|P35568|human|EPKSPGEYVNIEFGS']PREDICTED

['TrkC|phospho|Y709|Q16288|human|RDVYSTDYYRLFNPS', 'TrkC|phospho|Y710|Q16288|human|DVYSTDYYRLFNPSG']PREDICTED

['Ig-alpha|phospho|Y182|P11911|mouse|DYEDENLYEGLNLDD', 'Ig-alpha|phospho|Y188|P11912|human|EYEDENLYEGLNLDD']PREDICTED

NA NA

['EphB4|phospho|Y596|P54760|human|VYIDPFTYEDPNEAV', 'EphB1|phospho|Y600|P54762|human|IYIDPFTYEDPNEAV', 'EphB2|phospho|Y602|P29323|human|IYIDPFTYEDPNEAV', 'EphB2|phospho|Y610|P54763|mouse|IYIDPFTYEDPNEAV', 'EphB3|phospho|Y614|P54753|human|VYIDPFTYEDPNEAV', 'EphB2|phospho|Y620|P28693|chicken|IYIDPFTYEDPNEAV']PREDICTED

['EphA1|phospho|Y605|P21709|human|PYVDLQAYEDPAQGA']PREDICTED

['Btk|phospho|Y550|Q06187|human|RYVLDDEYTSSVGSK', 'Btk|phospho|Y550|P35991|mouse|RYVLDDEYTSSVGSK']PREDICTED

['LTK|phospho|Y676|P29376|human|RDIYRASYYRRGDRA', 'LTK|phospho|Y677|P29376|human|DIYRASYYRRGDRAL']PREDICTED

['PDGFRa|phospho|Y849|P16234|human|DIMHDSNYVSKGSTF']PREDICTED

['Abl|phospho|Y432|P00519-2|human|TAPESLAYNKFSIKS']PREDICTED

['VEGFR-1|phospho|Y1053|P17948|human|DIYKNPDYVRKGDTR']PREDICTED

['Mer|phospho|Y753|Q12866|human|KKIYSGDYYRQGRIA', 'Mer|phospho|Y754|Q12866|human|KIYSGDYYRQGRIAK']PREDICTED

['CDK5|phospho|Y15|Q00535|human|EKIGEGTYGTVFKAK', 'CDK5|phospho|Y15|P49615|mouse|EKIGEGTYGTVFKAK']PREDICTED

['EphA1|phospho|Y599|P21709|human|DKLWLKPYVDLQAYE']PREDICTED

['tau iso9|phospho|Y197|NP_005901|human|KSGDRSGYSSPGSPG', 'tau|phospho|Y513|P10636|human|KSGDRSGYSSPGSPG']PREDICTED

['Kit|phospho|Y721|P10721|human|CSDSTNEYMDMKPGV']PREDICTED

['FGFR1|phospho|Y673|AAB54274|rat|ALTSNQEYLDLSMPL', 'FGFR1|phospho|Y766|P11362|human|ALTSNQEYLDLSMPL']PREDICTED

['Src|phospho|Y526|P00523|chicken|FTSTEPQYQPGENL_', 'Src|phospho|Y529|P12931|human|FTSTEPQYQPGENL_', 'Src|phospho|Y534|P05480|mouse|FTSTEPQYQPGENL_']PREDICTED

['HS1|phospho|Y397|P14317|human|EDEPEGDYEEVLEPE']PREDICTED

['PLCG2|phospho|Y759|P16885|human|LYDVSRMYVDPSEIN', 'PLCG2|phospho|Y759|P24135|rat|LYDVSRMYVDPSEIN', 'PLCG2|phospho|Y759|Q8CIH5|mouse|LYDVSRMYVDPSEIN']PREDICTED

['14-3-3 eta|phospho|Y215|Q04917|human|DTLNEDSYKDSTLIM', '14-3-3 gamma|phospho|Y215|P61981|human|DTLNEDSYKDSTLIM']PREDICTED

['APP iso2|phospho|Y682|P12023-2|mouse|SKMQQNGYENPTYKF', 'APP iso4|phospho|Y682|P05067-4|human|SKMQQNGYENPTYKF', 'APP|phospho|Y757|P12023|mouse|SKMQQNGYENPTYKF']PREDICTED

NA PREDICTED

NA NA

NA NA

NA PREDICTED

NA PREDICTED

['EB1|phospho|Y124|Q15691|human|ANYDGKDYDPVAARQ']NA

['profilin 1|phospho|Y128|P07737|human|GLINKKCYEMASHLR']NA

['C1orf52|phospho|Y132|Q8N6N3|human|AIKWSNIYEDNGDDA']NA

['cofilin 1|phospho|Y139|P23528|human|HELQANCYEEVKDRC', 'cofilin 1|phospho|Y139|P18760|mouse|HELQANCYEEVKDRC']NA

['CLIM1|phospho|Y143|O00151|human|ARVITNQYNNPAGLY']NA



['SQSTM1|phospho|Y148|Q13501|human|KCSVCPDYDLCSVCE']NA

['RPS3a|phospho|Y255|P61247|human|KVERADGYEPPVQES']NA

['APE1|phospho|Y261|P27695|human|HLYPNTPYAYTFWTY']NA

['FLJ39829|phospho|Y248|Q8N884|human|EYSNTRAYYFVKFKR']NA

['ZNF24|phospho|Y279|P17028|human|IHSGEKPYGCVECGK']NA

['FLJ11305|phospho|Y286|Q9NUK6|human|DFKQAEEYLSFAFEH']NA

['"actin, beta"|phospho|Y294|P60709|human|VDIRKDLYANTVLSG', '"actin, gamma 1"|phospho|Y294|P63261|human|VDIRKDLYANTVLSG']NA

['CCT-theta|phospho|Y504|P50990|human|LDTYLGKYWAIKLAT']NA

['Fyn|phospho|Y531|P06241|human|FTATEPQYQPGENL_', 'Fyn|phospho|Y531|P39688|mouse|FTATEPQYQPGENL_', 'Yes|phospho|Y536|P07947|human|FTATEPQYQPGENL_']PREDICTED

['FAK|phospho|Y576|Q05397|human|RYMEDSTYYKASKGK', 'FAK|phospho|Y576|O35346|rat|RYMEDSTYYKASKGK', 'FAK|phospho|Y576|Q00944|chicken|RYMEDSTYYKASKGK', 'FAK iso3|phospho|Y576|P34152-3|mouse|RYMEDSTYYKASKGK', 'FAK|phospho|Y577|O35346|rat|YMEDSTYYKASKGKL', 'FAK|phospho|Y577|Q05397|human|YMEDSTYYKASKGKL', 'FAK|phospho|Y577|Q00944|chicken|YMEDSTYYKASKGKL', 'FAK iso3|phospho|Y577|P34152-3|mouse|YMEDSTYYKASKGKL', 'FAK|phospho|Y614|P34152|mouse|RYMEDSTYYKASKGK', 'FAK|phospho|Y615|P34152|mouse|YMEDSTYYKASKGKL']PREDICTED

['DBN1|phospho|Y621|Q16643|human|KAPPPVFYNKPPEID']NA

['ACLY|phospho|Y672|Q91V92|mouse|SRTTDGVYEGVAIGG', 'ACLY|phospho|Y682|P53396|human|SRTTDGVYEGVAIGG']NA

['PECAM-1|phospho|Y713|P16284|human|KKDTETVYSEVRKAV']PREDICTED

NA NA

['FTase-beta|phospho|Y300|P49356|human|NKLVDGCYSFWQAGL']NA

['ALK|phospho|Y1131|Q9UM73|human|HGAFGEVYEGQVSGM']NA

['eIF3-beta|phospho|Y308|Q13347|human|SSGGEDGYVRIHYFD']NA

['CTNND1|phospho|Y334|O60716|human|EEVPSDQYYWAPLAQ', 'CTNND1|phospho|Y335|O60716|human|EVPSDQYYWAPLAQH']NA

['Dok1|phospho|Y341|Q99704|human|KPLYWDLYEHAQQQL']NA

['ARF GAP 3|phospho|Y349|Q9NP61|human|NDDSDDSYFTSSSSY']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['Jun|phospho|Y170|P05412|human|LHSEPPVYANLSNFN']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

['WDR45L|phospho|Y19|O95328|human|GGGKKPKYPPNKVMI']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['DDR1|phospho|Y796|Q08345|human|RNLYAGDYYRVQGRA', 'DDR1|phospho|Y797|Q08345|human|NLYAGDYYRVQGRAV']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA



NA NA

NA NA

NA NA

['CK2-A2|phospho|Y256|P19784|human|VLGTEELYGYLKKYH']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['PDGFRb|phospho|Y1008|P05622|mouse|LDTSSVLYTAVQPNE', 'PDGFRb|phospho|Y1009|P09619|human|LDTSSVLYTAVQPNE']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['RasGAP 3|phospho|Y66|Q14644|human|PFYGEDFYCEIPRSF']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['CTNNB1|phospho|Y142|Q02248|mouse|AVVNLINYQDDAELA', 'CTNNB1|phospho|Y142|P35222|human|AVVNLINYQDDAELA']NA

['NMDAR2B|phospho|Y1252|Q01097|mouse|CKKAGNLYDISEDNS']NA

['LAT iso2|phospho|Y132|O43561-2|human|DDYHNPGYLVVLPDS', 'LAT|phospho|Y161|O43561|human|DDYHNPGYLVVLPDS']NA

['SLP76|phospho|Y128|Q60787|mouse|DGEDDGDYESPNEEE', 'SLP76|phospho|Y128|Q13094|human|DGEDDGDYESPNEEE']NA

['Ret|phospho|Y981|P07949|human|DNCSEEMYRLMLQCW', 'Ret|phospho|Y982|P35546|mouse|DNCSEEMYRLMLQCW']NA

['R-Ras|phospho|Y66|P10301|human|DPTIEDSYTKICSVD']NA

['PAG|phospho|Y227|Q9NWQ8|human|GKAEFAEYASVDRNK']NA

['ARHGAP12|phospho|Y243|Q8IWW6|human|GRPDSPVYANLQELK']NA

['IL7R|phospho|Y449|P16871|human|GSNQEEAYVTMSSFY']NA

['CRYBB3|phospho|Y29|P26998|human|GSYKVILYELENFQG']NA

['P130Cas|phospho|Y410|P56945|human|GVVDSGVYAVPPPAE']NA

['Abl iso1|phospho|Y253|P00519|human|HKLGGGQYGEVYEGV', 'Abl|phospho|Y272|P00519-2|human|HKLGGGQYGEVYEGV']NA

['SSTR2|phospho|Y228|P30875|mouse|LTIICLCYLFIIIKV']NA

NA NA

['BKR2|phospho|Y161|P25023|rat|MLVSIDRYLALVKTM']NA



['catalase|phospho|Y230|P04040|human|NANGEAVYCKFHYKT']NA

['PKD1|phospho|Y463|Q15139|human|NDTGSRYYKEIPLSE', 'PKD1|phospho|Y469|Q62101|mouse|NDTGSRYYKEIPLSE']NA

['ARHGAP5|phospho|Y306|Q13017|human|NHPDYEEYINLEGTR']NA

['IGF1R|phospho|Y973|P08069|human|RLGNGVLYASVNPEY', 'IGF1R|phospho|Y974|Q60751|mouse|RLGNGVLYASVNPEY']NA

['CD5|phospho|Y465|P06127|human|RNSRLSAYPALEGVL']NA

['CRYGB|phospho|Y65|P07316|human|RRGEYPDYQQWMGLS', 'CRYGC|phospho|Y65|P07315|human|RRGEYPDYQQWMGLS']NA

['Cas-L|phospho|Y166|Q14511|human|RTGHGYVYEYPSRYQ']NA

['SSTR2|phospho|Y312|P30875|mouse|SCANPILYAFLSDNF']NA

['PAR1|phospho|Y383|P25116|human|SECQRYVYSILCCKE']NA

['TIE2|phospho|Y1106|Q02858|mouse|TYVNTTLYEKFTYAG', 'TIE2|phospho|Y1108|Q02763|human|TYVNTTLYEKFTYAG']NA

['EGFR|phospho|Y1016|P00533|human|DVVDADEYLIPQQGF', 'EGFR|phospho|Y1017|Q9QX70|rat|DVVDADEYLIPQQGF', 'EGFR|phospho|Y1018|Q01279|mouse|DVVDADEYLIPQQGF']PREDICTED

['VAV1|phospho|Y160|P27870|mouse|AEEDEDLYDCVENEE', 'VAV1|phospho|Y160|P15498|human|VEEDEDLYDCVENEE']NA

['AGA|phospho|Y178|P20933|human|VIPDPSKYCGPYKPP']NA

['CK2-A2|phospho|Y256|P19784|human|VLGTEELYGYLKKYH']NA

['Tyk2|phospho|Y1047|Q9R117|mouse|AVPEGHEYYRVREDG', 'Tyk2|phospho|Y1048|Q9R117|mouse|VPEGHEYYRVREDGD', 'Tyk2|phospho|Y1054|P29597|human|AVPEGHEYYRVREDG', 'Tyk2|phospho|Y1055|P29597|human|VPEGHEYYRVREDGD']NA

['CAD|phospho|Y1890|P27708|human|GTPDGTCYPPPPVPR']NA

['SNAP29|phospho|Y189|O95721|human|SAMSTDAYPKNPHLR']NA

['MAP1B|phospho|Y1887|P46821|human|RSPDEEDYDYESYEK']NA

['MALT1|phospho|Y188|Q9UDY8|human|HVKDAGFYVCRVNNN']NA

['Blk|phospho|Y186|P51451|human|RCLDEGGYYISPRIT', 'Blk|phospho|Y187|P51451|human|CLDEGGYYISPRITF']NA

['PQBP1|phospho|Y187|O60828|human|RREELAPYPKSKKAV']NA

['ERK7|phospho|Y177|Q8TD08|human|EDQAVTEYVATRWYR']NA

['Plakophilin 3|phospho|Y176|Q9Y446|human|GVGSRADYDTLSLRS']NA

['G3BP-2|phospho|Y175|Q9UN86|human|QENANSGYYEAHPVT', 'G3BP-2|phospho|Y176|Q9UN86|human|ENANSGYYEAHPVTN']NA

['B3GALT3|phospho|Y175|O75752|human|EFCPNAKYVMKTDTD']NA

['MUCDHL|phospho|Y174|Q9HBB8|human|MTAGASDYFSLVSVN']NA

['tuberin|phospho|Y1736|P49815|human|RSNPTDIYPSKWIAR']NA

['NDUFS7|phospho|Y162|O75251|human|NGGGYYHYSYSVVRG']NA

NA NA

NA NA

['TOM1L2|phospho|Y160|Q8TDE7|human|QRTSAGSYSSPPPAP']NA

['PAK5|phospho|Y159|Q9P286|human|YGDDLDPYYRGSHAA', 'PAK5|phospho|Y160|Q9P286|human|GDDLDPYYRGSHAAK']NA

['PSMA6|phospho|Y159|P60900|human|YKCDPAGYYCGFKAT', 'PSMA6|phospho|Y160|P60900|human|KCDPAGYYCGFKATA']NA

['AurA|phospho|Y148|O14965|human|KGKFGNVYLAREKQS']NA

['ANP32A|phospho|Y148|P39687|human|QLTYLDGYDRDDKEA']NA

['HAND2|phospho|Y147|P61296|human|TLRLATSYIAYLMDL']NA

['ANK1|phospho|Y1467|P16157|human|NANMENLYTALQSID']NA

NA NA

['PAK5|phospho|Y146|Q9P286|human|ADYTTEKYREKSLYG']NA

['HAPIP|phospho|Y1372|O60229|human|WADKFQMYVTYCKNK']NA

['BEGAIN|phospho|Y137|Q9BUH8|human|LLQCSQTYGRVHKVS']NA

['RPL13A|phospho|Y136|P40429|human|KPTRKFAYLGRLAHE']NA

['PIPK I-gamma|phospho|Y136|NP_036530|human|QDFRFKTYAPVAFRY', 'PIP5K1A|phospho|Y142|Q99755|human|NDFRFKTYAPVAFRY']NA

['HELZ|phospho|Y1353|P42694|human|LPAPHAQYAIPNRHF']NA

['HSPA2|phospho|Y135|P54652|human|MKEIAEAYLGGKVHS']NA

['CD84-H1|phospho|Y125|Q96A28|human|QISTMQQYNLCVYRW']NA

['ARHGEF2|phospho|Y125|Q8TDA3|human|ERPSSAIYPSDSFRQ']NA

['NMDAR2A|phospho|Y1246|Q12879|human|CLRMGNLYDIDEDQM']NA

['E1B-AP5|phospho|Y124|Q9BUJ2|human|KQENESGYERRPLEM']NA

['CNAP1|phospho|Y1228|Q15021|human|RQQRDLAYCVSQLPL']NA

['RGS14|phospho|Y122|O43566|human|AQEARNIYQEFLSSQ']NA

NA NA



['STRAP|phospho|Y114|Q9Y3F4|human|DFTQDSNYLLTGGQD']NA

NA NA

['HEFL|phospho|Y113|Q9NQ75|human|PPTPGPVYEQMRSWA']NA

['ADORA2B|phospho|Y113|P29275|human|AICVPLRYKSLVTGT']NA

['PSMB8|phospho|Y112|P28062|human|KVIEINPYLLGTMSG']NA

NA NA

NA NA

['p90RSK|phospho|Y228|Q15418|human|SFCGTVEYMAPEVVN', 'RSK2|phospho|Y234|P51812|human|SFCGTVEYMAPEVVN', 'RSK4|phospho|Y239|Q9UK32|human|SFCGTVEYMAPEVVN']NA

['LSm2|phospho|Y35|Q9Y333|human|TLHSVDQYLNIKLTD']NA

NA PREDICTED

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['FLRT3|phospho|Y105|Q9NZU0|human|FPTNLPKYVKELHLQ']NA

['CLASP2|phospho|Y1049|O75122|human|SSPRSRDYNPYNYSD']NA

['ZO1|phospho|Y1047|Q07157|human|RDLEQPTYRYESSSY']NA

['Kv7.3|phospho|Y105|O88944|rat|VKRNNAKYRRIQTLI', 'Kv7.3 iso2|phospho|Y67|O88944-2|rat|VKRNNAKYRRIQTLI']NA

['AZGP1|phospho|Y104|P25311|human|TLKDIVEYYNDSNGS']NA

['HS1|phospho|Y103|P14317|human|KSAVGHEYVAEVEKH']NA

NA NA

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['CD229|phospho|Y309|Q9HBG7|human|LIKSRDPYKNRVWVS']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['Lrig2|phospho|Y898|XP_194114|mouse|RVICSDCYDNANIYS']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['AKAP2|phospho|Y911|Q9Y2D5|human|ETRPEGSYFSKYSEA']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['PTPRT|phospho|Y1030|O14522|human|WPDDTEVYGDIKVTL']PREDICTED

NA PREDICTED

['MINK|phospho|Y906|Q8N4C8|human|LHADSNGYTNLPDVV']PREDICTED

NA NA

NA PREDICTED

['FLT3|phospho|Y865|P36888|human|ESLFEGIYTIKSDVW']PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

['EphB6|phospho|Y636|O15197|human|YYIDPSTYEDPCQAI']NA

['RPS10|phospho|Y12|P46783|human|KKNRIAIYELLFKEG', 'RPS10|phospho|Y12|P63325|mouse|KKNRIAIYELLFKEG']NA

['MVP|phospho|Y12|Q14764|human|FIIRIPPYHYIHVLD']NA

['SEPT2|phospho|Y17|Q15019|human|INPETPGYVGFANLP', 'SEPT2|phospho|Y17|P42208|mouse|INPETPGYVGFANLP']NA

['SNX12|phospho|Y23|Q9UMY4|human|PQDLTDAYGPPSNFL']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['LOC148823|phospho|Y69|NP_660321|human|SGSEEVCYTVINHIP']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

['DAPP1|phospho|Y139|Q9UHF2|human|KVEEPSIYESVRVHT']PREDICTED

['TrkB|phospho|Y515|Q63604|rat|PVIENPQYFGITNSQ', 'TrkB|phospho|Y515|P15209|mouse|PVIENPQYFGITNSQ']PREDICTED

['p38-beta|phospho|Y190|Q15759|human|ADEEMTGYVATRWYR']PREDICTED

NA PREDICTED

['HER4|phospho|Y1188|Q15303|human|QALDNPEYHNASNGP']PREDICTED

['IRS-1|phospho|Y46|P35568|human|GGPARLEYYENEKKW']PREDICTED

['PLCG1|phospho|Y1253|P19174|human|EGSFESRYQQPFEDF']PREDICTED

NA PREDICTED

NA PREDICTED

['TrkA iso2|phospho|Y490|P04629-2|human|HIIENPQYFSDACVH', 'TrkA|phospho|Y496|P04629|human|HIIENPQYFSDACVH']PREDICTED

['IGF1R|phospho|Y1165|P08069|human|RDIYETDYYRKGGKG', 'IGF1R|phospho|Y1166|P08069|human|DIYETDYYRKGGKGL', 'IGF1R|phospho|Y1167|Q60751|mouse|RDIYETDYYRKGGKG', 'IGF1R|phospho|Y1168|Q60751|mouse|DIYETDYYRKGGKGL', 'InsR iso2|phospho|Y1177|P06213-2|human|RDIYETDYYRKGGKG', 'InsR iso2|phospho|Y1178|P06213-2|human|DIYETDYYRKGGKGL', 'InsR|phospho|Y1179|P15208|mouse|RDIYETDYYRKGGKG', 'InsR|phospho|Y1180|P15208|mouse|DIYETDYYRKGGKGL', 'InsR|phospho|Y1189|P06213|human|RDIYETDYYRKGGKG', 'InsR|phospho|Y1190|P06213|human|DIYETDYYRKGGKGL', 'InsR|phospho|Y1190|P15127|rat|RDIYETDYYRKGGKG', 'InsR|phospho|Y1191|P15127|rat|DIYETDYYRKGGKGL']PREDICTED

['InsR|phospho|Y1000|P15127|rat|YASSNPEYLSASDVF', 'InsR iso2|phospho|Y987|P06213-2|human|YASSNPEYLSASDVF', 'InsR|phospho|Y989|P15208|mouse|YASSNPEYLSASDVF', 'InsR|phospho|Y999|P06213|human|YASSNPEYLSASDVF']PREDICTED

['gelsolin|phospho|Y603|P06396|human|LKTPSAAYLWVGTGA']PREDICTED

['ANXA2|phospho|Y23|P07355|human|HSTPPSAYGSVKAYT']PREDICTED

['Ret|phospho|Y1062|P07949|human|TWIENKLYGMSDPNW', 'Ret|phospho|Y1063|P35546|mouse|TWIENKLYGMSDPNW', 'Ret|phospho|Y1064|Q9EPA1|rat|TWIENKLYGMSDPNW']PREDICTED

['Met|phospho|Y1232|P16056|mouse|RDMYDKEYYSVHNKT', 'Met|phospho|Y1233|P16056|mouse|DMYDKEYYSVHNKTG', 'Met|phospho|Y1234|P08581|human|RDMYDKEYYSVHNKT', 'Met|phospho|Y1235|P08581|human|DMYDKEYYSVHNKTG']PREDICTED

['SHP-2|phospho|Y542|Q06124|human|SKRKGHEYTNIKYSL', 'SHP-2|phospho|Y546|P35235|mouse|SKRKGHEYTNIKYSL']PREDICTED

['Pyk2|phospho|Y402|Q14289|human|CSIESDIYAEIPDET', 'Pyk2|phospho|Y402|P70600|rat|CSIESDIYAEIPDET', 'Pyk2|phospho|Y402|Q9QVP9|mouse|CSIESDIYAEIPDET']PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

['RCAS1|phospho|Y94|O00559|human|LEQLEPDYFKDMTPT']NA

['TBCB|phospho|Y98|Q99426|human|SGARLGEYEDVSRVE']NA

['calmodulin|phospho|Y99|P62158|human|FDKDGNGYISAAELR', 'calmodulin|phospho|Y99|P62161|rat|FDKDGNGYISAAELR']PREDICTED

['DDX3|phospho|Y103|O00571|human|DDRGRSDYDGIGSRG']NA

['MAK3P|phospho|Y110|Q9GZZ1|human|DGTFDNIYLHVQISN']NA

['VIM|phospho|Y116|P08670|human|LNDRFANYIDKVRFL']NA

['"actin, beta"|phospho|Y218|P70514|mouse|DIKEKLCYVALDFEQ', '"actin, beta"|phospho|Y218|P60709|human|DIKEKLCYVALDFEQ', '"actin, gamma 1"|phospho|Y218|P63261|human|DIKEKLCYVALDFEQ', '"actin, alpha 1"|phospho|Y220|P68133|human|DIKEKLCYVALDFEN']NA

['SYNPO|phospho|Y466|Q8N3V7|human|ATTPTKVYSEVHFTL']NA

['Arp3|phospho|Y231|P61158|human|AKAVKERYSYVCPDL']NA

['LDH-A|phospho|Y238|P00338|human|KQVVESAYEVIKLKG']NA

['hnRNP F|phospho|Y246|P52597|human|GYGGYEEYSGLSDGY']NA

['HEP-COP|phospho|Y249|P53621|human|VDTCRGHYNNVSCAV']NA

['Dok1|phospho|Y401|P97465|mouse|EEGYELPYNPATDDY', 'Dok1|phospho|Y402|Q99704|human|EEGYELPYNPATDDY']NA

['TRXR1|phospho|Y422|Q16881|human|SRDNNKCYAKIICNT']NA

['EHD1|phospho|Y453|Q9H4M9|human|PTYDEIFYTLSPVNG', 'EHD1|phospho|Y453|Q9WVK4|mouse|PTYDEIFYTLSPVNG']NA

['STXBP1|phospho|Y473|O08599|mouse|ERISEQTYQLSRWTP']NA

['HSP90B|phospho|Y483|P08238|human|KETQKSIYYITGESK', 'HSP90B|phospho|Y484|P08238|human|ETQKSIYYITGESKE']NA

['BUD13|phospho|Y494|Q9BRD0|human|DSERDELYAQWGKGL']PREDICTED

NA NA

NA NA

['GA17|phospho|Y351|Q7L2H7|human|KQQWQQLYDTLNAWK']NA



['ZCCHC3|phospho|Y202|Q9NUD5|human|GMDPSDIYAVIQIPG']NA

NA NA

['MetAP1|phospho|Y253|P53582|human|RKLVQTTYECLMQAI']NA

['TKT|phospho|Y275|P29401|human|EQIIQEIYSQIQSKK']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['CTNND1|phospho|Y221|NP_031641|mouse|GRHYEDGYPGGSDNY', 'CTNND1|phospho|Y221|O60716|human|SRHYEDGYPGGSDNY']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['Abl iso1|phospho|Y393|P00520|mouse|RLMTGDTYTAHAGAK', 'Abl|phospho|Y412|P00519-2|human|RLMTGDTYTAHAGAK', 'Abl|phospho|Y412|P00520-4|mouse|RLMTGDTYTAHAGAK', 'Arg|phospho|Y439|P42684|human|RLMTGDTYTAHAGAK']PREDICTED

['Jak3|phospho|Y980|P52333|human|LLPLDKDYYVVREPG', 'Jak3|phospho|Y981|P52333|human|LPLDKDYYVVREPGQ']PREDICTED

['Syk|phospho|Y519|P48025|mouse|ALRADENYYKAQTHG', 'Syk|phospho|Y520|P48025|mouse|LRADENYYKAQTHGK', 'Syk|phospho|Y525|P43405|human|ALRADENYYKAQTHG', 'Syk|phospho|Y526|P43405|human|LRADENYYKAQTHGK']PREDICTED

['FAK|phospho|Y576|Q05397|human|RYMEDSTYYKASKGK', 'FAK|phospho|Y576|O35346|rat|RYMEDSTYYKASKGK', 'FAK|phospho|Y576|Q00944|chicken|RYMEDSTYYKASKGK', 'FAK iso3|phospho|Y576|P34152-3|mouse|RYMEDSTYYKASKGK', 'FAK|phospho|Y577|O35346|rat|YMEDSTYYKASKGKL', 'FAK|phospho|Y577|Q05397|human|YMEDSTYYKASKGKL', 'FAK|phospho|Y577|Q00944|chicken|YMEDSTYYKASKGKL', 'FAK iso3|phospho|Y577|P34152-3|mouse|YMEDSTYYKASKGKL', 'FAK|phospho|Y614|P34152|mouse|RYMEDSTYYKASKGK', 'FAK|phospho|Y615|P34152|mouse|YMEDSTYYKASKGKL']PREDICTED

NA PREDICTED

['CdkL5|phospho|Y171|O76039|human|NNANYTEYVATRWYR']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['BTLA|phospho|Y282|Q7Z6A9|human|VKEAPTEYASICVRS']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['PLCG1|phospho|Y771|P19174|human|IGTAEPDYGALYEGR', 'PLCG1|phospho|Y771|P10686|rat|IGTAEPDYGALYEGR', 'PLCG1|phospho|Y771|Q62077|mouse|IGTAEPDYGALYEGR', 'PLCG1|phospho|Y771|P08487|cow|IGTAEPDYGALYEGR']PREDICTED

['SgK269|phospho|Y880|XP_370878|human|PRSTSSPYHAGNLLQ']NA

['Lrig2|phospho|Y898|XP_194114|mouse|RVICSDCYDNANIYS']PREDICTED

['FLNA|phospho|Y1046|P21333|human|PYEVEVTYDGVPVPG']NA

['SIPA1L3|phospho|Y1265|O60292|human|HSKGEPQYSSHSSSN', 'KIAA0545|phospho|Y282|XP_133328|mouse|HSKGEPQYSSHSSSN']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['SLC27A2|phospho|Y602|O14975|human|LDDTAKMYVPMTEDI']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['InsR|phospho|Y1000|P15127|rat|YASSNPEYLSASDVF', 'InsR iso2|phospho|Y987|P06213-2|human|YASSNPEYLSASDVF', 'InsR|phospho|Y989|P15208|mouse|YASSNPEYLSASDVF', 'InsR|phospho|Y999|P06213|human|YASSNPEYLSASDVF']PREDICTED

['CSFR|phospho|Y721|P09581|mouse|SSQGVDTYVEMRPVS', 'CSFR|phospho|Y723|P07333|human|SSQGVDTYVEMRPVS']PREDICTED

['Kit|phospho|Y703|P10721|human|DHAEAALYKNLLHSK']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['LRRFIP1|phospho|Y573|O75766|human|DVKKELTYQNTDLSE']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['EpoR|phospho|Y504|P19235|human|AEPLPPSYVACS___']NA

['Spry2|phospho|Y55|O43597|human|AIRNTNEYTEGPTVV', 'Spry2|phospho|Y55|Q9QXV8|mouse|AIRNTNEYTEGPTVV']NA

['P130Cas|phospho|Y249|P56945|human|APGPQDIYDVPPVRG']NA

['Erbin|phospho|Y1104|Q96RT1|human|AQIPEGDYLSYREFH']NA

['latrophilin 1|phospho|Y1440|O94910|human|ARNPLQGYYQVRRPS', 'latrophilin 1|phospho|Y1441|O94910|human|RNPLQGYYQVRRPSH']NA

['CD5|phospho|Y452|P13379|mouse|ASHVDNEYSQPPRNS', 'CD5|phospho|Y453|P06127|human|ASHVDNEYSQPPRNS']NA

['HER4|phospho|Y1242|Q15303|human|KAFDNPDYWNHSLPP']NA

['Met|phospho|Y1230|P08581|human|FGLARDMYDKEYYSV']NA

['G6f|phospho|Y281|Q7Z5H2|human|FKPEIQVYENIHLAR']NA

['IkB-alpha|phospho|Y305|P25963|human|FTEDELPYDDCVFGG']NA

['3BP2|phospho|Y448|P78314|human|GDDSDEDYEKVPLPN']NA

['RBM3|phospho|Y151|P98179|human|DRYSGGNYRDNYDN_', 'RBM3|phospho|Y155|P98179|human|GGNYRDNYDN_____']NA

['ZAP70|phospho|Y492|P43403|human|ALGADDSYYTARSAG', 'ZAP70|phospho|Y492|P43404|mouse|LGADDSYYTARSAGK', 'ZAP70|phospho|Y493|P43403|human|LGADDSYYTARSAGK']NA

['PTP1B|phospho|Y66|P18031|human|LHQEDNDYINASLIK']NA

['RACK1|phospho|Y228|P63244|human|LNEGKHLYTLDGGDI']NA

['Syk|phospho|Y342|P48025|mouse|LPMDTEVYESPYADP', 'Syk|phospho|Y342|Q64725|rat|LPMDTEVYESPYADP', 'Syk|phospho|Y348|P43405|human|LPMDTEVYESPYADP']NA

['EGFR|phospho|Y1091|Q9QX70|rat|TFLPVPEYINQSVPK', 'EGFR|phospho|Y1092|P00533|human|TFLPVPEYINQSVPK']PREDICTED

['DKFZp564C182|phospho|Y165|Q9H0V0|human|LRNMKSQYEVFRSSR']NA

['Ret|phospho|Y864|P07949|human|QISQGMQYLAEMKLV']NA

['Cbl|phospho|Y731|P22681|human|QQIDSCTYEAMYNIQ']NA

['UBAP2|phospho|Y839|Q5T6F2|human|QSRLPVDYYGIPFAA', 'UBAP2|phospho|Y840|Q5T6F2|human|SRLPVDYYGIPFAAP']NA

['KIRREL|phospho|Y625|Q96J84|human|RAVLYADYRAPGPAR']NA

['ITSN2|phospho|Y967|Q9NZM3|human|REEPEALYAAVNKKP']NA

['Siglec-10|phospho|Y597|Q96LC7|human|RHSTILDYINVVPTA']NA

['Gab1|phospho|Y285|Q13480|human|TEADGELYVFNTPSG']NA

['Akt1|phospho|Y315|P31750|mouse|TFCGTPEYLAPEVLE', 'Akt1|phospho|Y315|P31749|human|TFCGTPEYLAPEVLE']NA

['Mpl|phospho|Y616|Q08351|mouse|THIANHSYLPLSYWQ']NA

NA NA

['PSD-93|phospho|Y348|Q91XM9|mouse|TRPPEPVYSTVNKLC']NA

['GCSFR|phospho|Y767|Q99062|human|TSPGPGHYLRCDSTQ']NA

['MAP1B|phospho|Y1921|P46821|human|KSPSDSGYSYETIGK']NA



['FARSLB|phospho|Y192|Q9NSD9|human|PLNKTKEYTACELMN']NA

['syndecan-2|phospho|Y191|P34900|rat|RKPSSAAYQKAPTKE']NA

['AMOTL1|phospho|Y191|Q8IY63|human|NNEELPTYEEAKAQS']NA

['MAP1B|phospho|Y1904|P46821|human|RTSDVGGYYYEKIER', 'MAP1B|phospho|Y1905|P46821|human|TSDVGGYYYEKIERT', 'MAP1B|phospho|Y1906|P46821|human|SDVGGYYYEKIERTT']NA

['14-3-3 sigma|phospho|Y19|Q9JJ20|mouse|LAEQAERYEDMAAFM']NA

['CASC3|phospho|Y181|O15234|human|EDRKNPAYIPRKGLF']NA

['ELMO1|phospho|Y18|Q92556|human|AIEWPGAYPKLMEID']NA

['SAMSN1|phospho|Y179|Q9NSI8|human|TDFTPSPYDTDSLKI', 'SASH1|phospho|Y570|O94885|human|TDFTPSPYDTDSLKL']NA

['PLD2|phospho|Y179|O14939|human|RLLTMSFYRNYHAMT']NA

['14-3-3 gamma|phospho|Y178|P61981|human|RLGLALNYSVFYYEI']NA

['BKR2|phospho|Y177|P30411|human|GVRWAKLYSLVIWGC']NA

['PTTG1IP|phospho|Y165|P53801|human|HDEIRKKYGLFKEEN']NA

['ANXA4|phospho|Y164|P09525|human|GGRDEGNYLDDALVR']NA

['IRSp53|phospho|Y164|Q9UQB8|human|YSDKELQYIDAISNK']NA

['afadin|phospho|Y1639|P55196|human|KRRQEEGYYSRLEAE', 'afadin|phospho|Y1640|P55196|human|RRQEEGYYSRLEAER']NA

['PSMD13|phospho|Y162|Q9UNM6|human|FYDLSSKYYQTIGNH', 'PSMD13|phospho|Y163|Q9UNM6|human|YDLSSKYYQTIGNHA']NA

['TPM2|phospho|Y162|P07951|human|AEDSDRKYEEVARKL']NA

['ADHFE1|phospho|Y152|Q8IWW8|human|TCKAANLYASSPHSD']NA

['SNX25|phospho|Y151|Q3ZT30|human|ELLSNPDYINQMLLA']NA

['HAND2|phospho|Y150|P61296|human|LATSYIAYLMDLLAK']NA

['CdkL2|phospho|Y15|Q92772|human|GLVGEGSYGMVMKCR']NA

['TJ6|phospho|Y149|Q9Y487|human|NVEFEPTYEEFPSLE']NA

['eIF2A|phospho|Y149|P05198|human|KRPGYGAYDAFKHAV']NA

['HS1|phospho|Y140|P14317|human|KSAVGFDYKGEVEKH']NA

['TrpC4|phospho|Y14|Q9UBN4|human|KRNVNAPYRDRIPLR']NA

['CaMK2-beta|phospho|Y14|Q13554|human|CTRFTDEYQLYEDIG']NA

['GPSM2|phospho|Y139|P81274|human|VGEARALYNLGNVYH']NA

['NMDAR2A|phospho|Y1387|Q00959|rat|GRCPSDPYKHSLPSQ']NA

['BMCC1|phospho|Y1379|Q58A63|human|DPKSENIYDYLDSSE']NA

['ERCC6|phospho|Y1279|Q03468|human|MDGASPDYVLVEAEA']NA

['PIK3C2B|phospho|Y127|O00750|human|KGSLSGDYLYIFDGS']NA

['PTBP2|phospho|Y127|Q8NFB1|human|HLRNQPIYIQYSNHK']NA

['DCC|phospho|Y1261|Q63155|rat|PTLESAQYPGILPSP']NA

['SIAH1|phospho|Y126|Q8IUQ4|human|ELCEFRPYSCPCPGA']NA

['LDH-A|phospho|Y126|P00338|human|IIPNVVKYSPNCKLL']NA

['ODZ3|phospho|Y1168|Q9P273|human|VSYSGVLYITETDEK']NA

['PABP 1|phospho|Y116|P11940|human|SIDNKALYDTFSAFG', 'PABP 4|phospho|Y116|Q13310|human|SIDNKALYDTFSAFG']NA

['PTDSR|phospho|Y116|Q6NYC1|human|SVKMKMKYYIEYMES']NA

['DYSF|phospho|Y1157|O75923|human|NRYHLRCYMYQARDL']NA

['HER4|phospho|Y1150|Q15303|human|GELDEEGYMTPMRDK']NA

['PAXIP1|phospho|Y115|Q6ZW49|human|PEPKGEKYECALKRA']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA



NA NA

NA NA

NA NA

['RIN2|phospho|Y790|Q8WYP3|human|SVDDFQNYLRVAFQE']NA

NA NA

['Bcr|phospho|Y177|P11274|human|ADAEKPFYVNVEFHH']NA

NA NA

NA NA

NA NA

['ZNF185|phospho|Y349|O15231|human|GILFVKEYVNASEVS']NA

NA NA

NA NA

NA NA

['ACLY|phospho|Y1073|P53396|human|SMGFIGHYLDQKRLK']NA

['Grb7|phospho|Y107|Q14451|human|RPHVVKVYSEDGACR']NA

NA NA

['Cas-L|phospho|Y106|Q14511|human|AAPRDTIYQVPPSYQ']NA

['"tubulin, beta-1"|phospho|Y106|P07437|human|NNWAKGHYTEGAELV', '"tubulin, beta-2"|phospho|Y106|P68371|human|NNWAKGHYTEGAELV', '"tubulin, beta-3"|phospho|Y106|Q13509|human|NNWAKGHYTEGAELV']NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['FLG|phospho|Y215|P20930|human|EDNEEGVYDYENTGR']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['FRS2|phospho|Y470|Q8WU20|human|PTRRTELYAVIDIER']PREDICTED

NA NA

NA PREDICTED

['CstF-77|phospho|Y534|Q12996|human|RYKFMDLYPCSASEL']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['PrlR|phospho|Y509|P16471|human|GSAKPLDYVEIHKVN']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['Gab1|phospho|Y373|Q13480|human|ASDTDSSYCIPTAGM']PREDICTED

['FABP4|phospho|Y19|P04117|mouse|SSENFDDYMKEVGVG']PREDICTED

NA NA

NA PREDICTED

['EphB1|phospho|Y594|P54762|human|GSPGMKIYIDPFTYE']PREDICTED

NA PREDICTED

['EphA1|phospho|Y781|P21709|human|LDDFDGTYETQGGKI']PREDICTED

NA PREDICTED

NA PREDICTED

['EphA7|phospho|Y608|Q15375|human|KFPGTKTYIDPETYE']PREDICTED

['VEGFR-2|phospho|Y951|P35968|human|RFRQGKDYVGAIPVD']PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

['p38-delta|phospho|Y182|O15264|human|ADAEMTGYVVTRWYR']PREDICTED

['PDK1|phospho|Y373|O15530|human|SEDDEDCYGNYDNLL']PREDICTED

['NSAP1|phospho|Y373|Q9Y583|human|RVKKLKDYAFIHFDE']PREDICTED

['SLC4A1|phospho|Y359|P02730|human|AKPDSSFYKGLDLNG']PREDICTED

['ANXA1|phospho|Y20|P04083|human|IENEEQEYVQTVKSS']PREDICTED

NA PREDICTED

['p38-gamma|phospho|Y185|P53778|human|ADSEMTGYVVTRWYR']PREDICTED

['PDGFRb|phospho|Y1021|P09619|human|PNEGDNDYIIPLPDP']PREDICTED

['PDGFRb|phospho|Y740|P09619|human|TGESDGGYMDMSKDE']PREDICTED

NA NA

['PDGFRb|phospho|Y775|P09619|human|SSNYMAPYDNYVPSA']PREDICTED

['FAK|phospho|Y397|Q05397|human|SVSETDDYAEIIDEE', 'FAK|phospho|Y397|O35346|rat|SVSETDDYAEIIDEE', 'FAK|phospho|Y397|Q00944|chicken|SVSETDDYAEIIDEE', 'FAK iso3|phospho|Y397|P34152-3|mouse|SVSETDDYAEIIDEE']PREDICTED

['CUL-3|phospho|Y58|Q13618|human|GLSFEELYRNAYTMV']NA

['PPP1R11|phospho|Y64|O60927|human|SSKCCCIYEKPRAFG']NA

['HCA59|phospho|Y147|Q9NZ63|human|KNAEDCLYELPENIR']NA

['PKM2|phospho|Y82|P14786|human|FSHGTHEYHAETIKN']NA

NA NA

['CD2AP|phospho|Y88|Q9Y5K6|human|LVQRISTYGLPAGGI']NA

['NKEF-A|phospho|Y194|Q06830|human|DVQKSKEYFSKQK__']NA

['PGK1|phospho|Y195|P00558|human|LMKKELNYFAKALES']NA

['ELP3|phospho|Y202|Q9BVF7|human|GHTSNNIYEAVKYSE']NA

['ANXA1|phospho|Y206|P04083|human|DSDARALYEAGERRK']NA

['MGC35274|phospho|Y208|Q8IV50|human|SRDEESPYATSLYHS', 'MGC35274|phospho|Y213|Q8IV50|human|SPYATSLYHS_____']NA

['TSAd|phospho|Y216|Q9NP31|human|SQDPNPQYSPIIKQG']NA

['DYN1|phospho|Y354|P39053|mouse|SGDQIDTYELSGGAR']NA

['Dok1|phospho|Y362|Q99704|human|DPKEDPIYDEPEGLA']PREDICTED

['CD46 iso4|phospho|Y357|P15529-4|human|GGAEYATYQTKSTTP']NA

['ZNF174|phospho|Y382|Q15697|human|IHTGEKPYQCGQCGK']NA

['C9orf10|phospho|Y393|Q9NZB2|human|GAPGQGPYPYSLSEP']NA

['eIF4G|phospho|Y594|Q04637|human|IQPGEQKYEYKSDQW']NA

NA NA

['eIF1|phospho|Y30|P41567|human|LPAGTEDYIHIRIQQ']NA

['eIF4H|phospho|Y44|Q9WUK2|mouse|TEPPYTAYVGNLPFN']NA

['VIM|phospho|Y52|P08670|human|PSTSRSLYASSPGGV']NA

['GSR|phospho|Y65|P00390|human|AAGAVASYDYLVIGG']NA

['CTNND1|phospho|Y96|O60716|human|QDHSHLLYSTIPRMQ']NA

['SLP-2|phospho|Y124|Q9UJZ1|human|YGVEDPEYAVTQLAQ']NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['TIE2|phospho|Y1100|Q02858|mouse|MLEERKTYVNTTLYE', 'TIE2|phospho|Y1102|Q02763|human|MLEERKTYVNTTLYE']PREDICTED

['IRS-1|phospho|Y608|P35570|rat|NLHTDDGYMPMSPGV', 'IRS-1|phospho|Y608|P35569|mouse|NLHTDDGYMPMSPGV', 'IRS-1|phospho|Y612|P35568|human|TLHTDDGYMPMSPGV']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

['ZO2|phospho|Y554|Q9Z0U1|mouse|VREDAVLYLLEIPKG']NA

NA NA

['SgK269|phospho|Y638|Q8BX56|mouse|AYDNLAIYKSFLGTS', 'SgK269|phospho|Y641|XP_370878|human|AYDNLAIYKSFLGTS']NA

['ACLY|phospho|Y672|Q91V92|mouse|SRTTDGVYEGVAIGG', 'ACLY|phospho|Y682|P53396|human|SRTTDGVYEGVAIGG']NA

['eplin|phospho|Y746|Q9ERG0|mouse|QIKRNRYYDEDEDEE', 'eplin|phospho|Y751|Q9UHB6|human|EQIKRNRYYDEDEDE']NA

NA NA

NA NA

['K5|phospho|Y346|P13647|human|IAEVKAQYEEIANRS']NA

NA PREDICTED

NA NA

NA NA

NA NA

NA PREDICTED

NA NA

NA NA

NA NA

NA NA

['CD3Z|phospho|Y111|P20963|human|KNPQEGLYNELQKDK']PREDICTED

['CD45|phospho|Y1015|P08575|human|DSEEPSKYINASFIM']NA

NA NA

NA NA

NA NA

NA NA

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['p73|phospho|Y28|O15350|human|SLEPDSTYFDLPQSS']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED



NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA NA

NA NA

NA NA

NA NA

['CD84|phospho|Y262|O15430|human|AASKKTIYTYIMASR']NA

['FRS2|phospho|Y195|Q8C180|mouse|AEEQVHTYVNTTGVQ']NA

['IL-1RA|phospho|Y496|P14778|human|ELEKIQDYEKMPESI']NA

['SNCA|phospho|Y133|P37840|human|EMPSEEGYQDYEPEA']NA

['SHIP-2|phospho|Y671|O15357|human|ERGSRDTYAWHKQKP']NA

['CSFR|phospho|Y561|P07333|human|ESYEGNSYTFIDPTQ']NA

['Pim1|phospho|Y218|P06803|mouse|EWIRYHRYHGRSAAV']NA

['PIK3R1|phospho|Y688|P23727|cow|FAEPYNLYSSLKELV', 'PIK3R1|phospho|Y688|P27986|human|FAEPYNLYSSLKELV']NA

['RIPK1|phospho|Y384|Q13546|human|KLQDEANYHLYGSRM']NA

['Abl|phospho|Y245|P00519-2|human|KRNKPTVYGVSPNYD']NA

['MIG-6|phospho|Y394|Q9UJM3|human|KKVSSTHYYLLPERP', 'MIG-6|phospho|Y395|Q9UJM3|human|KVSSTHYYLLPERPP', 'Ack|phospho|Y857|Q07912|human|KKVSSTHYYLLPERP', 'Ack|phospho|Y858|Q07912|human|KVSSTHYYLLPERPS']NA

['RACK1|phospho|Y246|P63244|human|LCFSPNRYWLCAATG']NA

['HER4|phospho|Y1188|Q15303|human|QALDNPEYHNASNGP']PREDICTED

['FcRII-A|phospho|Y281|P12318|human|LEETNNDYETADGGY', 'FcRII-C|phospho|Y287|P31995|human|PEETNNDYETADGGY']NA

['CSF2RB|phospho|Y628|P32927|human|PPPGSLEYLCLPAGG']NA

['ephrin-B2|phospho|Y330|P52799|human|PQSPANIYYKV____', 'ephrin-B1|phospho|Y331|O73612|chicken|PQSPANIYYKV____', 'ephrin-B2|phospho|Y331|P52799|human|QSPANIYYKV_____', 'ephrin-B1|phospho|Y343|P98172|human|PQSPANIYYKV____', 'ephrin-B1|phospho|Y344|P98172|human|QSPANIYYKV_____']NA

NA NA

['abLIM|phospho|Y439|O14639|human|PTPSAEGYQDVRDRM']NA

['DBNL|phospho|Y335|Q9UJU6|human|QAEEEAVYEEPPEQE']NA

NA NA

['SLP76|phospho|Y113|Q13094|human|SSFEEDDYESPNDDQ']NA

['Abi-1|phospho|Y332|Q8IZP0|human|SSTSSGGYRRTPSVT']NA

['PIK3R1|phospho|Y368|P27986|human|STKMHGDYTLTLRKG', 'PIK3R1|phospho|Y368|P23727|cow|STKMHGDYTLTLRKG']NA

['Syk|phospho|Y323|P43405|human|STVSFNPYEPELAPW']NA

NA NA

['FcRII-A|phospho|Y304|P12318|human|TDDDKNIYLTLPPND', 'FcRII-C|phospho|Y310|P31995|human|TDDDKNIYLTLPPND']NA

['CTNNB1|phospho|Y716|P35222|human|YRQDDPSYRSFHSGG']PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

NA PREDICTED

['Blk|phospho|Y186|P51451|human|RCLDEGGYYISPRIT', 'Blk|phospho|Y187|P51451|human|CLDEGGYYISPRITF']NA

['LMO7|phospho|Y185|Q8WWI1|human|RKAQSNPYYNGPHLN', 'LMO7|phospho|Y186|Q8WWI1|human|KAQSNPYYNGPHLNL']NA

['PPAP2A|phospho|Y185|O14494|human|CMLFVALYLQARMKG']NA

['CASD1|phospho|Y184|Q8WZ77|human|SSEALSQYKMNITSI']NA

['calponin 2|phospho|Y183|Q99439|human|SQSGMTAYGTRRHLY']NA

['DOCK1|phospho|Y1811|Q14185|human|LKGSVADYGNLMENQ']NA

['"actin, beta"|phospho|Y169|P60709|human|TVPIYEGYALPHAIL', '"actin, gamma 1"|phospho|Y169|P63261|human|TVPIYEGYALPHAIL', '"actin, alpha 1"|phospho|Y171|P68133|human|NVPIYEGYALPHAIM']NA

['TOM1L2|phospho|Y168|Q8TDE7|human|SSPPPAPYSAPQAPA']NA

['TAS2R40|phospho|Y168|P59535|human|SRDVFNVYVNSSIPI']NA

['ATRX|phospho|Y1667|P46100|human|KRPQERSYMLQRWQE']NA

['Nice-3|phospho|Y166|Q9BWL3|human|DGYETARYGTGVFGQ']NA



['P130Cas|phospho|Y165|P56945|human|PSPATDLYQVPPGPG', 'P130Cas iso2|phospho|Y169|Q63767-2|rat|PSPATDLYQVPPGPG', 'P130Cas|phospho|Y263|Q63767|rat|PSPATDLYQVPPGPG']NA

['ITGB4|phospho|Y1564|P16144|human|LQGYSVEYQLLNGGE']NA

['PKCD|phospho|Y155|P28867|mouse|IKQAKIHYIKNHEFI']NA

['MEKK3|phospho|Y155|Q99759|human|AGDINTIYQPPEPRS']NA

['MRLC2|phospho|Y154|P19105|human|DKKGNFNYIEFTRIL']NA

['Casp9|phospho|Y153|P55211|human|RGNADLAYILSMEPC']NA

['ZNF183|phospho|Y153|O15541|human|GKEDDKIYRGINNYQ']NA

['NEDD4|phospho|Y143|P46934|human|ILGASDPYVRVTLYD']NA

NA NA

['MYO7A|phospho|Y142|Q13402|human|FAIADNCYFNMKRNS']NA

['SPTAN1|phospho|Y1411|Q13813|human|QLLAHGHYASPEIKQ']NA

['MeCP2|phospho|Y141|P51608|human|SKVELIAYFEKVGDT']NA

['tensin 1|phospho|Y1404|Q9HBL0|human|RAGSLPNYATINGKV']NA

['ACP1|phospho|Y131|P24666|human|QLIIEDPYYGNDSDF', 'ACP1|phospho|Y132|P24666|human|LIIEDPYYGNDSDFE']NA

['HYAL4|phospho|Y131|Q9UL99|human|KADQDINYYIPAEDF', 'HYAL4|phospho|Y132|Q9UL99|human|ADQDINYYIPAEDFS']NA

['ZDHHC7|phospho|Y130|Q9NXF8|human|LKPGEVIYKCPKCCC']NA

['GRK2|phospho|Y13|P25098|human|AVLADVSYLMAMEKS']NA

['USP34|phospho|Y1288|Q70CQ2|human|KSAHKLLYALEIIEA']NA

['DYX1C1|phospho|Y128|Q8WXU2|human|AKREDQKYALSVMMK']NA

['LOC390998|phospho|Y119|XP_372759|human|FNADEFEYVVAEKQL']NA

['A6|phospho|Y119|Q12792|human|HVRQKMLYAATRATL']NA

['HSPA9B|phospho|Y118|P38646|human|TNPNNTFYATKRLIG']NA

['PCM-1|phospho|Y1176|Q15154|human|ILSGKTEYMAFPKPF']NA

['KIAA0372|phospho|Y1173|O15077|human|CLLTSAIYALQGRSV']NA

['Sec24B|phospho|Y117|O95487|human|QPGAQQLYSRGPPAP']NA

['TrkC|phospho|Y800|Q16288|human|RVCPKEVYDVMLGCW']NA

NA NA

NA NA

NA NA

NA NA

NA NA

['PTP1B|phospho|Y66|P18031|human|LHQEDNDYINASLIK']NA

['HePTP|phospho|Y149|P35236|human|QSQEDGDYINANYIR']NA

['PTPRB|phospho|Y1981|P23467|human|ENPLFPIYENVNPEY']NA

NA NA

NA NA

NA NA

['FAK|phospho|Y925|Q05397|human|DRSNDKVYENVTGLV', 'FAK iso3|phospho|Y925|P34152-3|mouse|DRSNDKVYENVTGLV', 'FAK|phospho|Y926|Q00944|chicken|DRSNDKVYENVTGLV', 'FAK|phospho|Y928|O35346|rat|DRSNDKVYENVTGLV', 'FAK|phospho|Y963|P34152|mouse|DRSNDKVYENVTGLV']PREDICTED

NA NA

['HS1|phospho|Y397|P14317|human|EDEPEGDYEEVLEPE']PREDICTED

['IRS-1|phospho|Y662|P35568|human|QRVDPNGYMMMSPSG']PREDICTED

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

['NAALADL2|phospho|Y110|Q58DX5|human|ESDYITHYTRSAPKS']NA

['XDH|phospho|Y1091|P47989|human|DLNGQAVYAACQTIL']NA

['GRF-1|phospho|Y1087|Q9NRY4|human|DGFDPSDYAEPMDAV']NA



['BCDO2|phospho|Y108|Q9BYV7|human|KFLQSDTYKANSAKN']NA

['HINT1|phospho|Y108|P49773|human|SDGGQSVYHVHLHVL']NA

['IL32|phospho|Y107|P24001|human|YLETVAAYYEEQHPE', 'IL32|phospho|Y108|P24001|human|LETVAAYYEEQHPEL']NA

NA NA

['IFIH1|phospho|Y1000|Q9BYX4|human|NNSTKKQYKKWVELP']NA



SH2_id slide_id sprot_id sprot_name sh2_range expressionGene_name

3 714-34 O14492 APS_HUMAN 417 – 515 yes SH2B2

68 none O14508 SOCS2_HUMAN 48 – 156 insoluble SOCS2

39 811-24 O14512 SOCS7_HUMAN 400 – 509 yes SOCS7

69 none O14543 SOCS3_HUMAN 46 – 142 insoluble SOCS3

70 none O14544 SOCS6_HUMAN 384 – 491 insoluble SOCS6

19 714-29 O14796 SH21B_HUMAN 5 – 101 yes SH2D1B

62 811-65 O15357 SHIP2_HUMAN 21 – 117 yes INPPL1

67 none O15524 SOCS1_HUMAN 79 – 174 insoluble SOCS1

41 714-48 O43639 NCK2_HUMAN 285 – 380 yes NCK2

55 714-31 O60880 SH21A_HUMAN 6 – 104 yes SH2D1A

71 none O75159 SOCS5_HUMAN 381 – 476 insoluble SOCS5

27 714-74 O75791 GRAP2_HUMAN 58 – 149 yes GRAP2

43 811-35 O75815 BCAR3_HUMAN 154 – 253 yes BCAR3

1 714-59 P00519 ABL1_HUMAN 127 – 217 yes ABL1

73 811-30 P00523 SRC_CHICK 148 – 245 yes SRC

36 none P06239 LCK_HUMAN 439 – 544 degraded LCK

25 714-56 P06241 FYN_HUMAN 149 – 246 yes FYN

21 811-55 P07332 FES_HUMAN 460 – 549 yes FES

90 811-37 P07947 YES_HUMAN 158 – 255 yes YES1

38 811-22 P07948 LYN_HUMAN 129 – 226 yes LYN

32 714-53 P08631 HCK_HUMAN 144 – 241 yes HCK

22 811-53 P09769 FGR_HUMAN 77 – 138 yes FGR

47 816-39 P10686 PLCG1_RAT 550 – 657, 668 – 756yes Plcg1

86 714-61 P15498 VAV_HUMAN 671 – 765 yes VAV1

13 none P15882 CHIN_HUMAN 49 – 135 insoluble CHN1

40 none P16333 NCK1_HUMAN 282 – 376 degraded NCK1

20 811-54 P16591 FER_HUMAN 460 – 550 yes FER

48 811-29 P16885 PLCG2_HUMAN 532 – 635, 646 – 735yes PLCG2

49 714-70 P20936 RASA1_HUMAN 181 – 272, 351 – 441yes RASA1

10 816-10 P22681 CBL_HUMAN 267 – 341 yes CBL

34 none P23458 JAK1_HUMAN 127 – 224 degraded JAK1

45 811-18 P27986 P85A_HUMAN 333 – 428, 624 – 718yes PIK3R1

63 811-20 P29350 PTN6_HUMAN 4 – 100, 110 – 213yes PTPN6

57 811-23 P29353 SHC1_HUMAN 488 – 579 yes SHC1

85 none P29597 TYK2_HUMAN 450 – 529 none TYK2

201 816-15 P35235 PTN11_MOUSE 6 – 102 yes Ptpn11

202 816-16 P35235 PTN11_MOUSE 112 – 216 yes Ptpn11

76 none P40763 STAT3_HUMAN 580 – 670 insoluble STAT3

17 714-51 P41241 CSK_MOUSE 82 – 171 yes Csk

74 none P42224 STAT1_HUMAN 573 – 670 insoluble STAT1

77 none P42229 STAT5A_HUMAN589 – 686 insoluble STAT5A

81 none P42680 TEC_HUMAN 247 – 345 none TEC

93 811-42 P42681 TXK_HUMAN 150 – 246 yes TXK

2 714-58 P42684 ABL2_HUMAN 173 – 263 yes ABL2

23 714-27 P42685 FRK_HUMAN 116 – 208 yes FRK

91 811-47 P43403 ZAP70_HUMAN 10 – 102, 163 – 254yes ZAP70

15 714-68 P46108 CRK_HUMAN 13 – 118 yes CRK

16 714-66 P46109 CRKL_HUMAN 14 – 102 yes CRKL

104 714- 38 P48025 KSYK_MOUSE 167 – 258yes Syk

102 714-36 P48025 KSYK_MOUSE 14 – 106 yes Syk

5 714-49 P51451 BLK_HUMAN 124 – 220 yes BLK
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78 none P51692 STA5B_HUMAN 589 – 686 insoluble STAT5B

100 811-63 P51813 BMX_HUMAN 296 – 392 yes BMX

35 none P52333 JAK3_HUMAN 375 – 475 degraded JAK3

75 none P52630 STAT2_HUMAN 572 – 667 insoluble STAT2

87 811-41 P52735 VAV2_HUMAN 673 – 767 yes VAV2

30 811-51 P62993 GRB2_HUMAN 60 – 152 yes GRB2

56 811-59 P78314 3BP2_HUMAN 457 – 555 yes SH3BP2

9 714-50 Q06187 BTK_HUMAN 281 – 377 yes BTK

33 714-52 Q08881 ITK_HUMAN 239 – 338 yes ITK

66 714-65 Q13094 LCP2_HUMAN 422 – 530 yes LCP2

11 811-11 Q13191 CBLB_HUMAN 259 – 333 yes CBLB

107 714-40 Q13191 CBLB_HUMAN 259 – 333 yes CBLB

65 none Q13239 SLAP1_HUMAN 84 – 175 insoluble SLA

28 714-55 Q13322 GRB10_HUMAN 493 – 574 yes GRB10

50 none Q13671 RIN1_HUMAN 69 – 163 degraded RIN1

8 714-67 Q13882 PTK6_HUMAN 78 – 170 yes PTK6

29 714-54 Q14449 GRB14_HUMAN 439 – 535 yes GRB14

31 none Q14451 GRB7_HUMAN 431 – 527 degraded GRB7

37 811-60 Q16176 Q16176_HUMAN 79 - 161 yes lsk

83 811-25 Q63HR2 TENC1_HUMAN 1140 – 1247yes TENC1

82 811-48 Q68CZ2 TENS3_HUMAN 1172 – 1282yes TNS3

59 714-64 Q6S5L8 SHC4_HUMAN 526 – 617 yes SHC4

79 811-52 Q7KZ85 SPT6H_HUMAN 1325 – 1431yes SUPT6H

4 none Q7M4L6 SHF_HUMAN 380 – 475 insoluble SHF

96 714-41 Q7Z7G1 CLNK_HUMAN 309 – 419 yes CLNK

99 811-38 Q8IZW8 TENS4_HUMAN 449 – 556 yes TNS4

44 811-39 Q8N5H7 SH2D3_HUMAN 220 – 319 yes SH2D3C

52 none Q8TB24 RIN3_HUMAN 63 – 158 degraded RIN3

6 none Q8WV28 BLNK_HUMAN 346 – 453 insoluble BLNK

72 none Q8WXH5 SOCS4_HUMAN 286 – 381 insoluble SOCS4

51 none Q8WYP3 RIN2_HUMAN 97 – 190 degraded RIN2

58 811-69 Q92529 SHC3_HUMAN 499 – 590 yes SHC3

46 811-19 Q92569 P55G_HUMAN 65 – 160, 358 – 452yes PIK3R3

61 811-66 Q92835 SHIP1_HUMAN 5 – 101 yes INPP5D

60 714-60 Q96IW2 SHD_HUMAN 240 – 335 yes SHD

94 811-46 Q96JZ2 HSH2D_HUMAN 34 – 125 yes HSH2D

42 811-34 Q9BRG2 SH23A_HUMAN 15 – 114 yes SH2D3A

95 811-62 Q9H3Y6 SRMS_HUMAN 120 – 212 yes SRMS

53 none Q9H788 SH24A_HUMAN 347 – 440 insoluble SH2D4A

84 714-62 Q9HBL0 TENS1_HUMAN 1463 – 1572yes TNS1

89 811-44 Q9NP31 SH22A_HUMAN 95 – 186 yes SH2D2A

54 714-73 Q9NRF2 SH2B1_HUMAN 527 – 625 yes SH2B1

14 none Q9NSE2 CISH_HUMAN 82 – 163 insoluble CISH

101 714-35 Q9UGK3 STAP2_HUMAN 133 – 248 yes STAP2

88 none Q9UKW4 VAV3_HUMAN 672 – 766 insoluble VAV3

12 none Q9ULV8 CBLC_HUMAN 235 - 332 insoluble CBLC

7 714-75 Q9ULZ2 STAP1_HUMAN 177 – 280 yes STAP1

18 714-28 Q9UN19 DAPP1_HUMAN 35 – 129 yes DAPP1



a-b a-c b-c SH2 DOMAIN PCC 

0.99194 0.979747 0.980817 ITK FYN 0.95

0.9915 0.970316 0.969368 YES GADS 0.96

0.991378 0.990506 0.993484 PTPN11 (1) NCK2 0.95

0.988643 0.987636 0.989362 SH2D3C SHC1 0.9

0.988095 0.978131 0.983175 LYN VAV2 0.98

0.986866 0.967952 0.980126 SRMS

0.986808 0.951581 0.960863 VAV2

0.985855 0.979009 0.976557 SRC

0.985789 0.976538 0.984389 ABL2

0.985691 0.985899 0.987661 PTPN11 (1-2)

0.984729 0.977608 0.983574 TXK

0.984556 0.98332 0.989567 SYK (2)

0.984311 0.987109 0.984505 VAV2

0.984176 0.978171 0.980091 TNS4

0.983623 0.970853 0.985646 SHC1

0.983149 0.971702 0.989767 MATK

0.982249 0.900358 0.910242 PIK3R1 (1-2)

0.98073 0.976571 0.968514 NCK2

0.980589 0.970094 0.968852 FYN

0.978566 0.973105 0.988984 PLCG1

0.977663 0.951676 0.951555 PIK3R3 (1-2)

0.975798 0.954761 0.958432 SYK (1)

0.974336 0.973988 0.989016 SHC1

0.973581 0.962673 0.962834 HCK

0.972913 0.972464 0.986435 SH2D1B

0.971682 0.6948 0.708777 PTPN6

0.970835 0.942722 0.952076 GRB14

0.970696 0.953177 0.980344 SUPT6H

0.97029 0.950847 0.976134 CBLB

0.969105 0.875674 0.907289 SOCS5

0.967759 0.981703 0.969613 SHIP1

0.965321 0.962414 0.968183 SH2D2A

0.965171 0.913722 0.913329 PTPN11 (2)

0.964933 0.947802 0.975969 APS

0.964795 0.941817 0.982894 FGR

0.963368 0.963922 0.967851 ABL1

0.961872 0.859325 0.922882 CRK

0.956653 0.921144 0.948954 BTK

0.954952 0.927293 0.97885 BKS

0.953751 0.917518 0.919393 CRKL

0.952318 0.970063 0.972416 TNS1

0.949748 0.931126 0.941072 GADS

0.948802 0.924193 0.972202 TNS3

0.947647 0.904806 0.957132 GRB2

0.941619 0.908747 0.955065 SHIP2

0.939934 0.922709 0.970346 BLK

For four domains the profiling experiment 

was repeated twice. Below are reported the 

Pearson correlation coefficients among the 

two experiments.

Correlations between the results of probing  three 

different replica array on a single glass chip.
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0.937779 0.93338 0.970997 FES

0.933764 0.880788 0.902211 NCK2

0.932958 0.740925 0.774856 SHC3

0.931854 0.793439 0.813826 BRK

0.930263 0.890118 0.940094 BMX

0.928161 0.881169 0.92699 FER

0.924988 0.90033 0.904372 SHD

0.920134 0.93048 0.969113 SOCS7

0.919566 0.921647 0.892553 FRK

0.915614 0.96226 0.914874 HSH2D

0.913085 0.889983 0.976309 CSK

0.908422 0.928755 0.88452 PLCG2

0.907833 0.913724 0.959472 FYN

0.900977 0.871108 0.862867 CBL

0.900796 0.945205 0.925392 TENC1

0.900571 0.889163 0.87943 SH2D1A

0.897288 0.880378 0.984053 SH2D3A

0.89603 0.832932 0.886903 BCAR3

0.879208 0.765469 0.860921 VAV1

0.877635 0.89453 0.816364 SH3BP2

0.876256 0.922348 0.892637 BRDG1

0.871556 0.839902 0.878097 SLP76

0.869127 0.862699 0.888412 RASA1 (1-2)

0.859044 0.899826 0.940927 GADS

0.836069 0.866174 0.948066 SH2B

0.820522 0.799402 0.822885 ZAP70 (1-2)

0.800041 0.765792 0.861451 SHC4

0.788028 0.807225 0.882372 MIST

0.62765 0.447228 0.379438 DAPP1

0.284759 0.827822 0.281346 GRB10



For four domains the profiling experiment 

was repeated twice. Below are reported the 

Pearson correlation coefficients among the 

two experiments.



PMID sprot_SH2 name_SH2 sprot_bindername_binder method Y_site

8226808 P27986 P85A_HUMAN P04629 NTRK1_HUMAN coimmunoprecipitationY757

8226808 P27986 P85A_HUMAN P04629 NTRK1_HUMAN competition bindingY757

11323411 Q06124 PTN11_HUMAN Q13480 GAB1_HUMAN coimmunoprecipitationY659

12855672 Q06124 PTN11_HUMAN Q13480 GAB1_HUMAN coimmunoprecipitationY659

14679216 P24604 TEC_MOUSE Q61152 PTN18_MOUSE pull down Y381

17050525 P27986 P85A_HUMAN P15498 VAV_HUMAN pull down Y174

17050525 Q62077 PLCG1_HUMAN P15498 VAV_HUMAN pull down Y174

17050525 P06239 LCK_HUMAN P15498 VAV_HUMAN pull down Y174

8577729 P29350 PTN6_HUMAN P31994 FCG2B_HUMAN proteinchip(r) on a surface-enhanced laser desorption/ionizationY292

9603468 P29350 PTN6_HUMAN P31994 FCG2B_HUMAN pull down Y292

9973396 Q9ES52 SHIP1_MOUSE P08101 FCGR2_MOUSE pull down Y309

10382761 P07948 LYN_HUMAN P31994 FCG2B_HUMAN pull down Y292

10382761 P29353 SHC1_HUMAN P31994 FCG2B_HUMAN pull down Y292

10382761 Q06124 PTN11_HUMAN P31994 FCG2B_HUMAN pull down Y292

10382761 O00145 SHIP1_HUMAN P31994 FCG2B_HUMAN pull down Y292

10976913 Q06124 PTN11_HUMAN P16310 GHR_RAT pull down Y594

11337495 P27986 P85A_HUMAN P27986 P85A_HUMAN coimmunoprecipitationY688

11940572 P40763 STAT3_HUMAN P04626 ERBB2_HUMAN coimmunoprecipitationY1222

8798570 Q60631 GRB2_MOUSE P54762 EPHB1_HUMAN two hybrid Y928

8798570 Q60760 GRB10_MOUSE P54762 EPHB1_HUMAN two hybrid Y928

12223469 Q14451 GRB7_HUMAN P54762 EPHB1_HUMAN two hybrid Y928

12223469 Q14451 GRB7_HUMAN P54762 EPHB1_HUMAN pull down Y928

9837784 P46109 CRKL_HUMAN P42229 STA5A_HUMAN pull down Y694

9837784 P46109 CRKL_HUMAN P42229 STA5A_HUMAN far western blottingY694

11494128 Q4JIM5 ABL2_MOUSE P54754 EPHB3_MOUSE pull down Y603

11494128 Q4JIM5 ABL2_MOUSE P54754 EPHB3_MOUSE lex-a dimerization assayY603

8156998 P42224 STAT1_HUMAN P15260 INGR1_HUMAN coimmunoprecipitationY457

8156998 P42224 STAT1_HUMAN P15260 INGR1_HUMAN competition bindingY457

8662591 P42227 STAT3_MOUSE P15260 INGR1_HUMAN electrophoretic mobility shift assayY457

8662591 P42227 STAT3_MOUSE P15260 INGR1_HUMAN competition bindingY457

8662591 P42224 STAT1_HUMAN P15260 INGR1_HUMAN electrophoretic mobility shift assayY457

8662591 P42224 STAT1_HUMAN P15260 INGR1_HUMAN competition bindingY457

8662795 P42224 STAT1_HUMAN P15260 INGR1_HUMAN inferred by authorY457

15780933 P42224 STAT1_HUMAN P15260 INGR1_HUMAN x-ray crystallographyY457

10748052 P62994 GRB2_RAT P35739 NTRK1_RAT pull down Y794

10748052 P62994 GRB2_RAT P35739 NTRK1_RAT two hybrid Y794

10748052 P62994 GRB2_RAT P35739 NTRK1_RAT coimmunoprecipitationY794

8384556 P19174 PLCG1_HUMAN P04629 NTRK1_HUMAN coimmunoprecipitationY791

8384556 P19174 PLCG1_HUMAN P04629 NTRK1_HUMAN competition bindingY791

9890995 P29351 PTN6_MOUSE P35329 CD22_MOUSE coimmunoprecipitationY857

11551923 P29351 PTN6_MOUSE P35329 CD22_MOUSE coimmunoprecipitationY857

12070153 P42224 STAT1_HUMAN P00533 EGFR_HUMAN electrophoretic mobility shift assayY978

12070153 P42224 STAT1_HUMAN P00533 EGFR_HUMAN competition bindingY978

11432792 Q06124 PTN11_HUMAN O43559 FRS3_HUMAN two hybrid Y455

12928397 O14796 SH21B_HUMAN Q9UIB8 SLAF5_HUMAN coimmunoprecipitationY279

12928397 O60880 SH21A_HUMAN Q9UIB8 SLAF5_HUMAN coimmunoprecipitationY279

9428692 P51692 STA5B_HUMAN P06213 INSR_HUMAN two hybrid Y999

7642582 P20936 RASA1_HUMAN P08069 IGF1R_HUMAN pull down Y980

9480911 Q64010 CRK_MOUSE P08069 IGF1R_HUMAN coimmunoprecipitationY980

9480911 Q64010 CRK_MOUSE P08069 IGF1R_HUMAN pull down Y980

12023952 P12931 SRC_HUMAN P35918 VGFR2_MOUSE pull down Y1212

16966330 P16333 NCK1_HUMAN P35968 VGFR2_HUMAN anti bait coimmunoprecipitationY1214
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11786908 P29350 PTN6_HUMAN P19438 TNR1A_HUMAN pull down Y401

11786908 Q06124 PTN11_HUMAN P19438 TNR1A_HUMAN pull down Y401

11786908 O00145 SHIP1_HUMAN P19438 TNR1A_HUMAN pull down Y401

15128762 P41499 PTN11_RAT Q8K558 TRML1_MOUSE coimmunoprecipitationY286

9079677 Q14451 GRB7_HUMAN P04626 ERBB2_HUMAN competition bindingY1139

11940572 P12931 SRC_HUMAN P04626 ERBB2_HUMAN coimmunoprecipitationY1139

11940572 P40763 STAT3_HUMAN P04626 ERBB2_HUMAN coimmunoprecipitationY1139

12061724 Q14451 GRB7_HUMAN P04626 ERBB2_HUMAN nuclear magnetic resonanceY1139

12975581 Q14451 GRB7_HUMAN P04626 ERBB2_HUMAN x-ray crystallographyY1139

14665640 P29353 SHC1_HUMAN Q02763 TIE2_HUMAN coimmunoprecipitationY1080

14665640 P29353 SHC1_HUMAN Q02763 TIE2_HUMAN pull down Y1080

7529874 P62994 GRB2_RAT P11274 BCR_HUMAN coimmunoprecipitationY177

8112292 P62993 GRB2_HUMAN P11274 BCR_HUMAN coimmunoprecipitationY177

8112292 P62993 GRB2_HUMAN P11274 BCR_HUMAN pull down Y177

8955135 P62993 GRB2_HUMAN P11274 BCR_HUMAN pull down Y177

8995379 P62993 GRB2_HUMAN P11274 BCR_HUMAN pull down Y177

8995379 Q13588 GRAP_HUMAN P11274 BCR_HUMAN pull down Y177

9174058 P62993 GRB2_HUMAN P11274 BCR_HUMAN pull down Y177

9178913 P62993 GRB2_HUMAN P11274 BCR_HUMAN pull down Y177

10887132 P62993 GRB2_HUMAN P11274 BCR_HUMAN coimmunoprecipitationY177

11726515 P62993 GRB2_HUMAN P11274 BCR_HUMAN anti bait coimmunoprecipitationY177

11726515 P62993 GRB2_HUMAN P11274 BCR_HUMAN coimmunoprecipitationY177

15861137 P41241 CSK_MOUSE P55284 CADH5_MOUSE pull down Y685

15861137 P41241 CSK_MOUSE P55284 CADH5_MOUSE anti bait coimmunoprecipitationY685

16909109 P12931 SRC_HUMAN P33151 CADH5_HUMAN pull down Y685

9278444 P05480 SRC_MOUSE P08050 CXA1_RAT pull down Y264

11035005 P12931 SRC_CHICK P17302 CXA1_HUMAN pull down Y265

9178760 P62993 GRB2_HUMAN P30530 UFO_HUMAN far western blottingY779

7487883 P43405 KSYK_HUMAN P12318 FCG2A_HUMAN pull down Y304

11390470 P15498 VAV_HUMAN P78314 3BP2_HUMAN pull down Y183

11390470 P16885 PLCG2_HUMAN P78314 3BP2_HUMAN pull down Y183

11390470 P19174 PLCG1_HUMAN P78314 3BP2_HUMAN pull down Y183

11390470 P52735 VAV2_HUMAN P78314 3BP2_HUMAN pull down Y183

12709437 P07948 LYN_HUMAN Q06649 3BP2_MOUSE pull down Y446

15751964 P06239 LCK_HUMAN P78314 3BP2_HUMAN pull down Y448

9183008 Q63206 Q63206_RAT P14317 HCLS1_HUMAN enzymatic studyY397

15795233 P07948 LYN_HUMAN P14317 HCLS1_HUMAN pull down Y397

10837138 Q15464 SHB_HUMAN P26618 PGFRA_MOUSE pull down Y720

10837138 Q6PD21 SHB_MOUSE P26618 PGFRA_MOUSE coimmunoprecipitationY720

9182757 Q60631 GRB2_MOUSE Q8C180 FRS2_MOUSE pull down Y196

7685273 P07947 YES_HUMAN P09619 PGFRB_HUMAN pull down Y581

7685273 P12931 SRC_HUMAN P09619 PGFRB_HUMAN pull down Y581

9742401 Q13239 SLAP1_HUMAN P09619 PGFRB_HUMAN pull down Y581

9742401 Q13239 SLAP1_HUMAN P09619 PGFRB_HUMAN coimmunoprecipitationY581

12706723 P25020 SRC_RSVH1 P09619 PGFRB_HUMAN isothermal titration calorimetryY581

12706723 P25020 SRC_RSVH1 P09619 PGFRB_HUMAN x-ray crystallographyY581

1314164 P20936 RASA1_HUMAN P09619 PGFRB_HUMAN coimmunoprecipitationY771

1375321 P20936 RASA1_HUMAN P09619 PGFRB_HUMAN coimmunoprecipitationY771

8382774 P20936 RASA1_HUMAN P09619 PGFRB_HUMAN coimmunoprecipitationY771

10454568 Q13322 GRB10_HUMAN P09619 PGFRB_HUMAN pull down Y771

10733900 P46108 CRK_HUMAN P09619 PGFRB_HUMAN pull down Y771

9546424 P46108 CRK_HUMAN P16234 PGFRA_HUMAN coimmunoprecipitationY762

9546424 P46108 CRK_HUMAN P16234 PGFRA_HUMAN enzymatic studyY762



9546424 P46109 CRKL_HUMAN P16234 PGFRA_HUMAN coimmunoprecipitationY762

9546424 P46109 CRKL_HUMAN P16234 PGFRA_HUMAN enzymatic studyY762

10733900 P46108 CRK_HUMAN P16234 PGFRA_HUMAN pull down Y762

9506989 Q13322 GRB10_HUMAN P06213 INSR_HUMAN protein tri hybridY1189

9742218 Q9NRF1 SH2B1_HUMAN P06213 INSR_HUMAN coimmunoprecipitationY1189

9742218 Q9NRF1 SH2B1_HUMAN P06213 INSR_HUMAN two hybrid Y1189

7528772 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN pull down Y123

10752619 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN isothermal titration calorimetryY123

14993273 O00145 SHIP1_HUMAN Q9QZK7 DOK3_MOUSE pull down Y325

14993273 P41240 CSK_HUMAN Q9QZK7 DOK3_MOUSE pull down Y325

10570256 Q13094 LCP2_HUMAN O15117 FYB_HUMAN coimmunoprecipitationY651

15477347 Q60787 LCP2_MOUSE O35601 FYB_MOUSE pull down Y687

15647376 P00523 SRC_CHICK P15311 EZRI_HUMAN pull down Y191

15752563 Q9NP31 SH22A_HUMAN P55072 TERA_HUMAN pull down Y805

9774102 O60880 SH21A_HUMAN Q13291 SLAF1_HUMAN two hybrid Y307

11477403 P39688 FYN_MOUSE Q9QUM4 SLAF1_MOUSE pull down Y315

11477403 Q9ES52 SHIP1_MOUSE Q9QUM4 SLAF1_MOUSE pull down Y315

9655255 P00523 SRC_CHICK Q90738 AFAP1_CHICK coimmunoprecipitationY451

15474475 P41240 CSK_HUMAN Q8NHL6 LIRB1_HUMAN coimmunoprecipitationY562

15474475 P41240 CSK_HUMAN Q8NHL6 LIRB1_HUMAN protein tri hybridY562

8574854 P29350 PTN6_HUMAN P43628 KI2L3_HUMAN pull down Y303

8648092 P29350 PTN6_HUMAN P43628 KI2L3_HUMAN pull down Y303

8648092 P29350 PTN6_HUMAN P43628 KI2L3_HUMAN surface plasmon resonanceY303

8648092 Q06124 PTN11_HUMAN P43628 KI2L3_HUMAN pull down Y303

8648092 Q06124 PTN11_HUMAN P43628 KI2L3_HUMAN surface plasmon resonanceY303

8691154 P29350 PTN6_HUMAN P43628 KI2L3_HUMAN coimmunoprecipitationY303

8691154 P29350 PTN6_HUMAN P43628 KI2L3_HUMAN pull down Y303

9148918 P29351 PTN6_MOUSE P43628 KI2L3_HUMAN affinity chromatography technologyY303

8691146 P29350 PTN6_HUMAN P43626 KI2L1_HUMAN coimmunoprecipitationY302

8691146 P29350 PTN6_HUMAN P43626 KI2L1_HUMAN pull down Y302

9751747 P27986 P85A_HUMAN P43626 KI2L1_HUMAN two hybrid Y302

9751747 P27986 P85A_HUMAN P43626 KI2L1_HUMAN lex-a dimerization assayY302

9751747 Q06124 PTN11_HUMAN P43626 KI2L1_HUMAN two hybrid Y302

9751747 Q06124 PTN11_HUMAN P43626 KI2L1_HUMAN lex-a dimerization assayY302

18258597 P62993 GRB2_HUMAN Q6X936 KIRR1_RAT coimmunoprecipitationY637

9380408 P62993 GRB2_HUMAN P09581 CSF1R_MOUSE two hybrid Y921

11075810 Q03160 GRB7_MOUSE Q03135 CAV1_HUMAN pull down Y14

11075810 Q03160 GRB7_MOUSE Q03135 CAV1_HUMAN coimmunoprecipitationY14

11075810 Q03160 GRB7_MOUSE Q03135 CAV1_HUMAN competition bindingY14

11805080 P41241 CSK_MOUSE P49817 CAV1_MOUSE pull down Y14

11805080 P41241 CSK_MOUSE P49817 CAV1_MOUSE coimmunoprecipitationY14

16678999 P41240 CSK_HUMAN Q03135 CAV1_HUMAN coimmunoprecipitationY14

1396585 P19174 PLCG1_HUMAN P09619 PGFRB_HUMAN coimmunoprecipitationY1009

7530043 Q06124 PTN11_HUMAN P09619 PGFRB_HUMAN surface plasmon resonanceY1009

7678051 XP_542998 PLCG1 DOG P09619 PGFRB_HUMAN coimmunoprecipitationY1009

7688466 Q06124 PTN11_HUMAN P09619 PGFRB_HUMAN unspecified methodY1009

7691811 XP_534686 PTN11 P09619 PGFRB_HUMAN coimmunoprecipitationY1009

8041791 Q06124 PTN11_HUMAN P05622 PGFRB_MOUSE coimmunoprecipitationY1008

8183548 Q06124 PTN11_HUMAN P09619 PGFRB_HUMAN experimental interaction detectionY1009

8538796 Q06124 PTN11_HUMAN P09619 PGFRB_HUMAN x-ray crystallographyY1009

11027258 O43639 NCK2_HUMAN P09619 PGFRB_HUMAN unspecified methodY1009

12606549 O43639 NCK2_HUMAN P52799 EFNB2_HUMAN circular dichroismY316

12606549 O43639 NCK2_HUMAN P52799 EFNB2_HUMAN nuclear magnetic resonanceY316



15764601 O43639 NCK2_HUMAN P52799 EFNB2_HUMAN nuclear magnetic resonanceY316

10811803 P19174 PLCG1_HUMAN O43561 LAT_HUMAN coimmunoprecipitationY161

10811803 P19174 PLCG1_HUMAN O43561 LAT_HUMAN pull down Y161

9655255 P00523 SRC_CHICK Q90738 AFAP1_CHICK coimmunoprecipitationY453

12387735 P43405 KSYK_HUMAN P26038 MOES_HUMAN pull down Y191

10570256 Q13094 LCP2_HUMAN O15117 FYB_HUMAN coimmunoprecipitationY595

15477347 Q60787 LCP2_MOUSE O35601 FYB_MOUSE pull down Y584

11316748 P46108 CRK_HUMAN O14654 IRS4_HUMAN pull down Y700

11316748 P46108 CRK_HUMAN O14654 IRS4_HUMAN coimmunoprecipitationY700

15751964 P15498 VAV_HUMAN Q06649 3BP2_MOUSE coimmunoprecipitationY183

9516479 Q14451 GRB7_HUMAN P21860 ERBB3_HUMAN competition bindingY1199

9890995 P29351 PTN6_MOUSE P35329 CD22_MOUSE coimmunoprecipitationY837

8622870 Q14451 GRB7_HUMAN P35235 PTN11_MOUSE two hybrid Y584

8959326 P62993 GRB2_HUMAN P35235 PTN11_MOUSE coimmunoprecipitationY584

11432792 P62993 GRB2_HUMAN P35235 PTN11_MOUSE two hybrid Y584

12531430 P62994 GRB2_RAT P35235 PTN11_MOUSE coimmunoprecipitationY584

15751964 P06239 LCK_HUMAN Q06649 3BP2_MOUSE pull down Y446

15751964 P15498 VAV_HUMAN Q06649 3BP2_MOUSE coimmunoprecipitationY446

7687763 P07332 FES_HUMAN Q6GTU5 FES_HUMAN pull down Y713

7684160 P27986 P85A_HUMAN P15391 CD19_HUMAN coimmunoprecipitationY531

10022120 P46109 CRKL_HUMAN Q13191 CBLB_HUMAN coimmunoprecipitationY709

17050525 P27986 P85A_HUMAN P15498 VAV_HUMAN pull down Y160

17050525 Q62077 PLCG1_HUMAN P15498 VAV_HUMAN pull down Y160

17050525 P06239 LCK_HUMAN P15498 VAV_HUMAN pull down Y160

1382595 P26450 P85A_MOUSE P03076 MT_POVM3 coimmunoprecipitationY315

8065326 Q63787 P85A_RAT P03076 MT_POVM3 competition bindingY315

11123912 P27986 P85A_HUMAN P03076 MT_POVM3 nuclear magnetic resonanceY315

7680435 P06239 LCK_HUMAN P03079 MT_POVHA nuclear magnetic resonanceY324

10790433 P41240 CSK_HUMAN Q9NWQ8 PAG1_HUMAN pull down Y317

10978177 P27986 P85A_HUMAN Q13480 GAB1_HUMAN pull down Y447

10978177 P27986 P85A_HUMAN Q13480 GAB1_HUMAN coimmunoprecipitationY447

9182757 Q60631 GRB2_MOUSE Q8C180 FRS2_MOUSE pull down Y392

9182757 Q60631 GRB2_MOUSE Q8C180 FRS2_MOUSE pull down Y349

8662591 P42227 STAT3_MOUSE P40189 IL6RB_HUMAN electrophoretic mobility shift assayY905

8662591 P42227 STAT3_MOUSE P40189 IL6RB_HUMAN competition bindingY905

8662591 P42224 STAT1_HUMAN P40189 IL6RB_HUMAN electrophoretic mobility shift assayY905

8662591 P42224 STAT1_HUMAN P40189 IL6RB_HUMAN competition bindingY905

15953601 Q62077 PLCG1_HUMAN P14753 EPOR_MOUSE phage displayY367

9632781 Q06124 PTN11_HUMAN Q8WU20 FRS2_HUMAN far western blottingY436

9632781 Q06124 PTN11_HUMAN Q8WU20 FRS2_HUMAN coimmunoprecipitationY436

9528781 P29350 PTN6_HUMAN P05532 KIT_MOUSE coimmunoprecipitationY567

9712716 P39688 FYN_MOUSE P09793 CTLA4_MOUSE coimmunoprecipitationY218

7623809 P43405 KSYK_HUMAN P20411 FCERG_RAT coimmunoprecipitationY65

8810294 P43405 KSYK_HUMAN P30273 FCERG_HUMAN kinase scintillation proximity assayY65

16675548 O14508 SOCS2_HUMAN P10912 GHR_HUMAN isothermal titration calorimetryY595

17666591 O35717 SOCS2_MOUSE P19941 GHR_RABIT two hybrid Y595

17666591 Q62225 CISH_MOUSE P19941 GHR_RABIT two hybrid Y595

12387735 P43405 KSYK_HUMAN P26038 MOES_HUMAN pull down Y205

8524328 P46108 CRK_HUMAN P22681 CBL_HUMAN pull down Y774

8626543 P46108 CRK_HUMAN P22681 CBL_HUMAN coimmunoprecipitationY774

8626543 P46109 CRKL_HUMAN P22681 CBL_HUMAN pull down Y774

15556646 P27986 P85A_HUMAN P22681 CBL_HUMAN far western blottingY774

15556646 P46109 CRKL_HUMAN P22681 CBL_HUMAN far western blottingY774



10930415 P39688 FYN_MOUSE Q9NZA1 CLIC5_HUMAN pull down Y33

9178760 P19174 PLCG1_HUMAN P30530 UFO_HUMAN far western blottingY821

9178760 P19174 PLCG1_HUMAN P30530 UFO_HUMAN coimmunoprecipitationY821

9178760 P27986 P85A_HUMAN P30530 UFO_HUMAN far western blottingY821

9178760 P27986 P85A_HUMAN P30530 UFO_HUMAN coimmunoprecipitationY821

9178760 P62993 GRB2_HUMAN P30530 UFO_HUMAN far western blottingY821

9178760 P62993 GRB2_HUMAN P30530 UFO_HUMAN coimmunoprecipitationY821

7559499 P26450 P85A_MOUSE P19235 EPOR_HUMAN coimmunoprecipitationY504

7559499 P23727 P85A_BOVIN P19235 EPOR_HUMAN pull down Y504

9573010 P25911 LYN_MOUSE P14753 EPOR_MOUSE pull down Y503

15953601 Q62077 PLCG1_HUMAN P14753 EPOR_MOUSE phage displayY503

8939605 P62993 GRB2_HUMAN P29353 SHC1_HUMAN pull down Y349

9872323 O89100 GRAP2_MOUSE P29353 SHC1_HUMAN pull down Y349

9535915 Q06124 PTN11_HUMAN P97710 SHPS1_RAT pull down Y501

12928397 O14796 SH21B_HUMAN Q9UIB8 SLAF5_HUMAN coimmunoprecipitationY316

11514608 Q9QUN3 BLNK_MOUSE P70218 M4K1_MOUSE pull down Y379

7537096 P19174 PLCG1_HUMAN P10721 KIT_HUMAN coimmunoprecipitationY936

10377264 P62993 GRB2_HUMAN P10721 KIT_HUMAN pull down Y936

10377264 Q14451 GRB7_HUMAN P10721 KIT_HUMAN pull down Y936

7487883 P43405 KSYK_HUMAN P12318 FCG2A_HUMAN pull down Y288

15062102 P47941 CRKL_MOUSE P97318 DAB1_MOUSE pull down Y220

11403293 P27986 P85A_HUMAN P35568 IRS1_HUMAN enzymatic studyY941

14632132 P27986 P85A_HUMAN P35568 IRS1_HUMAN two hybrid Y941

8657103 P19174 PLCG1_HUMAN P43405 KSYK_HUMAN coimmunoprecipitationY352

8657103 P19174 PLCG1_HUMAN P43405 KSYK_HUMAN pull down Y352

16410013 P08487 PLCG1_BOVIN P48025 KSYK_MOUSE nuclear magnetic resonanceY346

16410013 P08487 PLCG1_BOVIN P48025 KSYK_MOUSE electrophoretic mobility shift assayY346

7589433 P27986 P85A_HUMAN P08069 IGF1R_HUMAN coimmunoprecipitationY1346

7642582 P27986 P85A_HUMAN P08069 IGF1R_HUMAN pull down Y1346

7642582 Q06124 PTN11_HUMAN P08069 IGF1R_HUMAN pull down Y1346

8603569 P27986 P85A_HUMAN P08069 IGF1R_HUMAN two hybrid Y1346

8895367 Q06124 PTN11_HUMAN P08069 IGF1R_HUMAN two hybrid Y1346

8895367 Q06124 PTN11_HUMAN P08069 IGF1R_HUMAN beta galactosidase complementationY1346

9415396 Q64143 P55G_HUMAN P08069 IGF1R_HUMAN two hybrid Y1346

9415396 Q64143 P55G_MOUSE P08069 IGF1R_HUMAN pull down Y1346

10026153 P41240 CSK_HUMAN P08069 IGF1R_HUMAN two hybrid Y1346

10026153 P41240 CSK_HUMAN P08069 IGF1R_HUMAN coimmunoprecipitationY1346

10026153 P41240 CSK_HUMAN P08069 IGF1R_HUMAN two hybrid Y1346

11316748 P46108 CRK_HUMAN O14654 IRS4_HUMAN pull down Y743

11316748 P46108 CRK_HUMAN O14654 IRS4_HUMAN coimmunoprecipitationY743

17666591 P42230 STA5A_MOUSE P19941 GHR_RABIT two hybrid Y534

17666591 P42232 STA5B_HUMAN P19941 GHR_RABIT two hybrid Y534

17666591 P42232 STA5B_MOUSE P19941 GHR_RABIT electrophoretic mobility shift assayY534

7527043 P62993 GRB2_HUMAN P00533 EGFR_HUMAN coimmunoprecipitationY1092

8940013 Q60631 GRB2_MOUSE P00533 EGFR_HUMAN surface plasmon resonanceY1092

7518560 P62993 GRB2_HUMAN P00533 EGFR_HUMAN coimmunoprecipitationY1092

7993895 P19174 PLCG1_HUMAN P00533 EGFR_HUMAN cross-linking studyY1092

9153411 P06240 LCK_MOUSE P00533 EGFR_HUMAN pull down Y1092

10229072 P62993 GRB2_HUMAN P00533 EGFR_HUMAN coimmunoprecipitationY1092

10229072 P62993 GRB2_HUMAN P00533 EGFR_HUMAN pull down Y1092

10229072 P62993 GRB2_HUMAN P00533 EGFR_HUMAN competition bindingY1092

11896612 P62993 GRB2_HUMAN P00533 EGFR_HUMAN coimmunoprecipitationY1092

12577067 P62993 GRB2_HUMAN P00533 EGFR_HUMAN pull down Y1092



14966128 P40763 STAT3_HUMAN P00533 EGFR_HUMAN pull down Y1092

9516477 P19174 PLCG1_HUMAN P30556 AGTR1_HUMAN pull down Y319

9814969 Q62689 JAK2_RAT P25095 AGTRA_RAT pull down Y319

9814969 Q06124 PTN11_HUMAN P25095 AGTRA_RAT pull down Y319

8605876 P52630 STAT2_HUMAN P17181 INAR1_HUMAN pull down Y466

9121453 P52630 STAT2_HUMAN P17181 INAR1_HUMAN inferred by authorY466

9677371 P52630 STAT2_HUMAN P17181 INAR1_HUMAN anti bait coimmunoprecipitationY466

12220192 P52630 STAT2_HUMAN P17181 INAR1_HUMAN pull down Y466

12220192 P52630 STAT2_HUMAN P17181 INAR1_HUMAN surface plasmon resonanceY466

17666591 P42230 STA5A_MOUSE P19941 GHR_RABIT two hybrid Y627

17666591 P42232 STA5B_MOUSE P19941 GHR_RABIT two hybrid Y627

17666591 P42232 STA5B_MOUSE P19941 GHR_RABIT electrophoretic mobility shift assayY627

9223670 P27986 P85A_HUMAN P29376 LTK_HUMAN coimmunoprecipitationY753

11323411 Q06124 PTN11_HUMAN Q13480 GAB1_HUMAN coimmunoprecipitationY627

11453982 Q06124 PTN11_HUMAN Q13480 GAB1_HUMAN surface plasmon resonanceY627

12855672 Q06124 PTN11_HUMAN Q13480 GAB1_HUMAN coimmunoprecipitationY627

8673706 P15498 VAV_HUMAN Q13094 LCP2_HUMAN coimmunoprecipitationY128

8673706 P15498 VAV_HUMAN Q13094 LCP2_HUMAN pull down Y128

9047237 P15498 VAV_HUMAN Q13094 LCP2_HUMAN pull down Y128

10229072 P16333 NCK1_HUMAN Q13094 LCP2_HUMAN coimmunoprecipitationY128

10347175 P15498 VAV_HUMAN Q13094 LCP2_HUMAN pull down Y128

8524328 P46108 CRK_HUMAN P22681 CBL_HUMAN pull down Y700

9200440 P15498 VAV_HUMAN P22681 CBL_HUMAN pull down Y700

15556646 P27986 P85A_HUMAN P22681 CBL_HUMAN far western blottingY700

15556646 P46109 CRKL_HUMAN P22681 CBL_HUMAN far western blottingY700

7493940 P46109 CRKL_HUMAN P49023 PAXI_HUMAN pull down Y118

7537852 Q04929 CRK_CHICK P49024 PAXI_CHICK experimental interaction detectionY118

1314164 P27986 P85A_HUMAN P09619 PGFRB_HUMAN coimmunoprecipitationY740

1330535 P27986 P85A_HUMAN P09619 PGFRB_HUMAN biophysicalY740

7683666 P23727 P85A_BOVIN P09619 PGFRB_HUMAN surface plasmon resonanceY740

7730365 P39688 FYN_MOUSE P05622 PGFRB_MOUSE pull down Y739

7876130 Q63787 P85A_RAT P09619 PGFRB_HUMAN pull down Y740

8382612 P27986 P85A_HUMAN P09619 PGFRB_HUMAN nuclear magnetic resonanceY740

8382774 P23727 P85A_BOVIN P09619 PGFRB_HUMAN coimmunoprecipitationY740

8670861 P27986 P85A_HUMAN P09619 PGFRB_HUMAN nuclear magnetic resonanceY740

9512716 P23727 P85A_BOVIN P09619 PGFRB_HUMAN competition bindingY740

10644978 Q91ZM2 SH2B1_MOUSE P05622 PGFRB_MOUSE competition bindingY739

10644978 Q91ZM2 SH2B1_MOUSE P05622 PGFRB_MOUSE coimmunoprecipitationY739

10752619 P27986 P85A_HUMAN P09619 PGFRB_HUMAN isothermal titration calorimetryY740

11710529 P27986 P85A_HUMAN P09619 PGFRB_HUMAN two hybrid Y740

11896612 P27986 P85A_HUMAN P09619 PGFRB_HUMAN coimmunoprecipitationY740

8524328 P46108 CRK_HUMAN P22681 CBL_HUMAN pull down Y337

16888623 P00519 ABL1_HUMAN P15941 MUC1_HUMAN coimmunoprecipitationY1243

9360983 P06241 FYN_HUMAN P56945 BCAR1_HUMAN coimmunoprecipitationY664

9360983 P06241 FYN_HUMAN P56945 BCAR1_HUMAN pull down Y664

10542110 P12931 SRC_HUMAN P56945 BCAR1_HUMAN fluorescence technologyY664

16245368 P06239 LCK_HUMAN Q63767 BCAR1_RAT surface plasmon resonanceY762

16245368 P06239 LCK_HUMAN Q63767 BCAR1_RAT pull down Y762

16245368 P06239 LCK_HUMAN Q63767 BCAR1_RAT x-ray crystallographyY762

7493946 Q06124 PTN11_HUMAN P06213 INSR_HUMAN pull down Y1185

9742218 Q9NRF1 SH2B1_HUMAN P06213 INSR_HUMAN coimmunoprecipitationY1185

9742218 Q9NRF1 SH2B1_HUMAN P06213 INSR_HUMAN two hybrid Y1185

8194526 P46108 CRK_HUMAN Q64010 CRK_MOUSE pull down Y221



8605877 P42224 STAT1_HUMAN P42224 STAT1_HUMAN coimmunoprecipitationY701

8605877 P42224 STAT1_HUMAN P42224 STAT1_HUMAN competition bindingY701

8605877 P42224 STAT1_HUMAN P42224 STAT1_HUMAN pull down Y701

8605877 P52630 STAT2_HUMAN P42224 STAT1_HUMAN coimmunoprecipitationY701

8605877 P52630 STAT2_HUMAN P42224 STAT1_HUMAN competition bindingY701

8605877 P52630 STAT2_HUMAN P42224 STAT1_HUMAN pull down Y701

9630226 P42224 STAT1_HUMAN P42224 STAT1_HUMAN x-ray crystallographyY701

9573010 P25911 LYN_MOUSE P14753 EPOR_MOUSE pull down Y488

9281317 P62994 GRB2_RAT P10686 PLCG1_RAT coimmunoprecipitationY783

9281317 P62994 GRB2_RAT P08487 PLCG1_BOVIN pull down Y783

15764700 P10686 PLCG1_RAT P10686 PLCG1_RAT coimmunoprecipitationY783

16684964 Q06124 PTN11_HUMAN P36888 FLT3_HUMAN competition bindingY589

16684964 Q06124 PTN11_HUMAN P36888 FLT3_HUMAN coimmunoprecipitationY589

9281317 P62994 GRB2_RAT P10686 PLCG1_RAT coimmunoprecipitationY771

9281317 P62994 GRB2_RAT P08487 PLCG1_BOVIN pull down Y771

10377264 P62993 GRB2_HUMAN P10721 KIT_HUMAN pull down Y703

14679216 P24604 TEC_MOUSE Q61152 PTN18_MOUSE pull down Y354

12878163 P46108 CRK_HUMAN P10721 KIT_HUMAN pull down Y900

10978177 P27986 P85A_HUMAN Q13480 GAB1_HUMAN pull down Y589

10978177 P27986 P85A_HUMAN Q13480 GAB1_HUMAN coimmunoprecipitationY589

11786908 O00145 SHIP1_HUMAN P25445 TNR6_HUMAN pull down Y291

15536091 P62993 GRB2_HUMAN P11137 MAP2_HUMAN pull down Y67

15536091 P62993 GRB2_HUMAN P11137 MAP2_HUMAN far western blottingY67

15536091 P62993 GRB2_HUMAN P11137 MAP2_HUMAN enzyme linked immunosorbent assayY67

10022120 P46109 CRKL_HUMAN Q13191 CBLB_HUMAN coimmunoprecipitationY665

15143214 P43404 ZAP70_MOUSE Q8R4V1 NFAM1_MOUSE pull down Y215

15143214 P43405 KSYK_HUMAN Q8R4V1 NFAM1_MOUSE pull down Y215

10681522 Q06124 PTN11_HUMAN O95297 MPZL1_HUMAN coimmunoprecipitationY241

7797556 P27986 P85A_HUMAN P00533 EGFR_HUMAN competition bindingY944

7518772 P62993 GRB2_HUMAN P18433 PTPRA_HUMAN pull down Y798

10698938 P12931 SRC_HUMAN P18433 PTPRA_HUMAN coimmunoprecipitationY798

10698938 P00523 SRC_CHICK P18433 PTPRA_HUMAN pull down Y798

12834342 P00523 SRC_CHICK P18052 PTPRA_MOUSE fluorescence technologyY825

17440088 P29353 SHC1_HUMAN P37173 TGFR2_HUMAN coimmunoprecipitationY284

8226808 P29353 SHC1_HUMAN P04629 NTRK1_HUMAN coimmunoprecipitationY496

8226808 P29353 SHC1_HUMAN P04629 NTRK1_HUMAN competition bindingY496

8662591 P42227 STAT3_MOUSE P40189 IL6RB_HUMAN electrophoretic mobility shift assayY814

8662591 P42227 STAT3_MOUSE P40189 IL6RB_HUMAN competition bindingY814

8662795 P42224 STAT1_HUMAN P40189 IL6RB_HUMAN inferred by authorY814

7681396 P06241 FYN_HUMAN P07333 CSF1R_HUMAN pull down Y809

1661130 P06241 FYN_HUMAN P09619 PGFRB_HUMAN coimmunoprecipitationY857

12815057 P22681 CBL_HUMAN O43597 SPY2_HUMAN coimmunoprecipitationY55

9506989 Q13322 GRB10_HUMAN P06213 INSR_HUMAN protein tri hybridY1190

9742218 Q9NRF1 SH2B1_HUMAN P06213 INSR_HUMAN coimmunoprecipitationY1190

9742218 Q9NRF1 SH2B1_HUMAN P06213 INSR_HUMAN two hybrid Y1190

17998938 Q9UKW4 VAV3_HUMAN Q9UM73 ALK_HUMAN coimmunoprecipitationY1283

10748052 P62994 GRB2_RAT P35739 NTRK1_RAT pull down Y684

10748052 P62994 GRB2_RAT P35739 NTRK1_RAT two hybrid Y684

10748052 P62994 GRB2_RAT P35739 NTRK1_RAT coimmunoprecipitationY684

16917505 P27986 P85A_HUMAN P30875 SSR2_MOUSE coimmunoprecipitationY71

16917505 P27986 P85A_HUMAN P30875 SSR2_MOUSE surface plasmon resonanceY71

10660620 P29350 PTN6_HUMAN Q9UKJ1 PILRA_HUMAN surface plasmon resonanceY269

1314164 P27986 P85A_HUMAN P09619 PGFRB_HUMAN coimmunoprecipitationY751



1330535 O00459 P85B_HUMAN P09619 PGFRB_HUMAN biophysicalY751

1330535 P27986 P85A_HUMAN P09619 PGFRB_HUMAN circular dichroismY751

1330535 P27986 P85A_HUMAN P09619 PGFRB_HUMAN classical fluorescence spectroscopyY751

7536927 P27986 P85A_HUMAN P09619 PGFRB_HUMAN surface plasmon resonanceY751

7680644 P27986 P85A_HUMAN P09619 PGFRB_HUMAN cross-linking studyY751

7683666 P23727 P85A_BOVIN P09619 PGFRB_HUMAN surface plasmon resonanceY751

7692233 P16333 NCK1_HUMAN P09619 PGFRB_HUMAN pull down Y751

7692233 P27986 P85A_HUMAN P09619 PGFRB_HUMAN pull down Y751

7730365 P39688 FYN_MOUSE P05622 PGFRB_MOUSE pull down Y750

7876130 Q63787 P85A_RAT P09619 PGFRB_HUMAN pull down Y751

8382774 P23727 P85A_BOVIN P09619 PGFRB_HUMAN coimmunoprecipitationY751

8564419 P27986 P85A_HUMAN P09619 PGFRB_HUMAN pull down Y751

8670861 P27986 P85A_HUMAN P09619 PGFRB_HUMAN nuclear magnetic resonanceY751

9153411 P27986 P85A_HUMAN P09619 PGFRB_HUMAN pull down Y751

10336465 P23727 P85A_BOVIN P09619 PGFRB_HUMAN surface plasmon resonanceY751

10752619 P27986 P85A_HUMAN P09619 PGFRB_HUMAN isothermal titration calorimetryY751

11027258 P16333 NCK1_HUMAN P09619 PGFRB_HUMAN unspecified methodY751

11710529 P27986 P85A_HUMAN P09619 PGFRB_HUMAN two hybrid Y751

16569213 P27986 P85A_HUMAN Q05030 PGFRB_RAT pull down Y750

15557335 P12931 SRC_HUMAN Q8WUM4 PDC6I_HUMAN pull down Y319

15557335 P12931 SRC_HUMAN Q8WUM4 PDC6I_HUMAN coimmunoprecipitationY319

18258597 P62993 GRB2_HUMAN Q6X936 KIRR1_RAT coimmunoprecipitationY637

9162084 P12931 SRC_HUMAN P16284 PECA1_HUMAN pull down Y713

9774457 P29350 PTN6_HUMAN P16284 PECA1_HUMAN pull down Y713

9774457 P29350 PTN6_HUMAN P16284 PECA1_HUMAN surface plasmon resonanceY713

9774457 Q06124 PTN11_HUMAN P16284 PECA1_HUMAN pull down Y713

9774457 Q06124 PTN11_HUMAN P16284 PECA1_HUMAN surface plasmon resonanceY713

10704309 Q06124 PTN11_HUMAN P16284 PECA1_HUMAN lambda phage displayY713

12535670 P41499 PTN11_RAT P16284 PECA1_HUMAN pull down Y713

10556798 P29350 PTN6_HUMAN P20138 CD33_HUMAN coimmunoprecipitationY358

14652006 P29350 PTN6_HUMAN Q7Z6A9 BTLA_HUMAN coimmunoprecipitationY282

14652006 Q06124 PTN11_HUMAN Q7Z6A9 BTLA_HUMAN coimmunoprecipitationY282

12171928 P06241 FYN_HUMAN O15268 SKAP1_HUMAN coimmunoprecipitationY271

12171928 P62993 GRB2_HUMAN O15268 SKAP1_HUMAN coimmunoprecipitationY271

7509083 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN coimmunoprecipitationY142

7528772 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN pull down Y142

7544002 P29353 SHC1_HUMAN P20963 CD3Z_HUMAN nuclear magnetic resonanceY142

8901551 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN enzymatic studyY142

7761456 P43403 ZAP70_HUMAN P07766 CD3E_HUMAN surface plasmon resonanceY199

7761456 P43405 KSYK_HUMAN P07766 CD3E_HUMAN surface plasmon resonanceY199

7761456 P43405 KSYK_HUMAN P07766 CD3E_HUMAN pull down Y199

9698567 P43405 KSYK_HUMAN P07766 CD3E_HUMAN x-ray crystallographyY199

11855827 P43403 ZAP70_HUMAN P07766 CD3E_HUMAN pull down Y199

10488096 P27986 P85A_HUMAN P29350 PTN6_HUMAN pull down Y564

10488096 P27986 P85A_HUMAN P29350 PTN6_HUMAN coimmunoprecipitationY564

16649996 P78314 3BP2_HUMAN P29350 PTN6_HUMAN pull down Y564

16649996 P78314 3BP2_HUMAN P29350 PTN6_HUMAN surface plasmon resonanceY564

17094949 P22681 CBL_HUMAN Q7Z698 SPRE2_HUMAN coimmunoprecipitationY228

9774102 O60880 SH21A_HUMAN Q13291 SLAF1_HUMAN two hybrid Y281

10549287 O14796 SH21B_HUMAN Q13291 SLAF1_HUMAN pull down Y281

10549287 O60880 SH21A_HUMAN Q13291 SLAF1_HUMAN pull down Y281

10607564 O60880 SH21A_HUMAN Q13291 SLAF1_HUMAN fluorescence polarization spectroscopyY281

11313386 O00145 SHIP1_HUMAN Q13291 SLAF1_HUMAN pull down Y281



11313386 O00145 SHIP1_HUMAN Q13291 SLAF1_HUMAN coimmunoprecipitationY281

11313386 Q06124 PTN11_HUMAN Q13291 SLAF1_HUMAN pull down Y281

11313386 Q06124 PTN11_HUMAN Q13291 SLAF1_HUMAN coimmunoprecipitationY281

11389028 O60880 SH21A_HUMAN Q13291 SLAF1_HUMAN two hybrid Y281

11477068 O60880 SH21A_HUMAN Q13291 SLAF1_HUMAN fluorescence polarization spectroscopyY281

11477068 O60880 SH21A_HUMAN Q13291 SLAF1_HUMAN coimmunoprecipitationY281

11477403 P39688 FYN_MOUSE Q9QUM4 SLAF1_MOUSE pull down Y288

11689425 O35324 SH21B_MOUSE Q9QUM4 SLAF1_MOUSE fluorescence polarization spectroscopyY288

11689425 O35324 SH21B_MOUSE Q9QUM4 SLAF1_MOUSE two hybrid Y288

11806999 O60880 SH21A_HUMAN Q13291 SLAF1_HUMAN coimmunoprecipitationY281

11823424 O60880 SH21A_HUMAN Q13291 SLAF1_HUMAN nuclear magnetic resonanceY281

12225753 O60880 SH21A_HUMAN Q13291 SLAF1_HUMAN nuclear magnetic resonanceY281

12545174 O60880 SH21A_HUMAN Q13291 SLAF1_HUMAN x-ray crystallographyY281

14674764 O60880 SH21A_HUMAN Q13291 SLAF1_HUMAN fluorescence polarization spectroscopyY281

12225753 O60880 SH21A_HUMAN Q9UIB8 SLAF5_HUMAN nuclear magnetic resonanceY281

9867848 P35235 PTN11_MOUSE P31809 CEAM1_MOUSE pull down Y488

11694516 P29353 SHC1_HUMAN P13688 CEAM1_HUMAN pull down Y493

11279131 P00519 ABL1_HUMAN P05067 A4_HUMAN pull down Y757

11032808 P00523 SRC_CHICK P03372 ESR1_HUMAN pull down Y537

14963108 P12931 SRC_HUMAN P03372 ESR1_HUMAN pull down Y537

12070037 Q06124 PTN11_HUMAN P02730 B3AT_HUMAN coimmunoprecipitationY359

12852788 P62993 GRB2_HUMAN O95869 LY66F_HUMAN pull down Y281

12852788 P62993 GRB2_HUMAN O95869 LY66F_HUMAN coimmunoprecipitationY281

12852788 Q14451 GRB7_HUMAN O95869 LY66F_HUMAN pull down Y281

12852788 Q14451 GRB7_HUMAN O95869 LY66F_HUMAN coimmunoprecipitationY281

7522233 P62993 GRB2_HUMAN P35235 PTN11_MOUSE coimmunoprecipitationY546

11432792 P62993 GRB2_HUMAN P35235 PTN11_MOUSE two hybrid Y546

11684012 P35235 PTN11_MOUSE P35235 PTN11_MOUSE pull down Y546

11684012 P62993 GRB2_HUMAN P35235 PTN11_MOUSE pull down Y546

12403768 O35718 SOCS3_MOUSE P35235 PTN11_MOUSE pull down Y546

12403768 O35718 SOCS3_MOUSE P35235 PTN11_MOUSE surface plasmon resonanceY546

12531430 P62994 GRB2_RAT P35235 PTN11_MOUSE coimmunoprecipitationY546

11551923 Q60631 GRB2_MOUSE P35329 CD22_MOUSE coimmunoprecipitationY822

10681522 Q06124 PTN11_HUMAN O95297 MPZL1_HUMAN coimmunoprecipitationY263

11877430 P29320 EPHA3_HUMAN Q96T51 RUFY1_HUMAN coimmunoprecipitationY389

10464310 P46108 CRK_HUMAN P11362 FGFR1_HUMAN xxx(Affi-Gel-immobilized)Y463

9489702 P19174 PLCG1_HUMAN O43561 LAT_HUMAN coimmunoprecipitationY220

9489702 P62993 GRB2_HUMAN O43561 LAT_HUMAN coimmunoprecipitationY220

10811803 P27986 P85A_HUMAN O43561 LAT_HUMAN coimmunoprecipitationY220

10811803 P27986 P85A_HUMAN O43561 LAT_HUMAN pull down Y220

10811803 P62993 GRB2_HUMAN O43561 LAT_HUMAN coimmunoprecipitationY220

10811803 P62993 GRB2_HUMAN O43561 LAT_HUMAN pull down Y220

15029250 O89100 GRAP2_MOUSE O43561 LAT_HUMAN x-ray crystallographyY220

9182757 Q60631 GRB2_MOUSE Q8C180 FRS2_MOUSE pull down Y306

15121872 Q91ZM2 O55033_MOUSE Q62137 JAK3_MOUSE coimmunoprecipitationY781

9632797 P27986 P85A_HUMAN Q02858 TIE2_MOUSE two hybrid Y1100

9632797 P26450 P85A_MOUSE Q02858 TIE2_MOUSE pull down Y1100

10521483 Q60631 GRB2_MOUSE Q02858 TIE2_MOUSE two hybrid Y1100

10521483 Q60631 GRB2_MOUSE Q02858 TIE2_MOUSE surface plasmon resonanceY1100

10521483 Q60631 GRB2_MOUSE Q02858 TIE2_MOUSE pull down Y1100

10521483 P62993 GRB2_HUMAN Q02858 TIE2_MOUSE coimmunoprecipitationY1100

10521483 Q03160 GRB7_MOUSE Q02858 TIE2_MOUSE two hybrid Y1100

10521483 Q03160 GRB7_MOUSE Q02858 TIE2_MOUSE surface plasmon resonanceY1100



10521483 Q03160 GRB7_MOUSE Q02858 TIE2_MOUSE pull down Y1100

10521483 Q14451 GRB7_HUMAN Q02858 TIE2_MOUSE coimmunoprecipitationY1100

15549731 P29350 PTN6_HUMAN Q8TDQ1 CLM1_HUMAN coimmunoprecipitationY205

12598525 P19174 PLCG1_HUMAN P35968 VGFR2_HUMAN pull down Y1008

7504175 Q06124 PTN11_HUMAN P35570 IRS1_RAT pull down Y1172

7513703 Q06124 PTN11_HUMAN P35568 IRS1_HUMAN surface plasmon resonanceY1179

8631859 P39688 FYN_MOUSE P35570 IRS1_RAT pull down Y1172

8631859 P39688 FYN_MOUSE P35570 IRS1_RAT anti bait coimmunoprecipitationY1172

11602579 Q06124 PTN11_HUMAN P16581 LYAM2_HUMAN coimmunoprecipitationY603

7529871 Q60631 GRB2_MOUSE P98083 SHC1_MOUSE coimmunoprecipitationY423

8084588 P62994 GRB2_RAT P29353 SHC1_HUMAN pull down Y427

8663178 P62993 GRB2_HUMAN P29353 SHC1_HUMAN surface plasmon resonanceY427

8940013 Q60631 GRB2_MOUSE P29353 SHC1_HUMAN surface plasmon resonanceY427

8995379 P62993 GRB2_HUMAN P29353 SHC1_HUMAN pull down Y427

8995379 Q13588 GRAP_HUMAN P29353 SHC1_HUMAN pull down Y427

9083103 P62994 GRB2_RAT P29353 SHC1_HUMAN coimmunoprecipitationY427

9175774 P62993 GRB2_HUMAN P29353 SHC1_HUMAN pull down Y427

9254595 P62993 GRB2_HUMAN P29353 SHC1_HUMAN isothermal titration calorimetryY427

9872323 O89100 GRAP2_MOUSE P29353 SHC1_HUMAN pull down Y427

9973396 Q9ES52 SHIP1_MOUSE P29353 SHC1_HUMAN surface plasmon resonanceY427

11827484 P62993 GRB2_HUMAN P29353 SHC1_HUMAN x-ray crystallographyY427

12213123 P62993 GRB2_HUMAN P29353 SHC1_HUMAN surface plasmon resonanceY427

18056706 P06241 FYN_HUMAN Q9NWQ8 PAG1_HUMAN coimmunoprecipitationY163

18056706 P06241 FYN_HUMAN Q9NWQ8 PAG1_HUMAN peptide arrayY163

9480911 Q64010 CRK_MOUSE P08069 IGF1R_HUMAN pull down Y973

10026153 P41240 CSK_HUMAN P08069 IGF1R_HUMAN two hybrid Y973

10026153 P41240 CSK_HUMAN P08069 IGF1R_HUMAN coimmunoprecipitationY973

10026153 P41240 CSK_HUMAN P08069 IGF1R_HUMAN two hybrid Y973

7528772 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN pull down Y83

8648092 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN surface plasmon resonanceY83

8648092 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN pull down Y83

8901551 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN enzymatic studyY83

9185620 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN surface plasmon resonanceY83

10704231 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN enzymatic studyY83

15832366 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN peptide arrayY83

11714803 O00145 SHIP1_HUMAN P24394 IL4RA_HUMAN pull down Y713

11714803 P29350 PTN6_HUMAN P24394 IL4RA_HUMAN pull down Y713

11416002 P27986 P85A_HUMAN P35568 IRS1_HUMAN coimmunoprecipitationY612

16230374 P27986 P85A_HUMAN P35568 IRS1_HUMAN pull down Y612

8631775 P32577 CSK_RAT P06239 LCK_HUMAN surface plasmon resonanceY394

8631775 P32577 CSK_RAT P06239 LCK_HUMAN two hybrid Y394

7524477 P41240 CSK_HUMAN P06241 FYN_HUMAN pull down Y420

11536047 P40763 STAT3_HUMAN P07949 RET_HUMAN coimmunoprecipitationY752

16407827 P62993 GRB2_HUMAN O14939 PLD2_HUMAN pull down Y179

17666591 P42230 STA5A_MOUSE P19941 GHR_RABIT two hybrid Y566

17666591 P42232 STA5B_MOUSE P19941 GHR_RABIT two hybrid Y566

17666591 P42232 STA5B_MOUSE P19941 GHR_RABIT electrophoretic mobility shift assayY566

9162084 P12931 SRC_HUMAN P16284 PECA1_HUMAN pull down Y690

9312087 Q06124 PTN11_HUMAN P16284 PECA1_HUMAN pull down Y690

9774457 P29350 PTN6_HUMAN P16284 PECA1_HUMAN pull down Y690

9774457 P29350 PTN6_HUMAN P16284 PECA1_HUMAN surface plasmon resonanceY690

9774457 Q06124 PTN11_HUMAN P16284 PECA1_HUMAN pull down Y690

9774457 Q06124 PTN11_HUMAN P16284 PECA1_HUMAN surface plasmon resonanceY690



10704309 Q06124 PTN11_HUMAN P16284 PECA1_HUMAN lambda phage displayY690

12535670 P41499 PTN11_RAT P16284 PECA1_HUMAN pull down Y690

7680095 P27986 P85A_HUMAN P35568 IRS1_HUMAN surface plasmon resonanceY732

17700527 P12931 SRC_HUMAN P23743 DGKA_HUMAN coimmunoprecipitationY335

17700527 P12931 SRC_HUMAN P23743 DGKA_HUMAN pull down Y335

10064597 O35716 SOCS1_MOUSE Q62120 JAK2_MOUSE two hybrid Y1007

10064597 O35716 SOCS1_MOUSE Q62120 JAK2_MOUSE coimmunoprecipitationY1007

10421843 O14543 SOCS3_HUMAN O60674 JAK2_HUMAN pull down Y1007

10421843 O15524 SOCS1_HUMAN O60674 JAK2_HUMAN two hybrid Y1007

9890938 Q14765 STAT4_HUMAN Q99665 I12R2_HUMAN fluorescence polarization spectroscopyY800

10415122 Q14765 STAT4_HUMAN Q99665 I12R2_HUMAN pull down Y800

14559241 O14543 SOCS3_HUMAN Q99665 I12R2_HUMAN pull down Y800

8605877 P42224 STAT1_HUMAN P52630 STAT2_HUMAN coimmunoprecipitationY690

8605877 P42224 STAT1_HUMAN P52630 STAT2_HUMAN competition bindingY690

8605877 P42224 STAT1_HUMAN P52630 STAT2_HUMAN pull down Y690

8605877 P52630 STAT2_HUMAN P52630 STAT2_HUMAN coimmunoprecipitationY690

8605877 P52630 STAT2_HUMAN P52630 STAT2_HUMAN competition bindingY690

8605877 P52630 STAT2_HUMAN P52630 STAT2_HUMAN pull down Y690

8798676 P06239 LCK_HUMAN P43405 KSYK_HUMAN two hybrid Y525

8798676 P06239 LCK_HUMAN P43405 KSYK_HUMAN pull down Y525

8798676 P06239 LCK_HUMAN P43405 KSYK_HUMAN coimmunoprecipitationY525

7535778 P19174 PLCG1_HUMAN P16234 PGFRA_HUMAN experimental interaction detectionY1018

7493940 P46109 CRKL_HUMAN P49023 PAXI_HUMAN pull down Y31

7537852 Q04929 CRK_CHICK P49024 PAXI_CHICK experimental interaction detectionY31

17666591 O35717 SOCS2_MOUSE P19941 GHR_RABIT two hybrid Y487

17666591 Q62225 CISH_MOUSE P19941 GHR_RABIT coimmunoprecipitationY487

15056653 Q13882 PTK6_HUMAN Q13882 PTK6_HUMAN surface plasmon resonanceY447

10704446 P46108 CRK_HUMAN P49024 PAXI_CHICK pull down Y31

1656221 P19174 PLCG1_HUMAN P11362 FGFR1_HUMAN pull down Y766

8321198 P19174 PLCG1_HUMAN P11362 FGFR1_HUMAN anti bait coimmunoprecipitationY766

12181353 Q6PD21 SHB_MOUSE P11362 FGFR1_HUMAN experimental interaction detectionY766

18412956 P27986 P85A_HUMAN P11362 FGFR1_HUMAN pull down Y766

18412956 P27986 P85A_HUMAN P11362 FGFR1_HUMAN coimmunoprecipitationY766

11316748 P46108 CRK_HUMAN O14654 IRS4_HUMAN pull down Y717

11316748 P46108 CRK_HUMAN O14654 IRS4_HUMAN coimmunoprecipitationY717

16380958 P41240 CSK_HUMAN Q6GTX8 LAIR1_HUMAN 3 hybrid methodY281

10764762 P29350 PTN6_HUMAN Q6GTX8 LAIR1_HUMAN coimmunoprecipitationY281

10764762 P29350 PTN6_HUMAN Q6GTX8 LAIR1_HUMAN pull down Y281

10206955 P29350 PTN6_HUMAN P20138 CD33_HUMAN pull down Y340

10206955 Q06124 PTN11_HUMAN P20138 CD33_HUMAN pull down Y340

10206955 P29350 PTN6_HUMAN P20138 CD33_HUMAN coimmunoprecipitationY340

10206955 Q06124 PTN11_HUMAN P20138 CD33_HUMAN coimmunoprecipitationY340

10556798 P29350 PTN6_HUMAN P20138 CD33_HUMAN coimmunoprecipitationY340

10556798 P29350 PTN6_HUMAN P20138 CD33_HUMAN enzymatic studyY340

9890995 P29351 PTN6_MOUSE P35329 CD22_MOUSE coimmunoprecipitationY777

9489702 P19174 PLCG1_HUMAN O43561 LAT_HUMAN coimmunoprecipitationY200

9489702 P62993 GRB2_HUMAN O43561 LAT_HUMAN coimmunoprecipitationY200

10811803 P27986 P85A_HUMAN O43561 LAT_HUMAN pull down Y200

10811803 P27986 P85A_HUMAN O43561 LAT_HUMAN coimmunoprecipitationY200

10811803 P62993 GRB2_HUMAN O43561 LAT_HUMAN coimmunoprecipitationY200

10811803 P62993 GRB2_HUMAN O43561 LAT_HUMAN pull down Y200

15029250 O89100 GRAP2_MOUSE O43561 LAT_HUMAN x-ray crystallographyY200

10377409 P27986 P85A_HUMAN P15311 EZRI_HUMAN pull down Y354



11123912 P27986 P85A_HUMAN P03076 MT_POVM3 nuclear magnetic resonanceY322

17094949 P22681 CBL_HUMAN Q7Z698 SPRE2_HUMAN coimmunoprecipitationY231

18056706 P06241 FYN_HUMAN Q9NWQ8 PAG1_HUMAN coimmunoprecipitationY181

18056706 P06241 FYN_HUMAN Q9NWQ8 PAG1_HUMAN peptide arrayY181

8628282 P19174 PLCG1_HUMAN P07949 RET_HUMAN competition bindingY1015

8662982 Q62077 PLCG1_MOUSE P07949 RET_HUMAN two hybrid Y1015

8662982 Q62077 PLCG1_MOUSE P07949 RET_HUMAN pull down Y1015

9047383 P08487 PLCG1_BOVIN P07949 RET_HUMAN pull down Y1015

16569669 Q62985 SH2B1_RAT P07949 RET_HUMAN two hybrid Y981

17471236 Q62985 SH2B1_RAT P07949 RET_HUMAN two hybrid Y981

17471236 Q62985 SH2B1_RAT P07949 RET_HUMAN pull down Y981

11827956 Q9JID9 SH2B2_MOUSE Q61851 FGFR3_MOUSE lex-a dimerization assayY719

11827956 Q9JID9 SH2B2_MOUSE Q61851 FGFR3_MOUSE coimmunoprecipitationY719

11827956 Q9JID9 SH2B2_MOUSE Q61851 FGFR3_MOUSE two hybrid Y719

18412956 P27986 P85A_HUMAN P11362 FGFR1_HUMAN pull down Y730

18412956 P27986 P85A_HUMAN P11362 FGFR1_HUMAN coimmunoprecipitationY730

11316748 P46108 CRK_HUMAN O14654 IRS4_HUMAN pull down Y779

11316748 P46108 CRK_HUMAN O14654 IRS4_HUMAN coimmunoprecipitationY779

1396585 P19174 PLCG1_HUMAN P09619 PGFRB_HUMAN coimmunoprecipitationY1021

7678051 XP_542998 PLCG1 DOG P09619 PGFRB_HUMAN coimmunoprecipitationY1021

7876130 P08487 PLCG1_BOVIN P09619 PGFRB_HUMAN pull down Y1021

8119896 Q06124 PTN11_HUMAN P09619 PGFRB_HUMAN enzymatic studyY1021

8181064 P08487 PLCG1_BOVIN P09619 PGFRB_HUMAN nuclear magnetic resonanceY1021

8555205 P08487 PLCG1_BOVIN P09619 PGFRB_HUMAN nuclear magnetic resonanceY1021

9989826 O14492 SH2B2_HUMAN P09619 PGFRB_HUMAN pull down Y1021

10373546 P10686 PLCG1_RAT P09619 PGFRB_HUMAN surface plasmon resonanceY1021

11896612 P19174 PLCG1_HUMAN P09619 PGFRB_HUMAN coimmunoprecipitationY1021

15641795 P19174 PLCG1_HUMAN P09619 PGFRB_HUMAN nuclear magnetic resonanceY1021

17620338 P22681 CBL_HUMAN P09619 PGFRB_HUMAN coimmunoprecipitationY1021

7522233 P62993 GRB2_HUMAN P35235 PTN11_MOUSE coimmunoprecipitationY304

9528781 Q06124 PTN11_HUMAN P05532 KIT_MOUSE coimmunoprecipitationY569

14652006 P29350 PTN6_HUMAN Q7Z6A9 BTLA_HUMAN coimmunoprecipitationY257

14652006 Q06124 PTN11_HUMAN Q7Z6A9 BTLA_HUMAN coimmunoprecipitationY257

7528772 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN pull down Y111

8901551 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN enzymatic studyY111

10752619 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN isothermal titration calorimetryY111

11266449 P29350 PTN6_HUMAN Q78DX7 ROS_MOUSE two hybrid Y2267

16765915 P39688 FYN_MOUSE Q9QYB8 ADDB_MOUSE pull down Y489

11266449 P29350 PTN6_HUMAN P08922 ROS_HUMAN pull down Y2274

11266449 P29350 PTN6_HUMAN P08922 ROS_HUMAN coimmunoprecipitationY2274

9079809 P27986 P85A_HUMAN P06127 CD5_HUMAN surface plasmon resonanceY487

9079809 P27986 P85A_HUMAN P06127 CD5_HUMAN pull down Y487

15886098 P00519 ABL1_HUMAN Q13671 RIN1_HUMAN coimmunoprecipitationY36

15886098 P42684 ABL2_HUMAN Q13671 RIN1_HUMAN coimmunoprecipitationY36

9516479 Q14451 GRB7_HUMAN P21860 ERBB3_HUMAN competition bindingY1262

11551923 P29351 PTN6_MOUSE P35329 CD22_MOUSE coimmunoprecipitationY837

9380408 P62993 GRB2_HUMAN P09581 CSF1R_MOUSE two hybrid Y697

9857184 O89100 GRAP2_MOUSE P09581 CSF1R_MOUSE two hybrid Y697

9857184 O89100 GRAP2_MOUSE P09581 CSF1R_MOUSE pull down Y697

16407264 O15524 SOCS1_HUMAN Q99683 M3K5_HUMAN pull down Y718

14993273 O00145 SHIP1_HUMAN Q9QZK7 DOK3_MOUSE pull down Y343

16436051 P62993 GRB2_HUMAN Q7L591 DOK3_HUMAN coimmunoprecipitationY398

7510216 P40763 STAT3_HUMAN P40763 STAT3_HUMAN coimmunoprecipitationY705



8662591 P42227 STAT3_MOUSE P40763 STAT3_HUMAN electrophoretic mobility shift assayY705

8662591 P42227 STAT3_MOUSE P40763 STAT3_HUMAN competition bindingY705

8662591 P42224 STAT1_HUMAN P40763 STAT3_HUMAN electrophoretic mobility shift assayY705

8662591 P42224 STAT1_HUMAN P40763 STAT3_HUMAN competition bindingY705

10209036 Q06124 PTN11_HUMAN Q9Y3P8 SIT1_HUMAN coimmunoprecipitationY148

10209036 Q06124 PTN11_HUMAN Q9Y3P8 SIT1_HUMAN competition bindingY148

15953601 Q62077 PLCG1_HUMAN P14753 EPOR_MOUSE phage displayY455

10978177 P27986 P85A_HUMAN Q13480 GAB1_HUMAN pull down Y472

10978177 P27986 P85A_HUMAN Q13480 GAB1_HUMAN coimmunoprecipitationY472

11445578 P26450 P85A_MOUSE Q9QYY0 GAB1_MOUSE competition bindingY473

11445578 P26450 P85A_MOUSE Q9QYY0 GAB1_MOUSE pull down Y473

7504175 P62993 GRB2_HUMAN P35570 IRS1_RAT pull down Y895

7513703 Q06124 PTN11_HUMAN P35568 IRS1_HUMAN surface plasmon resonanceY896

8491186 P62993 GRB2_HUMAN P35570 IRS1_RAT coimmunoprecipitationY895

8491186 P62993 GRB2_HUMAN P35570 IRS1_RAT pull down Y895

8491186 P62993 GRB2_HUMAN P35570 IRS1_RAT competition bindingY895

8631859 P39688 FYN_MOUSE P35570 IRS1_RAT pull down Y895

8631859 P39688 FYN_MOUSE P35570 IRS1_RAT anti bait coimmunoprecipitationY895

10602027 P42229 STA5A_HUMAN P14784 IL2RB_HUMAN pull down Y536

10602027 P51692 STA5B_HUMAN P14784 IL2RB_HUMAN pull down Y536

12200137 Q15464 SHB_HUMAN P14784 IL2RB_HUMAN pull down Y536

7807015 P27986 P85A_HUMAN P16410 CTLA4_HUMAN coimmunoprecipitationY201

9398332 P27986 P85A_HUMAN P16410 CTLA4_HUMAN pull down Y201

9712716 P39688 FYN_MOUSE P09793 CTLA4_MOUSE coimmunoprecipitationY201

9813138 P27986 P85A_HUMAN P16410 CTLA4_HUMAN coimmunoprecipitationY201

8657103 P19174 PLCG1_HUMAN P43405 KSYK_HUMAN coimmunoprecipitationY348

8657103 P19174 PLCG1_HUMAN P43405 KSYK_HUMAN pull down Y348

8986718 P15498 VAV_HUMAN Q00655 KSYK_PIG coimmunoprecipitationY341

11672534 P14234 FGR_MOUSE P48025 KSYK_MOUSE pull down Y342

16410013 P08487 PLCG1_BOVIN P48025 KSYK_MOUSE nuclear magnetic resonanceY342

16410013 P08487 PLCG1_BOVIN P48025 KSYK_MOUSE electrophoretic mobility shift assayY342

9151714 P15498 VAV_HUMAN P43403 ZAP70_HUMAN coimmunoprecipitationY315

16339550 P46108 CRK_HUMAN P43403 ZAP70_HUMAN pull down Y315

10409671 P06241 FYN_HUMAN O15117 FYB_HUMAN pull down Y625

9392697 P42226 STAT6_HUMAN P24394 IL4RA_HUMAN pull down Y603

7528537 P29350 PTN6_HUMAN P32927 IL3RB_HUMAN experimental interaction detectionY628

9162089 P29350 PTN6_HUMAN P32927 IL3RB_HUMAN pull down Y628

9162089 Q06124 PTN11_HUMAN P32927 IL3RB_HUMAN pull down Y628

9973406 Q06124 PTN11_HUMAN P32927 IL3RB_HUMAN pull down Y628

10704825 P29353 SHC1_HUMAN P32927 IL3RB_HUMAN coimmunoprecipitationY628

18046454 P07332 FES_HUMAN P15311 EZRI_HUMAN coimmunoprecipitationY478

18046454 P07332 FES_HUMAN P15311 EZRI_HUMAN pull down Y478

11432792 Q06124 PTN11_HUMAN O43559 FRS3_HUMAN two hybrid Y417

7935391 P62993 GRB2_HUMAN P09619 PGFRB_HUMAN coimmunoprecipitationY716

7935391 P62993 GRB2_HUMAN P09619 PGFRB_HUMAN competition bindingY716

8940081 Q14451 GRB7_HUMAN P09619 PGFRB_HUMAN pull down Y716

8940081 Q14451 GRB7_HUMAN P09619 PGFRB_HUMAN competition bindingY716

10660620 P29350 PTN6_HUMAN Q9UKJ1 PILRA_HUMAN surface plasmon resonanceY298

11689432 P16333 NCK1_HUMAN O70469 DOK2_MOUSE coimmunoprecipitationY351

10428862 P16333 NCK1_HUMAN O60496 DOK2_HUMAN pull down Y345

8574854 P29350 PTN6_HUMAN P43628 KI2L3_HUMAN pull down Y333

8648092 P29350 PTN6_HUMAN P43628 KI2L3_HUMAN pull down Y333

8648092 P29350 PTN6_HUMAN P43628 KI2L3_HUMAN surface plasmon resonanceY333



8648092 Q06124 PTN11_HUMAN P43628 KI2L3_HUMAN pull down Y333

8648092 Q06124 PTN11_HUMAN P43628 KI2L3_HUMAN surface plasmon resonanceY333

8691146 P29350 PTN6_HUMAN P43626 KI2L1_HUMAN coimmunoprecipitationY332

8691146 P29350 PTN6_HUMAN P43626 KI2L1_HUMAN pull down Y332

8691154 P29350 PTN6_HUMAN P43628 KI2L3_HUMAN coimmunoprecipitationY333

8691154 P29350 PTN6_HUMAN P43628 KI2L3_HUMAN pull down Y333

9864141 P40763 STAT3_HUMAN Q99062 CSF3R_HUMAN coimmunoprecipitationY727

9864141 P40763 STAT3_HUMAN Q99062 CSF3R_HUMAN pull down Y727

15574420 P20936 RASA1_HUMAN Q13480 GAB1_HUMAN coimmunoprecipitationY317

16436051 P62993 GRB2_HUMAN Q7L591 DOK3_HUMAN coimmunoprecipitationY432

15240681 P29350 PTN6_HUMAN Q15116 PDCD1_HUMAN coimmunoprecipitationY223

15240681 Q06124 PTN11_HUMAN Q15116 PDCD1_HUMAN coimmunoprecipitationY223

7761456 P43403 ZAP70_HUMAN P07766 CD3E_HUMAN surface plasmon resonanceY188

7761456 P43405 KSYK_HUMAN P07766 CD3E_HUMAN surface plasmon resonanceY188

7761456 P43405 KSYK_HUMAN P07766 CD3E_HUMAN pull down Y188

9698567 P43405 KSYK_HUMAN P07766 CD3E_HUMAN x-ray crystallographyY188

11855827 P06239 LCK_HUMAN P07766 CD3E_HUMAN pull down Y188

11855827 P29353 SHC1_HUMAN P07766 CD3E_HUMAN pull down Y188

12024011 Q5M824 SHC1_RAT Q05655 KPCD_HUMAN coimmunoprecipitationY334

11544253 P29350 PTN6_HUMAN O95866 G6B_HUMAN coimmunoprecipitationY211

11544253 Q06124 PTN11_HUMAN O95866 G6B_HUMAN coimmunoprecipitationY211

11877430 P29320 EPHA3_HUMAN Q96T51 RUFY1_HUMAN coimmunoprecipitationY400

16337946 Q06124 PTN11_HUMAN Q08345 DDR1_HUMAN coimmunoprecipitationY740

7528772 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN pull down Y72

8648092 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN surface plasmon resonanceY72

8648092 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN pull down Y72

8901551 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN enzymatic studyY72

9185620 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN surface plasmon resonanceY72

10704231 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN enzymatic studyY72

15832366 P43403 ZAP70_HUMAN P20963 CD3Z_HUMAN peptide arrayY72

9160881 P27986 P85A_HUMAN P22681 CBL_HUMAN two hybrid Y731

9414268 P26450 P85A_MOUSE P22681 CBL_HUMAN coimmunoprecipitationY731

9414268 P26450 P85A_MOUSE P22681 CBL_HUMAN enzymatic studyY731

9890970 P39688 FYN_MOUSE P22681 CBL_HUMAN pull down Y731

15556646 P27986 P85A_HUMAN P22681 CBL_HUMAN far western blottingY731

15556646 P46109 CRKL_HUMAN P22681 CBL_HUMAN far western blottingY731

15062102 P47941 CRKL_MOUSE P97318 DAB1_MOUSE pull down Y232

9692543 Q07014 LYN_RAT P28867 KPCD_MOUSE coimmunoprecipitationY52

16407827 P62993 GRB2_HUMAN O14939 PLD2_HUMAN pull down Y169

14679216 P24604 TEC_MOUSE Q61152 PTN18_MOUSE pull down Y303

10749680 P29353 SHC1_HUMAN P35968 VGFR2_HUMAN beta galactosidase complementationY1175

10749680 P29353 SHC1_HUMAN P35968 VGFR2_HUMAN two hybrid Y1175

10749680 P29353 SHC1_HUMAN P35968 VGFR2_HUMAN pull down Y1175

10749680 P98077 SHC2_HUMAN P35968 VGFR2_HUMAN pull down Y1175

10749680 P98077 SHC2_HUMAN P35968 VGFR2_HUMAN two hybrid Y1175

11387210 Q62077 PLCG1_MOUSE P35918 VGFR2_MOUSE coimmunoprecipitationY1173

11387210 Q62077 PLCG1_MOUSE P35918 VGFR2_MOUSE pull down Y1173

12214271 P29353 SHC1_HUMAN P35968 VGFR2_HUMAN coimmunoprecipitationY1175

15026417 Q15464 SHB_HUMAN P35968 VGFR2_HUMAN coimmunoprecipitationY1175

15546884 Q06124 PTN11_HUMAN Q99704 DOK1_HUMAN coimmunoprecipitationY337

15764601 O43639 NCK2_HUMAN P52799 EFNB2_HUMAN nuclear magnetic resonanceY330

17027227 P35235 PTN11_MOUSE Q62120 JAK2_MOUSE pull down Y201

8798676 P06239 LCK_HUMAN P43405 KSYK_HUMAN two hybrid Y526



8798676 P06239 LCK_HUMAN P43405 KSYK_HUMAN pull down Y526

8798676 P06239 LCK_HUMAN P43405 KSYK_HUMAN coimmunoprecipitationY526

15737992 P22681 CBL_HUMAN O14492 SH2B2_HUMAN pull down Y629

11331873 P20936 RASA1_HUMAN O14543 SOCS3_HUMAN pull down Y221

11331873 P20936 RASA1_HUMAN O14543 SOCS3_HUMAN coimmunoprecipitationY221

15504032 P20936 RASA1_HUMAN Q03135 CAV1_HUMAN pull down Y25

18070987 P07948 LYN_HUMAN Q9NWQ8 PAG1_HUMAN structure based predictionY299

1380456 P27986 P85A_HUMAN P35570 IRS1_RAT coimmunoprecipitationY628

7680095 P27986 P85A_HUMAN P35568 IRS1_HUMAN surface plasmon resonanceY632

7680644 P27986 P85A_HUMAN P35568 IRS1_HUMAN cross-linking studyY632

8382612 P27986 P85A_HUMAN P35568 IRS1_HUMAN nuclear magnetic resonanceY632

11416002 P27986 P85A_HUMAN P35568 IRS1_HUMAN coimmunoprecipitationY632

7568038 P27986 P85A_HUMAN P10747 CD28_HUMAN coimmunoprecipitationY191

7584133 P27986 P85A_HUMAN P10747 CD28_HUMAN coimmunoprecipitationY191

7584133 P62993 GRB2_HUMAN P10747 CD28_HUMAN coimmunoprecipitationY191

7807015 P27986 P85A_HUMAN P10747 CD28_HUMAN coimmunoprecipitationY191

8146197 P27986 P85A_HUMAN P10747 CD28_HUMAN competition bindingY191

8183372 P27986 P85A_HUMAN P10747 CD28_HUMAN coimmunoprecipitationY191

8621607 P26450 P85A_MOUSE P10747 CD28_HUMAN coimmunoprecipitationY191

8621607 P23727 P85A_BOVIN P10747 CD28_HUMAN pull down Y191

9417079 P27986 P55G_MOUSE P10747 CD28_HUMAN coimmunoprecipitationY191

10820259 P27986 P85A_HUMAN P10747 CD28_HUMAN coimmunoprecipitationY191

10820259 P27986 P85A_HUMAN P10747 CD28_HUMAN pull down Y191

10820259 O75791 GRAP2_HUMAN P10747 CD28_HUMAN coimmunoprecipitationY191

10820259 O75791 GRAP2_HUMAN P10747 CD28_HUMAN pull down Y191

12384576 P46108 CRK_HUMAN P00519 ABL1_HUMAN nuclear magnetic resonanceY226

9600917 Q06124 PTN11_HUMAN P48357 LEPR_HUMAN anti tag coimmunoprecipitationY986

11342028 Q06124 PTN11_HUMAN P48357 LEPR_HUMAN surface plasmon resonanceY986

15143214 P43404 ZAP70_MOUSE Q8R4V1 NFAM1_MOUSE pull down Y226

15143214 P43405 KSYK_HUMAN Q8R4V1 NFAM1_MOUSE pull down Y226

7597091 P62993 GRB2_HUMAN Q05397 FAK1_HUMAN pull down Y925

7997267 Q60631 GRB2_MOUSE P34152 FAK1_MOUSE experimental interaction detectionY963

8816475 P62993 GRB2_HUMAN P34152 FAK1_MOUSE coimmunoprecipitationY963

8816475 P62993 GRB2_HUMAN P34152 FAK1_MOUSE pull down Y963

9148935 P12931 SRC_HUMAN P34152 FAK1_MOUSE coimmunoprecipitationY963

9148935 P62993 GRB2_HUMAN P34152 FAK1_MOUSE coimmunoprecipitationY963

9830057 P62993 GRB2_HUMAN P07550 ADRB2_HUMAN coimmunoprecipitationY350

12881490 Q60631 GRB2_MOUSE P20444 KPCA_MOUSE coimmunoprecipitationY657

10671560 Q13094 LCP2_HUMAN O15117 FYB_HUMAN coimmunoprecipitationY559

10671560 Q13094 LCP2_HUMAN O15117 FYB_HUMAN pull down Y559

8695788 P62993 GRB2_HUMAN Q14289 FAK2_HUMAN pull down Y881

8918688 P27986 P85A_HUMAN P09564 CD7_HUMAN competition bindingY222

8918688 P23727 P85A_BOVIN P09564 CD7_HUMAN pull down Y222

7528537 P29350 PTN6_HUMAN P19235 EPOR_HUMAN experimental interaction detectionY426

8639815 Q06124 PTN11_HUMAN P14753 EPOR_MOUSE pull down Y425

9774439 Q9NSE2 CISH_HUMAN  P14753 EPOR_MOUSE coimmunoprecipitationY425

10660611 O00145 SHIP1_HUMAN P19235 EPOR_HUMAN pull down Y426

10882725 O14543 SOCS3_HUMAN P19235 EPOR_HUMAN pull down Y426

11781573 O14508 SOCS2_HUMAN P19235 EPOR_HUMAN two hybrid Y426

15953601 Q62077 PLCG1_HUMAN P14753 EPOR_MOUSE phage displayY425

10498895 P06241 FYN_HUMAN O09127 EPHA8_MOUSE anti bait coimmunoprecipitationY615

9392697 P29350 PTN6_HUMAN P24394 IL4RA_HUMAN pull down Y575

9392697 P42226 STAT6_HUMAN P24394 IL4RA_HUMAN pull down Y575



15170389 Q06124 PTN11_HUMAN Q9UQC2 GAB2_HUMAN pull down Y643

1382595 P27986 P85A_HUMAN P10721 KIT_HUMAN coimmunoprecipitationY721

7509796 P27986 P85A_HUMAN P05532 KIT_MOUSE coimmunoprecipitationY719

7537096 O00459 P85B_HUMAN P10721 KIT_HUMAN coimmunoprecipitationY721

7537096 P27986 P85A_HUMAN P10721 KIT_HUMAN coimmunoprecipitationY721

7513703 Q06124 PTN11_HUMAN P35568 IRS1_HUMAN surface plasmon resonanceY1229

9535915 Q06124 PTN11_HUMAN P97710 SHPS1_RAT pull down Y477

10704446 P46108 CRK_HUMAN P49024 PAXI_CHICK pull down Y118

8673706 P15498 VAV_HUMAN Q13094 LCP2_HUMAN coimmunoprecipitationY113

8673706 P15498 VAV_HUMAN Q13094 LCP2_HUMAN pull down Y113

9047237 P15498 VAV_HUMAN Q13094 LCP2_HUMAN pull down Y113

10229072 P16333 NCK1_HUMAN Q13094 LCP2_HUMAN coimmunoprecipitationY113

10347175 P15498 VAV_HUMAN Q13094 LCP2_HUMAN pull down Y113

16177062 P78314 3BP2_HUMAN Q9BZW8 CD244_HUMAN 3 hybrid methodY342

10852966 O60880 SH21A_HUMAN Q99704 DOK1_HUMAN pull down Y449

10852966 O60880 SH21A_HUMAN Q99704 DOK1_HUMAN coimmunoprecipitationY449

9603468 P20936 RASA1_HUMAN P06127 CD5_HUMAN pull down Y453

8849729 P12931 SRC_HUMAN Q14289 FAK2_HUMAN pull down Y402

10521452 P12931 SRC_HUMAN Q14289 FAK2_HUMAN pull down Y402

10867021 P06241 FYN_HUMAN Q14289 FAK2_HUMAN pull down Y402

10867021 P06241 FYN_HUMAN Q14289 FAK2_HUMAN coimmunoprecipitationY402

11149930 P12931 SRC_HUMAN Q14289 FAK2_HUMAN coimmunoprecipitationY402

12063569 P42679 MATK_HUMAN Q14289 FAK2_HUMAN pull down Y402

12063569 P42679 MATK_HUMAN Q14289 FAK2_HUMAN coimmunoprecipitationY402

12454019 P52735 VAV2_HUMAN P00533 EGFR_HUMAN pull down Y1172

11536047 P40763 STAT3_HUMAN P07949 RET_HUMAN coimmunoprecipitationY928

15121872 Q91ZM2 O55033_MOUSE Q62120 JAK2_MOUSE coimmunoprecipitationY813

15767667 O14492 SH2B2_HUMAN O60674 JAK2_HUMAN pull down Y813

15767667 Q9NRF1 SH2B1_HUMAN O60674 JAK2_HUMAN pull down Y813

16914724 Q9Z200 SH2B2_RAT Q62120 JAK2_MOUSE pull down Y813

16914724 Q62985 SH2B1_RAT Q62120 JAK2_MOUSE pull down Y813

17565041 Q9NRF1 SH2B1_HUMAN O60674 JAK2_HUMAN coimmunoprecipitationY813

7684160 P27986 P85A_HUMAN P15391 CD19_HUMAN coimmunoprecipitationY500

12881490 Q60631 GRB2_MOUSE P6840 KPCB_RAT coimmunoprecipitationY656

15196926 P10686 PLCG1_RAT P32239 GASR_HUMAN surface plasmon resonanceY438

16963136 P35235 PTN11_MOUSE P32239 GASR_HUMAN surface plasmon resonanceY438

16963136 Q06124 PTN11_HUMAN P32239 GASR_HUMAN pull down Y438

16899217 P62993 GRB2_HUMAN Q9H204 MED28_HUMAN coimmunoprecipitationY64

9892650 P27986 P85A_HUMAN P25963 IKBA_HUMAN coimmunoprecipitationY42

9892650 P27986 P85A_HUMAN P25963 IKBA_HUMAN competition bindingY42

7537362 Q15464 SHB_HUMAN P11362 FGFR1_HUMAN peptide arrayY776

8940081 Q14451 GRB7_HUMAN P09619 PGFRB_HUMAN pull down Y775

8940081 Q14451 GRB7_HUMAN P09619 PGFRB_HUMAN competition bindingY775

18301737 P06241 FYN_HUMAN P89654 P89654_MHV68 pull down Y127

18301737 P15498 VAV_HUMAN P89654 P89654_MHV68 pull down Y127

9430661 P16333 NCK1_HUMAN P54762 EPHB1_HUMAN anti bait coimmunoprecipitationY594

9430661 Q9Z279 Q9Z279_MOUSE P54762 EPHB1_HUMAN two hybrid Y594

9864141 P40763 STAT3_HUMAN Q99062 CSF3R_HUMAN coimmunoprecipitationY767

9864141 P40763 STAT3_HUMAN Q99062 CSF3R_HUMAN pull down Y767

12163025 P29350 PTN6_HUMAN Q96LC7 SIG10_HUMAN biochemicalY667

1314163 P23727 P85A_BOVIN P09581 CSF1R_MOUSE pull down Y721

9312046 Q8CIH5 PLCG2_MOUSE P07333 CSF1R_HUMAN two hybrid Y723

9312046 Q8CIH5 PLCG2_MOUSE P07333 CSF1R_HUMAN pull down Y723



7657594 P27986 P85A_HUMAN P17948 VGFR1_HUMAN coimmunoprecipitationY1213

7685273 P06241 FYN_HUMAN P09619 PGFRB_HUMAN pull down Y579

7685273 P07947 YES_HUMAN P09619 PGFRB_HUMAN pull down Y579

7685273 P12931 SRC_HUMAN P09619 PGFRB_HUMAN pull down Y579

7687537 P06241 FYN_HUMAN P09619 PGFRB_HUMAN pull down Y579

7730365 P39688 FYN_MOUSE P05622 PGFRB_MOUSE pull down Y578

9742401 Q13239 SLAP1_HUMAN P09619 PGFRB_HUMAN pull down Y579

9742401 Q13239 SLAP1_HUMAN P09619 PGFRB_HUMAN coimmunoprecipitationY579

12706723 P25020 SRC_RSVH1 P09619 PGFRB_HUMAN isothermal titration calorimetryY579

12706723 P25020 SRC_RSVH1 P09619 PGFRB_HUMAN x-ray crystallographyY579

8816495 P42226 STAT6_HUMAN P24394 IL4RA_HUMAN fluorescence polarization spectroscopyY631

9651359 P42226 STAT6_HUMAN P24394 IL4RA_HUMAN pull down Y631

10764762 P29350 PTN6_HUMAN Q6GTX8 LAIR1_HUMAN coimmunoprecipitationY251

10764762 P29350 PTN6_HUMAN Q6GTX8 LAIR1_HUMAN pull down Y251

11152665 P12931 SRC_HUMAN P15941 MUC1_HUMAN pull down Y1229

11152665 P12931 SRC_HUMAN P15941 MUC1_HUMAN coimmunoprecipitationY1229

11483589 P12931 SRC_HUMAN P15941 MUC1_HUMAN pull down Y1229

11572860 Q06124 PTN11_HUMAN Q9Z1S8 GAB2_MOUSE coimmunoprecipitationY603

15170389 Q06124 PTN11_HUMAN Q9UQC2 GAB2_HUMAN pull down Y614

12606549 O43639 NCK2_HUMAN P52799 EFNB2_HUMAN circular dichroismY304

12606549 O43639 NCK2_HUMAN P52799 EFNB2_HUMAN nuclear magnetic resonanceY304

15096211 O55033 O55033_MOUSE P52800 EFNB2_MOUSE pull down Y307

15096211 O55033 O55033_MOUSE P52800 EFNB2_MOUSE peptide arrayY307

15764601 O43639 NCK2_HUMAN P52799 EFNB2_HUMAN nuclear magnetic resonanceY304

11865050 P26450 P85A_MOUSE Q06806 TIE1_MOUSE pull down Y1113

7518560 P62993 GRB2_HUMAN P00533 EGFR_HUMAN coimmunoprecipitationY1110

7527043 P62993 GRB2_HUMAN P00533 EGFR_HUMAN coimmunoprecipitationY1110

14966128 P40763 STAT3_HUMAN P00533 EGFR_HUMAN pull down Y1110

10318843 P06239 LCK_HUMAN P43403 ZAP70_HUMAN anti tag coimmunoprecipitationY319

10500481 P27986 P85A_HUMAN P06213 INSR_HUMAN fluorescent resonance energy transferY941

7730365 P39688 FYN_MOUSE P07333 CSF1R_HUMAN pull down Y561

7730365 Q04736 YES_MOUSE P07333 CSF1R_HUMAN coimmunoprecipitationY561

7730365 P05480 SRC_MOUSE P07333 CSF1R_HUMAN coimmunoprecipitationY561

7518560 P29353 SHC1_HUMAN P00533 EGFR_HUMAN coimmunoprecipitationY1197

7542744 P29353 SHC1_HUMAN P00533 EGFR_HUMAN coimmunoprecipitationY1197

7693694 P19174 PLCG1_HUMAN P00533 EGFR_HUMAN pull down Y1197

8034616 P29353 SHC1_HUMAN P00533 EGFR_HUMAN coimmunoprecipitationY1197

8034616 P29353 SHC1_HUMAN P00533 EGFR_HUMAN competition bindingY1197

9544989 P29353 SHC1_HUMAN P00533 EGFR_HUMAN experimental interaction detectionY1197

9733788 P29350 PTN6_HUMAN P00533 EGFR_HUMAN pull down Y1197

9461599 P41240 CSK_HUMAN P04626 ERBB2_HUMAN competition bindingY1248

12122014 P42679 MATK_HUMAN P04626 ERBB2_HUMAN pull down Y1248

12791772 Q06124 PTN11_HUMAN P05106 ITB3_HUMAN coimmunoprecipitationY773



start|end peptide_binder

750|763 ACPPEVYAIMRGC

750|763 ACPPEVYAIMRGC

652|665 ADERVDYVVVDQQ

652|665 ADERVDYVVVDQQ

374|387 STDTPIYSQVAPR

167|180 AEGDEIYEDLMRS

167|180 AEGDEIYEDLMRS

167|180 AEGDEIYEDLMRS

285|298 AENTITYSLLMHP

285|298 AENTITYSLLMHP

302|315 AENTITYSLLKHP

285|298 AENTITYSLLMHP

285|298 AENTITYSLLMHP

285|298 AENTITYSLLMHP

285|298 AENTITYSLLMHP

587|600 AEPVPDYTTVHTV

681|694 AEPYNLYSSLKEL

1215|1228 AFDNLYYWDQDPP

921|934 AIKMVQYRDSFLT

921|934 AIKMVQYRDSFLT

921|934 AIKMVQYRDSFLT

921|934 AIKMVQYRDSFLT

687|700 AKAVDGYVKPQIK

687|700 AKAVDGYVKPQIK

596|609 APGMKVYIDPFTY

596|609 APGMKVYIDPFTY

450|463 APTSFGYDKPHVL

450|463 APTSFGYDKPHVL

450|463 APTSFGYDKPHVL

450|463 APTSFGYDKPHVL

450|463 APTSFGYDKPHVL

450|463 APTSFGYDKPHVL

450|463 APTSFGYDKPHVL

450|463 APTSFGYDKPHVL

787|799 AQAPPSYLDVLG

787|799 AQAPPSYLDVLG

787|799 AQAPPSYLDVLG

784|796 AQAPPVYLDVLG

784|796 AQAPPVYLDVLG

850|862 AKEDVDYVTLKH

850|862 AKEDVDYVTLKH

971|984 ARDPQRYLVIQGD

971|984 ARDPQRYLVIQGD

448|461 ARSSDSYAVIDLK

272|285 ASKKTIYTYIMAS

272|285 ASKKTIYTYIMAS

992|1005 ASSNPEYLSASDV

973|986 ASVNPEYFSAADV

973|986 ASVNPEYFSAADV

973|986 ASVNPEYFSAADV

1205|1218 CDPKFHYDNTAGI

1207|1220 CDPKFHYDNTAGI



394|407 CLREAQYSMLATW

394|407 CLREAQYSMLATW

394|407 CLREAQYSMLATW

279|292 SSKSVTYATVVFP

1132|1145 CSPQPEYVNQPDV

1132|1145 CSPQPEYVNQPDV

1132|1145 CSPQPEYVNQPDV

1132|1145 CSPQPEYVNQPDV

1132|1145 CSPQPEYVNQPDV

1073|1086 CWREKPYERPSFA

1073|1086 CWREKPYERPSFA

170|183 DAEKPFYVNVEFH

170|183 DAEKPFYVNVEFH

170|183 DAEKPFYVNVEFH

170|183 DAEKPFYVNVEFH

170|183 DAEKPFYVNVEFH

170|183 DAEKPFYVNVEFH

170|183 DAEKPFYVNVEFH

170|183 DAEKPFYVNVEFH

170|183 DAEKPFYVNVEFH

170|183 DAEKPFYVNVEFH

170|183 DAEKPFYVNVEFH

678|691 DARPAVYTQVQKP

678|691 DARPAVYTQVQKP

678|691 DARPSLYAQVQKP

258|270 DCGSPKYAYFNGC

258|271 DCGSQKYAYFNGC

772|785 DCLDGLYALMSRC

297|310 DDDKNIYLTLPPN

176|189 DDEDDSYLEPDSP

176|189 DDEDDSYLEPDSP

176|189 DDEDDSYLEPDSP

176|189 DDEDDSYLEPDSP

439|452 EDSDEDYEKVPLP

441|454 DDSDEDYEKVPLP

390|403 DEPEGDYEEVLEP

390|403 DEPEGDYEEVLEP

713|726 DESTRSYVILSFE

713|726 DESTRSYVILSFE

190|202 EEQVHTYVNTTGV

574|587 DGHEYIYVDPMQL

574|587 DGHEYIYVDPMQL

574|587 DGHEYIYVDPMQL

574|587 DGHEYIYVDPMQL

574|587 DGHEYIYVDPMQL

574|587 DGHEYIYVDPMQL

764|777 DIESSNYMAPYDN

764|777 DIESSNYMAPYDN

764|777 DIESSNYMAPYDN

764|777 DIESSNYMAPYDN

764|777 DIESSNYMAPYDN

755|768 DIQRSLYDRPASY

755|768 DIQRSLYDRPASY



755|768 DIQRSLYDRPASY

755|768 DIQRSLYDRPASY

755|768 DIQRSLYDRPASY

1182|1195 DIYETDYYRKGGK

1182|1195 DIYETDYYRKGGK

1182|1195 DIYETDYYRKGGK

116|129 DKMAEAYSEIGMK

116|129 DKMAEAYSEIGMK

318|331 GPASGLYASVCKQ

318|331 GPASGLYASVCKQ

644|657 DMGDEVYDDVDTS

680|693 DVGEEVYDDVDAS

184|197 DNAMLEYLKIAQD

798|806 DNDDDLYG

300|313 DPCTTIYVAATEP

308|321 DPCTTIYVAATEP

308|321 DPCTTIYVAATEP

444|457 DPGALHYDYIDVE

555|568 DPQAVTYAEVKHS

555|568 DPQAVTYAEVKHS

296|309 DPQEVTYAQLNHC

296|309 DPQEVTYAQLNHC

296|309 DPQEVTYAQLNHC

296|309 DPQEVTYAQLNHC

296|309 DPQEVTYAQLNHC

296|309 DPQEVTYAQLNHC

296|309 DPQEVTYAQLNHC

296|309 DPQEVTYAQLNHC

295|308 DPQEVTYTQLNHC

295|308 DPQEVTYTQLNHC

295|308 DPQEVTYTQLNHC

295|308 DPQEVTYTQLNHC

295|308 DPQEVTYTQLNHC

295|308 DPQEVTYTQLNHC

630|643 KDPTNGYYNVRAH

914|927 ERRDQDYANLPSS

7|20 DSEGHLYTVPIRE

7|20 DSEGHLYTVPIRE

7|20 DSEGHLYTVPIRE

7|20 DSEGHLYTVPIRE

7|20 DSEGHLYTVPIRE

7|20 DSEGHLYTVPIRE

1002|1015 DTSSVLYTAVQPN

1002|1015 DTSSVLYTAVQPN

1002|1015 DTSSVLYTAVQPN

1002|1015 DTSSVLYTAVQPN

1002|1015 DTSSVLYTAVQPN

1001|1014 DTSSVLYTAVQPN

1002|1015 DTSSVLYTAVQPN

1002|1015 DTSSVLYTAVQPN

1002|1015 DTSSVLYTAVQPN

309|322 DYGHPVYIVQEMP

309|322 DYGHPVYIVQEMP



309|322 DYGHPVYIVQEMP

154|167 DYHNPGYLVVLPD

154|167 DYHNPGYLVVLPD

446|459 GALHYDYIDVEMT

184|197 EDAVLEYLKIAQD

588|601 EDDQEVYDDVAEQ

577|590 EDDQDVYDDVAEQ

693|706 EDEDDPYVPMRPG

693|706 EDEDDPYVPMRPG

176|189 EDEDDSYLEPDSP

1192|1205 EDEEYEYMNRRRR

830|843 EDESIHYSELVQF

577|590 EDSARVYENVGLM

577|590 EDSARVYENVGLM

577|590 EDSARVYENVGLM

577|590 EDSARVYENVGLM

439|452 EDSDEDYEKVPLP

439|452 EDSDEDYEKVPLP

706|719 EEADGVYAASGGL

524|537 EEDADSYENMDNP

702|715 EEDDDEYKIPSSH

153|166 EEDEDLYDCVENE

153|166 EEDEDLYDCVENE

153|166 EEDEDLYDCVENE

308|321 EEEEEEYMPMEDL

308|321 EEEEEEYMPMEDL

308|321 EEEEEEYMPMEDL

317|330 EEEEPQYEEIPIY

310|323 EEISAMYSSVNKP

440|453 EELDENYVPMNPN

440|453 EELDENYVPMNPN

386|398 LDPMHNYVNTENV

343|355 RPALLNYENLPSL

898|911 EGMPKSYLPQTVR

898|911 EGMPKSYLPQTVR

898|911 EGMPKSYLPQTVR

898|911 EGMPKSYLPQTVR

360|373 EHAQDTYLVLDKW

429|442 EHRQLNYIQVDLE

429|442 EHRQLNYIQVDLE

560|573 EINGNNYVYIDPT

211|223 EKQFQPYFIPIN

58|71 EKSDAVYTGLNTR

58|71 EKSDGVYTGLSTR

588|601 EMPVPDYTSIHIV

588|601 EMPVPDYTSIHLV

588|601 EMPVPDYTSIHLV

198|211 EMYGVNYFSIKNK

767|780 ENEDDGYDVPKPP

767|780 ENEDDGYDVPKPP

767|780 ENEDDGYDVPKPP

767|780 ENEDDGYDVPKPP

767|780 ENEDDGYDVPKPP



26|39 ENESPHYDDVHEY

814|827 EPDEILYVNMDEG

814|827 EPDEILYVNMDEG

814|827 EPDEILYVNMDEG

814|827 EPDEILYVNMDEG

814|827 EPDEILYVNMDEG

814|827 EPDEILYVNMDEG

497|508 EPLPPSYVACS

497|508 EPLPPSYVACS

496|507 EPLHPGYVACS

496|507 EPLHPGYVACS

342|355 EPPDHQYYNDFPG

342|355 EPPDHQYYNDFPG

494|507 EPSFSEYASVQVQ

309|322 EPVNTVYSEVQFA

372|385 SDSDDDYDDVDIP

929|942 ESTNHIYSNLANC

929|942 ESTNHIYSNLANC

929|942 ESTNHIYSNLANC

281|294 ETADGGYMTLNPR

213|226 ETEENIYQVPTSQ

934|947 ETGTEEYMKMDLG

934|947 ETGTEEYMKMDLG

345|358 EVYESPYADPEEI

345|358 EVYESPYADPEEI

339|352 EVYESPYADPEEI

339|352 EVYESPYADPEEI

1339|1352 FDERQPYAHMNGG

1339|1352 FDERQPYAHMNGG

1339|1352 FDERQPYAHMNGG

1339|1352 FDERQPYAHMNGG

1339|1352 FDERQPYAHMNGG

1339|1352 FDERQPYAHMNGG

1339|1352 FDERQPYAHMNGG

1339|1352 FDERQPYAHMNGG

1339|1352 FDERQPYAHMNGG

1339|1352 FDERQPYAHMNGG

1339|1352 FDERQPYAHMNGG

736|749 FEDSRGYMMMFPR

736|749 FEDSRGYMMMFPR

527|540 FIMDNAYFCEADA

527|540 FIMDNAYFCEADA

527|540 FIMDNAYFCEADA

1085|1098 FLPVPEYINQSVP

1085|1098 FLPVPEYINQSVP

1085|1098 FLPVPEYINQSVP

1085|1098 FLPVPEYINQSVP

1085|1098 FLPVPEYINQSVP

1085|1098 FLPVPEYINQSVP

1085|1098 FLPVPEYINQSVP

1085|1098 FLPVPEYINQSVP

1085|1098 FLPVPEYINQSVP

1085|1098 FLPVPEYINQSVP



1085|1098 FLPVPEYINQSVP

312|325 FLQLLKYIPPKAK

312|325 FLQLLKYIPPKAK

312|325 FLQLLKYIPPKAK

459|472 FLRCINYVFFPSL

459|472 FLRCINYVFFPSL

459|472 FLRCINYVFFPSL

459|472 FLRCINYVFFPSL

459|472 FLRCINYVFFPSL

620|633 FLSSCGYVSTDQL

620|633 FLSSCGYVSTDQL

620|633 FLSSCGYVSTDQL

746|759 GCPGPVYRIMTQC

620|633 GDKQVEYLDLDLD

620|633 GDKQVEYLDLDLD

620|633 GDKQVEYLDLDLD

121|134 GEDDGDYESPNEE

121|134 GEDDGDYESPNEE

121|134 GEDDGDYESPNEE

121|134 GEDDGDYESPNEE

121|134 GEDDGDYESPNEE

693|706 GEEDTEYMTPSSR

693|706 GEEDTEYMTPSSR

693|706 GEEDTEYMTPSSR

693|706 GEEDTEYMTPSSR

111|124 GEEEHVYSFPNKQ

111|124 SEEEHVYSFPNKQ

733|746 GESDGGYMDMSKD

733|746 GESDGGYMDMSKD

733|746 GESDGGYMDMSKD

732|745 GESDGGYMDMSKD

733|746 GESDGGYMDMSKD

733|746 GESDGGYMDMSKD

733|746 GESDGGYMDMSKD

733|746 GESDGGYMDMSKD

733|746 GESDGGYMDMSKD

732|745 GESDGGYMDMSKD

732|745 GESDGGYMDMSKD

733|746 GESDGGYMDMSKD

733|746 GESDGGYMDMSKD

733|746 GESDGGYMDMSKD

330|343 GFREGFYLFPDGR

1236|1249 GGSSLSYTNPAVA

657|670 GGWMEDYDYVHLQ

657|670 GGWMEDYDYVHLQ

657|670 GGWMEDYDYVHLQ

755|768 GGWMEDYDYVHLQ

755|768 GGWMEDYDYVHLQ

755|768 GGWMEDYDYVHLQ

1178|1191 GMTRDIYETDYYR

1178|1191 GMTRDIYETDYYR

1178|1191 GMTRDIYETDYYR

214|227 GPEPGPYAQPSVN



694|707 GPKGTGYIKTELI

694|707 GPKGTGYIKTELI

694|707 GPKGTGYIKTELI

694|707 GPKGTGYIKTELI

694|707 GPKGTGYIKTELI

694|707 GPKGTGYIKTELI

694|707 GPKGTGYIKTELI

481|494 GPYSHPYENSLVP

776|789 GRNPGFYVEANPM

776|789 GRNPGFYVEANPM

776|789 GRNPGFYVEANPM

582|595 GSSDNEYFYVDFR

582|595 GSSDNEYFYVDFR

764|777 GTAEPDYGALYEG

764|777 GTAEPDYGALYEG

696|709 HAEAALYKNLLHS

347|360 LPMADTYAVVQKR

893|906 HAPAEMYDIMKTC

582|595 HDSEENYVPMNPN

582|595 HDSEENYVPMNPN

284|297 HGKKEAYDTLIKD

60|73 HGSQGTYSNTKEN

60|73 HGSQGTYSNTKEN

60|73 HGSQGTYSNTKEN

658|671 HLGSEEYDVPPRL

208|221 PPAESVYTSLQRR

208|221 PPAESVYTSLQRR

234|247 HQGPVIYAQLDHS

937|950 ICTIDVYMIMVKC

791|802 IDAFSDYANFK

791|802 IDAFSDYANFK

791|802 IDAFSDYANFK

818|829 IDAFSDYANFK

277|290 IFPYEEYASWKTE

489|502 IIENPQYFSDACV

489|502 IIENPQYFSDACV

807|820 ILPRQQYFKQNCS

807|820 ILPRQQYFKQNCS

807|820 ILPRQQYFKQNCS

802|815 IMNDSNYIVKGNA

850|863 IMRDSNYISKGST

48|61 IRNTNEYTEGPTV

1183|1196 IYETDYYRKGGKG

1183|1196 IYETDYYRKGGKG

1183|1196 IYETDYYRKGGKG

1276|1289 IYRASYYRKGGCA

677|690 IYSTDYYRVGGRT

677|690 IYSTDYYRVGGRT

677|690 IYSTDYYRVGGRT

64|77 IYVILRYAKMKTI

64|77 IYVILRYAKMKTI

262|275 KDDGIVYASLALS

744|757 KDESVDYVPMLDM



744|757 KDESVDYVPMLDM

744|757 KDESVDYVPMLDM

744|757 KDESVDYVPMLDM

744|757 KDESVDYVPMLDM

744|757 KDESVDYVPMLDM

744|757 KDESVDYVPMLDM

744|757 KDESVDYVPMLDM

744|757 KDESVDYVPMLDM

743|756 KDESIDYVPMLDM

744|757 KDESVDYVPMLDM
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DHNHLLYSTI PRM DHNHLLYSTI PRM O60716 CTNND1 96
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TPDEDYEYMNRQR PDEDYEYMNRQRD P21860 ERBB3 1262
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ASEQGYEEMRA PASEQGYEEMRAF P21860 ERBB3 1289
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ETSKLI YDFI EDQ ETSKLI YDFI EDQ P42768 WAS 291

GEEEHVYSFPNKQ GEEEHVYSFPNKQ P49023 PXN 118

GYNDDYYEESYFT GYNDDYYEESYFT P50402 EMD 95

YDEDSPYQNI KI L YDEDSPYQNI KI L P52788 SMS 147

YDEDSPYQNI KI L YDEDSPYQNI KI L P52788 SMS 147

VVDSGVYAVPPPA VVDSGVYAVPPPA P56945 BCAR1 410

I KEKLCYVALDFE I KEKLCYVALDFE P60709 ACTB 218

GNYRDNYDN GNYRDNYDN P98179 RBM3 155

LI NRMDYVEI NI D LI NRMDYVEI NI D Q00341 VGL 437

VSSTHYYLLPERP VSSTHYYLLPERP Q07912 ACK1 858

VSSTHYYLLPERP VSSTHYYLLPERP Q07912 ACK1 858

SEELDENpYVPMNPNS EELDENYVPMNPN Q13480 GAB1 447

PSTDPLYDTPDTR PSTDPLYDTPDTR Q13671 RIN1 36

PSTDPLYDTPDTR PSTDPLYDTPDTR Q13671 RIN1 36

AFGTVYKGI WV GAFGTVYKGI WVP Q15303 ERBB4 733

RDPQRYLVI QG ARDPQRYLVI QGD Q15303 ERBB4 984

MDAEEYLVPQA MMDAEEYLVPQAF Q15303 ERBB4 1022

SPPPAYTPMSG HSPPPAYTPMSGN Q15303 ERBB4 1056

KPKQEYLNPVE DKPKQEYLNPVEE Q15303 ERBB4 1162

LDNPEYHNASN ALDNPEYHNASNG Q15303 ERBB4 1188

KAEDEYVNEPL PKAEDEYVNEPLY Q15303 ERBB4 1202

VNEPLYLNTFA YVNEPLYLNTFAN Q15303 ERBB4 1208

LGKAEYLKNNI TLGKAEYLKNNI L Q15303 ERBB4 1221

LFDDPSYVNVQNL LFDDPSYVNVQNL Q15303 ERBB4 427

KLSLGQYDNDAGG KLSLGQYDNDAGG Q68CZ2 TNS 780

LTAEFLYDEVHPK LTAEFLYDEVHPK Q6IBS0 TWF2 309

TQPEPI YAESTKR TQPEPI YAESTKR Q86YV5 SGK223 390

AYADSYpYYEDGG AYADSYYYEDGGM Q8IVM0 CCDC50 145

GEDADpYTHFTNQQS DGEDADYTHFTNQ Q8IVM0 CCDC50 279

PKEDPI YDEPEGL PKEDPI YDEPEGL Q99704 DOK1 362

PKEDPI YDEPEGL PKEDPI YDEPEGL Q99704 DOK1 362

EKVTSPYWEERI EKVTSPYWEERI Q9NQC7 CYLD 15

PASVTDYQNVSFS PASVTDYQNVSFS Q9NZM3 ITSN 858



SH2 pr ot ei n i dSH2 pr ot  name oper at or

P16333 NCK2 Mar t i n

O15357 SHI P2 Mar t i n

P23726 PI K3R2 Jesper *

P27986 PI K3R1 Jesper *

P62993 GRB2 Jesper

Q06124 PTPN11 Jesper

P16885 PLCG2 Jesper

P20936 RASA1 Jesper

P27986 PI K3R1 Jesper

O15357 SHI P2 Mar t i n

Q06124 PTPN11 Mar t i n

O15357 SHI P2 Mar t i n

P20936 RASA1 Jesper

Q06124 PTPN11 Jesper

P52735 VAV2 Jesper

P29353 SHC1 Schul t ze

Q06124 PTPN11 Schul t ze

P51692 STAT5B Schul t ze*

P46109 CRKL Schul t ze

P41240 CSK Schul t ze

Q06124 PTPN11 Schul t ze

P29353 SHC1 Schul t ze

P51692 STAT5B Schul t ze*

P29353 SHC1 Schul t ze

Q06124 PTPN11 Schul t ze

P22681 CBL Schul t ze

P62993 GRB2 Schul t ze

P62993 GRB2 Schul t ze

P62993 GRB2 Schul t ze

P62993 GRB2 Jesper

Q06124 PTPN11 Jesper

P29353 SHC1 Schul t ze

P27986 PI K3R1 Schul t ze

P29353 SHC1 Schul t ze

P62993 GRB2 Schul t ze

P27986 PI K3R1 Schul t ze

P27986 PI K3R1 Schul t ze

P41240 CSK Schul t ze

P62993 GRB2 Schul t ze

P27986 PI K3R1 Schul t ze

P27986 PI K3R1 Schul t ze

P62993 GRB2 Schul t ze

P27986 PI K3R1 Schul t ze

P27986 PI K3R1 Schul t ze



P20936 RASA1 Jesper

P62993 GRB2 Jesper

P62993 GRB2 Mar t i n

P27986 PI K3R1 Mar t i n

P27986 PI K3R1 Mar t i n

P27986 PI K3R1 Mar t i n

P16333 NCK2 Mar t i n*

O15357 SHI P2 Mar t i n

P46109 CRKL Jesper

P29353 SHC1 Jesper

P62993 GRB2 Mar t i n

P20936 RASA1 Mar t i n

P20936 RASA1 Mar t i n

Q06124 PTPN11 Mar t i n

P62993 GRB2 Jesper

Q06124 PTPN11 Mar t i n

P16885 PLCG2 Jesper

Q06124 PTPN11 Jesper

P23726 PI K3R2 Jesper *

P16333 NCK2 Mar t i n*

P20936 RASA1 Mar t i n

P29353 SHC1 Schul t ze

Q06124 PTPN11 Schul t ze

P46109 CRKL Schul t ze

O00459 PI K3R2 Schul t ze

P62993 GRB2 Schul t ze

P62993 GRB2 Schul t ze

P62993 GRB2 Schul t ze

P62993 GRB2 Schul t ze

P62993 GRB2 Schul t ze

P62993 GRB2 Jesper

P62993 GRB2 Jesper

P20936 RASA1 Mar t i n

P41240 CSK Jesper

P20936 RASA1 Jesper

P52735 VAV2 Jesper

P16333 NCK2 Jesper *

P20936 RASA1 Jesper

P27986 PI K3R1 Jesper *

P62993 GRB2 Mar t i n



SH2-domain containing protein Uniprot name:Observed by LC-MS in HeLa? Uniprot ID Predictor

ABL1 YES P00519 YES

ABL2 YES P42684 YES

BLK YES P51451 YES

CRK YES P46108 YES

CRKL YES P46109 YES

CSK YES P41240 YES

FER YES P16591 YES

FRK YES P42685 YES

FYN YES P06241 YES

GRB10 YES Q13322 YES

GRB2 YES P62993 YES

HCK YES P08631 YES

LYN YES P07948 YES

P55G YES Q92569 YES

P85A YES P27986 YES

P85B YES O00459 YES

PLCG1 YES P19174 YES

PTK6 YES Q13882 YES

PTN11 YES Q06124 YES

RASA1 YES P20936 YES

SH23A YES Q9BRG2 YES

SHC1 YES P29353 YES

SHIP2 YES O15357 YES

SRC YES P12931 YES

TENS1 YES Q9HBL0 YES

TENS3 YES Q68CZ2 YES

VAV2 YES P52735 YES

YES YES P07947 YES

BCAR3 YES O75815 NO

JAK1 YES P23458 NO

LCK YES P06239 NO

NCK1 YES P16333 NO

RIN1 YES Q13671 NO

SH24A YES Q9H788 NO

SHB YES Q15464 NO

SPT6H YES Q7KZ85 NO

STA5A YES P42229 NO

STA5B YES P51692 NO

STAT1 YES P42224 NO

STAT2 YES P52630 NO

STAT3 YES P40763 NO

STAT6 YES P42226 NO

TENS4 YES Q8IZW8 NO
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TYK2 YES P29597 NO

VAV3 YES Q9UKW4 NO

3BP2 NO P78314

AFAP1 NO Q8N556

BCR NO P11274

BLNK NO Q8WV28

BMX NO P51813

BTK NO Q06187

CBL NO P22681

CBLB NO Q13191

CBLC NO Q9ULV8

CHIN NO P15882

CHIO NO P52757

CISH NO Q9NSE2

DAPP1 NO Q9UN19

FES NO P07332

FGR NO P09769

FYB NO O15117

GRAP NO Q13588

GRAP2 NO O75791

GRB14 NO Q14449

GRB7 NO Q14451

HSH2D NO Q96JZ2

ITBP2 NO Q9UKP3

ITK NO Q08881

JAK2 NO O60674

JAK3 NO P52333

KSYK NO P43405

LCP2 NO Q13094

LRP2 NO P98164

MATK NO P42679

MIST NO Q7Z7G1

NCK2 NO O43639

PLCG2 NO P16885

PTN6 NO P29350

RIN2 NO Q8WYP3

RIN3 NO Q8TB24

S18L1 NO O75177

S18L2 NO Q9UHA2

SH21A NO O60880

SH21B NO O14796

SH22A NO Q9NP31

SH24B NO Q5SQS7

SH2B1 NO Q9NRF2



SH2B2 NO O14492

SH2B3 NO Q9UQQ2

SH2D3 NO Q8N5H7

SH2D5 NO Q6ZV89

SH2D6 NO Q7Z4S9

SHC2 NO P98077

SHC3 NO Q92529

SHC4 NO Q6S5L8

SHCBP NO Q8NEM2

SHD NO Q96IW2

SHE NO Q5VZ18

SHF NO Q7M4L6

SHIP1 NO Q92835

SHPS1 NO P78324

SLAF1 NO Q13291

SLAF5 NO Q9UIB8

SLAP1 NO Q13239

SLAP2 NO Q9H6Q3

SOCS1 NO O15524

SOCS2 NO O14508

SOCS3 NO O14543

SOCS4 NO Q8WXH5

SOCS5 NO O75159

SOCS6 NO O14544

SOCS7 NO O14512

SRMS NO Q9H3Y6

SSXT NO Q15532

STAP1 NO Q9ULZ2

STAP2 NO Q9UGK3

STAT4 NO Q14765

TEC NO P42680

TENC1 NO Q63HR2

TM1L1 NO O75674

TXK NO P42681

VAV NO P15498

YO025 NO A6NKC9

YQ012 NO Q8TC17

ZAP70 NO P43403



 1 

 

Supplemental Information 

 

Extended Results 

 

Reproducibility of chip experiments 

 

The correlation coefficient of the results of the triplicate arrays represents a good 

measure of the quality of the experiment. In Suppl_Table 2 we have reported the 

Pearson correlation coefficients between the results of triplicate arrays or between 

independent experiments carried out at different times with different preparation of 

the same domain. Typical correlation graphs are reported in Suppl Figure S1.  

 

PepspotDB: Motivation and Brief Description 

PepspotDB is a new database, specifically designed to store in a single integrated 

resource the results of experiments exploiting molecular array technology. We 

decided to develop a brand new database, because readily available alternative 

solutions were either too broad (Ceol et al., 2010; Ceol et al., 2007), or too narrow 

(Gong et al., 2008) in scope.  

Although PepspotDB has been developed primarily to support research activities 

within our group, we have opened it to the community as a key reference for the 

storage and retrieval of peptide chip data. 

PepspotDB contains five main data types: 

 (a) Experimental evidence supporting SH2 peptide interaction 

Supplemental Figures and Text
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 (b) Computational predictions 

 (c) Binary interactions 

 (d) Bayesian integration of contextual evidence 

 (e) Phosphorylation sites 

Among all domain-peptide pairs that have either experimental or computational 

support, only those with signal intensity or prediction score above a certain threshold 

are considered. These candidate binary interactions are singled out and stored in the 

database in a separate table for easy visualization and retrieval. The Bayesian 

integration of experimental data with orthogonal contextual evidence provides a 

Bayesian score for each tested domain-peptide pair. 

Since SH2 domains bind to phospho-tyrosine containing peptides, and since other 

families of interaction domains also recognize phosphorylated residues, we imported 

into the database information on experimentally determined phosphorylation sites, as 

annotated in the two most comprehensive publicly available databases hosting 

phosphorylation data, PhosphoSite (Hornbeck et al., 2012) and PhosphoELM (Diella 

et al., 2008). Information on protein sequences was also imported from an external 

database, UniProtKB (The UniProt Consortium 2009), the reference repository for 

protein records. Furthermore, PepspotDB is tightly integrated with the MINT protein 

interaction database (Chatr-aryamontri et al., 2007). 

 

PepspotDB: Requirements and Guidelines 

 

The key requirement for PepspotDB was flexibility to ensure the database could grow 

smoothly, with no need for major redesign steps, as the number and diversity of 

projects increased.  
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The integration of external data sources was another issue. The two most common 

alternative integration strategies are “deep” and “shallow” integration. Deep 

integration basically consists in replicating the information stored in an external data 

source into the in-house database; it requires the translation or mapping of the 

external database data model to the data model of the destination database and 

periodic updates to bring the local copy of the data in line with the original source. 

Shallow integration is much easier to accomplish: the data remain in the primary data 

source (no replication occurs) and some sort of hyperlink pointing to them is created 

in the secondary data source. The advantage of the first solution lies in the superior 

performance achievable in terms of response times since no additional network traffic 

is generated. On the other hand, deep integration involves a considerable design effort 

to work out a more complex unified schema and comes with major maintenance 

issues. Shallow integration imposes a much lighter burden on the database design, 

often involving nothing more than the storage of a Unified Resource Locator (URL) 

in the proper table column. However, this second solution presents serious drawbacks 

in terms of performance, due to network latency and possibly failure. Maintenance 

issues are also not completely absent (URLs should be updated once in a while as 

broken links may occur). 

Our design choices were oriented towards the achievement of the most suitable trade-

off between flexibility and performance. PepspotDB is not yet another protein 

interaction database but focuses on experiments based on peptide array technology. 

As for integration of external data sources, we did not fully commit ourselves to either 

to a deep or a shallow strategy, but we decided on a case by case basis which one was 

most appropriate to gain performance without losing too much flexibility. Hence, for 

instance, we chose deep integration to import protein data from UniProtKB (UniProt, 
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2009) and phosphorylation data from Phospho.ELM  and PhosphoSite (Diella et al., 

2008; Hornbeck et al., 2004), whereas shallow integration seemed to us more 

effective for linking binary interactions stored in PepspotDB with relevant records in 

the general purpose Molecular INTeraction database. 

 

PepspotDB: Data Model 

 

Although the database was originally conceived as a repository of experiments 

employing peptide arrays to detect domain-peptide interactions, we aimed at making 

the database structure as general as possible, to be able to accommodate virtually any 

kind of interaction assay based on array technology. Figure 1 shows a class diagram 

portraying a subset of classes, extracted from the larger PepspotDB data model, 

capturing the concept of experiment and the concepts related to it. 

First of all, it should be noted that PepspotDB assumes that any experiment involves 

the probing of one or more arrays of some kind with a potential interactor. In other 

words, PepspotDB assumes experiments are based on array technology. This, of 

course, imposes a strict constraint to the number of different types of experiments that 

can be stored in the database, but, on the other hand, it paves the way for a database 

structure specifically tailored for these kinds of experiment, thus allowing PepspotDB 

to organize the data more effectively and with a greater level of detail than other more 

general purpose databases of molecular interactions, such as MINT. More 

specifically, an Experiment is composed of one or more ArrayAssays, each one 

referring to a specific ArrayChip and identifying a group of Measures, each of which 

is related to a single ArraySpot (see Fig. 1). ArrayChips are composed of ArraySpots 

and represent a particular array layout. ArraySpots correspond to positions in the 
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array and can be either control spots, marker spots (used by the scanner software to 

align the quantization grid), blank spots or spots containing an Interactor. A Measure 

object encapsulates most of the data produced by the scanner software upon 

quantization of a particular array spot. Experiments are often performed in duplicate 

or in triplicate: different replicates of the same array layout within the same 

experiment are modeled by different ArrayAssay objects, one for each replicate, 

referring to the same ArrayChip and Experiment. Thus, in an experiment performed 

in triplicate, three Measures for each ArraySpot will be associated to the respective 

ArrayAssay object representing one replicate of the same ArrayChip. The Interactor 

class conveys the general idea of a molecule that can interact with some other 

molecule, abstracting from the actual type of molecule we are talking about (e.g. a 

protein, a region of a protein, a nucleic acid, etc...). ModifiableMolecule is a 

particular class of Interactor provided with a sequence to which one or more PTM 

(Post-Translational Modification) objects can be attached. ModifiableMolecule is 

further specialized into Peptide, Domain and Protein. A Peptide can be associated to 

many proteins through PeptideProteinAssociation entities (most often a peptide 

matches the sequence of several homologous proteins); a Protein in turn can be 

composed of many domains. These layers of abstraction allow PepspotDB to deal 

with experiments of different nature exactly in the same manner: since experiments 

are modeled as interaction assays testing, in one-versus-all fashion, a generic 

Interactor against one or more arrays composed of ArraySpots containing also generic 

Interactors, domain-peptide, domain-domain, antibody-antigen or protein-protein 

interaction assays are viewed as perfectly equal. 

Furthermore, PepspotDB foresees the possibility that an Interactor may participate in 

different experiments in modified forms, e.g. it could be mutated in one experiment 
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and phosphorylated in another: InteractorForm objects signify the particular 

configurations assumed by Interactors in the context of a specific experiment and are 

used to create experiment-wise variants of an Interactor by associating to it one or 

more Features (the only implemented one so far being PTM, Post-Translational 

Modification). This is the reason why the ArraySpot class is associated to the 

Interactor class through the InteractorForm class and not immediately. The same is 

true for the Experiment class. To illustrate this concept with an example: let's suppose 

we wanted to capture the fact that protein A participates in 

experiment X in its canonical form and in experiment Y in a phosphorylated form and 

no InteractorForm class was present; we would have to create two distinct Protein 

objects, one representing A in its canonical form and another representing A in its 

phosphorylated form and link them to the respective experiments, thus unnecessarily 

duplicating information. With the introduction of the InteractorForm class, we can 

now create two InteractorForms, associate one of them to the proper post-translational 

modification (PTM), and link both forms to the same Protein object corresponding to 

protein A. 

Besides raw data, i.e. the figures output by the laser scanner, encapsulated by the 

Measure object, PepspotDB's data model allows the storage also of experimental data 

after processing, a procedure during which filters are applied to the data to attenuate 

noise and the redundant information contained in the two or more replicates is 

collapsed into one figure. In a typical triplicated experiment, the three Measures 

associated to a particular spot undergo processing and are merged into a single 

NormalizedMeasure instance relative to the spot. As was mentioned earlier, 

PepspotDB encompasses not only experimental observations, but also computational 

predictions obtained from Neural Network predictors. The NeuralNetworkPrediction 
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class models such computational predictions, linking the target Interactor for which 

the prediction was made to the Experiment whose data were used to train the Neural 

Network predictor. 

Finally, scanned images (Image class) of the chip may be stored in the database and 

linked to their respective experiment. 

 

PepspotDB: Web Interface 

 

On top of the relational database, we have built a user friendly web interface, with the 

aim of facilitating data access and retrieval to non computer experts 

(http://mint.bio.uniroma2.it/PepspotDB). Access to the web site is open to anyone 

using the “guest” account, which comes with reading privileges only. Authenticated 

users are granted different privileges in accordance with their assigned role(s): 

Reader, Writer, Curator or SuperUser. Since the PepspotDB short term goal was to 

support the research projects carried out in our lab, an entire section of the web site is 

dedicated to presenting these projects: the aim of each project is briefly described and 

its final results can be browsed through direct links. The SH2 specificity data can be 

explored from an interactive homology tree obtained by hierarchical clustering of the 

human SH2 domains according to sequence homology. Node color reflects the 

domain target recognition specificity, as established from the results of our 

experimental and computational analysis. Domains similarly colored have similar 

consensus sequences, as apparent from the logos popping up upon mouse hovering, 

whereas white nodes indicate a SH2 domain that we have not profiled yet. A click on 

a tree leaf forwards the user to the search page, where the candidate domain targets 

we have identified for that particular SH2 domain are listed. 
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The Search page allows quick retrieval of domain-peptide interactions. After the 

protein containing the domain (let us call it protein A) and the protein containing the 

peptide (let us call it protein B) have been selected, interactions involving any of the 

domains belonging to protein A and/or (depending on user selection) any of the 

peptides belonging to protein B are looked up and are displayed on the page. It is also 

possible to specify a range within the sequence of the peptide containing protein, to 

narrow the result set to certain peptides only. An interaction may be supported by 

experimental evidence, if it has been observed in at least one peptide chip experiment, 

by computational evidence, if it has received a sufficiently high score from a Neural 

Network predictor, or both. Which is the case can be easily grasped by looking at the 

search result: experimentally verified interactions are associated with an 

“experimental score”, calculated as the logarithmic ratio between the foreground and 

background signals quantified by the scanner, whereas predicted interactions come 

with a “NeuralNetwork score”, that is the output of the Neural Network predictor. On 

the bottom of the page there is a panel displaying several buttons controlling the set of 

operations that can be performed on the result set, such as filtering out records based 

on their content, sorting and exporting the query result in a textual format with 

comma-separated columns. Each retrieved interaction is also assigned a “global 

score”, as calculated by the Bayesian classifier integrating orthogonal sources of 

information. In addition to the score itself, it is also possible to inspect the pieces of 

contextual evidence that were combined in the Bayesian framework to obtain the final 

value. A simple click on “Details” opens up a new panel containing such information. 

Another valuable piece of information provided by the query result table regards the 

status of our previous knowledge of an interaction stored in PepspotDB. Given a 

domain-peptide interaction between a domain of protein A and a peptide of protein B, 
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if one or more protein interactions between A and B are annotated in MINT, 

regardless of whether the binding regions correspond or not, cross-references to the 

relevant MINT records appear on the corresponding row of the result table. 

Furthermore, if PepspotDB contains one or more interactions, that have been 

manually curated from the literature, for which both the proteins and the binding 

regions (e.g. domain and peptide) match, a little gold bar icon shows up next to the 

cross-references. After clicking on the icon, a list of these “golden standard” 

interactions is produced, complete with links to the original papers they were taken 

from. 

The search page that we have just described is very powerful for mining domain-

peptide interactions, but PepspotDB allows the user to browse in great detail also 

proteins, domains, domain targets (e.g. peptides) and experiments. The “Advanced 

Search” page is the entry point to start digging into the available data. From there, we 

can move on to the “Protein View”, the “Domain View” or the “Peptide View”, 

depending on the object of our quest. The “Protein View” provides us with a basic 

description of the selected protein, which is essentially a short version of the 

UniProtKB description of the protein. Moreover, we can find a list of post-

translational modifications the protein may undergo carrying out its activity in the 

cell. The original source of the information is reported as well. At the bottom of the 

page, two panels display respectively a list of the peptides matching the sequence of 

the protein and a list of the domains the protein is composed of. It is important to note 

that, in order to be listed here, a peptide or domain must have been tested in at least 

one experiment, or, in the case of a peptide, with at least one binding predictor. 

The “Domain View” and the “Peptide View” have similar structure, with a general 

description at the top of the page and further details as we scroll down. The most 
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relevant pieces of information the “Domain View” gives us are: 1) what experiments 

involving this domain are available; 2) what predictors have been trained for this 

domain. By clicking on the relevant link, we are taken either to the “Experiment 

View” or to the “Neural Network Predictor View”, where the outcome of the 

experiment or of the predictor can be carefully scrutinized, manipulated through 

filtering and sorting, and finally exported. There is also the possibility to draw a 

sequence logo of the peptides currently selected and displayed in the table. 

The “Peptide View” collects four pieces of data about the selected peptide: 1) what 

protein sequences are matched by the peptide sequence (a range identifying the 

location of the match in the protein sequence is specified); 2) what modifications were 

effected on the peptide upon synthesis; 3) what experiments the peptide participated 

in and what was the outcome (observed to bind or not); 4) what predictors produced a 

score for the peptide and what these scores indicated (predicted to bind or not). 

 

PepspotDB: Technical Details 

The realization of PepspotDB required the development and the concerted operation 

of multiple pieces of software employing different technologies: 1) a relational 

database; 2) an object-oriented API implementing PepspotDB's data model and 

providing a low-level interface to populate the database tables, as well as to retrieve 

the data; 3) a web application providing a user-friendly, universally accessible, high-

level interface to the data; 4) a collection of scripts to process experimental results 

and computational predictions; 5) a tool to draw sequence logos. 

The objected-oriented API is written in the Java language and is built on top of the 

Java Enterprise platform version 5. The Enterprise Edition of the Java platform was 

chosen because technologies like Enterprise Java Beans (EJB) 3.0, Java Persistence, 
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Java Transaction and Java Architecture for XML Binding (JAXB) 2.0 greatly 

facilitate the task of developing the server-side part of distributed, transactional and 

data-oriented applications. Thanks to the Java Persistence API, a Plain Old Java 

Object (POJO) model, implementing PepspotDB's data model, could be readily 

employed to generate a relational database schema. The underlying engine actually 

providing object-relational mapping (i.e. providing automatic conversion from Java 

objects to records in a relational database and viceversa) and querying services is 

Hibernate. 

The web application has been developed with JavaServer Faces (JSF) 1.2, a 

technology designed to simplify the building of user interfaces for JavaServer 

applications by providing a ready-to-use library of UI components with server-side 

event handling capabilities. To further reduce the complexity originating from the 

simultaneous employment of multiple advanced technologies, we exploited a 

powerful open source platform for building rich Internet applications in Java, called 

Seam. The Seam framework effectively glues together technologies such as 

Asynchronous JavaScript and XML (AJAX), JSF, Java Persistence and EJB 3.0: its 

unifying role is fundamental to simplify the development of web applications. 

The tool for drawing sequence logos, dubbed rXLogo, has also been developed on the 

Java 5 platform; the Standard edition of the platform was used. The tool allows to 

draw a logo according to information content or relative entropy, to correct for 

sampling error, to calculate a frequency matrix from the alignment, to align the input 

sequences according to a user-defined regular expression and to produce multiple 

logos in a single run. Its source code has been integrated in PepspotDB's web 

application, though only a limited set of features are available in the online version. 
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The scripts used to process experimental results and computational predictions have 

been developed with R. 

PepspotDB database runs on PostgreSQL 8.1, an open source Relational Database 

Management System (RDBMS), while PepspotDB web application runs on JBoss AS 

4.2, a Java application server implementing the full J2EE 1.4 specification, plus some 

features of J2EE 5, such as EJB 3.0. Both server programs run on a dual-processor 

Intel Xeon 3.4 GHz machine, with 4GB RAM and two SATA 250GB Hard Drives 

configured in a RAID1 array. 

PepspotDB: Content 

 

PepspotDB so far contains close to 80 experiments, from which we could successfully 

profile 70 human SH2 domains. Both the raw and processed experimental data have 

been stored in the database. Besides the amino acid sequences spotted on the chips 

used for the experiments (~6,000), PepspotDB also contains all human peptides (13-

mers) with a phosphorylated tyrosine residue in the central position, as reported by 

the PhosphoSite and Phospho.ELM repositories of experimentally observed 

phosphorylation sites. For each of the profiled SH2 domains, a Neural Network 

predictor has been trained and applied to the full set of peptides collected in the 

database (~13,600 sequences); after processing, all the binding predictions were 

stored in the database as well. From the whole experimental and computational 

datasets, all binary domain-peptide interactions with strong support from either 

dataset (or both datasets) have been extracted: two sets of 10,580 experimentally 

determined and 49,175 computationally predicted binary interactions, with an overlap 

of 4,207 interactions, have thus been produced and stored in PepspotDB. Finally, 
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Bayesian integrated confidence scores have been generated (one for each possible 

domain-peptide pair) and have been stored in the database. 

Extended Experimental Procedures 

Spatial smoothing of array signal 

Initial inspection of the array scans revealed the presence of spatial signal bias 

across the surface of the physical array. Spatial signal bias may arise from 

hybridization dynamics or array manufacturing affects related to washing steps 

or differences in print tip performance. Such affects should be removed before 

further analysis. The spatial signal bias was observed to similarly affect both the 

foreground (FG) and background (BG) spot intensity estimates. Two-

dimensional effects of this type can be considered as background signal and can 

be removed when the FG is adjusted to remove the BG.  

 

The shape and extent of spatial bias was observed to vary dramatically from 

array to array. Due to this, conditional steps were performed to best correct the 

specific bias depending on the array. The reduction of bias was assessed by the 

reduction in variance for replicated spots that were located across the array. 

Three BG estimation methods were considered: un-adjusted BG, 2D median 

smoothed (median of 7x7 feature window), or using a low-pass filter (LPF) 

(lowpass function from the rimage package). The BG that resulted in the lowest 

sum of squared replicate error (SSE) was selected on an array-by-array basis. 

The image analysis based LPF method was much faster but gave poorer 

results than the simple median 2D windowing approach.  
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The relative signal, log(FG/BG), often retained some spatial bias. The remaining 

spatial bias was removed by subtracting median smoothed estimates of 

log(FG/BG) using an iterative method, decreasing the smoothing window at each 

step and stopping when no improvement in SSE was achieved. No adjustment 

was made if the first iteration increased the SSE. With this smoothed BG and 

log(FG/BG) adjustment method, 43% of the replicate error was removed as 

assessed by SSE.  

 

Data processing pipeline  

 

In order to identify possible flawed spots, a sample of glass slides for each chip 

batch was probed against a collection of three different anti-pY antibodies. The 

chips were tested separately with a preparation containing each single antibody 

and with a mixture of all three antibodies as probe. The spots that did not light 

up in any of the experiments were flagged 'BAD' and were not taken into account 

in further data processing steps. 

The glass chips were incubated with purified GST-SH2 fusions (1 g/ml) for 3 

hours in blocking buffer (BSA 5% in PBS) at room temperature. Spot bound GST 

fusion proteins were revealed by incubating with a fluorescently labelled anti-

GST antibody. A control slide was probed with GST to identify false positive 

peptides that either bind to the tag or to the antibodies used in the assay. Since 

each slide contains three replica arrays the foreground and background intensity 

values for each spot were computed by taking the median of the three replicated 

measures. 
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The log-ratio of foreground versus background intensity, which is obtained by 

subtracting the intensity values in logarithmic rather than linear scale (i.e. 

log(FG) – log(BG) was taken as a measure of signal strength. Measuring 

intensities as log ratios between foreground and background can be prone to 

artifacts when background values are very low. To prevent log-ratios from 

increasing indefinitely when background intensity is close to zero, we added a 

small fixed amount (delta) to all foreground and background intensity values. 

The value of delta is defined on a per experiment basis and it is equal to the 

median background intensity of the experiment. 

In a few cases, due to a wrong positioning of the grid delimiting spot areas by the 

software of the array reader, one obtains an excessively high background 

intensity which results in a low log ratio value. In such cases, there is a risk of 

missing good binding candidates, that is spots with considerably high foreground 

intensity that would also have high FG-BG or log (FG/BG) values, if such an 

artifactually high background estimate had not occurred. To detect likely 

instances of this problem, we introduced a couple of flags, 'high foreground' 

(fg_flag) and 'low background' (bg_flag): spots whose foreground intensity value 

is greater than twice the median foreground intensity of the experiment have 

their fg_flag set to 'GOOD'; conversely, spots whose background intensity value is 

greater than twice the median background intensity of the experiment have their 

bg_flag set to 'BAD'. Thus, problematic spots may be identified by looking for 

spots with fg_flag set to 'GOOD and bg_flag set to 'BAD'. 

    

When the signal intensity of a spot exceeds a certain threshold, we consider that 

a successful binding reaction between the peptide spotted on that position in the 
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chip and the tested domain. For each experiment, the threshold was set to the 

median signal intensity of the experiment plus twice the standard deviation from 

the median. 

We distinguish between three classes of binders: true binders, potential binders 

and non-binders, identified with 2, 1 and 0 respectively in the data files. True 

binders are defined as spots with signal intensity above the binding threshold 

and having their fg_flag set to 'GOOD'. Spots with either signal intensity lower 

that the binding threshold or fg_flag set to 'BAD' are classified as potential 

binders. Finally, non-binders are those spots with both low signal and low 

foreground intensity (fg_flag = 'BAD'). 

A few peptides are spotted more than once in each array the spot with the 

highest smoothed log-ratio value was chosen and the others were not considered 

further.  If different replicas of a domain profiling experiment were carried out, 

the highest normalized measure was considered. For all interactions that are 

stored in the database we keep track of the experimental evidence supporting it. 

 

Supplementary Tables 

 

Suppl Table S1: Phosphotyrosine peptide list, related to Figure 1The first column is 

the reference position in the peptide chip. The second column is the sequence of the 

thirteenmer centered on the phosphotyrosine residue. The third column contains the gi 

and UNIPROT id of the human protein containing the phosphopeptide. The fourth 

and fifth column contain the PhosphoELM and PhosphoSite annotation. The last 

column labels the peptides whose phosphorylation in the tyrosine at position 7 was 

predicted. 
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Suppl. Table S2: List of SH2 domains used in this work, related to Figure 2. The 

different columns contain the identifier of the domain, the identifier of the 

experiment, the UniprotKB id and  entry name of the protein, the nucleotide range 

defining the SH2 domain, a comment on the result of the expression experiment and 

the protein gene name respectively 

 

 

Suppl Table S3: Result reproducibility, related to Figure 2. The table reports the 

correlation coefficients (Pearson) of the different replicas arrays on a single glass chip 

(columns A, B, C, D) and of two independent experiments  performed with two 

different preparations of the same domain. 

 

Suppl. Table S4: Literature curated interactions between SH2 domains and phospho-

tyrosine peptides, related to Figure 5. The table columns contain: the PubMed 

identifiers of the article reporting the evidence of the interaction, UniprotKB id and 

entry names of the SH2 domain containing protein and the interacting partner, the 

method used to identify the interaction, the phosphorylated tyrosine supporting SH2 

binding, the amino acid range of the interacting peptide and the sequence of the 

interacting phosphotyrosine peptide centered on the phosphotyrosine. 

 

Suppl. Table S5: Results of the pull down experiments, related to Figure 5. The 

different columns contain A) aminoacid sequence of the phospho-peptide used in the 

pull down experiment. B) Thirteenmer peptide centered on the phosphotyrosine C) 

UniprotKB id of the phospho protein D) gene name E) position of the 
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phosphotyrosine F) UniprotKB id of the affinity purified protein G) Gene name of the 

affinity purified protein H) name of the operator 

 

Suppl. Table S6: List of SH2 containing proteins that have ever been identified in 

HeLa cells, related to Figure 5. 

 

Supplementary figure Legends 

Supplementary Figure S1: Intra- and inter-experiment correlation, related to Figure 1. 

Two replica arrays were probed, at different times, with two different preparations of 

the domain VAV2. A Pearson correlation coefficient of 0.97 was calculated between 

the results of the two experiments. The correlation between the results of different 

replicas in the same chip experiment was also calculated and found to range from 0.8 

to 0.98 in different experiments (Table S2). 

 

Supplementary Figure S2: Correlation between peptide target and domain sequence 

similarity, related to Figure 3. The same matrix used to draw the specificity tree in 

Figure 1 was given as input to the EPCLUST program 

(http://www.bioinf.ebc.ee/EP/EP/EPCLUST/) to obtain a specificity distance by using 

the algorithm “linear coefficient based distance, Pearson centered”. The complement 

to 1 of the domain-domain distances output were then plotted against and equivalent 

the distance based on sequence homology distance retrieved with ClustalW. 

 

Supplementary Figure S3: Two sample Logos representation of the motifs 

recognized by SH2 domains, related to Figure 3.  Peptides with binding intensity 

higher than the chip median intensity plus one standard deviation were considered 
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“binders” (positive data set), whereas the peptides with a fluorescence signal lower 

than the median signal are the negative data set. The peptides sequences were aligned 

on their phosphotyrosine residues and used as input for the Two Sample Logo 

software (Vacic et al., 2006) to generate a sequence Logo representing the specificity 

profile of each SH2 domain.The two Sample Logo visualization represents the amino 

acids enrichment at each position of the aligned sequences. The phosphorylated 

tyrosine, shared by both interacting and non interacting peptides, is shown in the 

central position. The upper part of the Logo shows the over-represented amino acids 

in the positive data set, while the lower section displays the under-represented 

residues in the positive data set, as compared to the negative data set. 

 

Supplementary Figure S4: Summary of literature curation, related to Figure 5. The 

numbers in the Venn diagram represent curated articles. The details of the curation 

strategy are described in Methods 

 

Supplementary Figure S5:  Estimate of the parameters of the Bayesian model, related 

to Figure 5.   The bar graph represents the distribution of the posterior probabilities of 

the evidence given interaction (foreground) and the probability of the evidence given 

non-interaction (background). These parameters, which were used in the Bayesian 

model, are determined from a set of known SH2 interactions that was collected and 

curated manually, deemed 'the foreground set', as well as the full range of possible 

combinations of SH2 domain containing protein and peptides ('the background set'), 

assuming that most of these combinations are non-interacting in vivo. Scores were 

binned for each predictor optimizing separation between the foreground set and the 

background set using a cross-validation approach. The contribution to the overall 
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prediction varies greatly as can be inspected in the different graphs, where the bins 

and distributions for the foreground and the background set are shown." 

 

Supplementary Figure S6: UML class diagram portraying the entities in PepspotDB 

data model. 
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